GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4250. 

4407. 

4798. 

5291. 

5449. 



Score 



87 



,4306, 4250. .4306, 4255. .4308, 4389. .4460, 4406. .4477, 

,4475, 4408. .4476, 4505. .4705, 4512. .4706, 4513. .4707, 

,4911, 4799. .4912, 4801. .4911, 5115. .5231, 5118. .5231, 

,5365, 5304. .5366, 5304. .5381, 5305. .5370, 5420. .5617, 

,5628, 5450. .5617, 5451.. 5645-, 5452. .5619, 5667. .5828, 



5671. .5829, 5686. .5832 

11529 
24438 
10761 

OJ990620_36. 9B04 .C6.ol.tw 

4252 

none 



Seq. ID OJ990620_36.9B04.C6 
Strand 
End 

Method 
End 
Score 



15741 

TBLASTX: Wheat 

4713 

70 



4252. .4308, 4253. .4309, 4387. .4713, 4410. .4559, 4599. .4703 



11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o4.tm 

8927 

none 

8927. .9019, 9000. .9194, 9083. 
9376.. 9471, 9584.. 9607, 9585. 

11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o6.tm 

9719 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C6 



15741 

TBLASTX: Maize 
9648 
291 

9154, 9363.. 9470, 9375. 
9605, 9595.. 9648, 9608. 



9470, 
9646 



Seq. ID OJ990620_36. 9B04 -C6 
Strand 
End 

Method 
End 
Score 



15741 

TBLASTX: Maize 

10043 

128 



9719. .9823, 9731. .9823, 9766. .9825, 9789. .9824, 9934. .10041, 
9935.. 10039, 9936.. 10043, 9937.. 10041 



Seq. No. 11529 

Gene No. 24438 

Start 10761 

Name OJ990620_36. 9B04 . C6 . o2 . tc 

Start 9725 

GI none 
Exons 



Seq. ID OJ990620_36. 9B04 .C6 
Strand 
End 

Method 
End 
Score 



15741 

TBLASTX: Cress 

11021 

39 



9725. .9769, 9740. .9823, 9776. .9823, 9940. .10041, 9942. .10031, 
10807. .11007, 10809. . 11021, 10810. .11019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11529 Seq. ID 

24438 Strand 

10761 End 

OJ990620_36. 9B04 .C6.o3.np Method 

10761 End 

2129832 Score 



OJ990620_36.9B04.C6 

15741 
AAT/NAP 
15552 
573 



10761. .10786, 13191. . 13608, 15274 .. 15473, 15504. .15552 
heat shock transcription factor 5 - soybean 

gi|671868|emb|CAA87080| (Z46956). heat shock transcription factor 
5 [Glycine max] 



Seq. No. 
Gene No. 
Start 



11529 
24438 
10761 



Seq. ID 

Strand 

End 



OJ990620 36.9B04.C6 



15741 



12001 



\ 

\ \ 



Name 

Start 

GI 

Exons 



OJ990620 36.9B04.C6.o3.tm 



Method TBLASTX : Mai ze 



10806 End 11827 

none Score 363 

10806. .11042, 10816. .11040, 10836 .. 11042 , 11568 11651, 

11600. .11683, 11602. .11817, 11604 .. 11738 , 11605 .. 11811, 

11642.. 11827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o3.gs 

12849 

none 

1284 9. .12908, 12961. .13608, 

11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o3.ts 

13208 

none 

13208. .132 61, 13216. .13332, 
13522. .13611, 15274. .154 50, 

11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o2. tw 

13525 

none 

13525. .13608, 13526. .13609, 
15329.. 15451 



.Seq. ID OJ990620_36.9B04.C6 
Strand 

End 15741 

Method GEN SCAN 

End 15741 

Score .7 
15274. .15554, 15701. .15741 

Seq. ID OJ990620_36. 9B04 ,C6 
Strand 

End 15741 

Method TBLASTX : Soybean 

End 15450 

Score 103 
13510. .13608, 13514. .13609, 
15329. .15448 

Seq. ID OJ990620_36. 9B04 ,C6 
Strand 

End 15741 

Method TBLASTX : Wheat 

End 15451 

Score 71 
13528. .13611, 15274. .15450, 



Seq. No. 11529 Seq. ID 

Gene No. 24438 Strand 

Start 10761 End 

Name OJ990620_36 . 9B04 . C6 . o5 . tm Method 

Start 13564 • End 

GI none Score 

Exons 13564. .13608, 15274 .. 154 50, 15329.. 154 

Seq. No. 11529 Seq. ID 

Gene No. 24438 Strand 

Start 10761 End 

Name OJ990620_36 . 9B04 . C6 . o3 . tc Method 

Start 15229 End 

GI none Score 

Exons 15229. .15450, 15329.. 15451 

'i 

Seq. No. 11530 Seq. ID 

Gene No. 24439 Strand 

Start 440 End 

Name OJ990620_36 . 9B04 . C7 . ol . gs Method 

Start 440 End 

GI none Score 

Exons 440.. 512, 1674.. 1756 



O.J990620_36.9B04.C6 
15741 

TBLASTX: Maize 

15451 

141 



OJ990620_36.9B04.C6 
15741 

TBLASTX: Cress 

15451 

102 



OJ990620_36.9B04.C7 
+ 

1756 
GENSCAN 
1756 
.54 



12002 






Seq. No. 


11531 


Seq. ID 


OJ990620_36.9B04.C8 




Gene No. 


24440 


Strand 


+ 




Start 


2625 


End 


2900 




Name 


n,TQQ0fi?n ^6 9R04 PR nl rr«; 


Mot - h oH 


O Ej LN O V^rtlN 




OLClI L 


u ^. >J 


FnH 








none 




87 






2625 2702 2811 2900 








OCLJ . IN U . 


1 1 S^l 


Seq. ID 


OJ990620 36. 9B04.C8 




Gene No. 


24441 


Strand 


+ 




Start 


• 8369 


End 


14741 




Name 


OJ990620' 36 9B04 C8 o3 as 


Method 


GENSCAN 




Ului L. 


8369 ~~ 


End 


14379 




\J -L 


n on p 
nunc 


Score 


.61 ' 




Hi A ^ 1 1 O 


8369 8467 9459 9642 9888 

u j u j i • u t u / , y -~) z> • ■ _/ vj i , vj u <j » 


.10834, 11550. .11672, 11797. .1 






1?2flfi 12^94 1 ^QSO 14069 1 


4194 . . 14379 






11531 


Seq. ID 


OJ990620_36.9B04.C8 




OCllC IN U • 


24441 


Strand 


+ 




Start 


8369 


End 


14741 




Name 


OJ990620 36.9B04.C8.ol.np 


Method 


AAT/NAP 




Start 


9368 


End 


14741 




GI 


5734709 


Score 


196 




T7 v o n q 


9368.. 9488, 10110 .. 10175 , 10275 .. 10798 , 12007 .. 12200, 






14724. . 14741-v 






i;n 




(AC008075) Contains PF| 00069 


Eukaryotic protein kinase doma 


: ' i 




[Arabidopsis thaliana] 






ul 


Q o rr Mo 
DcCj. IN (J . 


11531 


Seq. ID 


OJ990620_36.9B04.C8 


. ! 


Gene No. 


24442 


Strand 




S; 


Start 


4570 


End 


7963 




Name 


OJ990620 36.9B04.C8.o2.gs 


Method 


GENSCAN 






4570 


End 


7934 




GI 


none 


Score 


.56 




P 1 von c; 


4570. .4692, 4964. .5029, 5839. 


.5950, 6074.. 6237, 6992.. 7029, 






7754 . .7934 








o cr • iwj » 


11531 


Seq. ID 


OJ990620_36. 9B04 .C8 




Gene No. 


24442 


Strand 






Start 


4570 


End 


7963 


ill 


Name 


OJ990620 36.9B04.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


7507 


End 


7963 




GI 


none 


Score 


36 




PynnQ 


7507. .7551, 7510. .7536, 7549. 


.7707, 7550.. 7708, 7551.. 7730, 






7711. .7806, 7712. .7807, 7746. 


.7943, 78 


10. .7944, 7811. .7963 




J C > LN KJ . 


11532 


Seq. ID 


OJ990620_36. 9B04 .C9 




ppnp Mn 


24443 


Strand 


+ 




Start 


1 


End 


690 




Name 


OJ990620 36. 9B04 .C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


690 




GI 


6815072 


Score 


603 




Exons 


1..484, 571. .690 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BA( 






T13P21; hypothetical protein 


(AC006067 


) [Oryza sativa] 




Seq. No. 


11532 


Seq. ID 


OJ990620_36.9B04.C9 



12003 




Gene No. 


24443 


Strand 


+ 


uLai L 


1 


End 


690 


Name 


OJQ906?0 36 9R04 C9 ol as 


Met hod 


GEN SCAN 


o tai l 


4 ~ 


End 


484 


VaJ. 


nunc 


Score 


. 66 


LAUIlD 


4 94 350 484 






Seq. No. 


11532 


Seq. ID 


OJ990620_36.9B04.C9 


Gene No. 


24443' 


Strand 


+ 


O LQI L 


1 


End 


690 


Name 


O.7QQ0690 36 9R04 C9 nl tw 




TBLASTX * Wheat 




130 ~~ 


End 


483 




-non 
nunc 


Score 


233 


T? von q 


130 483. 183 470, 193. .483 






Seq. No. 


11532 


Seq. ID 


OJ990620_36.9B04.C9 


Gene No. 


24443 


Strand 


+ 


u Lai L 


1 


End 


690 


Name 


OJ990620 36 9R04 C9 ol tm 


Method 


TBLASTX: Maize 


O Lai L. 


174 ~~ 


End 


641 


CI T 


none 


Score 


187 


Hi A UI 1 0 


174 365 175 366 370 519 


557. .640, 570. .641 


OC^ . IN L> • 


11533 


Seq. ID 


OJ990620_36 . 9B04 . C10 


Gene No. 


24444 


Strand 


+ 


Start 


1 


End ■ 


146 


Name 


GJ990620 36.9B04.C10.ol.np 


Method 


AAT/NAP 


OLaiL 


1 


End 


146 




5852084 


Score 


103 


Exons 


1. .146 






riT Pi£i c: r~ i n 

W J. UCOO J- -L^/ • 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


11534 


Seq. ID 


OJ990620_36.9B04.C11 


Gene No. 


24445 


Strand 


+ 


O L a -L L. 


240 


End 


302 


LN all it: 


OJ990620 36.9B04.Cll.ol.gs 


Method 


GENS CAN 


o Lai U 


240 


End 


302 




none 


Score 


. 55 


F 1 vori ^ 

i_l Avi 1 O 


240.. 302 






Seq. No. 


11535 


Seq. ID 


OJ990620_36 . 9B04 . C12 


Gene No. 


24446 


Strand 


+ 


O L Q i- L 


491 


End 


1095 


Name 


OJ990620 36.9B04.C12.ol.gs 


Method 


GENSCAN 


O Lai L 


491 


End 


1020 


(IT 


none 


Score 


.7 




491. .550, 718. .1020 






O c LJ . IN Ly • 


11535 .. 


Seq. ID 


OJ990620_36.9B04.C12 


Gene No. 


24446 


Strand 


+ 


Start 


491 


End 


1095 


Name 


OJ990620 36. 9B04 . C12 . ol . np 


Method 


AAT/NAP 


Start 


491 


End 


1095 


GI 


2498930 


Score 


685 


Exons 


491. .55.0, 718. .1095 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 



12004 






Can Tdr\ 


11JJD 


Seq. ID 


OJ990620_36.9B04.C13 




Gene No. 


24447 


Strand 






Start 


1 


End 


1261 




Name 


ujyyuozu jo . ytsu^ . bio . oi . np 


Method 


AAT/NAP 




otart 


1 
1 


End 


1261 




bl 


jOo / ^ jU 


Score 


66 




Exons 


1 OOQ TOR opi 1 1 Q7 1 OC1 








GI Descrip. 


(/\buuoioy; putative argimne 


N-methyltransf erase [Arabidopsis 






thaliana] 








Oc^i IN V-/ • 


11536 


Seq. ID 


OJ990620_36.9B04.C13 




Gene No. 


24447 


Strand 






Start 


1 


End 


1261 




Name 


OJ990620 36. 9B04 .C13.o2.np 


Method 


AAT/NAP 






1 


End 


1261 




p t 
bl 


3088573 


Score 


223 




Exons 


1..54, 131. .228, 325. .723, 990. .1261 






bl UcoCiip. 


(AF059530) protein arginine N 


-methyltransf erase 3 [Rattus 






norvegicus] 








Seq. No. 


11536 


Seq. ID 


ojyyubzu ob.yBU4.bio 




Gene No. 


24447 


Strand 




hnf 


o tar c 


1 


End 


1 z. bl 


'. "\ 
; sr 


Name 


OJ990620 36. 9B04 .C13.ol.gs 


Method 


f~* TP XT O 7\ M 


'ifi 


Start 


28 


End 


1 1 C A 

1 lo4 




GI 


none 


Score 


.59 


Lf 

- "f 


Exons 


28. .52, 131. .228, 325. .825, 1029. .1164 




s r 


Seq. No. 


11536 


Seq. ID 


OJ990620_36.9B04.C13 




bene imo . 


24447 


Strand 




'Ll 


Of v-+- 

btart 


1 


End 


1261 




Name 


OJ990620 36.9B04.C13.ol.tm 


Method 


TBLASTX: Maize 


= 


btart 


557 


End 


1184 


f ST 


p t 

bl 


none 


Score 


265 




tiXons 


557. .850, 571. .825, 1005. .1151, 1020.. 


1184, 1027. .1176 


i -J 


Seq. No. 


11537 


Seq. ID 


OJ990620_36.9B04.C14 




bene jno . 


24448 


Strand 


+ 


»! 




263 


End 


2555 


!!i 


Name 


OJ990620 36.9B04.C14.ol.gs 


Method 


GENSCAN 






263 


End 


1926 




P T 
bl 


none 


Score 


.81 




Exons 


263. .398, 405. .543, 700. .811, 


903. .962 


, 1459. .1563, 1816. .1926 




Seq. No. 


11537 


Seq. ID 


OJ990620_36.9B04.C14 




Gene No. 


24448 


Strand 


+ 




Of 2 vi- 


263 


End 


2555 




Name 


OJ990620 36.9B04.C14.ol.np 


Method 


AAT/NAP 




btart 


338 


End 


2555 




GI 


3493131 


Score 


552 




Exons 


338. .543, 700. .811, 903. .962, 


1459. .1571, 2484. .2555 




GI Descrip. 


(AF081570) thymidylate kinase 


[Arabidopsis thaliana] 




Seq. No. 


11537 


Seq. ID 


OJ990620_36.9B04.C14 




Gene No. 


24449 


Strand 


+ 




Start 


11423 


End 


14851 



12005 



Name OJ990620_36 . 9B04 . C14 . o5 . gp Method AAT/GAP 

Start 11423 End 14851 

GI 11503_1.R1084 Score 2508 

Exons 11423. .11468, 11564 11748, 12999 .. 13580, 13658 .. 13705 , 

14354. .14851 

GI Descrip. ' 6093660/sp | 073944 | PCP_PYRFU 1.0e-09 PYRROLIDONE-CARBOXYLATE 
PEPTIDASE (5-OXOPROLYL-PEPTIDASE) ( PYROGLUTAMYL-PEPTIDASE I) 
(PGP-I) (PYRASE) >gi_3551425_dbj_BAA32989_ (AB015291) 
pyrrolidone carboxyl peptidase [Pyrococcus furiosus] ' 



Seq. No. 


11537 


Seq. ID 


OJ990620_ 


_36.9B04.C14 


Gene No . 


24449 


Strand 


+ 




b tart 


11423 


End 


14851 




Name 


OJ990620 36.9B04.C14.o3.np 


Method 


AAT/NAP 




Start 


13047 


End 


14590 






6730656 


Score 


409 




Exons 


13047. .13609, 13715 .. 14074 , 14354. .14590 




GI Descrip. 


(AC007945) F28C11.6 [Arabidopsis thaliana] 




Seq. No. 


11537 


Seq. ID 


OJ990620_ 


_36.9B04.C14 


Gene No . 


24450 


Strand 


+ 




Start 


15448 . 


End 


16279 




Name 


OJ990620 36.9B04.C14.o4.gs - 


Method 


GENSCAN 




Start 


15448 


End 


16279 




GI 


none 


Score 


.54 




Exons 


15448. .15531, 15564 .. 157 11 , 15756. .16279 




Seq. No. 


11537 


Seq. ID 


OJ990620_ 


36 . 9B04 . C14 


Gene No . 


24451 


Strand 


+ 




Start 


19848 


End 


19954 




Name 


OJ990620 36. 9B04 ,C14 .o5.np 


Method 


AAT/NAP 




otdrt 


19848 


End 


19954 






5777617 


Score 


94 




Exons 


19848. .19954 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




beq. no. 


11537 


Seq. ID 


OJ990620^ 


36.9B04.C14 


Gene No . 


24452 


Strand 






Start 


2281 


End 


10477 




Name 


OJ990620 36.9B04.C14.ol/gp 


Method 


AAT/GAP 




Start 


2281 


End 


4916 




GI 


34251 1.R1084 


Score 


1938 




Exons 


2281. .2718, 2807. .2917, 3015.. 


3145, 3816.. 3859, 


3947. .4033, 




4128. .4223, 4751. .4916 








GI Descrip. 


M704410/gb|AAD28078.1|AF047046 1 l.Oe- 


■104 (AF047046) 




translation initiation factor 


eIF6 [Mus musculus] 1 


Seq. No. 


11537 


Seq. ID 


OJ990620_ 


36.9B04.C14 


Gene No. 


24452 


Strand 






Start 


2281 


End 


10477 




Name 


OJ990620 36.9B04.C14.o2.gs 


Method 


GENSCAN 




Start 


2461 


End 


10477 




GI 


none 


Score 


.79 




Exons 


2461. .2718, 2807. .2917, 3015.. 


3145, 3948. .4033, 


4128. .4180, 




4815. .4931, 6413. .6510, 9151.. 


9326, 9384.. 9426, 


10312. . 1047' 


Seq. No. 


11537 


Seq. ID 


OJ990620_ 


36.9B04.C14 



12006 



Gene No. 24 4 52 Strand 

Start 2281 End 10477 

Name OJ990620_36 . 9B04 . C14 . o2 . np Method AAT/NAP 

Start 2464 End 4233 

GI 6686291 Score 780 

Exons 2464.. 2718, 2807, 

4128. .4233 

GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 6 (EIF-6) (B4 INTEGRIN ' 
INTERACTOR) (CAB) (P27(BBP)) gi | 4704 4 10 | gb | AAD28078 . 1 | AF04704 6_1 
(AF047046) translation initiation factor eIF6 [Mus musculus] 



.2917, 3015.. 3145, 3816.. 3859, 3947.. 4033, 



Seq. No. 11537 

Gene No. 24452 

Start 2281 

Name OJ990620_36 . 9B04 . C14 . o2 . gp 

Start 9323 

GI 4107129 

Exons 9323.. 9729 

GI Descrip. 1330273/dbj I D85055 | RICSINE11 
gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_36.9B04.C14 

10477 
AAT/GAP 
9729 
623 



2.0e-18 Rice retroposon p-SINEl-r31 



Seq. No. 11537 Seq. ID OJ990620_36.9B04.C14 

Gene No. 24 4 52 Strand 

Start 2281 End 10477 

Name OJ990620_36 . 9B04 . C14 . o3 . gp Method AAT/GAP 

Start 9323 End 9825 

GI 4107129 Score 636 

Exons 9323.. 9653, 9741.. 9825 

GI Descrip. 1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



Seq. No. 11537 

Gene No. 24452 

Start 2281 

Name OJ990620__36 . 9B04 . C14 . o4 . gp 

Start 9432 

GI 4107129 

Exons 9432.. 9651, 9774.. 9921 

GI Descrip. 1330273/dbj | D85055 | RICSINE11 
gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_36.9B04.C14 

10477 
AAT/GAP 
9921 
538 



2.0e-18 Rice retroposon p-SINEl-r31 



Seq. No. 


11537 




Seq. ID 


OJ990620_36.9B04 


.C14 


Gene No. 


24453 




Strand 






Start 


11515 




End 


14180 




Name 


OJ990620 36.9B04.C14 


. o3 . gs 


Method 


GENSCAN 




Start 


11515 




End 


14180 




GI 


none 




Score 


.78 




Exons 


11515. .11659, 11921. 


.12109, 


12341. .12504, 14178. .14180 




Seq. No. 


11537 




Seq. ID 


OJ990620_36.9B04 


.C14 


Gene No. 


24454 




Strand 






Start 


16915 




End 


18005 




Name 


OJ990620 36.9B04.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


245 




End 


754 




GI 


none 




Score 


422 




Exons 


245. .553, 245. .541, 


247. .570 


, 697.. 753, 


698. .754 





12007 



Seq. No. 11537 Seq. ID 

Gene No. 24454 Strand 

Start 16915 End 

Name OJ990620_36 . 9B04 . C14 . o4 . ts Method 

Start 299 End 

GI none Score 

Exons 299.-487, 319.. 486 



OJ990620_36.9B04.C14 
18005 

TBLASTX: Soybean 

487 

237 



Seq. No. 11537 

Gene No. 24454 

Start 16915 

Name OJ990620_36 . 9B04 . C14 . ol . tc 

Start 2307 

GI none 

Exons 2307.. 2363, 2461.. 2718, 2461, 
2805. .2918, 2811. .2918, 2831, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C14 



18005 

TBLASTX: Cress 
3068 
181 

2718, 2465. .2719, 2804. .2914, 
2920, 3010.. 3066, 3015.. 3068 



i! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11537 
24454 
16915 

OJ990620_36.9B04.C14.ol.ts 

2432 
none 
2432. 
2810. 
■3817. 
4128. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C14 



.2656, 2449.-2655, 2668. 

.2914, 3010.. 3156, 3015. 

.3867, 3821. .3874, 3946. 

.4190, 4130. .4189, 4172. 



18005 

TBLASTX: Soybean 
4221 
264 

2718, 2804. .2914, 2805. .2870, 
3140, 3017. .3145, 3807. .38,60, 
4041, 3947. .4036, 3948. .4052, 
4219, 4183. .4221 



11537 
24454 
16915 

OJ990620_36. 9B04 .C14 .ol.tm 

2472 

none 

2472. .2714, 2479. .2718, 2480. 
2813. .2914, 3014. .3148, 3015. 
3817. .3867, 3821. .3880, 3911, 
3937. .4041, 4105. .4182, 4109, 
4130. .4189, 4181. .4222, 4182. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2665, 2804 
.3140, 3810 
.4036, 3936 
.4183, 4128 
.4223, 4183 



OJ990620 36.9B04.C14 



18005 

TBLASTX: Maize 
4239 
274 

,2914, 2811. .2918, 
,3863, 3817.. 3879, 
,4040, 3937. .4041, 
,4190, 4129. .4200, 
,4224," 4183. .4239 



Seq. No. 11537 
Gene No. 24454 
Start 16915 

Name OJ990620_36 . 9B04 . C14 . o2 . tw 

Start 3019 
GI none 

Exons 3019.. 3066, 3023.. 3157, 3027. 

3810.. 3860, 3817.. 3867, 3818. 
3948. .4040, 3988. .4041, 4105. 
4130. .4189, 4181. .4216, 4181. 
4183. .4239, 4750. .4794 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C14 



18005 

TBLASTX: Wheat 
4794 
60 

3068, 3069.. 3140, 3809.. 3859, 
3874, 3946. .4041, 3947. .4036, 
4176, 4109. .4183, 4128. .4190, 
4222, 4182.. 4223, 4183.. 4230, 



Seq. No. 11537 Seq. ID 

Gene No. 24454 Strand 

Start 16915 End 

Name OJ990620_36 . 9B04 . C14 . o5 . tc Method 

Start 3069 End 



OJ990620_36.9B04.C14 
18005 

TBLASTX: Cress 
4221 



12008 



GI 

Exons 



none Score 65 

3069. .3140, 3070. .3156, 3809. .3859, 3817. .3867, 3821. .3874, 

3946. .4041, 3947. .4036, 3950. .4042, 4128. .4190, 4130. .4189, 

4172. .4219, 4182. .4220, 4183. .4221 





oeq* in o . 


11537 






Seq. ID 


OJ990620_36.9B04, 


PI A 
. bl H 




bene lno . 


24454 






Strand 








OLalt 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14 


. O-J . tm 


Method 


TBLASTX: Maize 






OLalL 


13012 






End 


14699 






p t 


none 






Score 


237 






Exons 


13012. 


.13314, 13013. 


.13312, 


13017. .13316, 13041. . 13316, 








13464. 


.13586, 13475. 


.13576, 


13654. .13704, 13655. . 13705, 








14344. 


.14550, 14347. 


1 A SflO 

■ 14 JOV; 


14351. .14581, 14351. . 14584, 








14370. 


.14585, 14604. 


1 A 6QQ 










Can M 

oeq. iNO . 


11537 






Seq. ID 


OJ990620_36. 9B04, 


PI A 
. bl fi 




P c± y\ ^ NT o 

bene lno . 


24454 






Strand 










16915 






End 


18005 






Name 


OJ990620 36.9B04.C14 


A 

. 04 . t C 


Method 


TBLASTX: Cress 






btart 


13046 






End 


13325 






GI 


none 






Score 


281 






Exons 


13046. 


.13261, 13047. 


.13325 










beq. No. 


11537 






Seq. . ID 


OJ990620_36.9B04, 


. b!4 


U\ 


Gene No . 


24454 






Strand 








btart 


16915 






End 


18005 




i U 


Name 


OJ990620 36.9B04.C14 




Method 


TBLASTX : Soybean 




\.J 


btart 


13074 






End 


14581 




: , i 


bl 


none 






Score 


262 






Exons 


13074. 


.13316, 13077. 


.13235, 


13082. .13291, 134 40. .1358 6, 








13481. 


.13576, 13655. 


.13705, 


13660. .13704, 14 347 .. 14 580, 




! L? 




14351. 


.14581 










'13! 


o e q . LN O . 


11537 






Seq. ID 


OJ990620_36. 9B04 , 


PI A 

. b 1 *i 


" ''I 


bene lno . 


24454 






Strand 








O Ldl L 


16915 






End 


18005 




hl\ 


Name 


OJ990620 36.9B04.C14 


. Oj.IC 


Method 


TBLASTX: Cress 






Q -1- a r-+- 

OLail 


13464 






End 


14593 




:» 


p t 

bl 


none 






Score 


63 




,5 Zi. 


Exons 


13464. 


.13511, 13481. 


.13582, 


13509. .13583, 13589 .. 137 14 , 








13645. 


.13701, 14347. 


.14580, 


14351. .14581, 14351. .14593 






oeq . lno . 


11537 






Seq. ID 


OJ990620_36.9B04. 


PI A 
, b J- H 




bene lno. 


24454 






Strand 








otart 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


15522 






End 


17826 






GI 


none 






Score 


38 






Exons 


15522. 


.15554, 15633. 


.15665, 


15750. .15800, 17296. .17484, 








17428. 


.17490, 17488. 


. 17619, 


17489. .17560, 17 647 .. 1782 6, 








17648. 


.17800 












Seq. No. 


11537 






Seq. ID 


OJ990620_36.9B04, 


.C14 




Gene No. 


24454 






Strand 








Start 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14 


.o2. tm 


Method 


TBLASTX: Maize 





12009 




C4- -i v>4- 

otart 


1 CC/IO 

1 DOft O 






End 


17826 






C T 

bl 


none 






Score 


60 






Exons 


15543. . 


15662, 15750.. 


1 R7 Q7 


17288. .17467, 17296. 


.17484, 






17482. . 


17826, 17483.. 


1 7 7 Q7 










Seq. No. 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


n 4 


Gene No. 


24454 






Strand 








Start 


16915 






End . 


18005 






Name 


OJ990620 36.9B04.C14. 


Kjc. • Lo 


Method 


TBLASTX : Soybean 




otart 


15543 






End 


17826 






GI 


none 






Score 


59 






Exons 


15543. . 


15662, 15750.. 


1 R7ftfl 
10 / O 0 , 


16070. .16279, 16915. 


.17250, 






17296. . 


17484, 17488.. 


x / o z o , 


17489. .17797 






Seq. No. 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


n 4 

. V_/ J. 1 


Gene No. 


24454 






Strand 








Start 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14. 




Method 


TBLASTX: Cress 




0+- -a v~+- 


15633 






End 


17826 








none 






Score 


50 






Exons 


15633. . 


15662, 15750.. 




16112. .16282, 17276. 


.17329, 






17296. . 


17484, 17402.. 




17488. .17826, 17489. 


.17710 




f _ XT 

Seq. No. 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


n 4 


Gene No. 


24454 






Strand 








Start 


16915 






End 


18005 






Name 


OJ990620 36.9S04.C14. 


o5 . tin 


Method 


TBLASTX: Maize 




Start 


15827 






End 


17250 






GI 


none 






Score 


67 






Exons 


15827. . 


15859, 15850.. 


T c p 7 o 


15871. .15930, 15885. 


. 15929, 






15934. . 


15996, 15990.. 


1DUD1 , 


15991. .16065, 16070. 


. 16102, 






16070. . 


16102, 16106.. 


1 £1 A 7 


16141. . 16275, 16157. 


.16276, 






16918. . 


17037, 16919.. 


i 7 n ^ r 


17056. . 170! 


31, 17092. 


.17199, 






17111. . 


17179, 17191.. 


1 7 9 RO 
1 / i JU 










beq . no . 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


. C14 


Gene No. 


24454 






Strand 








Start 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14. 


o4 .np 


Method 


AAT/NAP 






btart 


16915 






End 


17949 






bl 


4760700 




Score 


667 






Exons 


16915. . 


17815, 17879.. 


17949 










uescrip. 


(AB024437) peroxidase 


; 1 [Scutellaria baicalensis] 




Seq. No. 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


.C14 


Gene No. 


24454 






Strand 








b tart 


16915 






End 


18005 






Name 


OJ990620 -36.9B04.C14. 


o5 .gs 


Method 


GENSCAN 






otart 


16915 






End 


17949 






bl 


none 






Score 


1 






Exons 


16915. . 


17949 












Seq. No. 


11537 






Seq. ID 


OJ990620_ 


36.9B04 


.C14 


Gene No. 


24454 






Strand 








Start 


16915 






End 


18005 






Name 


OJ990620 36.9B04.C14. 


06 . gp 


Method 


AAT/GAP 






Start 


17629 






End 


18005 







12010 






pt 




OLUiC 


79 ft 


















VJX UCOUil^< 


1 1 fifiQ? /pmh I PAA67 ^7 I ^ Oo- 






ATP1 






r Z\ t*3 V~s "i /H c; "i c -3 "1 "i anal ' 
[rilajJluupoXo Liiaiiaiia J 










Corf M ^ 
OcCj. LN O . 


11J JO 


Qf^n TP) 




QRD4 PI S 








Cf r a nr j 
OLI Cl I lv_i 








Start 


469 


End 


8041 






Name 


OJ990620 36.9B04.C15.ol.np 


Method 


AAT/NAP 






C v- 4- 


469 


End 


7^7 S 






P,T 


2832629 


Score 


vJ D / 






Exons 


469..S32, 1823. .2844, 6225.. 


6260, 6372. 


6S79 fifiDfi 


6779 






7009. .7114, 7253. .7375 










P T n#=> qrri n 


(AL021711) 4-coumarate-CoA ligase-like 


[_ ni au x uu^ oxo 


fhfl 1 i anal 




Seq. No. 


11538 


Seq. ID 


OJ990620_36. 


9B04 .C15 




Gene No. 


24455 


Strand 


+ 






O Lai L 


469 


End 


8041 






Name 




Method 


GENSCAN 






OLdl L 


1801 


End 


8041 






PT 


none 


Score 


.44 






r vi^in c 


1801. .2844, 6225. .6772, 7009 


..7114, 7306. .7444, 7833. .8041 




Seq. No. 


11538 


Seq. ID 


OJ990620_36. 


9B04 .C15 


sar 


Gene No. 


24456 


* Strand 


+ 




ui 


O Lax U 


11532 


End 


15630 






Name 




Method 


GENSCAN 






ocari 


11532 


End 


15612 




□ 


PT 


none 


Score 


.73 




LlI 

. "i 


Exons 


11532. . 11592, 118 99. : . 12095, 


12690. .15612 




: i=J 
: : 

: i S 




11538 


Seq. ID 


OJ990620_36. 


9B04.C15 




Gene No. 


24456 


Strand 


+ 




3; 


Start 


11532 


End 


15630 




!.„! 


Name 




Method 


AAT/NAP 




"! 


Of a r f 


12738 


End 


15630 




i j 

13 as 


PT 


5902444 


Score 


4128 




hJ 


DAUllb 


12738. .15630 












(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


11538 


Seq. ID 


OJ990620_36. 


9B04 .C15 




Gene No. 


24457 


Strand 








0 Lai L. 


8153 


End 


9469 






LN CUUC 


OJ990620 36.9B04.C15.ol.gp 


Method 


AAT/GAP 






O Lai L 


8153 


End 


8502 






PT 
\J X 


3767899 


Score 


640 






T? v r~i Q 


8153. .8502 










Seq. No. 


11538 


Seq. ID. 


OJ990620_36. 


9B'04.C15 




Gene' No. 


24457 


Strand 








Start 


8153 


End 


9469 






Name 


OJ990620 36.9B04.C15.o3.gs 


Method 


GENSCAN 






Start 


8374 


End 


9440 






GI 


none 


Score 


1 






Exons 


8374. .9135, 9234. .9440 










Seq. No. 


11538 


Seq. ID 


OJ990620_36. 


9B04 .C15 



12011 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24457 Strand 

8153 End 9469 

OJ990620_36 . 9B04 . C15 . o2 . np Method AAT/NAP 

8377 End 9431 

4760700 Score 638 
8377. .9135, 9234. .9431 

(AB024437) peroxidase 1 [Scutellaria baicalensis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11538 Seq. ID OJ990620_36.9B04.C15 

24457 Strand 

8153 End 9469 

OJ990620_36 . 9B.04 . C15 . o2 . gp Method AAT/GAP 

9009 End 9469 

61048JL.R1084 Score 697 

9009. .9135, 9234. .9469 

1 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 11538 

Gene No. 24458 

Start 12280 

Name OJ990620_36 . 9B04 . C15 . o3 . tw 

Start 123 

GI none 

Exons 123.. 161, 123.. 224, 210.. 374, 
395. .451 



Seq. ID OJ990620_36.9B04.C15 
Strand 
End 

Method 
End 
Score 
223. .381, 



13037 

TBLASTX: Wheat 

459 

56 

313. .459, 37S..446, 



Seq. No. 11538 Seq. ID 

Gene No. 24458 Strand 

Start 12280 End 

Name OJ990620_36 . 9B04 . C15 . o3 . ts Method 

Start 817 End 

GI none Score 

Exons 817.. 1062, 932.. 1048 



OJ990620_36.9B04.C15 
13037 

TBLASTX: Soybean 

1062 

91 



Seq. No. 11538 Seq. ID 

Gene No. • 24458 Strand' 

Start 12280 End 

Name . OJ990620_36 . 9B04 . C15 . o4 . tm Method 

Start 829 End 

GI none Score 

Exons 829.. 1062, 923.. 1039 



OJ990620_36.9B04.C15 
13037 

TBLASTX: Maize 

1062 

78 



Seq. No. 


11538 








Seq. ID 


OJ990620_36.9B04 


.C15 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


OJ990620 36 


9B04 


.C15.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


2076 








End 


2442 




GI 


none 








Score 


128 




Exons 


2076. .2255, 


2080 


. .2280, 


2347. 


.2442 






Seq. No. 


11538 








Seq. ID 


OJ990620_36.9B04 


.C15 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


OJ990620 36 


9B04 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6408 








End 


7339 




GI 


none 








Score 


121 





12012 




Exons 


^/ AO CCCI 


0 du y 


. . O / / O , 


0000 . 


.6772, 7010. .7087, 


TOCO 799Q 

/zoo. . / 0 0 y 


beq. no. 


1 1 CQQ 

llOJO 








Seq. ID 


OJ990620 


o/r Qon/I Pic; 
JD . ybU4 . blO 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


ujyyuozu jd 


ynU4 


, bl 0 . Oz 


4- ^ 


Method 


TBLASTX : 


Cress 


buart 


£ A 1 A 
o4 I 4 








End 


7330 




GI 


none 








Score 


153 




Exons 


C/M/l £ c; c i 
04 1 4 . . DO j 1 , 


c/i on 

o4 Z U 


. . oOz 1 , 


DDUj. 


.6773, 6638. .6772, 


7H19 7HCQ 

/Ulz. . / U oo , 




/uij. . / u oy , 


TOCO 
/ Z 0 O 


7 "5 9. n 

. . / JJU 










Seq. No. 


1 1 coo 
llOJO 








Seq. ID 


OJ990620 


9 C QdH/ pic: 

00 . ybU4 . bio 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


Pi TQQPl £9 H 9 £ 


you 4 


PI R r\ 9 

.bio. oz 


t. s 


Method 


TBLASTX : 


Soybean 


C4- — i -fc-4- 

otart 


a a i a 








End 


7348 




P T 
bl 


none 








Score 


160 




Exons 


0 4 14 . . DjjI, 


0 0 u y 


. O / / O , 


£ £4 7 
004 / . 


.6772, 7009. .7068, 


/uiu. . /uoy, 




toco 7 99 £ 


7 9 R 7 

/zoo 


7 94 P 
. / O 4 0 










beq. no. 


1 1 CTQ 








Seq. ID 


OJ990620 


9 a Qnn a pic; 
OO . ybU4 . blO 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


uuyyuozu jo 


cm n /i 


pi c « 1 

blO . 01 


■1- _ 

tc 


Method 


TBLASTX: 


Cress 


Start 


0 *3 q n 
0 00 U 








End 


9380 




GI 


none 








Score 


71 




Exons 


000U . . o4 00, 


000 1 


O A C H 
. O 4 O / , 


O C 9 C 
OOOO . 


.8631, 8717.. 8932, 


0 / ly . . oyoi , 




0 yoz . . yuo / , 


0 y 04 


. y UU 1 , 


yuoz . 


.9136, 9064. .9144, 


Q99/ Q9QO 

yzo4 . . yooU 


Seq. No. 


11538 








Seq. ID 


OJ990620 


_36.9B04.C15 


Gene No . 


24458 








Strand 






OH , 4- 


1ZZ 0 U 








End 


13037 




Name 


uj y yuozu jd . 


yrSU4 


PI R ^9 

bl 0 . Oo 


tin 


Method 


TBLASTX: 


Mai ze 


otart 


0 Jo U 








End 


8722 




P T 

bl 


none 








Score 


75 




Exons 


0 00 U . .04 / 0 , 


ft 9 ft 1 


ft A ft 
. O 4 O 0 / 


0004 . 


.8721, 8561.. 8722 




beq. no. 


I 1 COQ 

I I 0 00 








Seq. ID 


OJ990620 


9 £ Qon a pic; 

0 0 . ybu 4 .bio 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 




Name 


ujyyuozu jd. 


Qnn/1 
:?oU 4 


PI R r>1 

bl 0 . 01 


4- c 

u s 


Method 


TBLASTX : 


ooyoean 


b car z 


ojoU 








End 


9449 




pt 
bi 


none 








Score 


71 




Exons 


0 joU . . 00OD, 


O / Z O 


Q Q R a 


Q Q99 

0 y OZ . 


.9090, 8933.. 9049, 


Q1H9 Q1/1/1 

yiuo. . yi44, 




Q9 94 QA AQ 
j Z J1 . . yH h y f 


Q9 9fl 
:7Z 0 0 


Q 9 4 ^ 
. :? O fi O 










Seq. No. 


11538 








Seq. ID 


OJ990620 


_36.9B04.C15 


Gene No. 


24458 








Strand 






otart 


i 0 9 q n 
iZz 0 U 








End 


13037 




Name 


u j y y u oz u 0 0 . 


Qnn /I 

yau 4 


PI c. n1 
bl 0 . Ol . 


tn 


Method 


TBLASTX: 


• 

Maize 


Start 


O H O "3 
O /Z O 








End 


9422 




GI 


none 








Score 


40 




Exons 


8723. .8755, 


8752. 


.9144, 


8753. 


.9136, 9234. .9422, 


9238. .9366 


Seq. No. 


11538 








Seq. ID 


OJ990620 


_36.9B04.C15 


Gene No. 


24458 








Strand 






Start 


12280 








End 


13037 





12013 



Name 

Start 

GI 

Exons 



OJ990620_36 . 9B04 . C15 . o2 . tw Method TBLASTX : Wheat 
8731 End 9371 

none Score 124 

8731. .8931, 8741. .8932, 8933. .9136, 8950. .9144, 9234. .9371, 
9238. .9264 



Seq. No. 11538 Seq; ID OJ990620_36.9B04.C15 

Gene No. " 24458 Strand 

Start 12280 End 13037 

Name OJ990620_36 . 9B04 . C15 . o3 . gp Method AAT/GAP 

Start 12280 End 13037 

GI 5816562 Score 631 

Exons 12280. .12691, 13013.. 13037 

GI Descrip. 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 





Seq. No. 


11538 




Seq. ID 


OJ990620_36.9B04 


.C15 




Gene No. 


24459 




Strand 








u Lai L 


14 04 9 




End 


14549 








\JU y Z> \) \J £.\J JO. >7DV/*i 


i U1 . L- w 


Method 


TBLASTX: Wheat 






O Lai. L. 


1 4 D4 Q ~~ 

X *i U t 




End 


14450 






(ZT 


none 




Score 


279 




Q 




1 404 9 1 44 SO 












Cnrr Ma 

O C tJ . LNvJ • 


11 J JO 




Seq. ID 


OJ99062,0_36.9B04 


pi ^ 


; s pi 


Gene No . 


24459 




Strand 








Start 


14049 




End 


14549 




i y 


Name 


OJ990620 36.9B04.C15 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


14289 




End 


14549 




Lu 


GI 


none 




Score 


187 






Exons 


14289. .14549, 14291. 


14494, 


14356. .14520 




I K? 


Seq. No. 


11538 




Seq. ID 


OJ990620_36.9B04 


.C15 




Gene No. 


24460 




Strand 






! t 5? 


Start 


15030 




End 


15487 






Name 


OJ990620 36.9B04.C15 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


15030 




End 


15487 






GI 


none 




Score 


146 




si 

U 


Exons 


15030. .15206, 15251. 


15487," 


15255. . 154? 


35 




•as? 


Seq. No. 


11539 




Seq. ID 


OJ990620_36.9B04 


.C16 




Gene No. 


24461 




Strand 


+ 






Start ' 


1 




End 


139 






Name 


OJ990620 36.9B04.C16 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


139 






GI 


6498441 




Score 


127 






Exons 


1. .139 












GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


■ the 



predicted. . gene. ; ^Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 11539 Seq. ID 

Gene No. 24462 Strand 

Start 427 End 

Name OJ990620_36 . 9B04 . C16 . o2 . np Method 

Start 427 End 

GI 188864 Score 



OJ990620_36.9B04.C16 
+ 

4245 
AAT/NAP 
4245 
162 



12014 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



427. .1154, 1227. .1527, 4215. .4245 
(M74027) mucin [Homo sapiens] 



11539 Seq. ID 

24462 Strand 
427 End 
OJ990620_36. 9B04 .C16.ol.gp Method 
2038 End 
LIB3434-017-P1-K1-F5 Score 
2038. .2118 

1 5257255/dbj | AP000364.il AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 f 



OJ990620_36.9B04.C16 
+ 

4245 
AAT/GAP 
2118 
88 



n 

i! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990620_36.9B04.C16 
+ 

4245 
AAT/NAP 
2746 
87 



11539 Seq. ID 

24462 Strand 
427 End 
OJ990620_36. 9B04 .C16.o4 .np Method 
2636 End 
6721561 Score 
2636. .2746 

(AP001073) EST AU082058 (C12976 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



11539 Seq. ID 

24462 Strand 
427 End 
OJ990620_36.9B04 .C16.o2.gp Method 
3233 End 
uC-osf Icyp088bl2bl Score 
3233. .3343 

'5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990620_36.9B04.C16 
+ 

4245 
AAT/GAP 
3343 
156 



Seq. No. 


11539 




Seq. ID 


OJ990620_ 


_36. 


, 9B04 


.C16 


Gene No. 


24463 




Strand 










Start 


1216 




End 


5395 








Name 


OJ990620 36 


.9B04.C16.ol.gs 


Method 


GENSCAN 








Start 


1216 




End 


3228 








GI 


none 




Score 


.48 








Exons 


1216. .1817, 


2558. .2603, 2950. .2997, 3118. .3228 








Seq. No. 


11539 




Seq. ID 


OJ990620_ 


36. 


. 9B04 


.C16 


Gene No. 


24463 




Strand' 










Start 


1216 




End 


5395 








Name 


OJ990620 36 


.9B04 .C16.o3.np 


Method 


AAT/NAP 








Start 


2514 




End 


5395 








GI 


4680183 




Score 


134 








Exons 


2514. .2653, 


5295. .5395 












GI Descrip. 


(AF111709) . 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


11540 




Seq. ID 


OJ990620_ 


36. 


, 9B04 


.C17 


Gene No. 


24464 




Strand 


+ 








Start 


29 




End 


139 








Name 


OJ990620 36 


.9B04.C17.ol.gp 


Method 


AAT/GAP 









12015 



Of- -a f-f- 

O Lai L 


29 


End 


J- J Z/ 






uC-osflcyp088bl2bl 


Score 


1 J J 




Exons 


29. .139 








ui uescirip. 


? 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 




octti va y t-iiL/>iLi-i-\-» 




DNA, chromosome 8, clone : P0026F07 1 






O CJ . IN (J . 


11540 


Seq. ID 


\J\J Zs -J \J \J £*\J 


^fi QR04 n 7 


Gene No. 


24465 


Strand 


+ 




Start 


222 


End 


3319 




Name 


OJ990620 36.9B04.C17.ol.np 


Method 


AAT/NAP 




Q+- 

OLaiL 


222 


End 


3319 




PT 


5902445 


Score 


4855 




Exons 


222. .3319 








o± uescrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Can KIa 

o e q . IN O . 


11540 


Seq. ID 


OJ990620 


^ QR04 C\ 1 


bene inu . 


24466 


Strand 


+ 




Start 


11619 


End 


14559 




Name 


OJ990620 36.9B04.C17.o3.np 


Method 


AAT/NAP 




Start 


11619 


End 


14556 




GI 


6691716 


Score 


2298 




Exons 


11619. .12503, 12701. .12876, 


12958. .13225, 13402 


. . 13596, 




13672. .13783, 13934 .. 14 038 , 


14111. .14556 




bl uescrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | db j |BAA8 9397.1| (AP000570) 


hypothetical protein 




[Oryza sativa] r ' 








beq. no. 


11540 


Seq. ID 


OJ990620 


_36.9B04.C17 


Gene No . 


- 24466 


Strand 


+ 




Start 


11619 


End 


14559 




Name 


OJ990620 36.9B04.C17.o4.gs 


Method 


GENSCAN 






11619 


End 


14559 




C T 


none 


Score 


.73 




TP V C 1 


11619. .11748, 11770. .12010, 


12084. .12148, 12169 


. . 12503, 




12701. .12876, 12958. .13262, 


13409. .13596, 13672 


. .13861, 




13934. .14038, 14111. .14559 








Q ea rr NT r\ 

oeq. in o . 


11540 


Seq. ID 


OJ990620 


_36.9B04.C17 


Gene No. 


24467 


Strand 






Start 


3652 


End 


6730 




Name 


OJ990620 36. 9B04 .C17.o2.gs 


Method 


GENSCAN 




olal L 


3652 


End 


6730 




bl 


none 


Score 


.79 




CjAvJIIo 


3652.. 3996, 4027.. 4103, 4353 


. .4542, 4617. .4783, 


4881. .5083, 




5317. .5609, 5696. .6730 








C £± /~t 

Ot=q . LNO . 


11540 


Seq. ID 


OJ990620 


_36.9B04.C17 


belle LNO • 


24467 


Strand 






Start 


3652 


End 


6730 




Name 


OJ990620 36. 9B04 .C17.o2.np 


Method 


AAT/NAP 




Start 


3664 


End 


6580 




GI 


6691716 


Score 


2428 




Exons 


3664. .4103, 4177. .4290, 4440 


. .4542, 4617. .4803, 


4880. .5068, 




5139. .5238, 5316. .5494, 5692 


. .6580 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 





gi | 6691717 | db j | BAA89397.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



12016 






Sea No 


11540 


Seq. ID 


OJ990620_36.9B04.C17 




Gene No. 


24468 


Strand 






Start 


7577 


End 


8334 




Name 


OJ990620 36. 9B04 .C17.o2.gp 


Method 


AAT/GAP 




O L. & X L, 


7577 


End 


8334 




O X 


5816562 


Score 


643 




T* 1 von q 


7577. .7985, 8316. .8334 








CT Dpqrri n 
ox uco^i x^ . 


6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 11E10 






Seq. No. 


11540 


Seq. ID 


OJ990620 36 9B04 C17 






24469 


Strand 








9342 


End 


10638 




Name 


OJ990620 36.9B04 .C17.o3.gs 


Method 


O £j LN lJ Vw-Xil-N 




Start 


9342 


End 


iUUJO 




rir 

O X 


none 


Score 






Exons 


9342. .10088, 10558.. 10638 








Sea No 


11540 


Seq. ID 






Gene No. 


24469 


Strand 






Start 


9342 


End 


10638 




Name 


OJ990620 36.9B04 .C17.o3.gp 


Method 


AAT/GAP 


r "s 


O L. O. X L. 


10167 


End 


10315 


'ssr 


oX 


uC-osflcypl77g01al 


Score 


238 


rrs 

:.: : 


TT v /^i t~i c 


10167. .10315 






i i? 


o X UcoL.i.X^. 


, 4 8848 64/gb|AAD3184 6.1|AF133530_l 4 . 0e- 


-12 (AF133530) water 






channel protein MipH [Mesembryanthemum 


crystallinum] 1 


; ,; 


Seq. No. 


11540 


Seq. ID 


OJ990620_36.9B04.C17 




Hpnp TsJo 

VJ ~ 11C J. ' \J . 


24470 


Strand 




fe! 


OLdi L 


14875 


End 


21897 






OJ990620 36. 9B04 .C17.o5.gs 


Method 


GEN SCAN 




O L- Q -L U 


14875 


End 


21894 




ox 


none 


Score 


.57 


h! 

! 

: =; 


Hi Awl 1 O 


14875. .18036, 18 172 .. 21024 , 


21487. .21894 


1 

t, _3 


l/CU ■ nU ■ 


11540 


Seq." ID 


OJ990620_36.9B04.C17 


III 


Cpnp No 


24470 


Strand 






Start 


14875 


End 


21897 


lit 


Name 


OJ990620 36.9B04.C17.o4.np 


Method 


AAT/NAP 




Start 


14911 


End 


20967 




GI 


5922631 


Score 


6711 




Exons 


14911. .17438, 18045. . 18968, 


19095. .19243, 19286 .. 19857 , 






19903. .20105, 20340. .20584, 


20843. .20967 




GI Descrip. 


(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 






region of the predicted gene.; similar 


to prpol; Zea mays 






retrotransposon Cinful-1. (AF049110) [Oryza sativa] 






gi | 60168 64 | dbj 1 BAA85207.il 


(AP000570) ESTs 






C26347 (C12145) , AU078074 (C12145) correspond to a region of the 






predicted gene.; Similar to 


prpol; Zea 


mays retrotransposon 






Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


11540 


Seq. ID 


OJ990620_36.9B04.C17 




Gene No. • 


24470 


Strand 






Start 


14875 


End 


21897 




Name 


OJ990620 36.9B04.C17.o5.np 


Method 


AAT/NAP 



12017 






otart 


/ I j 




End 


21897 






bl 


9 yi A O /I C Q 




Score 


98 






Exons 


ZU fl o . . ZUoII, ZI40 / . 


. z x bo y , 


21834 . .21897 






GI Descrip. 


\ uy j^i / ; peroxiaase 


[Oryza 


sativa] 








beq. no. 


i i r a n 




Seq. ID 


0,TQQnfi9D ^f, QRD4 


pi 7 
■ ^ x / 




Gene No. 


24471 




Strand 








Start 


22340 




End 


99 a c, Q 

Z Z 4 J O 






Name 




.08 .tw 


Method 








b cart 


9 £3 n 
Z o U 




End 


1 7 Q07 

X / .7 U / 






/-I T 

GI 


none 




Score 


97 9 
Z / z 






Exons 


OQH COO OQ'7 CO'S 

Zo U . . jZZ , Zo / . . DZj, 


360. .524, 17673. .17 


837, 17674. .1788 


b, 






x / b / ft . .x / yu / , X / 0 / J . 


1 7 fl 7 
. X / 0 0 / 










Seq. No. 


11540 




Oct] . X U 




.C17 




Gene No. 


24471 




Q -f- 

ol r ana 








Of 3 yf 






HiIlQ 


99 A RP. 

lli JO 






Name 




. 0 j . tm 




TRT A°,TY • i 70 






OH » f 

otarc 


zyy 




End 


1 7QQQ 

x / 0 50 






bl 


none 




Score 


366 






Exons 


9QQ £cc "3/10 fid^ 

zyy . . oj j/ j fi u . . o fi j , 


1 7 C a 9 
X / j ft Z . . 


1 / OjJ; X / J ft ^. 


..17898, 17552.. 


1 7fl ^7 

X / O J / 


: : 


Seq. No. 


11540 




0 e q . iu 


r>TQQnfi9fl *3C QRflzl 


.C17 


'ssr 


Gene No. 


* 24471 




Of r _ n J 

0 Tirana 








Start 


9 9 "3 A Ci 




ijna 


99 / CO 
ZZ 4 Do 




W 


Name 


ujyyubzu ob.ybUfi.bx/ 


. 04 . t S 


Tv/Tr~s ^ 

rietnoa 


TRT 7\ C TV » Cn\rKoan 

1 duflo 1 a . ooyoean 




I'll 

! = r 


Start 






End 


1 7 Qfl fl 

x / y 0 0 




*s=r 


GI 


none 




Score 


69 




Ukt 


Exons 


jZb..4jJ, 44U..3/4, 


17623. . 


177R7 1 7 7 £d 

X / / J / , 1 / / V*; 


. .17988 




i. J 


Seq. No. 


11540 




OcCj . X U 


PjTQQn£9n ^fi QR04 


.C17 


i y 


Gene No. 


24471 




Cf ran H 








Of >-f 


z z j ft u 




Hi! in 


9 9/1 co 
Z Z 4 J O 






Name 


n TQQOf;9n *3£ QDn/i pit 


. ol . tw 


L Ifc; L11UU. 






M 


Of-, ^f 

btiarti 


C. 9 A 
0 Z 4 






1 7 £7 -3 
1 / D f J 






bl 


none 




Score 


499 






Exons 


oz4..y4j, DZD..yfiz / 


17254. . 


17673, 17255 


. .17671 






Seq. No. 


11540 




oeq . x u 


CilQQOfiOC) ^fi QROd 

UJ yyUDZU JO. yDKJH 


.C17 




Gene No. 


24471 




Strand 










22340 




End 


9 9/1 cp 

Z^l JO 






Name 


OJ990620 36.9B04.C17 


.o9. tm 


Method 


TRT ZlQTY»M^i *7o 
1 13XiM.O 1 A . IXIcl X Z 






Pf 3 — f 

o rarr 


659 




End 


1 7 C 00 
1 ' J JO 






C T 
bl 


none 




Score 


184 






Exons 


659. .886, 17311. .17538 










beq. wo. 


11540 




Seq. ID 


OJ990620_36.9B04 


.C17 




Gene No. 


24471 




Strand 








Start 


22340 




End 


22458 






Name 


OJ990620 36.9B04.C17 


.o2.ts 


Method 


TBLASTX: Soybean 






Start 


788 




End 


17409 






GI 


none 




Score 


300 






Exons 


788. .1219, 835. .978, 


1015. . 


1185, 16978. 


.17409, 17012. .17182, 






17219. .17362 












Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04 


.C17 




Gene No. 


24471 




Strand 







12.018 



Start 
Name 
Start 
GI 

Exons 



22340 End 22458 

OJ990620_36. 9B04 .C17.o4 . tm Method TBLASTX : Maize 

886 End 17311 

none Score 280 

886. .1140, 887. .1141, 887. .1144, 1163. .1306, 1304. .1330, 

16867. .16893, 16891 17034 , 16904 .. 17035, 17056 17310, 

17057. .17311 



Seq. No. 11540 Seq. ID OJ990620_36.9B04.C17 

Gene No. 24471 Strand 

Start 22340 End 22458 

Name OJ990620_36 . 9B04 . C17 . o5 . tw Method TBLASTX : Wheat 

Start 988 End 17209 

GI none Score 418 

Exons 988.. 1197, 989. .1417, 16780 .. 17208 , 16937.. 17209 

Seq. No. 11540 Seq. ID OJ990620_36.9B04.C17 

Gene No. 24471 Strand 

Start 22340 End 22458 

Name OJ990620_36 . 9B04 . C17 . o3 . ts Method TBLASTX : Soybean 

Start 1445 End 16752 

GI none Score 78 

Exons 1445. .1549, 1453. .1539, 1585. .1833, 1589. .1831, 16364 16744, 
16366. .16608, 16648.. 16752 

Seq. No. 11540 Seq. ID OJ990620_36.9B04.C17 . 

Gene No. 24 471 "strand 

Start 2234 0 End 224 58 

Name OJ990620_36 . 9B04 . C17 . 06 . tw Method TBLASTX : Wheat 

Start 1459 End 16743 

GI none Score 391 

Exons 1459. .1800, 1460. .1876, 16321 .. 16743, 16331. .16735 



Seq. No. 11540 

Gene No. 24471 

Start 22340 

Name OJ990620_36 . 9B04 . C17 . o7 . tm 

Start 1508 

GI none 
Exons 



Seq. ID OJ990620_36. 9B04 .C17 
Strand 

End 22458 

Method TBLASTX ; Mai ze 

End 16690 

Score 120 



1508. .1678, 1682. .1780, 164 17 .. 16515 , 164 18 .. 16483, 
16519. .16689, 16520. .16690 



Seq. No. 11540 Seq. ID OJ990620_36.9B04.C17 

Gene No. 24471 Strand 

Start 22340 End 22458 

Name OJ990620_36 . 9B04 . C17 . oil . tw Method TBLASTX : Wheat 

Start 1892 End 16305 

GI none Score 126 

Exons 1892.. 2026, 2093.. 2191, 16006 .. 1614 6, 16171.. 16305 



Seq. No. 11540 Seq. ID OJ990620_36.9B04.C17 

Gene No. 24471 Strand 

Start 22340 End 22458 

Name OJ990620_36 . 9B04 . C17 . ol . tm Method TBLASTX : Maize 

Start 2186 End 16008 

GI none Score 437 

Exons 2186. .2407, 2188. .2511, 2189. .2512, 1564 6 .. 15693 , 15647 .. 15694 , 



12019 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15674. .15988, 15685 16008 , 15698.. 15988 

OJ990620 36.9B04.C17 



11540 Seq. ID 

24471 Strand 

22340 End 

OJ990620_36. 9B04.C17.o4 .tw Method 

2192 End 

none Score 



22458 

TBLASTX: Wheat 

16003 

408 



2192. .2353, 2194. .2505, 2195. .2581, 2474. .2581, 2536. .2583, 
15615. .15752, 15616 .. 15801, 15616 .. 16002 , 15692. .16003 



11540 
24471 
22340 

OJ990620_36 . 9B04 . C17 . 08 . tm 

2653 

none 

2653. .2751, 
15271 
15446 



2654. .2752, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2817, 2747. 



OJ990620_36.9B04.C17 
22458 

TBLASTX: Maize 
15544 
94 



2743 

15357, 15367. .15450, 15368 .. 15454 , 15445 
15544 



2830, 2840. .2926, 
15543, 



11540 
24471 
22340 

OJ990620_36. 9B04 .C17.o3.tw 
2696 



OJ990620 36.9B04.C17 



none 
2696. 
14887 
15239. .15340 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 

3187, 2716. .2805, 2846. .2875, 2857. .2985, 3179. .3310, 
.15024, 14891. .15013, 15010 .. 15168 , 15223 .. 15501 , 



22458 

TBLASTX: Wheat 

15501 

361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11540 
24471 
22340 

OJ990620_36. 9B04 .C17.o5.tm 

3008 

none 



Seq. ID OJ990620_36.9B04.C17 
Strand 
End 

Method 
End 

Score - 



22458 

TBLASTX: Maize 

15159 

165 



3008. .3190, 3130. .3189, 3169. .3270, 3170. .3271, 14 926 .. 15027 , 
.14927. .15028, 15007 .. 15159, 15008.. 15058 



Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04.C17 


Gene No. 


24471 




Strand 




Start 


22340 




End 


22458 


Name 


OJ990620 36. 


9B04.C17.o9.tw 


Method 


TBLASTX: Wheat 


Start 


6170 




End 


12029 


GI 


none 




Score 


55 


Exons 


6170. .6460, 


617,1. . 6275, 11739. 


. .12029 




Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04.C17/. 


Gene No. 


24471 




Strand 




Start 


22340 




End 


22458 


Name 


OJ990620 36. 


9B04.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


9342 




End 


21624 


GI 


none 




Score 


103 


Exons 


9342. .9437, 


9498.. 9593, 9660.. 


.9866, 9673. .9864, 9903. .10070, 




9916. .10002, 


10017. .10091, 21490.. 21624 





12020 



O C U . LNU • 


1154 0 




Seq. ID 


OJ990620_36. 9B04 


. C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36 


9B04 C17 ol ts 


Method 


TBLASTX: Soybean 






9345 ~~ 




End 


21612 






none 




Score 


76 




F von ^ 


9345 9431. 


9489 9584, 9672 


..9875, 9915.. 10055, 9916.. 


10002, 




10056 .10091 


, 21487 . .21612 








C /~T Mo 


11540 




Seq. ID 


OJ990620_36.9B04 


.C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36 


9B04.C17.o6.tm 


Method 


TBLASTX: Maize 




O U G -L 1— 


9345 ~~ 




End 


22451 




GI 


none 




Score 


100 




F von q 


9345 9455 


9345. .9476, 9346 


..9474, 9516. .9647, 9517. .9615, 




9616. . 9702, 


22325. .22411, 22326 .. 224 12 , 


22416. .22451 




Cpn Kin 


11540 




Seq. ID 


OJ990620_36.9B04 


. C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36. 


9B04.C17.ol0.tw 


Method 


TBLASTX: Wheat 




OLOI L. 


9654 _ 




End 


21624 




rzr 


none 




Score 


75 




Hi A^ji lo 


9654 987? 


9694. .98,6.1, 9903 


..10010, 9904.. 10089, 10047 


10091, 




21487 21612 


, 21487. .21519, 


21562. .21624 




Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04 


. C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36 


9B04.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


9705 ~~ 




End 


21624 




GI 


none 




Score 


236 




F. von 


9705 10091, 


9799. .10089, 21487 .. 21624 , 


21488. .21598 




Cpn Mo 


1 1 S4 0 

-L X *J *4 W 




Seq. ID 


OJ990620_36.9B04 


.C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36. 


9B04.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


17908 ~~ 




End 


18705 




GI 


none 




Score 


116 






17908 18201 


, 17912. .18136, 


18248. .18484, 18250 18480 , 






18529. . 18642 


, 18529. .18705 








Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04 


■ C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36. 


9B04 .C17.o7 .tw 


Method 


TBLASTX: Wheat 




Start 


19279 




End 


19681 




GI 


none 




Score 


117 




F von q 


19279. .19680, 19412. .19681 








Seq. No. 


11540 




Seq. ID 


OJ990620_36.9B04 


.C17 


Gene No. 


24471 




Strand 






Start 


22340 




End 


22458 




Name 


OJ990620 36. 


9B04.C17.o6.gs 


Method 


GEN SCAN 




Start 


22340 




End 


22458 





12021 








none 








Score 


. 78 




T* 1 von c 


22340. .22458 












O C ^ . LM ^ . 


11541 








Seq. ID 


OJ990620 36 9B04 C18 




Gene No. 


24472 








Strand 


+ _ 




Start 


1523 








End 


3791 




Mamp 


OJ990620 36. 


9B04 


.C18.ol 


.np 


Method 


AAT/NAP 




O LClX U 


1523 








End 


3791 






4760700 








Score 


573 




IT 1 von Q 


1523. . 1580, 


2486 


. .2625, 


3045. 


.3791 






OX UCO^J — L ■ 


(AB024437) peroxidase 1 


[Scutellaria baicalensis] 




Seq. No. 


11541 








Seq. ID 


OJ990620_36.9B04.C18 




Gene No. 


24472 








Strand 


+ 




Start 


1523 








End 


3791 




1NCUILC 


OJ990620 36. 


9B04 


.C18.ol 


.gs 


Method 


GENSCAN 




O L. O. X L. 


2218 








End 


3791 




O X 


none 








Score 


.75 






2218. .2625, 


3045 


. .3791 










JCl| . L\KJ . 


11541 








Seq. ID 


OJ990620_36.9B04.C18 




Gene No. 


24473 








Strand 






Start 


3656 








End 


6705 


•J 


IN aULC 


OJ990620 36. 


9B04 


,C18.ol 


.tc 


Method 


TBLASTX: Cress 




O LclX L. 


2488 








End 


5090 




O X 


none 








Score 


126 


i i 


Hj aUI lo 


2488. .2622, 


3042 


. .3116, 


3063. 


.3230, 3131. .3217, 3267. .3473, 


j t 

= ; 
i 




~j c. \j y * .jiuw, 




• i JUJ J; 


3696 


.3791, 4956.. 5090 




C o rr Mo 
O c . LN . 


11541 








Seq. ID 


OJ990620_36.9B04.C18 


S j 

-1 


Gene No. 


24473 








Strand 






Start 


3656 








End 


6705 


11 


Name 


OJ990620 36. 


9B04 


.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




o uai l. 


2488 








End 


3479 


= : 

a 7 




none 








Score 


62 


"i 


P von q 


2488. .2550, 


2500 


. .2625, 


2593. 


.2625, 3042. .3086, 3044. .3229, 


s: 




3123 3230 


3261 


. .3479, 


3272 . 


.3439 




;| 


Seq. No. 


1154*1 








Seq. ID 


OJ990620_36.9B04.C18 


! ? 


Gene No. 


24473 








Strand 




s. 


Start 


3656 








End 


6705 




Name 


OJ990620 36. 


9B04 


.C18.ol 


.tm 


Method 


TBLASTX: Maize 




O U O.X u 


2488 








End 


3428 




GI 


none 








Score 


138 






2488. .2625, 


2514 


. .2624, 


2609. 


.2638, 3042.. 3428, 3044.. 3334 




O C • LN L> • 


11541 








S.eq. ID 


OJ990620_36.9B04.C18 




Gene No. 


24473 








Strand 






Start 


3656 ' 








End 


6705 




Narne 


OJ990620 36. 


9B04 


C18.ol 


ts 


Method 


TBLASTX : Soybean 






2500 








End 


5921 




GI 


none 








Score 


104 




Exons 


2500. .2625, 


3042 


.3077, 


3078. 


.3218, 3131. .3217, 3258. .3461, 






3549. .3644, 


3702 


.3788, 


4947. 


.5096, 5? 


374. .5921 




Seq. No. 


11541 








Seq. ID 


OJ990620_36.9B04.C18 




Gene No. 


24473 








Strand 





12022 




Start 


3656 




End 


6705 




Name 


OJ990620 36.9B04 .C18.o2. 


tm 


Method 


TBLASTX: 


Maize 




^4 ^ 1 




End 


5108 






none 




Score 


126 




Exons 


^4^t1 ^S17 "34R6 7 


J JIO . 


.3616, 3657.. 3788, 


^fiRQ "37R7 




^fi7R ^7Rft 4R7R 4Q^1 


4R7 Q 


.4932, 4948.-4992, 


^0^4 MOR 




S0^4 SOQQ 










oeq. in u . 


I 1 S4 1 

II J4 1 




Seq. ID 


OJ990620 


^6 QRD4 n R 

•JO. 7DU4 .V-/J.O 


Gene No. 


24473 




Strand 






Start 


3656 




End 


6705 




Name 


OJ990620 36.9B04 ,C18.o2. 


np 


Method 


AAT/NAP 




u Lai L 


3656 




End 


6705 




r;T 


4926834 




Score 


97 




JjAUII O 


3656. .3706, 4881. .5091, 


6632. 


.6705 








(AC004135) T17H7.19 [Arabidopsis thaliana] 




Seq. No. 


-L 1 w) 1 J. 






UU _7 _7 \J U c*\J 


_36.9B04.C18 


Gene No. 


24473 




Strand 






Of- a v-4- 


3656 




End 


6705 




Name 


OJ990620 36.9B04.C18.o2. 


gs 


Method 


GENSCAN 




q-|- a v-+- 


4504 




End 


5194 






none 




Score 


.82 




Exons 


4504. .4689/ 4848. .5010, 


5085. 


.5194 






Seq. No. 


1 1 R4 9 

11 




c PfT t n 




_36.9B04.C20 


Gene No. 


24474 




Strand 






Q+- a v--|- 


481 




End 


643 




Name 


OJ990620 36.9B04.C20.ol. 


tc 


Method 


TBLASTX : 


Cress 


oLdlL 


338 




End 


598 






none 




Score 


220 




U 1 v ti c: 


338. .505, 364. .504, 541. 


.585, 


542. .598 






Seq. No. 


11542 




Seq. ID 


OJ990620 


_36.9B04.C20 


Gene No. 


24474 




Strand 






q+- a r +- 


481 




End 


643 




Name 


OJ990620 36-9B04.C20.ol. 


ts 


Method 


TBLASTX: 




Of a y-f- 


355 




End 


643 




O -L 


none 




Score 


287 




J— I AV/l 1 h? 


355. .501, 356. .643, 541. 


.639 








Seq. No. 


11542 




Seq. ID 


OJ990620 


_36.9B04.C20 


Gene No. 


24474 




Strand 






o Lai u 


481 




End 


643 




Name 


OJ990620 36.9B04.C20.ol. 


gs 


Method 


GENSCAN 




jLdl L 


481 




End 


621 




o ± 


none 




Score 


.43 






481. . 621 










Con M n 


11543 




Seq. ID 


OJ990620 


J u . y LJ\J *i • ^ J. 


Gene No . 


24475 




Strand 


+ 




Start 


1 




End 


2196 




Name 


OJ990620 36.9B04.C21.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


2196 




GI 


42965 1.R1084 




Score 


1373 




Exons 


1..320, 1790. .2196 










GI Descrip. 


' 1621493/dbj |BAA12902| 4 


.Oe-42 (D85876) 


reverse 


transcriptase 



12023 




[Oryza sativa] ' 





Seq. No. 


11543 




Seq. ID 


OJ990620_36 . 9B04 . C21 




Gene No . 


24475 




Strand 


+ 




Start 


1 




End 


2196 




Name 


OJ990620 36.9B04.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


95 ~~ 




End 


2122 




GI 


none 




Score 


348 




Exons 


95.. 322, 108.. 323, 1787 


..1912, 1789. .1908, 1906. .1986, 






1916.. 1984, 2081.. 2122 










Seq. No. 


11543 




Seq. ID 


OJ990620_36.9B04.C21 




Gene No . 


24475 




Strand 


+ 




Start 


1 




End 


2196 




Name 


OJ990620 36 . 9B04 . C21 .ol 


. gs 


Method 


GEN SCAN 




Start 


108 ~~ 




End 


1972 




GI 


none 




Score 


. 98 




Exons 


108. .320, 1790. .1972 










Seq. No. 


11543 




Seq. ID 


OJ990620_36.9B04.C21 




Gene No . 


24475 




Strand 


+ 




Start 


1 




End 


2196 




Name 


OJ990620 36. 9B04 . C21 .ol 


.tc 


Method 


TBLASTX: Cress 


n 

•s at 


Start 


114 ~~ 




End 


19.66 




GI 


none 




Score 


243 


': □? 

m 


Exons 


114. .323, 134. .322, 178 


7. .1966, 1787.. 


1966 


ri E 

i y 


Sea No 


11543 




Seq. ID 


OJ990620_36.9B04.C21 




Gpnp No 


24475 




Strand 


+ 


i ; I 
•sir 


Start 


1 




End 


2196 


; = l 


Name 


OJ990620 36. 9B04 . C21 .ol 


.ts 


Method 


TBLASTX rSoybean 


rU 


Start 


120 ~ 




End 


323 




GI 


none 




Score 


240 


: :5 : 


Exons 


120. .323, 122. .322 








^? 

V! 

•i 


Seq. No. 


11543 




Seq. ID 


OJ990620 36.9B04.C21 




Gene No . 


24475 




Strand 


+ 




Start 


1 




End 


2196 




Name 


OJ990620 36. 9B04 . C21 .o2 


.ts 


Method 


TBLASTX : Soybean 


?- _i 


Start 


1787 ~ 




End 


1987 


Q 


GI 


none 




Score 


154 




Exons 


1787. .1894, 1789. .1887, 


1793 


..1894, 1916. .1987 




Seq. No. 


11544 




Seq. ID 


OJ990620_36 . 9B04 .C22 




Gene No. 


24476 




Strand 


+ 




Start 


368 




End 


5829 




Name 


OJ990620 36.9B04.C22.ol 


. gs 


Method 


GENSCAN 




Start 


368 




End 


5233 




GI 


none 




Score 


.75 




Exons 


368. .438, 1853. .2384, 2621.. 


2709, 3168 


..3232, 3341. .3396, 






3481. .3601, 3690. .3764, 


4063 


..4116, 4204. .4298, 4378. .4552, 






4667. .4907, 5230. .5233 










Seq. No. 


11544 




Seq. ID 


OJ990620_36.9B04.C22 




Gene No. 


24476 




Strand 


+ 




Start 


368 




End 


5829 




Name 


OJ990620 36. 9B04.C22.ol 


.gp 


Method 


AAT/GAP 



12024 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



728 End 2213 

uC-osroM202011a09bl Score 958 

728. .871, 1853. .2213 

'4827060/ref I NP_005099 . 1 IpXYLB | 3.0e-23 xylulokinase (H. 
influenzae) homolog >gi_3298502_dbj_BAA31527_ (AB015046) 
xylulokinase [Homo sapiens] ' 



11544 Seq. ID 

24476 Strand 
368 End 
OJ990620_36 . 9B04 . C22 . ol . np Method 
819 End 
4827060 Score 
819. .871, 1853. .2504, 2621. .2709, 3168 
3481. .3601, 3690. .3764, 4063, 
5718 . .5829 

xylulokinase (H. influenzae) homolog gi | 3298502 | dbj | BAA31527 | 
(AB015046) xylulokinase [Homo sapiens] 



OJ990620_36. 9B04 . C22 
+ 

5829 
AAT/NAP 
5829 
786 

..3247, 3359. .3396, 



,4181, 4378. .4 552, 4 667. .4 734, 







11544 




Seq. ID 


OJ990620 36.9B04.C22 






24476 




Strand 


+ 




Start 


368 




End 


5829 




Name 


OJ990620 36.9B04.C22.o2 


.gp 


Method 


AAT/GAP 




J LC31 L 


3323 




End 


4436 


3 


(IT 


25339 1.R1084 




Score . 


805 


?': 


TT v r" 1 ) Ti c 


3323.. 3396, 3481.. 3601, 


3690 


..3764, 4063. .4116, 4204. .4298, 


y 




4378. .4436 












' 4 827060/ref |NP_005099. 


HpXYLBI 9.0e-25 xylulokinase (H. 


= ? 




influenzae) homolog >gi 


3298502 dbj BAA31527 (AB015046) 


; : 




xylulokinase [Homo sapiens] ' 








Seq. No. 


11544 




Seq. ID 


OJ990620_36.9B04.C22 




Gene No. 


24476 




Strand 


+ 




Start 


368 




End 


5829 


= : 


Name 


OJ990620 36.9B04.C22.o3 


.gp 


Method 


AAT/GAP 




Start 


4697 




End 


5173 


it 


GI 


none 




Score 


938 


-i 
»f 


Exons 


4697. .5173 








II 

Si 


Seq. No". 


11544 




Seq. ID 


OJ990620_36.9B04.C22 


*! 


Gene No. 


24477 




Strand 






Start 


10037 




End 


11589 




Name 


OJ990620 36.9B04.C22.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


810 




End 


2299 




GI 


none 




Score 


66 




Exons 


810. .872, 1842. .2039, 1853.. 


2008, 1938. 


.2036, 2022.. 2297, 






2046. .2186, 2054. .2299 










Seq. No. * 


11544 




Seq. ID 


OJ990620_36.9B04.C22 




Gene No. 


24477 




Strand 






Start 


10037 




End 


11589 




Name 


OJ990620 36.*9B04.C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


825 




End 


2492 




GI 


none 




Score 


67 




Exons 


825. .872, 1842. .2039, 1 


853. . 


2008, 1938. 


.2036, 2046. .2486, 






2052. .2492, 2054. .2488 









12025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11544 
24477 
10037 

OJ990620_36. 
2051 
none 
2051. 
2620. 
3167. 
3484. 
4061. 
4203. 



9B04.C22.ol.tm 



,2503, 
,2715, 
,3235, 
,3606, 
,4114, 
,4340, 
4661. .4765, 



2052. 
3160. 
3331. 
3524. 
4062. 
4370. 
4666. 



.2504, 
,3234, 
.3399, 
.3607, 
.4115, 
.4552, 
.4809, 



2052, 
3165, 
3339. 
3685. 
4071. 
4377. 
4668. 



11544 
24477 
10037 

OJ990620_36. 9B04 . C22 .ol . tw 

2198 

none 

2198. .2503, 2202.. 2504, 2205. 
2618. .2674 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C22 



11589 

TBLASTX: Maize 
4935 
696 

.2504, 2608. .2712, 2609. .2710, 
.3233, 3165.. 3242, 3166.. 3234, 
.3398, 3444. .3599, 3481. .3606, 
.3765, 3687. .3770, 3689. .3766, 
.4115, 4201. .4302, 4203. .4301, 
.4559, 4378. .4560, 4661. .4807, 
.4835, 4701. .4934, 4702. .4935 

Seq. ID OJ990620_36.9B04.C22 
Strand 

End 11589 

Method TBLASTX : Wheat 

End 2675 

Score 466 

.2531, 2609. .2674, 2610. .2675, 



Seq. No. 11544 
Gene No. 24477 
Start 10037 

Name OJ990620_36 . 9B04 . C22 . o2 . ts 

Start 3175 
GI none 

Exons 3175.. 3234, 3175.. 3234, 3180, 

3444. .3599, 3481. .3606, 3493. 
3714. .3767, 4061. .4114, 4062. 



Seq.' ID 
Strand 
End 

Method 
End 
Score 



OJ990620 36.9B04.C22 



11589 

TBLASTX: Soybean 
4115 
99 

3242, 3331.. 3399, 3339.. 3398, 
3606, 3706.. 3765, 3707.. 3766, 
4115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



11544 
24477 
10037 

OJ990620_36. 9B04 . C22 .o2 . tc 
3321 



none 

3321, 

3689. 

4378. 

4711. 



Seq. ID OJ990620_36.9B04.C22 
Strand 

11589 

TBLASTX: Cress 
4902 
94 



End 

Method 
End 
Score 

3611, 3479. .3601, 3481. .3606, 
3763, 4064.. 4114, 4065.. 4115, 4203.. 4301, 4377.. 4475, 
4476, 4477. .4560, 4545. .4574, 4684. .4728, 4702. .4725, 
4812, 4822. .4902, 4851. .4901 



,3398, 3340.. 3399, 3444, 



Seq. No. 11544 

Gene No. 24477 

Start 10037 

Name OJ990620_36 . 9B04 . C22 . o2 . tw 

Start 4399 

GI none 

Exons 4399.. 4560, 
4668. .4793, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_36.9B04.C22 
11589 

TBLASTX: Wheat 

4857 

243 



4400. .4552, 4407. .4559, 4655. .4792, 4655.-4765, 
4701. .4799, 4702. .4800, 4813. .4857 



Seq. No. 11544 Seq. ID 

Gene No. 24477 Strand 

Start 10037 End 

Name OJ990620_36 . 9B04 . C22 . o2 . np Method 



OJ990620_36.9B04.C22 

11589 
AAT/NAP 



12026 




Start 10037 End 11589 

GI 6815072 Score 1521 

Exons 10037. .11589 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 





Sea No 


11544 


Seq. ID 


OJ990620_36. 9B04 


. C22 






24.4 77 


Strand 








Start 


10037 


End 


11589 






Name 


OJ990620 36.9B04.C22.o3.ts 


Method 


TBLASTX : Soybean 






Start 


10129 


End 


10312 






GI 


none 


Score 


101 






Fl von *=? 


10129 10311, 10130 10309. 


10139. .10312 






Sea No 


11544 


Seq. ID 


OJ990620_36. 9B04 


. C22 




Conp No 


24477 


Strand 








Start 


10037 


End 


11589 






Name 


OJ990620 36. 9B04 . C22 . o3 . tm 


Method 


TBLASTX: Maize 






Start 


10235 


End 


10557 






GI 


none 


Score 


38 








10235 10315 10237 10326 


10336. .10557, 10382. .10555, 




... 




10384 10557 








y 
w 




1154 4 


Seq. ID 


OJ990620_36.9B04 








24 4 77 


Strand 






i;n 


Start 


10037 


End 


11589 






Name 


OJ990620 36.9B04.C22.o3.tc 


Method 


TBLASTX: Cress 




•- -? 


Start 


10303 


End 


10575 






GI 


none 


Score 


100 




'i at 


Li AU 1 1 O 


10303 10575 10361 10549 








ru 


Seq. No. 


11544 


Seq. ID 


OJ990620_36. 9B04 


. C22 






24477 


Strand 






t i 

'3tr 


Start 


10037 


End 


11589 




'". t 


Name 


OJ990620 36.9B04.C22.o4.ts 


Method 


TBLASTX : Soybean 






Start 


10381 


End 


10611 






GI 


none 


Score 


195 




w 

!- J 


Exons 


10381 10611 










Sea No 


11544 


Seq. ID 


OJ990620_36. 9B04 


C22 




Gpnp No 


24477 


Strand 








Start 


10037 


End 


11589 






Name 


OJ990620 36. 9B04 . C22 . o2 . tm 


Method 


TBLASTX: Maize 






Start 


10864 


End 


11232 






GI 


none 


Score 


130 






Exons 


10864. .11232, 10988. .11215, 


11134. .11232 






Seq. No. 


11545 


Seq. ID 


OJ990430_27. 9B05 


CI 




Gene No. 


24478 


Strand 








Start 


1 


End 


535 






Name 


OJ990430 27.9B05.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


535 






GI 


5708067 


Score 


54 






Exons 


1..178, 353. .535 










GI Descrip. 


(AB022 927) hyperpolarization 


activated 


cation channel 








[Oryctolagus cuniculus] 









12027 



Seq. No. 


11545 








Seq. ID 


OJ990430_ 


27. 


9B05 


.CI 


Gene No. 


24478 








Strand 










Start 


1 








End 


535 








Name 


OJ990430 27 


. 9B05 . 


CI . ol . 


y ° 


Met* hod 


GENSCAN 








Start 


172 _ 








End 


332 








GI 


none 








Score 


1 










172 . . 332 


















Seq. No. 


11546 








Seq. ID 


OJ990430_ 


21 . 


9B05 


,C2 


Gene No. 


24479 








Strand 


+ 








Start 


561 








End 


764 








Name 


OJ990430 27 


. 9B05 . 


C2 .ol . 


crs 


Method 


GENSCAN 

w J—J Li hw? viiLi 








Start 


561 _ 








End 


764 








GI 


none 








Score 


. 69 








Exons 


561 . .764 


















Seq. No. 


11547 








Seq. ID 


OJ990430_ 


27. 


9B05 


.C3 


Gene No. 


24480 








Strand 


+ 








Start 


52 








End 


429 








Name 


OJ990430 27 


. 9B05 . 


C3 . ol . 




Met h od 


GENSCAN 








Start 


52 ~~ 








End 


429 








GI 


none 








Score 


. 95 








Exons 


52 . .429 


















Seq. No. 


11547 








Seq. ID 


OJ990430_ 


27. 


9B05 


.C3 


Gene No. 


24481 








Strand 


+ 








Start 


3547 








End 


5612 








Name 


OJ990430 27 


. 9B05 . 


C3 . o3 . 




Method 


GENSCAN 








Start 


3547 _ 








End 


4627 








GI 


none 








Score 


.69 








Exonq 

Lmi \y llj 


3547 3601. 


3818 . 


. 4003, 


4118 


4331, 4381.. 4627 








Sea No . 


11547 








Seq. ID 


OJ990430_ 


27 . 


9B05 


.C3 


Gene No. 


24481 








Strand 


+ 








Start 


3547 








End 


5612 








Name 


OJ990430 27 


. 9B05. 


C3.o2. 


np 


Method 


AAT/NAP 








Start 


4102 








End 


5612 








GI 


1262906 








Score 


155 








Exons 


4102. .4342, 


4509. 


.4561, 


5543. . 


5612 










GI Descrip. 


(U51569) chalcone synthase [Sorghum bicolor] 








Seq. No. 


11547 








Seq. ID 


OJ990430_ 


27 . 


9B05 


.C3 


Gene No. 


24482 








Strand 










Start 


1847 








End 


3409 








Name 


OJ990430 27 


. 9B05. 


C3.ol. 


np 


Method 


AAT/NAP 








Start 


1844 








End 


3400 








GI 


5042425 








Score 


1198 








Exon 

l—i *Y V-/ ili^ 


1844 . .3400 


















GI Dpsrrit) 

\pj J- J—/ J- k-/ ■ 


(AC006193) 


Putative Cytochrome P4 50 [Arabidopsis 


thaliana] 




11547 








Seq. ID 


OJ990430_ 


27. 


9B05 


.C3 


Gene No. 


24482 








Strand 










Start 


1847 








End 


3409 








Name 


OJ990430 27 


. 9B05. 


C3.o2. 


gs 


Method 


GENSCAN 








Start 


1847 








End 


3409 








GI 


none 








Score 


1 








Exons 


1847. .3409 



















12028 



Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27. 


. 9B05. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


44 








End 


4546 


GI ■ 


none ; 








Score 


61 


Exons 


44. .196, 50, 


. .115, 


89. .208, 4171. .4356, 


4179. .4349, 4487. .45 




4501 . .4545 












Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27, 


. 9B05. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1841 








End 


3040 


GI 


none 








Score 


47 


Exons 


1841. .1915, 


1886. 


.2326, 


1904 . 


.2299, 2112.. 2306, 2345.. 2512, 




2385. .2459, 


2399. 


.2485, 


2753. 


.2860, 2754.. 2927, 2918.. 3040 


Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27. 


. 9B05. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1853 








End 


3286 


GI 


none 








Score 


192 


Exons 


1853. .2092, 


1860. 


.2048, 


2099. 


.2323/ 2112. .2306, 2348. .2491, 




2379. .2462, 


2399. 


.2485, 


2510. 


.2572, 2618. .2737, 2744. .2854, 




2802 . . 2852, 


2921. 


. 3058, 


2940. 


.3035, 3113.. 3286 


Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27. 


. 9B05. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1853 








End 


3085 


GI 


none 








Score 


91 


Exons 


1853. .1927, 


1946. 


.2086, 


1947. 


.2048, 2087. .2497, 2112. .2306, 




2385. .2474, 


2756. 


.2857, 


2906. 


.3085 




Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27. 


. 9B05. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1859 








End 


2212 


GI 


none 








Score 


233 


Exons 


1859. .2212, 


1872. 


.2048, 


1874 . 


.2212 




Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 




Start 


4745 








End 


5580 


Name 


OJ990430 27. 


, 9B05. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2571 








End 


3289 


GI 


none 








Score 


102 


Exons 


2571. .2663, 


2915. 


.3052, 


2918. 


.3025, 2928.. 3056, 3071.. 3136, 




3092. .3172, 


3168. 


.3272, 


3179. , 


.3289, 3194.. 3277 


Seq. No. 


11547 








Seq. ID 


OJ990430_27.9B05.C3 


Gene No. 


24483 








Strand 





12029 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



End 

Method 
End 
Score 



4745 

OJ990430_27 . 9B05 . C3 . o2 . tm 
3092 
none 

3092.. 3289, 3159.. 3284 

11547 
24483 
4745 

OJ990430_27.9B05.C3.o3.ts 
3092 
none 

3092. .3286, 3162. .3284 

11547 
24483 
4745 

OJ9904 30_27. 9B05 . C3 . o2 . tc 
4171 
none 

4171. .4356, 4179. .4325 

11547 
24483 
4745 

OJ9904 30_27 . 9B05 . C3 . o2 . ts 
4171 
none 

4171. .4356, 4179. .4349, 4487. .4546 



5580 

TBLASTX: Maize 

3289 

102 



Seq. ID OJ990430_27.9B05.C3 
Strand - - • 
5580 

TBLASTX : Soybean 
3286 
68 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



11547 Seq. ID 

24483 Strand 
4745 End 
OJ9904 30_27 . 9B05 . C3 . o4 . gs Method 
4745 End 
none Score 
474S..4893, 5416. .5449, 5479. .5580 

11548 Seq. ID 

24484 Strand 
206 End 
OJ990430_27.9B05.C4 .ol.gs Method 
206 End 
none Score 
206. .226, 419. .575, 719. .776 



OJ990430_27.9B05.C3 
5580 

TBLASTX: Cress 

4356 

182 



OJ990430_27. 9B05.C3 
5580 

TBLASTX: Soybean 

4546 

187 



OJ990430_27. 9B05.C3 

5580 
GENSCAN 
5580 
.78 



OJ990430_27. 9B05.C4 
+ 

776 

GENSCAN 

776 

.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



11548 Seq. ID OJ990430_27 . 9B05 . C4 

24485 Strand 

1266 End 2867 

OJ990430_27 . 9B05 . C4 . ol . np Method AAT/NAP 

1263 End 2855 

4038055 Score 1112 

1263. .2855 

(AC005897) putative cytochrome P450 [Arabidopsis thaliana] 



11548 
24485 



Seq. ID 
Strand 



OJ990430 27.9B05.C4 



12030 




Start 


iZDD 








hna 


zo b / 


Name 


ATQQDyl on 


QnA c 


. G4 . Oz . 


gs 


Method 


Gh No GAIN 


Start 


Iz bb 








hna 


zo b / 


GI 


none 








Score 


1 


Exons 


IZ DD . .ZOO/ 












Seq. No. 


11548 








Seq. ID 


OJ990430_27.9B05;C4 


Gene No. 


24486 








Strand 




Start 


o4 bl 










4 0 1 U 


Name 


uj y yu4 ju z / 


. ytjuo 


G4 . Oj . 


gs 


Method 


GhNoGAN 


Start 


bl 








bna 


4 DJ4 


GI 


none 








Score 


. b / 


Exons 


Dl . . JJ / J; 


OoUU 




A 1 A 1 

4 14 1. 


. 4 Oo4 




Seq. No. 


11548 








Seq. ID 


OJ990430_27. 9B05.C4 


Gene No. 


24486 








Strand 




Start 


J4 bl 








hna 


a c i n 
4 blU 


Name 


uo y yu4 ju z i 


QDfi c: 

. youo 


G4 . Ol . 


gp 


Method 


AA1 / o/ir 


Start 


JDl / 








bna 


4 4 o / 


GI 


none 








Score 


1 bby 


Exons 


O b 1 / . . 4 4 O / 












Seq. No. 


1 1o4 o 








beq. id 


n TQQA/i on Gone p/i 

ujyyu4ju z/.ybuo.G4 


Gene No. 


24486 








Strand 




Start 


3461 








End 


4610 • 


Name 


ojyyu4ou z / 


. 9B05 


C4 .o2. 


np 


Method 


AAT/NAP 


Start 


4 070 








End 


4610 


GI 


O T A O D "•") A 

3702339 








Score 


68 


Exons 


40/0. . 4zl / , 


4503 


.4610 








GI Descrip. 


(ALUUOoy / J 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


1 lD4 o 








Seq. ID 


OJ990430_27.9B05.C4 


Gene No . 


z4 4 o / 








Strand 




Start 


4526 








End 


4610 


Name 


OJ990430_27 


. 9B05 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


b tart 


LZ I Z 








End 


2684 


Gl 


none 








Score 


129 


Exons 


Iz /z . . 14 o 1 , 


1282 


.1473, 


1521. 


.1727, 1522.. 1725, 1776.-. 2024, 




1 Qi n iqii 
ioiu. . i y n , 


2043 


.2189, 


2196. 


.2333, 2349. .2501, 2535. .2564, 




ZOOy. . Z DO 4 












beq. no. 










Seq. ID 


OJ990430_27.9B05.C4 


Gene No. 


24487 








Strand 




Start 


4526 








End 


4610 


Name 


UJ y y U4 ju z / 


. 9B05 


C4 .ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


Iz / z 








End 


2540 


GI 


none 








Score 


45 


Exons 


lz / z . . 134 0 , 


1296 


.1349, 


1365. 


.1472, 1366. .1467, 1518. .1727, 




i coo not; 
lOZZ . .1 /Z3 , 


1755 


.1928, 


1819. 


.1908, 2070.. 2174, 2202. .2540 


oeq . mo . 


1 104 0 








Seq. ID 


OJ990430_27.9B05.C4 


Gene No. 


24487 








Strand 




Start 


4526 








End 


4610 


Name 


OJ990430 27 


. 9B05. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1278 








End 


1635 


GI 


none 








Score 


157 


Exons 


1278. .1481, 


1285. 


.1473, 


1412. 


.1513, 1416. .1514, 1521. .1634, 



12031 



1525. .1635 



Seq. No. 11548 

Gene No. 24487 

Start 4526 

Name . OJ990430_27 . 9B05 . C4 . ol . tm 
Start . 1293 

GI none 
Exons 



Seq. ID OJ990430_27.9B05.C4 
Strand 

End 4610 

Method TBLASTX : Mai ze 

.End 2480 

Score 43 



1293. .1334, 1305. .1481, 1363. .1473, 1521. .1745, 1525. .1725, 
1761. .1952, 1819. .1911, 1935. .1991, 2046. .2201, 2199. .2318, 
2361. .2480 



Seq. No. 11548 

Gene No. 24487 

Start 4526 

Name OJ990430_27 . 9B05 . C4 . o2 . tw 

Start 2358 

GI none 
Exons 



Seq. ID OJ990430_27.9B05.C4 
Strand 

End 4610 

Method TBLASTX : Wheat 

End 2750 

Score 36 



2358. .2519, 2398. .2499, 2538. .2618, 2614. .2688, 2625. .2750, 
2625. .2687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11548 
24487 
4526 

OJ9904 30_27 . 9B05 . C4 . o2 . tm 

2481 

none 



Seq. ID OJ990430_27.9B05.C4 
Strand 

End 4610 - 

Method TBLASTX : Mai ze 

End 27 61 

Score 155 



2481. .2687, 2484. .2699, 2488. .2697, 2694. .2759, 2708. .2761 



11548 
24487 
4526 

OJ9904 30_27 . 9B05 . C4 . o2 . gp 
4526 

LIB3434-012-P1-K1-B2 
4526. .4610 

'3702339 2.0e-39 (AC005397) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990430_27.9B05.C4 
Strand 

End 4 610 

Method AAT/GAP 

End 4 610 

Score 147 



Seq. No. 11549 

Gene No. 24488 

Start 22 

Name OJ990430_27 . 9B05 .C5.ol.tm 

Start 2 

GI none 

Exons 2. .766, 3. .767, 33. .767, 34, 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Maize 

End 774 

Score 812 
,774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11549 
24488 
22 

OJ9904 30_27.9B05.C5.ol.ts 
11 

none 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Soybean 

End 766 

Score 118 



11. .346, 15. .347, 347. .766, 354. .647, 696. .764 



Seq. No. 
Gene No. 



11549 
24488 



Seq. ID OJ990430_27.9B05.C5 
Strand 



12032 



Start 
Name 
Start 
GI 

Exons 



22 End 5354 

OJ990430_27 . 9B05 .C5.ol.gs Method GENSCAN 

22 End 5246 

none Score .53 

22. .773, 1350. .1447, 2191. .2242, 2296.-2566, 2621. .3097, 

3581. .5031, 5128. .5246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11549 
24488 
22 

OJ9904 30_27 . 9B05 . C5 . ol . tc 

116 

none 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method TBLASTX : Cress 

End 772 

Score 56 



116. .337, 117. .317, 342. .764, 344. .772 



11549 
24488 
22 

OJ990430_27 . 9B05 .C5.ol.gp 
210 

4714763 
210. .773, 1350. .1492 

3702339 2.0e-39 (AC005397) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method AAT/GAP 

End 1492 

Score 1361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11549 
24488 
22 

OJ9904 30_27 . 9B05 .C5.ol.tw 

413 

none 

413. .787, 414 . .791 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method TBLASTX : Wheat 

End 791 

Score 428 



11549 
24488 
22 

OJ9904 30_27. 9B05 . C5 . ol . np 
1576 
6466937 
1576. .1643, 2437. .5354 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method AAT/NAP 

End 5354 

Score 2204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11549 
24488 
22 

OJ9904 30_27 . 9B05 . C5 . o4 . tm 

2292 

none 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method TBLASTX : Mai ze 

End 3044 

Score 63 



2292. .2372, 2296. .2346, 2403. .3044, 2472. .2558, 2683. .2949 



11549 
24488 
22 

OJ9904 30_27. 9B05.C5.o4 ,tw 

2665 

none 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Wheat 

End 3017 

Score 151 



12033 



• 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2665.. 2952, 2679. .3017 



11549 
24488 
22 

OJ990430_27, 
3087 ' 
none 

3087. .3722, 



9B05. 
3088, 



C5.o2.tm 
.3720 



11549 
24488 
22 

OJ990430_27. 

3087 

none 

3087. .3467, 

11549 
24488 
22 

OJ990430_27. 

3315 

none 

3315. .3698, 

11549 
24488 
22 

OJ990430_27. 

3555 

none 

3555. .3974, 

11549 
24488 
22 

OJ990430_27, 

3723 

none 

3723. .3953, 

11549 
24488 
22 

OJ990430_27, 

3972 

none 

3972. .4463, 

11549 
24488 
22 

OJ990430_27. 

4330 

none 

4330. .4659, 



9B05.C5.o5.tw 
3088. .3375 

9B05.C5.o3.ts 
3316. .3585 

9B05.C5.o2.tw 
3556.. 3813 

9B05.C5.o7.tm 
3735. .3950 

9B05.C5.o5.tm 
4020.. ,4334, 4036, 

9B05.C5.o6.tw 
4380. .4697, 4404. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4464 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4664 



OJ990430_27.9B05.C5 
5354 

TBLASTX: Maize 

3722 

362 



OJ990430_27.9B05.C5 
5354 

TBLASTX: Wheat 

3467 

97 



OJ990430_27.9B05.C5 
5354 

TBLASTX : Soybean 

3698 

148 



OJ990430_27.9B05.C5 
5354 

TBLASTX: Wheat 

3974 

138 



OJ990430_27 .9B05.C5 
5354 

TBLASTX: Maize 

3953 

64 



OJ990430_27 .9B05.C5 
5354 

TBLASTX: Maize 

4464 

151 



OJ990430_27.9B05.C5 
5354 

TBLASTX: Wheat 

4697 

163 



12034 



Seq. No. 11549 

Gene No. 24488 

Start 22 

Name OJ990430_27 . 9B05 . C5 . o2 . ts 

Start 4410 

GI none 

Exons 4 4 10.. 4 7 69 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method TBLASTX : Soybean 

End 4769 

Score 332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11549 
24488 
22 

OJ990430_27. 9B05 .C5.o6. tm 

4467 

none 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Maize 

End 4 68 6 

Score 127 



4467. .4685, 4467. .4685, 4474. .4686, 4474. .4686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11549 
24488 
22 

OJ9904 30_27. 9B05 . C5 . o3 . tm 

4692 

none 



Seq. ID OJ990430_27. 9B05.C5 
Strand 

End 5354 

Method TBLASTX : Mai ze 

End 5175 

Score 223 



4692. .5165, 4695. .5078, 4696. .5163, 4865. .5167, 4993. .5175 



Seq. No. -11549 

Gene No. 24488 

Start 22 

Name OJ990430_27 . 9B05 . C5 . o3 . tw 

Start 4746 

GI none 

Exons 4746. .5228, 4750. .5148 



Seq. ID OJ990430J27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Wheat 

End 5228 

Score 197 



Seq. No. 11549 

Gene No. 24488 

Start 22 

Name OJ9904 30_27 . 9B05 . C5 . o4 . ts 

Start 4878 

GI none 

Exons 4878.. 5192 



Seq. ID OJ990430_27.9B05.C5 
Strand 

End 5354 

Method TBLASTX : Soybean 

End 5192 

Score 198 



Seq. No. 11550 

Gene No. 24489 

Start 7018 

Name OJ990430_27 . 9B05 . C6 . o2 . np 

Start 7018 

GI 1644232 

Exons 7018.. 7148, 16027 .. 16432, 21685.. 21722 
GI Descrip. (D67066) N-WASP [Bps taurus] 



Seq. ID OJ990430_27.9B05.C6 
Strand + 

21852 
AAT/NAP 
21722 
89 



End 

Method 

End 

Score 



Seq. No. 11550 

Gene No. 24489 

Start 7018 

Name OJ990430__27 . 9B05 . C6 . o2 . gp 

Start 11283 

GI 2442656 

Exons 11283. .11591 



Seq. ID OJ990430_27.9B05.C6 

Strand + 

End 21852 

Method AAT/GAP 

End 11591 

Score 572 



12035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11550 Seq. ID OJ990430 

24489 Strand + 

7018 End 21852 

OJ990430_27 . 9B05 . C6 . ol . np Method AAT/NAP 

11566 End 17301 

4538967 Score 976 
11566. .11811, 



27.9B05.C6 



15971, 



16458, 17109.. 17301 
(AL049488) major intrinsic protein (MlP)-like [Arabidopsis 
thaliana] 



Seq. No. 11550 

Gene No. 24489 

Start 7018 

Name OJ990430_27 . 9B05 . C6 . o3 . gs 

Start 11566 

GI none 

Exons 11566. .11811, 15971 .. 16458 , 
19511. .19724, 20195. .20387, 



Seq. ID OJ990430_27 . 9B05.C6 

Strand + 

End 21852 

Method GEN SCAN 

End 21852 

Score . 64 
17109. .1724 4, 17 986. . 18070, 
21487. .21684, 21745. .21852 



Seq. No. 11550 

Gene No. 24489 

Start 7018 

Name OJ9904 30_27 . 9B05 . C6 . o3 . gp 

Start 11743 

GI 42922_1.R1084 

Exons 11743. .11811, 15971 .. 16:451 

GI Descrip. ' 4538967/emb | CAB397 91 . 1 | 1. 



Seq. ID OJ990430_27.9B05.C6 

Strand + 

End 21852 

Method AAT/GAP 

End 16451 

Score 1000 

Oe-65 (AL049488) major intrinsic 



protein (MlP)-like [Arabidopsis thaliana] 1 



Seq. No. 11550 Seq. ID 

Gene No. 24490 Strand 

Start 37 End 

Name OJ990430_27 . 9B05 . C6 . ol . gs Method 

Start 37 End 

GI none Score 
Exons 



OJ990430_27. 9B05.C6 

5028 
GENSCAN 
5028 
.63 



37. .385, 749. .931, 1064. .1136, 1737. .1872, 1943. .2018, 
2721. .2846, 3019. .3087, 4050. .4203, 4666. .4895, 4934. .5028 



Seq. No. 11550 Seq. ID 

Gene No. 24490 Strand 

Start 37 End 

Name OJ990430_27 . 9B05 . C6 . ol . gp Method 

Start ' 3828 End 

GI 3106950 Score 

Exons 3828.. 4017, 4655.. 4798 



OJ990430_27. 9B05.C6 

5028 
AAT/GAP 
4798 
631 



Seq. No. 11550 

Gene No.. 24491 

Start 15967 

Name OJ9904 30_27 . 9B05 . C6 . ol . tm 

Start 15967 

GI none 
Exons 



Seq. ID OJ990430_27. 9B05.C6 
Strand 

End 17313 

Method TBLASTX : Maize 

End 17313 

Score 723 

15967. .16458, 15968 16459, 17 109 .. 17303, 17110. .17313 



Seq. No. 
Gene No. 



11550 
24491 



Seq. ID OJ990430_27.9B05.C6 
Strand 



12036 



Start 
Name 
Start 
GI 

Exons 



15967 End 
OJ990430_27 . 9B05 . C6 . ol . tc Method 

15968 End 
none Score 



17313 

TBLASTX: Cress 

17211 

219 



15968. .16264, 1597 6 16239, 16301 .. 164 65, 17110 17211, 
17124. .17207 



Seq. No. 11550 

Gene No. 24491 

Start 15967 

Name OJ9904 30_27 . 9B05 . C6 . ol . ts 

Start 15968 

GI none 
Exons 



Seq. ID OJ990430_27.9B05.C6 
Strand 

End 17313 

Method TBLASTX : Soybean 

End 17211 

Score 234 



15968. 
17110. 



.16264, 15976. 
.17211 



16254, 16301. .164 65, 17109. .17210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990430_27.9B05.C6 
17313 

TBLASTX: Wheat 

16441 

178 



27.9B05.C7 



11550 Seq. ID 

24491 Strand 
15967 End 
OJ990430_27 . 9B05 . C6 . ol . tw Method 
16124 End 
none Score 
16124. .16297, 16301. .16441 

11551 Seq. ID OJ990430 

24492 Strand + 
1036 End 5268 
OJ990430_27 . 9B05 . C7 . ol . np Method AAT/NAP 
1036 End 5268 
5263326 Score 451 
1036. .1151, 1281. .1421, 1520. .1617, 2319. .2408, 
3169. .3234, 4124. .4207, 4689.-4748, 5248. .5268 

(AC007727) Similar to gb|U06698 neuronal kinesin heavy chain 
from Homo sapiens and contains a PF 100225 Kinesin motor domain. 
EST gb|AA042507 comes from this gene. [Arabidopsis thaliana] 



2779. .2831, 



11552 
24493 
1 

OJ990430_27 . 9B05 . C8 . ol . np 
1 

4539324 



Seq. ID OJ990430_27.9B05.C8 



Strand 
End 

Method 

End 

Score 



+ 

2668 
AAT/NAP 
2651 
913 



1..155, 309. .365, 451. .555, 889. .993, 1129. .1236, 1327. .1458, 
1612. .1795, 1926. .2071, 2514. .2651 



GI Descrip. (AL035679) kinesin like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



11552 
24493 
1 

OJ990430_27 . 9B05 . C8 . ol . gs 
81 

none 



Seq. ID OJ990430_27 . 9B05.C8 

Strand + 

End 2668 

Method GENSCAN 

End 2651 

Score .95 



81. .155, 309. .365, 451. .555, 889. .993, 1129. .1236, 1327. .1458, 
1612. .1791, 1907. .2071, 2511. .2651 



11552 
24493 



Seq. ID OJ990430_27.9B05.C8 
Strand + 



12037 



Start 
Name 
Start 
GI 

' Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9904 30_27 . 9B05 . C8 . o2 . tm 
83 

none 



End 

Method 

End 

Score 



2668 

TBLASTX: Maize 

1220 

85 



83. .169, 85. .153, 87. .158, 308. .361, 308. .364, 309. .365, 
309. .365, 451. .558, 451. .552, 537. .560, 888. .998, 891. .995, 
1123. .1218, 1128. .1220 



11552 
24493 
1 

OJ9904 30_27.9B05.C8.ol.ts 

1164 

none 



Seq. ID OJ990430_27.9B05.C8 

Strand + 

End 2668 

Method TBLASTX : Soybean 

End 2668 

Score 66 



1164. .1217, 1164. .1232, 1165. .1239, 1315. .1461, 1326. .1379, 
1611. .1736, 1612. .1737, 1741. .1794, 2507. .2650, 2510. .2668, 
2511. .2654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11552 
24493 
1 

OJ9904 30_27.9B05.C8.ol.tm 

1382 

none 

1382. .1450, 1383. .1451, 1384, 
1750.. 1791,' 1907.. 2074, 1912. 



Seq. ID OJ990430_27.9B05.C8 

Strand + 

End 2668 

Method TBLASTX : Mai ze 

End 2079 

Score . 72 

.1461, 1611. .1748, 1612. .1749, 
.2073, 1915. .2079 



11552 Seq. ID 

24493 Strand 

1 End 

OJ990430_27 . 9B05 . C8 . ol . gp Method 

1978 End 

uC-osflM202115g06bl Score 
1978. .2071, 2511. .2651 

'4567271/gb|AAD23684.1 |AC006841_12 2.0e-29 (AC006841) putative 

kinesin protein [Arabidopsis thaliana] 1 



OJ990430_27.9B05.C8 
+ 

2668 
AAT/GAP 
2651 
431 



11553 Seq. ID 

24494 Strand 

1 End 

OJ990430_27 . 9B05 . C9 . ol . np Method 

1 End 

4539324 Score 



OJ990430_27.9B05.C9 
+ 

1624 
AAT/NAP 
1624 
608 



1..29, 93. .143, 248. .295, 417. .548, 654. .1334, 1461. .1624 
(AL035679) kinesin like protein [Arabidopsis thaliana] 



11553 Seq. ID 

24494 Strand 

1 End 

OJ9904 30_27 . 9B05 . C9 . ol . tm Method 

8 9 End 

none Score 



OJ990430_27.9B05.C9 
+ 

1624 

TBLASTX: Maize 

1602 

54 



89. .151, 111. .146, 234. .293, 235. .294, 242. .301, 412. .495, 
414. .509, 416. .505, 498. .548, 501. .548, 521. .553, 651. .992, 
651. .827, 652. .1152, 653. .1330, 668. .1339, 1455. .1589, 
1456. .1590, 1460. .1591, 1466. .1591, 1492. .1602 



12038 






Seq. No. 


11553 


Seq. ID 


OJ990430_27. 9B05.C9 




Gene No. 


24494 


Strand 


+ 




Start 


1 


End 


1624 




Name 


0.19904^0 71 9R05 P9 ol rr«; 


Method 


GENSCAN 






?4R ~~ 


End 


1590 




GI 


none 


Score 


.98 






248 295 417 548 654 1334 


, 1461.. 1590 




Seq. No. 


11553 


Seq. ID 


OJ990430_27.9B05.C9 




Gene No. 


24494 


Strand 


+ 




o Uai u 


1 


End 


1624 




IN dine 


fhT99n.43n 71 9R05 P9 ol t ^ 

V>'L'J_/L ,4 i.JL' f • Z'l->\J*J»KsZ't\Jj-* L O 


Method 


TBLASTX* Sovbean 




u Lai L 


14 52 ~~ 


End 


1591 




\j 1 


none 


Score 


190 




LAUllD 


1452 1589 1472 1591 










11554 
ii j 


Seq. ID 


OJ990430_27.9B05.C10 




uciic lnl> • 


244 95 

1 *a J -J 


Strand 






Start 


106 


End 


558 




Name 


OJ990430 27. 9B05 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


106 


End 


558 




O 1 


n on ^ 
nunc 


Score 


154 


w 


TTy on q 
O ALU lo 


i nfi 1 fi? 110, 911 117 906 

1UD. * 1 U ^ / 1 1 U . .^.11, 11/ • . ilUU; 


302. .397, 


337.. 396, 339.. 398, 






^4f) 423 365 430 377 436 


396. .431, 


468. .551, 500. .550, 


» = f 

i]f! 




5DR 55R 5flQ 55? 






i ; ! 1 


Can Mn 
octj. IN CJ . 


115 5 5 


Seq. ID 


OJ990430_27.9B05.C12 




UCllC IN LJ • * 


24496 


Strand 


+ 




Start 


1 


End 


93 




Name 


OJ990430 27. 9B05 . C12 . ol . gp 


Method 


AAT/GAP 


: ; =? 


J LQ1 L 


1 


End 


93 


fl! 


ol 


368 2.R1084 


Score 


182 






1. . 93 








CI T Dp^rri n 


1 3928085 8.0e-17 (AC005770) unknown protein [Arabidopsis 


M 




thaliana] 1 






is 3J 


Seq. No. 


11556 


Seq. ID 


OJ990430__27.9B05.C14 


u 


Gene No. 


24497 


Strand 


+ 




Start 


62 


End 


238 


i" "| 


Name 


OJ990430 27.9B05.C14.ol.gs 


Method 


GENSCAN 




u Lai L 


62 


End 


238 




O 1 


none 


Score 


.67 




F" von c; 


62. .238 








Seq. No. 


11556 


Seq. ID 


OJ990430__27.9B05.C14 




Gene No. 


24498 


Strand 


+ 




O LOI L 


1393 


End 


1665 




Name 


OJ990430 27.9B05.C14.ol.gp 


Method 


AAT/GAP 




O LCtl L 


1393 


End 


1665 




(IT 

\J 1 


701523 


Score 


506 




DAUllO 


1393. .1665 








Seq. No. 


11556 


Seq. ID 


OJ990430_27.9B05.C14 




Gene No. 


24499 


Strand 






Start 


730 


End 


1591 




Name 


OJ990430 27.9B05.C14.o2.gs 


Method 


GENSCAN 




Start 


730 


End 


1591 



12039 






O -L 


none 








Score 


. 54 










730. .845, 1307..; 


1591 
















11557 








Seq. ID 


OJ990430 


27 . 9B05 


.C15 




Gene No. 


24500 








Strand 


+ 








Start 


1 








End 


898 








LMCUUC 


OJ990430 27 


. 9B05 


-C15. 


. ol .np 


Method 


AAT/NAP 








OLdl I. 


1 








End 


881 








ox 


4538968 








Score 


466 








Exons 


1..90, 201. 


.881 


















(AL049488) putative protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


11557 








Seq. ID 


OJ990430 


_27 . 9B05 


.C15 




Gene No. 


24500 








Strand 


+ 








Start 


1 








End 


898 








lvalue 


OJ990430 27 


.9B05 


.C15. 


. ol . gs 


Method 


GENSCAN 








O L. CL X L. 


204 








End 


898 








O -L 


none 








Score 


. 46 










204. .898 


















Seq. No. 


11557 








Seq. ID 


OJ990430 


_27.9B05 


.C15 




Gene No. 


24501 








Strand 


- 








OLai t_ 


546 








End 


1060 






Q 


Mam O 

LN di lie 


OJ990430 27 


.9B05 


.C15 


.o2.gp 


Method. 


AAT/GAP 






y 




546 








End 


1060 








PT 


none 








Score 


1009 






! : | i 

i a; 


DAUllO 


546. .1060 
















: ; J 


Seq. No. 


11557 








Seq. ID 


OJ990430 


_27 . 9B05 


.C15 


:, i.1 


Gene No. 


24502 








Strand 


- 








O LCI L 


1646 








End 


3067 








iNciiue 


OJ990430 27 


. 9B05 


.C15 


. o2 . gs 


Method 


GENSCAN 








ul.ai L 


1646 








End 


3067 










none 








Score 


. 66 






'M 


F" von q 


1646. .1894, 


2884 


..2936, 2998 


. .3067 








i : 
;: =5 


Seq. No. 


11557 








Seq. ID 


OJ990430 


_27 . 9B05 


.C15 




Gene No. 


24503 








Strand 


— 








Start 


3855 








End 


8672 






: ; e? 

Q 


Name 


OJ990430 27 


.9B05 


.C15 


.ol.ts 


Method 


TBLASTX: 


Soybean 






Cfarf 
O Lai 


6 








End 


607 








(IT 


none 








Score 


53 










6. .83, 197. 


.454, 


464 


. .607 












Seq. No. 


11557 








Seq. ID 


OJ990430 


_27.9B05 


.C15 




Gene No. 


24503 








Strand 










Start 


3855 








End 


8672 










OJ990430 27 


.9B05 


.C15 


.ol.tc 


Method 


TBLASTX: 


Cress 






O L, a J. L. 


9 








End 


633 








riT 


none 








Score 


51 








F.von ^ 


9. .80, 179. 


.613, 


238 


..456, 496. .633 










Seq. No. 


11557 








Seq. ID 


OJ990430 


_27.9B05 


.C15 




Gene No. 


24503 








Strand 










Start 


3855 








End 


8672 








Name 


OJ990430 27 


.9B05 


.C15 


. o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


12 








End 


403 







12040 




GI 


none 








Score 


67 


Exons 


12. .80, 188 


. .403, 


238 . . 


387 






Seq. No. 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Gene No. 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


. 9B05. 


CIS.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


203 








End 


44 8 


GI 


none 








Score 


290 


P von S 


203. .448, 238. .447 








Seq. No. 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Gene No. 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


.9B05. 


C15.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


403 








End 


670 


GI 


none 








Score 


192 


Fxon s 


403. .633, 409. .576, 413 


. . 670 






Sea No 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Gene No . 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


.9B05. 


C15.o3 


.gp 


Method 


AAT/GAP 


Start 


3655 








End 


5725 


GI 


794 1.R1084 








Score 


1493 


rvnn q 


3655. .3980, 


4311. 


.4481, 


5010. 


.5098, 5459.. 5725 


Dp qprin 

\J -L 1— / vl^ k_> ^ J- J. kj' • 


'2570497 1. 


Oe-69 


(AF022731) H 


protein 


subunit of glycine 




decarboxylase [Oryza sativa] ' 






Spa No 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Gene No. 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


.9B05. 


C15.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


3821 








End 


5645 


GI 


none 








Score 


105 


Pvnn q 

i— t W 1 J. O 


3821. .3859, 


3861. 


.3980, 


3898.. 


.3978, 4308. .4490, 4309. .4500, 




5010. .5102, 


5014. 


.5100, 


5445. 


.5645, 5468.. 5605 


Seq*. No. 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Gene No. 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


.9B05. 


C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3831 








End 


4007 


GI 


none 








Score 


153 


Fxon s 


3831. .3980, 


3877. 


.3981, 


3880. 


.3981, 3939.. 4007 


Sea No 


11557 








Seq. ID 


OJ990430_27.9B05.C15 


Rpnp No 


24503 








Strand 




Start 


3855 








End 


8672 


Name 


OJ990430 27 


. 9B05. 


C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3854 








End 


5568 


GI 


none 








Score 


151 


Exons 


3854. .3913, 


3855. 


.3980, 


3877. 


.3981, 4302. .4490, 4312. .4482, 




4993. .5091, 


4994. 


.5098, 


5009. 


.5098, 5010.. 5099, 5011.. 5100, 




5436. .5567, 


5459. 


.5566, 


5460. 


.5567, 5461. .5568 


Seq. No. 


11557 








Seq. ID 


OJ990430_27.9B05.C15 



12041 




Gene No. 


24503 








Strand 






Start 


3855 








End 


8672 




Name 


OJ990430 27 


. 9B05. 


C15 .o3 


. as 


Method 


GENSCAN 




Start 


3855 






End 


8672 




GI 


none 








Score 


.7 




Exons 


3855 . .3980, 


4311 . 


.4481, 


5010. 


.5098, 5459.. 5680, 


8288 . . 8444 . 




8598 . .8672 














Spa No 


11557 








Seq. ID 


OJ990430 


27 . 9B05.C15 


Gene No. 


24503 








Strand 






Start 


3855 








End 


8672 




Name 


OJ990430 27 


. 9B05. 


C15.o2 


.np 


Method 


AAT/NAP 




Start 


3860 








End 


5567 




GI 


2570497 








Score 


598 




i— 1 A \y 1 X O 


3860 . .3980, 


4311. 


.4481, 


5010. 


.5098, 54S9..5567 






(AF022731) 


H protein subunit 


of glycine decarboxylase [Oryz< 




sativa] 














Seq, No. 


11557 








Seq. ID 


OJ990430 


97 cmrm n ^ 


Gene No. 


24503 








Strand 






Start 


3855 








End 


8672 




Name 


OJ990430 27 








Method 


TBLASTX : < 


Cress 


Start 


3861 _ 








End 


5100 




GI 


none 








Score 


71 




Fvon 9 

X-J \y 1 1 o 


3861 3980. 


^R7 7 


^Q7 ^ 


4 jUO . 


.4490, 4309. .4485, 






5020 . .5100 














Seq. No. 


11558 








Seq. ID 


OJ990430 


_27.9B05.C16 


Gene No. 


24504 








Strand 


+ 




Start 


33 








End 


1421 




Name 


OJ990430 27 






. gs 


Method 


GENSCAN 




Start 


33 ~ 








End 


1421 




GI 


none 








Score 


.8 




Exons 


33 . . 80, 416 


• • 4 JO; 


Z? 1 J * • 


1 OR 6 


1319. .1421 




Seq. No. 


11558 








Seq. ID 


OJ990430 


_27.9B05.C16 


Gene No. 


24505 








Strand 






Start - 


1809 








End 


2135 




Name 


OJ990430 27 


. 9B05. 


C16.o2 


.gs 


Method 


GENSCAN 




Start 


1809 ~~ 








End 


2135 




GI 


none 








Score 


.65 




Exons 


1809. . 1833, 


2011. 


.2135 










Seq. No. 


11558 








Seq. ID 


OJ990430 


_27.9B05.C16 


Gene No. 


24506 








Strand 






Start 


2983 








End 


7122 




Name 


OJ990430 27 


. 9B05. 


C16.o3 


.gs 


Method 


GENSCAN 




Start 


2983 ~~ 








End 


7002 




GI 


none 








Score 


.56 .. 




Exons 


2983. .7002 














Seq. No. 


11558 








Seq. ID 


OJ990430 


_27.9B05.C16 


Gene No. 


24506 








Strand 






Start 


2983 








End 


7122 




Name 


OJ990430 27 


. 9B05. 


C16.ol 


.np 


Method 


AAT/NAP 




Start 


2986 








End 


7122 




GI 


2583130 








Score 


1802 





12042 






Exons 


2986. .7122 
















(AC002387) 


putative non- 


-LTR 


retroelement reverse transcript. 






[Arabidopsis thaliana] 












Seq. No. 


11558 






UClj • 1U 








Gene No. 


24507 






^t" r~a nH 

J Li dl IH 








Of 3 r-f- 


8253 






Rnrl 

EjIIU 








Name 


OJ990430 27 


. 9B05.C16.o4 


. y b 


Mpf H o/H 


v3 Cj IN O ^rtLN 








8253 






Hii ivx 








CI T 


none 






O^—^JX c 








IT 1 v o 


8253 9803 














O C 4 • IN vj • 


11558 






Seq. ID 


OJ990430_27.9B05 


.C16 




Gene No. 


24507 






Strand 








Start 


8253 






End 


9803 






Name 


OJ990430 27 


. 9B05.C16.o2 


.np 


Method 


AAT/NAP 






O Lai L 


8256 






End 


9803 






O X 


5042429 






Score 


1230 






















ox u^ooxx^-s. 


(AC006193) 


Putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


11558 






Seq. ID 


OJ990430_27.9B05 


.C16 




Gene No. 


24508 






Strand 








Of a v-f- 


10522 






End 


13721 




i "t 


Name 


OJ990430 27 


-'.9B05.C16.o3 


.tm ■ 


Method 


TBLASTX: Maize 




:=? 


Of a rf 


4400 






End 


4773 




Cfi 


bl 


none 






Score 


71 




ru 


C v t~\ e? 


4400. .4612, 


4402. .4764, 


4663 


. .4773 






: . E 
: ; Li 


Seq. No. 


11558 






Seq. ID 


OJ990430_27.9B05 


.C16 


W 


Gene No. 


24508 






Strand 






ru 


Of a -v-f 
OLdi L 


10522 






End 


13721 






OJ990430 27 


.9B05.C16.o3 


.tw 


Method 


TBLASTX: Wheat 






Cf 3 -rf- 

O L d X u 


4445 






End 


4834 




i!!S 


v3 X 








Score 


14 8 




■ t! 


Exons 


4445. .4834, 


4447. .4833 










M= 


Seq. No. 


11558 






Seq. ID 


OJ990430_27.9B05 


-C16 




Gene No. 


24508 






Strand 






□ 


Start 


10522 






End 


13721 






LN diuc 


OJ990430 27 


. 9B05.C16.o2 


.tm 


Method 


TBLASTX: Maize 






Cf arf 


4921 






End 


5553 






(IT 
ox 


1 1W11 C 






Score 


63 






DAU1 i O 


4921. .5052, 


5086. .5370, 


5141 


..5353, 5359.. 5553 






Seq. No. 


- 

11558 






Seq. ID 


OJ990430_27.9B05 


.C16 




Gene No. 


24508 






Strand 








Start 


10522 






End 


13721 








OJ990430 27 


. 9B05.C16.o2 


.tw 


Method 


TBLASTX: Wheat 






Cf a v-f 
o Ldx u 


5066 






End 


5445 








none 






Score 


155 






Exons 


5066. .5374, 


5083.. .5400, 


5395 


. .5445, 5405. .5443 






Seq. No. 


11558 






Seq. ID 


OJ990430_27.9B05 


.C16 




Gene No. 


24508 






Strand 








Start 


10522 






End 


13721 






Name 


OJ990430 27 


.9B05.C16.o4 


. tw 


Method 


TBLASTX: Wheat 





12043 



Start 
GI 

Exons 



5446 
none 

5446. .5709, 5456. .5653 



End 
Score 



5709 
160 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



11558 
24508 
10522 

OJ990430_27, 

6631 

none 

6631. .7011, 



9B05.C16.o5.tw 



6668. .6727 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_27.9B05.C16 
13721 

TBLASTX: Wheat 

7011 

77 



Seq. No. 11558 
Gene No. 24508 
Start 10522 

Name OJ9904 30_27 . 9B05 . CI 6 . ol . tc 

Start 8211 
GI none 

Exons 8211. .8504, 8263. .8466, 8511, 

8757. .8918, 8770. .8904, 8898, 
9297. .9455, 9507. .9629 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 27.9B05.C16 



13721 

TBLASTX: Cress 
9629 
194 

8735, 8514. .8717, 8515. 
8963, 9027.. 9155, 9156. 



,8718, 
9299, 



m 



Seq. No. 11558 
Gene No. 24 508 

Start ' 10522 

Name ■ OJ990430_27 . 9B05 .C16.ol. tm 

Start 8265 
GI none 

Exons 8265.. 8345, 8298.. 8738, 8302, 

8922. .8966, 9051. .9149, 9309. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 27.9B05.C16 



13721 

TBLASTX: Maize 
9428 
289 

.8718, 8763. .8927, 8770.. 8907, 
.9428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11558 
24508 
10522 

OJ9904 30_27 . 9B05 . C16 . ol . ts 

8265 

none 

8265. .8339, 8358. .8498, 8359, 
8754. .8927, 8773. .8904, 8931, 
9432. .9602 

11558 
24508 
10522 

OJ990430_27 . 9B05 . C16 . ol . tw 

8268 

none 

8268. .8624, 8269.-8625 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 27.9B05.C16 



13721 

TBLASTX : Soybean 
9602 
76 

8460, 8499. .8750, 8515. .8718, 
8963, 9165.. 9281, 9246.. 9527, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_27.9B05.C16 
13721 

TBLASTX: Wheat 

8625 

408 



Seq. No. 11558 

Gene No. 24508 

Start 10522 

Name OJ990430_27 . 9B05 . C16 . o4 . tm 

Start 9162 

GI none 

Exons 9162.. 9308, 9226.. 9291, 9432. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9635, 9432.. 9635 



OJ990430_27.9B05.C16 
13721 

TBLASTX: Maize 
9635 
90 



12044 




Seq. No. 


11558 


Seq. ID 


OJ990430 


_27.9B05 


.C16 


Gene No. 


24508 


Strand 








Start 


10522 


End 


13721 






Name 


OJ990430 27 9B05 C16 06 tw 


Method 


TBLASTX: 


WhMt 

rl 1 CI 




Start 


9303 _ 


End 


9644 






GI 


none 


Score 


128 








9303 9644 9303 9443. 9486 


..9566, 9573..9629 






Seq. No. 


11558 


Seq. ID 


OJ990430 


_27.9B05 


.C16 


Gene No. 


24508 


Strand 








Start 


10522 


End 


13721 






Name 


OJ990430 27 9B05 C16 o5 as 


Method 


GENSCAN 






Start 


10522 ~ 


End 


13721 






GI 


none 


Score 


.78 






J — 1 JT\. 11 J 


10522 10577. 11500 11589, 


13129. .13430, 13519 


13721 




<J ^ ■ w • 


11559 


Seq. ID 


OJ990430 


27 . 9B05 


. C17 


Gene No . 


24509 


Strand 


+ 






Start 


1 


End 


786 






Name 


OJ990430 27.9B05.C17.ol.gp 


Method 


AAT /GAP 






Start 


1 


End 


786 






GI 


83529 1.R1084. 


Score 


814 






F.xon s 


1..86, 329. .786 












' 4521194 /dbj I ABO 13 613 . 1 1 ABO 13 61 3 6.0e- 


79 Oryza 


sativa DNA, 




centromere sequence RCB11 1 










Seq. No. 


11560 


Seq. ID 


OJ990430 


_27.9B05 


.C18 


Gene No. 


24510 


Strand 


+ 






Start 


1406 


End 


1821 






Name 


OJ990430 27.9B05.C18.ol.gs 


Method 


GENSCAN 






Start 


1406 


End 


1821 






GI 


none 


Score 


.83 






Rxon *3 

1-J A \_/ 4- J- O 


1406. .1511, 1517. .1821 










Seq. No. 


11560 


Seq. ID 


OJ990430 


_27.9B05 


.C18 


Gene No. 


24511 


Strand 








Start 


2957 


End 


3429 






Name 


OJ990430 27. 9B05 . C18 . o2 . gs 


Method 


GENSCAN 






Start 


2957 


End 


3429 






GI 


none 


Score 


.78 






Exons 


2957.. 3308, 3326.. 3429 










Sea No 

lj ^ VJ • 1.11 \S • 


11561 


Seq. ID 


OJ990430 


_27.9B05 


.C19 


Gene No. 


24512 


Strand 


+ 






Start 


1501 


End 


3066 






Name 


OJ990430 27.9B05.C19.ol.np 


Method 


AAT /NAP 






Start 


1501 


End 


3060 






GI 


5042430 


Score 


1206 






i_i jty v*/ i lO 


1501. .3060-. 










GI DpscriD. 


(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


11561 


Seq. ID 


OJ990430 


_27.9B05 


.C19 


Gene No. 


24512 


Strand 


+ 






Start 


1501 


End 


3066 






Name 


OJ990430 27.9B05.C19.o2.gs 


Method 


GENSCAN 






Start 


1501 


.End 


3066 






GI 


none 


Score 


1 







12045 



Exons 



1501. .3066 



Seq. No. 11561 Seq. ID 

Gene No. 24513 Strand 

Start 5508 End 

Name OJ990430_27 . 9B05 . C19 . o4 . gs Method 

Start 5508 End 

GI none Score 

Exons 5508.. 5549, 6543.. 6635 



OJ990430_27.9B05.C19 
+ 

6635 
GENSCAN 
6635 
.58 



Seq. No. 11561 Seq. ID OJ990430_27.9B05.C19 

Gene No. 24514 Strand + 

Start 6795 End 7263 

Name OJ9904 30_27 . 9B05 . CI 9 . ol . gp Method AAT/GAP 

Start 6795 End 7263 

GI 47859_1.R1084 Score 872 

Exons 6795. .7263 

GI Descrip. f 4 61812/sp | Q05047 | CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 

(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 





>gi_4 4 5604_prf 


1909351A cytochrome P450 [Catharanthus 


roseus] 


Seq. No. 


11561 


Seq. ID 


OJ990430_27.9B05 


.C19 


Gene No . 


24515 


Strand 






Start 


2068 


End 


5005 




Name 


OJ990430 27.9B05 


.C19.o2.np Method 


AAT/NAP 




Start 


2068 


End 


5005 




GI 


6016875 


Score 


358 




Exons 


2068.. 2137, 3435 


..3581, 3690. .3855, 48 


99. .5005 




GI Descrip. 


(AP000570) EST AU078302 (C63241 ) corresponds to a region 


of the 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 




Seq. No. 


11561 


Seq. ID 


OJ990430__27.9B05 


-C19 


Gene No. 


24515 


Strand 






Start 


2068 


End 


5005 




Name 


OJ990430-27.9B05 


.C19.o3.gs Method 


GENSCAN 




Start 


3409 


End 


3636 




GI 


none 


Score 


.68 




Exons 


3409. .3636 








Seq. No. 


11561 


Seq. ID 


OJ990430_27.9B05 


.C19 


Gene No. 


24516 


Strand 






Start 


6970 


End 


7263 




Name 


OJ990430 27.9B05 


.C19.ol.tw Method 


TBLASTX: Wheat 




Start 


665 


End 


7263 




GI 


none 


Score 


55 




Exons 


665. .712, 2692.. 


3048, 2692.. 3066, 2972 


. .3049, 6974. .7018, 




6983. .7261, 7006 


..7263, 7179. .7262 






Seq. No. 


11561 


Seq. ID 


OJ990430_27.9B05 


.C19 


Gene No. 


24516 


Strand 






Start 


6970 


End 


7263 




Name 


OJ990430 27.*9B05 


.C19.o2.tm Method 


TBLASTX: Maize 




Start 


1606 


End 


1827 




GI 


none 


Score 


39 




Exons 


1606. .1788, 1616 


..1633, 1623. .1814, 1636. .1827 





12046 



Seq. No. 11561 
Gene No. 24516 
Start 6970 

Name OJ990430_27 . 9B05 . C19 . ol . tc 

Start 1645 
GI none 

Exons 1645.. 1794, 1861.. 1968, 2023. 

2343.. 2372, 2367.. 2555, 2395. 
2694.. 2801, 2812.. 3051, 2850. 
7225. .7263 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2157, 2158 
.2556, 2547 



OJ990430 27.9B05.C19 



7263 

TBLASTX : Cress 
7263 
101 

2334, 2320. 
2636, 2581. 



,3053, 6977.. 7180, 7012, 



.2421, 
.2805, 
.7218, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11561 
24516 
6970 

OJ990430_27 . 9B05 . C19 . o2 . tw 

1648 

none 



Seq. ID OJ990430_27.9B05.C19 
Strand 
End 

Method 
End 
Score 



7263 

TBLASTX: Wheat 

1962 

67 



1648. .1725, 1666. .1749, 1741. .1962, 1741. .1920, 1791. .1949 



Seq. No. 11561 
Gene No. 24516 
Start 6970 

Name OJ990430_27 . 9B05 . C19 . ol . ts 

Start 1699 
GI none 

Exons 1699.. 1962, 2032.. 2166, 2293. 

2563.. 2817, 2574.. 2639, 2694. 
2974. .3027, 7012. .7053, 7072. 



Seq. ID OJ990430_27.9B05.C19 
Strand 

End 7263 

Method TBLASTX : Soybean 

End . 7263 

Score 173 

.2403, 2407.. 2556, 2421.. 2555, 
.2801, 2818.. 2958, 2856.. 2957, 
.7212, 7073. .7174, 7213. .7263 



Seq. No. 11561 

Gene No. 24516 

Start 6970 

Name OJ990430_27 . 9B05 . C19 . ol . tm 

Start 1864 

GI none 

Exons 1864. 

2389. 



,1965, 2038. 
,2550, 2418. 
2701.. 3015, 6980. 



.2151, 2164. 
.2543, 2562. 
.7069, 7012. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2262, 2263.. 2298, 
.2636, 2578.. 3018, 
.7263, 7046.. 7261 



OJ990430_27.9B05.C19 
7263 

TBLASTX: Maize 
7263 
76 



2347, 
2691, 



,2391, 
2984, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



11561 Seq. ID 

24516 Strand 

6970 End 

OJ990430_27 . 9B05 . C19 . o3 . np Method 

6970 End 

5042428 Score 
6970. .7263 

(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 



OJ990430_27.9B05.C19 

7263 
AAT/NAP 
7263 
339 



11561 Seq. ID 

24516 Strand 

6970 End 
OJ9904 30_27 . 9B05 . C19 . o5 . gs Method 

6970 End 

none Score 
6970. .7251 



OJ990430__27.9B05.C19 

7263 
GENSCAN 
7251 
.5 



Seq. No. 



11562 



Seq. ID OJ990430_27.9B05.C20 



12047 






Gene No. 


24517 






Strand 


+ 




Start 


1217 






End 


1705 




Name 


riTQQn/i 97 

Uu yyUHoU Z 1 


.9B05 


.C20.o2.np 


Method 


AAT/NAP 




o car u 


101/ 
1Z 1 41 






End 


1705 




bl 


0U4 Z4 ZD 






Score 


296 




Exons 


1Z 14 . . 1 / UD 












GI Descrip. 


\ rib UUd 1 y J J 


Putative Cytochrome P4 50 [Arabidopsis thaliana] 




Seq. No. 


11562 






Seq. ID 


OJ990430_27.9B05.C20 




Gene No. 


24517 






Strand 


+ 




o tart 


1017 

1Z 1 / 






End 


1705 




Name 


/~\ T Q Q f\ A *3 n 97 

uj yyu^ou z / 


.9B05 


.C20.o2.gs 


Method 


GENSCAN 




btart 


1 01 T 

1Z 1 / 






End 


1669 




C T 


none 






Score 


. 99 




Exons 


iz 1 / . . lDoy 












oeq . ino . 


1 1 ^ £9 
113 OZ 






Seq. ID 


OJ990430_27 . 9B05 .C20 




Gene No. 


24518 






Strand 






Start 


1 






End 


1705 




Name 


uj y^u^i ju z j 


.9B05 


.C20.ol.np 


Method 


AAT/NAP 




oiart 


1 






End 


586 




bl 


c r\ / 9 /I 9 R 

OU 4 ZQZD 






Score 


324 


uJ 


Exons 


1 . .oob 












GI Descrip. 


( AbUU Diyj J 


Putative Cytochrome P450 [Arabidopsis thaliana] 


Hi 


beq. No. 


11562 






Seq. ID 


OJ990430_27.9B05.C20 


i sr 


Gene No. 


24518 






Strand 






Start 


1 






End 


1705 


! t t 

-sf 


Name 


OJ990430 27 


.9B05 


.C20.ol.tm 


Method 


TBLASTX: Maize 


:. ™: 


start 


1 






End 


1705 


I'll 


bl 


none 






Score 


80 




Exons 


1..81, 2. .61, 49 


..123, 82.. 


105, 127. .243, 128. .475, 128. .445, 


H 




421. .474, 1333.. 


1695, 1343. 


.1696, 1349 


. . 1705 


3 Br 

'A 


beq . ino . 


11562 






Seq. ID 


OJ990430_27.9B05.C20 


H= 


Gene No. 


.24518 






Strand ' 




: "| 


Start 


1 






End 


1705 


sir 


Name 


OJ990430 27 


.9B05 


.C20.ol.ts 


Method 


TBLASTX : Soybean 


I t ' 
: 3 (if 


Of 3 Y-+- 


1 






End 


1693 




C T 
bl 


none 






Score 


65 




Exons 


1..51, 131. 


.265, 


266. .469, 


266.. 445, 1346.. 1456, 1558.. 1674, 






1562. .1693 












Seq. No. 


11562 






Seq. ID 


OJ990430_27.9B05.C20 




Gene No. 


24518 






Strand 






o v, art 


1 






End 


1705 




Name 


OJ990430 27 


. 9B05 


.C20.ol.gs 


Method 


GENSCAN 




C -1 1 >-> 4- 


35 ... 






End 


586 






none 






Score 


.89 




Exons 


35. .586 












Seq. No. 


11563 






Seq. ID 


OJ990430_27.9B05.C21 




Gene No. 


24519 






Strand 


+ 




Start 


1 






End 


3380 




Name 


OJ990430 27 


. 9B05 


.C21.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


550 




GI 


5042430 






Score 


528 



12048 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..550 

(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 



11563 
24519 
1 

OJ990430_27. 9B05 . C21 . ol . gs 
89 

none 



Seq. ID OJ990430_27.9B05.C21 

Strand + 

End 3380 

Method GENSCAN 

End 3188 

Score . 62 



89. .545, 1479. .1643, 1728. .1965, 2191. .2438, 2478. .2714, 
2743. .3188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11563 Seq. ID 

24519 Strand 

1 End 

OJ9904 30_27 . 9B05 . C21 . o2 . np Method 

2118 End 

5922636 Score 



OJ990430_27.9B05.C21 
+ 

3380 
AAT/NAP 
3143 
396 



2118. .2235, 2525. .2714, 3009. .3143 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990430_27 . 9B05 . C21 
+ 

3380 
AAT/GAP 
2779 
681 



11563 v. Seq. ID 

24519 Strand 
1 End 
OJ990430_27 . 9B05 . C21 . ol . gp Method 
2403 End 
5816533 Score 
2403. .2779 

5922636/dbj IBAA84637.il 1.0e-14 (AP000492) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
>gi_6016869_dbj_BAA85212. 1_ (AP000570) ESTs 

C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



11563 Seq. ID 

24519 Strand 
1 End 
OJ9904 30_27 . 9B05 . C21 . o2 . gp Method 
3031 End 
3762269 Score 
3031. .3380 

6016845/dbj | AP000570 . 1 | AP000570 1.0e-128 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990430_27.9B05.C21 
+ 

3380 
AAT/GAP 
3380 
583 



11563 
24520 
3806 

OJ9904 30_27 . 9B05 . C21 . o2 . gs 

3806 

none 

3806. .3821, 3896. .4323 



Seq. ID OJ990430_27.9B05.C21 

Strand + 

End 4323 

Method GENSCAN 

End 4323 

Score .98 



12049 





Qpn NO 


11563 








Seq. ID 


OJ990430_27.9B05.C21 




Gene No. 


24521 








Strand 






Start 


1376 








End 


6439 




Name 


OJ990430 27 


.9B05. 


C21.o3 


.np 


Method 


AAT/NAP 




Start 


1376 ~ 








End 


6439 




GI 


2655098 








Score 


440 




R von ^ 


1376 1406 


4036. 


.4254, 


4555. 


.4722, 6417. . 6439 




CrJ DP^PT" 1 D 
\j x i-> o Vw _i_ _i_ k_y . 


( AF023472) 


peptide transporter [Hordeum vulgare] 




Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 




Gene No. 


24521 








Strand 






Start 


1376 








End 


6439 




Name 


OJ990430 27 


. 9B05. 


C21.o3 


.gs 


Method 


GEN SCAN 




Start 


4560 _ 








End 


5128 




GI 


none 








Score 


.71 




UAVm/1 1 kJJ 


4560 4787. 


5057. 


.5128 












11563 








Seq. ID 


OJ990430_27.9B05.C21 




Gene No. 


24521 








Strand 






Start 


1376 








End 


6439 




Name 


OJ990430 27 


.9B05. 


C21.o4 


.np 


Method 


AAT/NAP 




Start 


5348 _ 








End 


5894 




GI 


5777617 








Score 


69 




R von ^ 


534 8 557 9 


5822. 


.5894 








'a sf 


v_J J. 1— / ^ O J- -L. . 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 


Q; 
III 


Qcsri Mo 


X X yj \J J 








Seq. ID 


OJ990430_27.9B05.C21 






24 522 








Strand 






q+- a r-h 


R ^4 9 








End 


9989 


Ul 


Name 


OJ990430 27 


. 9B05. 


C21.ol 


.tc 


Method 


TBLASTX: Cress 


0 


Start 


86 








End 


9857 


1 U 


GI 


none 








Score 


276 


;s 


R v on q 


86 295 88 


. .291, 


301. 


519, 302. .508, 


8423. .8635, 8520. .8627, 


r=i 




8672 8881. 


8682. 


.8879, 


8927. 


.9094, 8940. .9116, 9083. .9142, 






9182 9313. 


9320. 


.9469, 


9393. 


.9470, 9497. .9634, 9557. .9613, 


M 




9729 9857 












. c j 


Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


• 3 31 
: £ 


fipnp No 


24522 








Strand 




-t 

r*E 


Start 


8342 








End 


9989 




Name 


OJ990430 27 


. 9B05. 


C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start - 


86 








End 


9446 




GI 


none 








Score 


422 




Exons 


86. .508, 88 


. .504, 


8426. 


.8506, 


8492. .8881, 8547. .8879, 






8549. .8881, 


8940. 


.9119, 


8942. 


.9097, 9092. .9136, 9182. .9217, 






9218. .9313, 


9329. 


.9442, 


9393. 


. 9446 





Seq. No. 11563 
Gene No. 24522 
Start 8342 

Name OJ990430_27 . 9B05 . C21 . ol . ts 

Start 86 
GI none 
Exons 86.. 319, 88, 

8669. .8881, 

9473. . 9634 



.303, 307. .402, 
8682. .8879, 8924 



Seq. ID OJ990430_27.9B05.C21 
Strand 

End 9989 

Method TBLASTX: Soybean 

End 9634 

Score 213 
308. .448, 8519. .8626, 8562. .8621, 
..9076, 8934. .9074, 9317. .9427, 



12050 




Seq. No. 


11563 








Seq. ID 


OJ990430_27 . 9B05.C21 


Gene No. 


24522 








Strand 




Start 


8342 








17" „ _] 


y y 0 y 


Name 


OJ990430 27 


. 9B05. 


C21.ol 




Metnoa 


rpnT 7\ C"T> V • TVT'U — — 4- 

1 bLiAb 1 x : Wneat 


Start 


181 










o / o b 


GI 


none 








Score 


a a a 
4 4b 


Exons 


181. .519, 182. .514, 503 


c; 0 Q 
. . D jo , 


Q /l O Q Q T 


30, o 4 04 . . o / o b 


Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


Gene No. 


24522 








Strand 




Start 


O ~J H 








End 


9989 


Name 


OJ9904.30 27 


.9B05. 


C21.o2 


. urn 


Method 


TBLASTX: Maize 


Start 


4014 








End 


4742 


/"I T 

bl 


none 








Score 


136 


Exons 


4014. .4145, 


4027. 


.4146, 


A 1 07 
4 1 3 / . 


.4253, 4171. .4257, 4561. .4722, 




4563. .4721, 


4629. 


. 4742 








Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


Gene No. 


O/l coo 
£ 4 DZZ 








Strand 




Start 


8342 








End 


9989 


Name 


OJ990430 27 


.9B05. 


C21.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4027 








End 


4622 


GI 


none 








Score 


59 


Exons 


4027. .4143, 


4035. 


.4142, 


a 1 *5 n 


.4253, 4138. .4257, 4563. .4622 


Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


Gene No. 


Oyl COO 








Strand 




Start 


8342 








End 


9989 


Name 


OJ990430 27 


. 9B05. 


C21.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4158 








End 


4709 


GI 


none 








Score 


92 


Exons 


4158. .4253, 


4171. 


.4257, 


4 3 bl . 


.4701, 4563.. 4709 


Seq. No. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


Gene No. 


24522 








Strand 




Start 


ft 9 








End 


9989 


Name 


OJ990430 27 


.9B05. 


C21.o4 


.gs 


Method 


GENSCAN 


Start 


8342 








End 


9977 




none 








Score 


.83 


Exons 


8342. .9574, 


9609. 


. 9977 








beq. no. 


11563 








Seq. ID 


OJ990430_27.9B05.C21 


Gene No. 


24522 








Strand 




Start 


8342 








End 


9989 


Name 


OJ990430 27 


. 9B05. 


C21.o5 


.np 


Method 


AAT/NAP 


Start 


8417 








End 


9989 


GI 


5042425 








Score 


1088 


Exons 


8417. . 9989 












GI Descrip. 


(AC006193) 


Putative Cytochrome P450 [Arabidopsis thaliana] 


oeq . no . 


11563 








Seq. ID 


OJ9904 30_27.9B05.C21 


Gene No. 


24522 








Strand 




Start 


8342 








End 


9989 


Name 


OJ990430 27 


. 9B05. 


C21.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


9494 








End 


9864 


GI 


none 








Score 


138 


Exons 


9494. .9646, 


9495. 


. 9644, 


9636. 


.9785, 9636.. 9863, 9640. .9864 



12051 






Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05. 


C22 




Gene No * 


24523 


Strand 


+ 






Start 


593 


End 


3336 






Name 


OJ990430 27 9B05 C22.ol as 


Method 


GENS CAN 






Start 


593 _ 


End 


3336 






GI 


none 


Score 


. 91 






Exons 


,593. .2214, 2941. .3065, 3242.. 


3336 








Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05. 


C22 




Gene No. 


24523 


Strand 


+ 






Start 


593 


End 


3336 






Name 


OJ990430 27.9B05.C22.ol.np 


Method 


AAT/NAP 






Start 


596 


End 


2215 






GI 


3819164 


Score 


2006 






Exons 


596. .2215 










GI Descrip. 


(AJ012318) cytosolic chaperonin, delta- 


-subunit [Glycine 


max 




Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05. 


C22 




Gene No. 


24524 


Strand 








Start 


3583 


End 


5127 






Name 


OJ990430 27.9B05.C22.o2.gs 


Method 


GENSCAN 






Start 


3583 


End 


5127 




□ 


GI 


none 


Score 


.89 




L 1 ! 


p, v o n <3 


3583. .5127 








fU 


Seq. No. 


11564 


Seq. ID 


OJ990430^27.9B05. 


C22 


r 3 ; 


Gene No. 


24524 


Strand 








Start 


3583 


End 


5127 




m 


Name 


OJ990430 27.9B05.C22.o2.np 


Method 


AAT/NAP 






Start 


3586 


End 


5112 




! 


GI 


5042425 


Score 


1183 






Exons 


3586. .5112 








.3 Si 

i : 


GI DescriD. 


(AC006193) Putative Cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


11564 


Seq. ID 


OJ990430__27.9B05. 


C22 




Gene No . 


24525 


Strand 








Start 


10264 


End 


12337 




'ssf 


Name 


OJ990430 27.9B05.C22.o3.tm 


Method 


TBLASTX: Maize 




□ 


Start 


615 


End 


919 






GI 


none 


Score 


189 






Exons 


615. .641, 626. .763, 676. .762, 


782. .919, 


784. .897 






Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05. 


C22 




Gene No . 


24525 


Strand 








Start 


10264 


End 


12337 






Name 


OJ990430 27.9B05.C22.o4.ts 


Method 


TBLASTX : Soybean 






Start 


623 


End 


919 






GI 


none 


Score 


152 






R v on q 


623. .769, 682. .759, 770. .919, 


784. .897 








Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05. 


C22 




Gene No. 


24525 


Strand 








Start 


10264 


End 


12337 






Name 


OJ990430 27.9B05.C22.o4.tc 


Method 


TBLASTX: Cress 






Start 


632 


End 


886 






GI 


none 


Score 


130 





12052 



Exons 



632. .769, 685. .759, 784. .843, 788. .886 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ990430_27 . 9B05 . C22 . ol . ts 

Start 1019 _ 

GI ~ none 

Exons 1019.. 1648, 1022.. 1081, 1036. 

Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ990430_27 . 9B05 . C22 . o4 . tm 

Start 1036 

GI none 

Exons 1036.. 1128, 1037.. 1240, 1184. 



Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Soybean 

End 1648 

Score 798 
.1128, 1228. .1647 

Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Mai ze 

End 1240 

Score 220 
.1234 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ990430_27 . 9B05 . C22 . ol . tw 

Start 1090 

GI none 

Exons 1090.. 1125, 1091.. 1543, 1184. 



Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Wheat 

End 1543 

Score 589 
.1543 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ990430_27 . 9B05 . C22 . o2 , 

Start 1184 

GI none 

Exons 1184.. 1570, 1228.. 1563, 



tc 



Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Cress 

End 1627 

Score 533 



1540. .1626, 1547. .1627 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ990430_27 . 9B05 . C22 . ol . tm 

Start 1243 

GI none 

Exons 1243.. 1662, 1244.. 1726, 1244, 
1741. .2217, 2092. .2220 



Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX: Maize . 

End ' 2220 

Score 674 

.1726, 1706.. 2215, 1712.. 2218, 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ9904 30_27.9B05.C22.o2, 

Start 1652 

GI none 

Exons 1652.. 1726, 1706.. 2227, 



ts 



Seq. ID OJ990430__27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Soybean 

End 2232 

Score ." 68 



1706. .2221, 1741. .2232 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ9904 30_27 . 9B05 . C22 . o5 , 

Start 1727 

GI none 



tc 



Seq. ID OJ990430_27.9B05.C22 
Strand 

End 12337 

Method TBLASTX : Cress 

End 1879 

Score 184 



12053 






1727. 


.1879, 


1741. 


.1875 








Seq. No. 


11564 










Seq. ID 


OJ990430_27.9B05.C22 


Gene No. 


24525 










Strand 






10264 










End 


12337 


Name 


OJ990430 27. 


~? D \J *J , 


COO c\~\ 




Method 


TBLASTX: Wheat 


OldiL 


1741 










End 


2209 




none 










Score 


248 


JLAUiio 


1741. , 


.2037, 


1748 . 


. C. \J »J \J , 


2054 


,2209, 2071.. 2208 


Seq. No. 


11564 










Seq. ID 


OJ990430_27.9B05.C22 


Gene No. 


24525 










Strand 




O Lai u 


10264 










End 


12337 


No. me 


OJ990430 27. 




COO n ^ 


t" r 


Method 


TBLASTX: Cress 


Of a y +- 


1879 










End 


2222 




none 










Score 


475 


£jAU11o 


1879. , 


.2217, 


1880 . 


.2218, 


1883 . . 


,2221, 2046. .2222 




11564 










Seq. ID 


OJ9904 30_27 . 9B05 . C22 


P <^ r*» NT /"^ 


24525 










Strand 




O L.d.r L 


10264 










End 


12337 


Name 


OJ990430 27. 


9B05. 


C22.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3565 










End 


11038 


PT 


none 










Score 


179 


Exons 


3565. , 


.3834, 


3593. 


.3796, 


3841. . 


,4065, 3845. .4051, 4096. .4248,' 




4127. , 


.4225, 


4255. 


.4410, 


4360. . 


,4488, 44$ 


>8..4596, 4696..4776, 




4831. , 


.4980, 


10366 


. 10554 


; , 10367. .10555, 


10561. .10785, 




10565, 


. .10771 


., 10810. .10920, 10811. . 10921, 10973.. 11038 


Seq. No. 


11564 










Seq. ID 


OJ9904 30_27.9B05.C22 


Gene No. 


24525 










Strand 




O Lai L 


10264 










End 


12337 


Name 


OJ990430 27. 


9B05. 


C22.o2. 


tw 


Method 


TBLASTX: Wheat 


C +- a v-4- 


3593 










End 


10675 




none 










Score 


407 




3593. , 


.3787, 


3601. 


.3954, 


3601. . 


3954, 10369. .10674, 10370. .10' 


Oc^. V* (J • 


11564 










Seq. ID 


OJ990430_27.9B05.C22 




24525 










Strand 




O Lai L. 


10264 










End 


12337 


Name 


OJ990430 27. 


9B05. 


C22.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3595 










End 


10920 


(IT 


none 










Score 


42 


U 1 V /"\ I*"! o 


3595. . 


.3672, 


3622. 


.3669, 


3688. . 


3828, 3689.. 3790, 3829.. 4074, 




3845. . 


.4051, 


4099. 


.4266, 


4133. . 


4222, 4264. .4326, 4498. .4599, 




4705. . 


.4803, 


10387 


. .10548 


10409. . 10549, 


10549. .10794, 




10550. 


. . 10771 


, 10804.. 10920 






JClji Vt\J • 


11564 










Seq. ID 


OJ990430_27.9B05.C22 




24525 










Strand 




Start 


10264 










End 


12337 


Name 


OJ990430 27. 


9B05. 


C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3628 










End 


11019 


GI 


none 










Score 


260 


Exons 


3628. . 


,4068, 


3632. 


.4048, 


4075. . 


4260, 4133. .4225, 4147. .4245, 




4219. . 


,4338, 


4351. 


.4383, 


4406. . 


4483, 4495. .4602, 4499.-4597, 




4696. . 


,4755, 


10327 


. . 10368, 10375. . 10743, 


10381. .10788, 



12054 



10382. .10768, 10808 .. 10921 , 10822 .. 10911, 10922 10978 , 
10967. .11017, 10975. .11019 



Seq. ID OJ990430_27.9B05.C22 
Strand 
End 

Method 
End 
Score 

4757. .4783, 4774. .4995, 4810. .4980, 4877. .5122, 4899. .5003 



Seq. No. 11564 

Gene No. 24525 

Start 10264 

Name OJ9904 30_27 . 9B05 . C22 . o5 . tm 

Start 4757 

GI none 
Exons 



12337 

TBLASTX: Maize 

5122 

196 



Seq. No. 11564 
Gene No. 24525 
Start 10264 

Name OJ9904 30_27 . 9B05 . C22 . ol . gp 

Start 9546 

GI LIB347 7-003-P1-K1-E9 

Exons 9546. . 9630 

GI Descrip. ' 24 9858 6/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S I) 

sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_27 . 9B05.C22 

12337 
AAT/GAP 
9630 
139 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi 1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 11564 Seq. ID 

Gene No. 24525 ? Strand 

Start 10264 End 

Name OJ9904 30_27 . 9B05 . C22 . o3 . gs Method 

Start , 102 64 End 

GI none Score 
Exons 



OJ990430_27.9B05.C22 

12337 
GENSCAN 
12337 
.87 



10264. .10904, 11013. .11073, • 11267 .. 11325, 12331. .12337 



Seq. No. 


11564 


Seq. ID 


OJ990430_27.9B05.C22 


Gene No. 


24525 


Strand 




Start 


10264 


End 


12337 


Name 


OJ990430 27. 9B05 . C22 . o3 . np 


Method 


AAT/NAP 


Start 


10307 


End 


11062 


GI 


4038055 


Score 


686 


Exons 


10307. . 11062 






GI Descrip. 


(AC005897) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


11565 


Seq. ID 


OJ990430_27 . 9B05.C23 


Gene No. 


24526 


Strand 


+ 


Start 


1 


End 


3093 


Name 


OJ990430 27.9B05.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3093 


GI 


1172571 


Score 


69 


Exons 


1..51, 795. .1055, 3064. .3093 






GI Descrip. 


PHOSPHOENOLPYRUVATE CARBOXYKINASE [ATP] 


gi|1076277|pir| IS52637 



phosphoenolpyruvate carboxykinase (ATP) (EC 4.1.1.49) - cucumber 
gi | 567102 (L31899) phosphoenolpyruvate carboxykinase [Cucumis 
sativus ]' 



Seq. No. 11565 Seq. ID OJ990430_27.9B05.C23 

Gene No. 24527 Strand 

Start 164 End 1313 

Name OJ9904 30_27 . 9B05 . C23 . ol . gs Method GENSCAN 

Start 164 End 1313 

GI none Score .59 



12055 




Exons 


164. .260, 993. .1092, 1097. .1313 




beq. no. 


1 1 0 DO 








Seq. ID 




Gene No. 


24528 








Strand 




Start 


2072 








End 


3496 


Name 


OJ990430 27 


.9B05. 


C23.o2 


.np 


Method 


AAT/NAP 


btart 


1935 








End 


3484 


GI 


5042425 








Score 


1100 


Exons 


1935. .3484 












GI Descrip. 


(AC006193) 


Putative Cytochrome P450 [Arabidopsis thaliana] 


beq. no. 


11565 








Seq. ID 


OJ990430_27.9B05.C23 


Gene No . 










Strand 




Start 


2072 








End 


3496 


Name 


OJ990430 27 


.9B05. 


C23.ol 


.tm 


Method 


TBLASTX: Maize 


otart 


1955 








End 


3112 


GI 


none 








Score 


199 


Exons 


1955. .1996, 


2003. 


.2371, 


2009. 


.2416, 2010.. 2396, 2436.. 2594, 




2450. .2605, 


2495. 


.2605, 


2594. 


.2644, 2602.. 2646, 2672.. 2722, 




2673. .2795, 


2825. 


.2947, 


2834. 


.2947, 2984. .3112 


Seq. No. 


11565 








Seq. ID 


OJ990430_27.9B05.C23 


Gene No . 


0 / coo 








Strand 




Start 


2072 








End 


3496 


Name 


OJ990430 27 


.9B05. 


C23.ol 


■ tc 


Method 


TBLASTX: Cress 


Start 


1994 








End 


3334 


GI 


none 








Score 


185 


Exons 


1994. .2182, 


1995. 


.2183, 


2142. 


.2399, 2189. .2413, 2193. .2399, 




2438. .2602, 


2439. 


.2621, 


2591. 


.2827, 2601. .2648, 2852. .3046, 




3038. .3130, 


3185. 


.3334 








Seq. No. 


11565 








Seq. ID 


OJ990430_27.9B05.C23 


Gene No. 


24528 








Strand 




Of -5 y>4- 

b tar z 


2072 








End 


3496 


Name 


OJ990430 27 


.9B05. 


C23.ol 


.tw 


Method 


TBLASTX: Wheat 


btart 


1997 








End 


2303 


GI 


none 








Score 


378 


Exons 


1997. .2302, 


1998. 


.2303 








beq. no. 


1 1 

IIDDj 








Seq. ID 


OJ990430_27.9B05.C23 


Gene No. 


24528 








Strand 




Start 


2072 








End 


3496 


Name 


OJ990430 27 


. 9B05. 


C23.ol 


.ts 


Method 


TBLASTX : Soybean 


C 4- v- 4- 


2015 








End 


3157 


GI 


none 








Score 


113 


Exons 


2015. .2176, 


2037. 


.2177, 


2177. 


.2422, 2178. .2399, 2432. .2605, 




2439. .2597, 


2864. 


.2953, 


3059. 


.3157 




Seq. No. 


11565 








Seq. ID 


OJ990430_27.9B05.C23 


Gene No. 


24528 








Strand 




Start 


2072 








End 


3496 


Name 


OJ990430 27 


.9B05. 


C23.o2 


.gs 


Method 


GENSCAN 


Start 


2072 








End 


3496 


GI 


none 








Score 


.86 


Exons 


2072. .2464, 


2492. 


.3496 








Seq. No. 


11565 








Seq. ID 


OJ990430_27.9B05.C23 



12056 




Gene No. 


24528 


Strand 




Start 


2072 


End 


3496 


Name 


OJ990430 91 QRDS C9^ n9 tm 


Method 


TBLASTX: Maize 


Start 


3113 — 


End 


3361 


GI 


none 


Score 


181 


Rxon 

<LJ -i\ \+J llu 


3113 3145 3128 3361 3164 


..3334, 3274. .3360. 


Seq. No. 


11566 


Seq. ID 


OJ990430_27.9B05 


Gene No. 


24529 


Strand 


+ 


Start 


899 


End 


2200 


Name 


OJ990430 27.9B05.C24.ol.gs 


Method 


GENSCAN 


Start 


899 


End 


2200 


GI 


none 


Score 


.49 . 


Exons 


899. .921, 1111. .1298, 2026.. 


2089, 2145. 


. .2200 



Seq. No. 11566 Seq. ID 

Gene No. 24530 Strand 

Start 2721 End 

Name OJ990430_27 . 9B05 . C24 . o2 . gp Method 

Start 2721 End 

GI 7406_1.R1084 Score 

Exons 2721.. 2885 

GI Descrip. f 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ990430_27 . 9B05 . C24 
+ 

2885 
AAT/GAP 
2885 
226 



Seq. No. 11566 

Gene No. 24531 

Start 3323 

Name OJ9904 30_27 . 9B05 . C24 . o2 . gs 

Start 3323 

GI none 

Exons 3323.. 5045, 5225.. 5453, 5655. 



Seq. ID OJ990430_27.9B05.C24 

Strand ' + 

End 9773 

Method GENSCAN 

End 94 95 

Score .54 

,5950, 6333.. 6483, 6589.. 6835, 



7010. .7420, 7513. .7811, 7888. .8146, 8239.-8364, 8391. .8488, 
8735. .8866, 8930. .8977, 8982. .9184, 9335. .9495 



Seq. No. 11566 Seq. ID OJ990430_27.9B05.C24 

Gene No. 24531 Strand + 

Start 3323 End 9773 

Name OJ9904 30_27 . 9B05 . C24 . ol . np Method AAT/NAP 

Start 3776 End 9216 

GI 5441880 Score 4777 

Exons 3776.. 4781, 5225.. 5256, 5515.. 5830, 6333.. 6483, 

7513. .7811, 7888. .8146, 8391. .8488, 8735. .8866, 
GI Descrip. (AP000367) EST C28 952 (C6294 5 ) corresponds to a 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



6589. 
8982. 
region 



.6925, 
.9216 
of the 



Seq. No. 11566 Seq. ID 

Gene. No. 24531 Strand 

Start 3323 End 

Name OJ9904 30_27 . 9B05 . C24 . o3 . gp Method 

Start 4380 End 

GI 5701669 Score 

Exons 4380.. 4811 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62 94 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990430_27.9B05.C24 
+ 

9773 
AAT/GAP 
4811 
853 



12057 



Seq. No. 11566 Seq. ID OJ9904 30_27.9B05.C24 

Gene No. 24531 Strand + 

Start 3323 End 9773 

Name OJ990430_27 . 9B05 . C24 . o4 . gp Method AAT/GAP 

Start 7639 ' End 8138 

GI- LIB3475-007-P1-K1-G8 Score 805 

Exons 7639.. 7811, 7888.. 8138 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 11566 Seq. ID 

Gene No. 24531 Strand 

Start 3323 End 

Name OJ990430_27 . 9B05 . C24 . o5 . gp Method 

Start 9320 -End 

GI LIB3431-045-P1-N1-A10 Score 

Exons 9320.. 9773 

GI Descrip. 1 544 1876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ990430_27.9B05.C24 
+ 

9773 
AAT/GAP 
9773 
848 



oeq. in o . 


I 1 ^66 

II JuD 








Seq. ID 


OJ990430_27.9B05 


.C24 


bene wo . 


OA R 








Strand 






OtdiL 


IjU J 








Enql 


1966 




Name 


\JO J J U *i JU / 


.9B05 


.C24 .ol 


.gp 


Method 


AAT/GAP 




Start 


1903 








End 


1966 




GI 


2312838 








Score 


73 




Exons 


1903. .1966 














GI Descrip. 


1420932/gbi 


U61383IORU61383 7. 


0e-21 Oryza rufipogon 






4-coumarate 


-CoA 


ligase ■ 


gene, 


intron 1, 


partial sequence 




Seq. No. 


11566 








Seq. ID 


OJ990430_27.9B05 


.C24 


Gene No. 


24533 








Strand 






Start 


4337 








End 


5011 




Name 


OJ990430 27 


.9B05 


,C24 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4337 








End 


4933 




GI 


none 








Score 


93 




Exons 


4337. .4465, 


4345 


. .4443, 


4499. 


.4798, 4516. .4737, 4862. .4933 


Seq. No. 


11566 








Seq. ID 


OJ990430_27.9B05 


.C24 


Gene No. 


24533 








Strand 






Start 


4337 








End 


5011 




Name 


OJ990430 27 


.9B05 


.C24.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4631 








End 


5011 




GI 


none 








Score 


208 




Exons 


4631. .4825, 


4640 


. .4837, 


4831. 


.4950, 4835. .5011 




Seq. No. 


11567 








Seq. ID 


OJ990430_27.9B05 


.C25 


Gene No. 


24534 








Strand 






Start 


51 








End 


185 




Name 


OJ990430 27 


. 9B05 


.C25.ol 


.gs 


Method 


GENSCAN 




Start 


51 








End 


185 




GI 


none 








Score 


.5 




Exons 


51. .185 














Seq. No. 


11568 








Seq. ID 


OJ990430_27.9B05 


.C26 



12058 




Gene No. 


24535 


Strand 




Start 


1 


End 


167 


Name 


OJ990430 27.9B05.C26.ol.np 


Method 


AAT/NAP 


Of -ivf 


1 


End 


167 


P T 


2760319 


Score 


130 


Exons 


1. .167 






bi uescnp. 


(AC002130) F1N21.3 [Arabidopsis thaliana] 


C £i **t \I /"^ 

oeq. ino ■ 


11569 . 


Seq. ID 


OJ990430_27.9B05.C28 


Gene No. 


24536 


Strand 


+ 


Start 


1 


End 


633 


Name 


OJ990430 27.9B05.C28.ol.np 


Method 


AAT/NAP 


otalL 


1 


End 


633 


P T 


2498930 


Score 


42 


Exons 


1. .21, 460. .522, 604. .633 






P T /— » c? /~i v* i r™\ 

lal UcSClip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


11569 


Seq. ID 


OJ9904 30_27 . 9B05 . C28 


Gene No. 


24536 


Strand 


+ 




1 


End 


633 


Name 


OJ990430 27.9B05.C28.ol.gs 


Method 


GENSCAN 


Of ^ vf 


133 


End 


520 


bi 


none 


Score. 


.7 


Exons 


133. .152, 217. .338, 461. .520 






0 /-> /t M 
OcCj, LN O . 


11570 


Seq. ID 


OJ990430_27 . 9B05 . C30 


Gene No. 


24537 


Strand 


+ 


Start 


1 


End 


591 


Name 


OJ990430 27 . 9B05 . C30 . ol . np 


Method 


AAT/NAP 


Cf 5 v-+- 

OLdi L 


1 


End 


591 


P T 


4038055 


Score 


622 


Exons 


1. .591 






P X /~\ c? t~* v n 
O-L fci o J. X JJ • 


(AC005897) putative cytochrome P450 [Arabidopsis thaliana] 


o e q . in o . 


11570 


Seq. ID 


OJ9904 30_27 . 9B05 . C30 


Gene No. 


24537 


Strand 


+ 


Start 


1 


End 


591 


Name 


OJ990430 27.9B05.C30.ol.tc 


Method 


TBLASTX: Cress 


Qf ~-f- 


4 


End 


591 


P T 


none 


Score 


39 


Exons 


4. .54, 34. .195, 67. .150, 78. 


.194, 186. 


.275, 220. .444, 333. .440, 




451. .591, 489. .590 






Seq. No. 


11570 


Seq. ID 


OJ9904 30_27 . 9B05 . C30 


Gene No. 


24537 


Strand 


+ 


C f- -a r-f- 


1 


End 


591 


Name 


OJ990430 27.9B05.C30.ol.tm 


Method 


TBLASTX: Maize 




7 


End 


591 


P T 


none 


Score 


168 


Exons 


7. .189, 7. .150, 81. .182, 201 


..275, 217 


..591, 330.. 581 


Seq. No. 


11570 


Seq. ID 


OJ990430_27 . 9B05 . C30 


Gene No. 


24537 


Strand 


+ 


Start 


1 


End 


591 


Name 


OJ990430 27.9B05.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


25 


End 


591 



12059 




GI 


none 


Score 


lol 




Exons 


OC 1 nc TO TO/1 OAO A C 

ZD. . 19d, /o..iy4 / ZUZ..4DO, 


zl j . . z to , 


OT3 A A C\ "3^1 AAA 

000..44U, OD1..444 


i 












Seq. No. 


11570 


Seq. ID 


OJ990430_27.9B05. 


C30 


Gene No. 


24537 


Strand 


+ 




Start 


1 


bna 


Dy i 




Name 


ojyyu4Ju z / . ybuo . Lou . oi . gs 


Method 


bhiNbOAN 




Start 


o4 


bna 


d / y 




GI 


none 


Score 


. o y 




Exons 


C A EL "7 Q 

b4 . . o / y 








Seq. No. 


11570 


Seq. ID 


OJ990430_27.9B05. 


C30 


Gene No. 


24537 


Strand 


■f 




Start 


1 


hna 


d y i 




Name 


ojyyu4oU z / . yBUo . c . oi . tw 


Metnoa 


l BLiAb i a : wneat 




Start 


J^l 


hna 


oy i 




GI 


none 


Score 


J bo 




Exons 


jji..oyi, joi..oy± 








C n n NT n 

Seq. No. 


i lo / 1 


beq. xu 


ujyyu4ou z / . ybUD . 


LjI 


Gene No . 


24538 


Strand 


+ 




Start 


1 


End 


297 




Name 


OJ990430 27.9B05.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


18 6 




GI 


5441880 


Score 


165 




Exons 


1. .186 








GI Descrip. 


(AP000367) EST C28952 (C62 945 ) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


prote 




(AC003981) [Oryza sativa] 








Seq. No. 


11571 


Seq. ID 


OJ990430_27. 9B05. 


C31 


Gene No. 


24538 


Strand 


+ 




Start 


1 


End 


297 




Name 


OJ990430 27 . 9B05.C31.ol .gs 


Method 


GENSCAN 




Start 


55 


End 


297 






none 


Score 


. 9 




Exons 


55. .186, 250. .297 








beq. No. 


11571 


Seq. ID 


OJ990430_27.9B05. 


C31 


Gene No. 


24539 


Strand 






Start 


1 


End 


659 




Name 


OJ990430 27. 9B05 . C31 . o2 . np 


Method 


AAT/NAP 




btart 


1 


End 


659 




GI 


3819164 


Score 


446 




Exons 


1..24, 299. .659 








GI Descrip. 


(AJ012318) cytosolic chaperonin, delta 


-subunit [Glycine 


max] 


Seq. No. 


11571 


Seq. ID 


OJ990430_27.9B05. 


C31 


Gene No. 


24539 


Strand 






Start 


1 . 


End 


659 




Name 


OJ990430 27. 9B05 . C31 . ol . tm 


Method 


TBLASTX: Maize 




Start 


343 


End 


658 




GI 


none 


Score 


277 




Exons 


343. .657, 344. .658 








Seq. No. 


11571 


Seq. ID 


OJ990430_27.9B05. 


C31 



12060 




Gene No. 


24539 


Strand 






o tar z 


l 


T? 


£ ^ Q 

do y 




Name 


ojyyu^ju z i . yBUo . cji . oi . ts 


Metnoa 


i WLtAb i a : boyoean 




Start 


o c o 


T7 _^ _J 

hna 


/r c t 




GI 


none 


Score 


zz y 




Exons 


OCO /Ten OCO ^TCT 

jDZ, .Dj// p 0 ^ . . O O / 








Seq. No. 


11571. 


Seq. ID 


OJ990430__27.9B05 


.C3 


Gene No. 


24539 


Strand 






Start 


1 


ii.na 


do y 




Name 


A TdflA /(OH 9 "7 QnriC no 1 _ -I +. _ 

ujyyu^ou ^ / . ytsuo . b o± . 01 . tc 


Method 


i dLAo 1 a : bress 




Start 


O / O 




DO o 




GI 


none 


Score 


1 DO 




Exons 


j/O. . 43 4oU..D0/, 4^D. . OOo 








Seq. No. 


11571 


Seq. ID 


OJ990430_27.9B05 


,C3: 


Gene No. 


24539 


Strand 






otart 


i 
i 


TTr»H 

iina 






Name 


ujyyu4ju ^ / . ybuo . bo i . oi . rw 


Method 


rp o T 7\OTV . TaTV-i /-^ -i +- 

i dJjAo i a : wneat 




Start 


ACT 

4 0/ 




/ret} 
DO o 




bl 


none 


Score 


9 9 1 
ZZ 1 




Exons 


40/. . OO / , 40O..o0o 








Seq. No. 


llo 


oeq. ID 




. bl 


bene, mo . 


9 A c; / n 
Z404U 


Strand 


4- 




Start 


217 


End 


631 




Name 


OJ990430_26. 9B12 . CI . ol . gp 


Method 


AAT/GAP 




Start 


Oil 

Zl 1 


End 


631 




GI 


1634 0 1 . RlUo 4 


Score 


764 . 




Exons 


Z 1 / . . b31 








GI Descrip. 


4 1U /UUU/aDJ | VoZKj oO \ Uo^U Jo /. 


Oe-12 Oryza sativa mRNA for 0: 




complete cds 1 








Seq. No. 


llO I Z 


Seq. ID 


OJ990430_26. 9B12 


.CI 


Gene No. 


24541 


Strand 


+ 




Start 


2742 


End 


3073 




Name 


OJ990430 26.9B12.Cl.o2.np 


Method 


AAT/NAP 




Start 


2742 


End 


3073 




bl 


6063539 


Score 


121 




Exons 


2742. .2889, 2938. .3073 








GI Descrip. 


(AP000615) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11572 


Seq. ID 


OJ990430_26.9B12 


.CI 


Gene No. * 


24542 


Strand 






btart 


390 


End 


3394 




Name 


OJ990430 26.9B12.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


361 


End 


587 




GI 


none 


Score 


182 




Exons 


361. .402,-- 405. .581, 407. .586, 


408. .587 






oeq. wo. 


11572 


Seq. ID 


OJ990430_26.9B12 


.CI 


Gene No. 


24542 


Strand 






Start 


390 


End 


3394 




Name 


OJ990430 26. 9B12 . CI . ol . gs 


Method 


GENSCAN 




Start 


390 


End 


3394 




GI 


none 


Score 


.45 




Exons 


390.. 1662, 1864.. 2491, 2935.. 


3088, 3262 


!. .3394 





12061 




Seq. No. 


11572 








Seq. ID 


OJ990430_26. 9B12 


.CI 


Gene No . 


24542 








Strand 






btart 


390 










Joy h 




Name 


OJ990430 26.9B12 


. bl . Ol 


. tin 


Method 


i hsij/io i a ; Mai ze 




Start 


644 










1 Z OU 




Cjl 


none 








Score 


O / U 




Exons 


644 . .' 


1027, 645. . 


i O c; Q 
1Z o y , 




iz o y , oft o . . 


1 OCA 
1Z OU 




Seq. No. 


11572 








Seq. ID 


OJ990430_26.9B12 


.CI 


Gene No . 


24542 








Strand 






Start 


390 








ii.nQ 


j j y 4 




Name 


OJ990430 26.9B12 


PI r\A 

. bl . Oh 




fv/T /-\ 4— V\ /-J 


i dLi/io l a . Lxia i z e 




otart 


1323 








r nr i 

Cjna 


1DU1 




bl 


none 








Score 


9 9 




Exons 


1323. 


.1601 












Seq. No. 


11572 








Seq. ID 


OJ990430_26.9B12 


.CI 


Gene No . 


24542 








Q 4- v o m /H 






C 4- -i -v- 4- 

btart 


390 








tna 


j j y *j 




Name 


OJ990 


430_26.9B12 


. bl . Ol 


. L S 


irie cnoa 


i dIjHo i a . ooyoean 




Start 


1332 








17 /«J 


i an q 
lb / y 




GI 


none 








Score 


iz y 




Exons 


1332. 


.1679, 1360 


. . 10o4 










Seq. No. . 


11572 








Seq. ID 


OJ990430_26.9B12 


.CI 


Gene No. 


24542 








Strand 






Start 


390 








End 






Name 


OJ990430 26.9B12 


. bl . OZ 


. tm 


Method 


mnj 7\ niTV . fill -i A -r > 

1 BLiAb 1 a : Mai ze 




Start 


1897 








End 


ZZ 1 O 




GI 


none 








Score 


O "3 "7 
ZO / 




Exons 


1897. 


.2172, 1899 


O O 1 c 

. . ZZ 1 b 


, 1905. .2201 






beq . ino . 


11572 








Seq. ID 


OJ990430_26. 9B12 


. b 1 


Gene No. 


24542 








Strand 






Start 


390 








End 


3394 




Name 


OJ990430 26.9B12 


,Cl.o2 


.gp 


Method 


AAT/GAP , 




otart 


2224 








End 


3030 




c t 


4714579 






•Score 


682 




Exons 


2224 . 


.2491, 2935 


. .3030 










GI Descrip. 


4107000/dbj |D82035|D82035 7 


. Oe-12 Oryza sativa mRNA for 






complete cds 












Seq. No. 


11573 








Seq. ID 


OJ990430_26. 9B12 


C2 


Gene No. 


24543 








Strand 


+ 




Start 


720 








End 


2849 




Name 


OJ990430 26.9B12 


.C2.ol 


.np 


Method 


AAT/NAP 




Start 


720 








End 


2849 • 




GI . 


6063554 






Score 


154 




Exons 


720. . 


752, 1299.. 


1528, 


1616. 


.1635, 2678 


. .2849 





GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 11573 Seq. ID OJ990430_26 . 9B12 . C2 

Gene No. 24543 Strand + 

Start 720 End 2849 

12062 




Name 


OJ990430 26. 


Qnl O 

yBiz 


. CZ . Ol . 


gs 


Method 






Start 


1042 










Lna 


9 1 9 1 
Z 1Z f 




GI 


none 










Score 


A 9 
. 4 Z 




Exons 


1042. 


1528, 




1 "7 C. Q 

. . X /Do, 


o n "3 n 


. Z 1Z / 






Seq. No. 


11573 










Seq. ID 


OJ990430 


_26. 9B12.C2 


Gene No. 


24544 










Strand 






Start 


4756 










kna 


DUOD 




Name 


OJ990430 26. 








Method 


7\ 7\ T 1 /r2\D 




Start 


4756 










bna 


OU O O 




GI 


4715390 








Score 


04 Z 




Exons 


4756. 


5086 














Seq. No. 


11573 










Seq. ID 


OJ990430 


z d . ybiz . uz 


Gene No . 


24545 










Strand 






Start 


5068 










End 


. 5659 




Name 


OJ990430 26. 


9B12 


.C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4963 










End 


5601 




H T 


none 










Score 


38 




Exons 


4963. 


4989, 


C. Pi "7 H 


ci Oi 
. . D 1Z ± , 


jUoX . 


.5122, 5088.. 5165, 


ci ci coor 
Ol jX . . 0 JZ 1 , 




5199. 


5321, 


CO AA 


c o yi o 
. . D 04 O , 


C01 Q 


.5344, 5237. .5347, 


coi : c/ioc 
jjX j . . 04 Z 0 , 




5347. 


5427, 


CO/1 Q 
JJ4 O 


c / OR 


CCA1 

jjUX . 


.5599, 5502. .5600, 


c cno ccnn 
OOUZ . . ObUU , 




5503. 


5601 














beq. no. 


11573 










Seq. ID 


OJ990430 


9 £ QR1 9 r»o 
ZD. :7.D1Z • L-Z 


Gene No. 


24545 










Strand 






Start 


5068 










End 


5659 




Name 


OJ990430 26. 


9B12 


,C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5066 










End 


5605 




GI 


none 










Score 


130 




Exons 


5066. 


5314, 


5218 


. .5313, 


5323. 


.5430, 5327.. .5425, 


5501. .5605, 



5514. .5603 



Seq. No. 11573 Seq. ID 

Gene No. 24545 Strand 

Start 5068 End 

Name OJ9904 30_26 . 9B12 . C2 . o2 . gs Method 

Start 5068 End - 

GI none Score 

Exons 5068.. 5424, 5501.. 5599 



OJ990430_26. 9B12.C2 

5659 
GENS CAN 
5599 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



11573 
24545 
5068 

OJ9904 30_2 6. 9B12 .C2.o2.np 
5071 
1168529 

5071.. 5424, 5501 
SERINE /THREONINE 



OJ990430 26.9B12.C2 



Seq. ID _ 
Strand 

End 5659 
Method AAT/NAP 
End 5659 
Score 402 
.5599, 5636..5659 

PROTEIN KINASE ASK1 gi | 54 18 90 | pir | | S3 694 4 



probable serine/threonine-specif ic protein kinase (EC 2.7.1. 
(clone ASK1) - Arabidopsis thaliana gi 1166882 (M91548) 
serine/threonine kinase [Arabidopsis thaliana] gi I 1931648 
(U95973) Ser/Thr kinase [Arabidopsis thaliana] 



11573 
24545 
5068 



Seq. ID 

Strand 

End 



OJ990430 26.9B12.C2 



5659 



12063 



Name 

Start 

GI 

Exons 



OJ9904 30_2 6 . 9B12 . C2 . ol . t s Method TBLASTX : Soybean 

5200 End 5605 

none Score 104 

5200. .5313, 5219. .5314, 5323. .5430, 5351. .5425, 5501. .5605, 
5508. .5585 



Seq. No. 11574 

Gene No. 24546 

Start 9927 

Name OJ990430_2 6 . 9B12 . C3 . o3 . gs 

Start 9927 

GI none 
Exons 



Seq. ID OJ990430_26.9B12.C3 

Strand + 

End 13446 

Method GENSCAN 

End 13446 

Score .89 



9927. .9965, 10055. .10121, 10732. .10895, 11098. .11254, 
11861. .11975, 12029. .12166, 12892 .. 12966, 13398. .13446 



Seq. ID OJ990430_26.9B12.C3 
Strand + 
End 13446 
Method AAT/NAP 
End 12747 
Score 343 
10889. .11271, 12531. . 12747 
corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.1 L. (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the. predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11574 

Gene No. 24546 

Start 9927 

Name OJ990430_26 . 9B12 . C3 . o4 . np 

Start 10171 

GI 5922620 

Exons 10171. .10322, 10371 10420, 
GI Descrip. (AP000492). EST D15357 (C0514 ] 



Seq. No. 11574 Seq. ID 

Gene No. 24546 Strand 

Start 9927 End 

Name O J9904 30_2 6 . 9B12 . C3 . o2 . gp Method 

Start 12543 End 

GI LIB3479-006-Q6-K1-B11 Score 

Exons 12543. .12974 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ990430_26.9B12.C3 
+ 

13446 
AAT/GAP 
12974 
634 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11574 Seq. ID 

24547 Strand 

^1680 End 

OJ9904 30_26. 9B12 . C3 . ol . gp Method 

1642 End 

60901 2.R1084 Score 



OJ990430_26.9B12.C3 

9897 
AAT/GAP 
3208 
1094 



1642. .1767, 2198. .2289, 2401. .2454, 2598. .2700, 2818. .2892, 
2989. .3208 

f 3046731/emb|CAA06503| 1.0e-52 (AJ005373) protein kinase 
[Craterostigma plantagineum] 1 



Seq. No. 11574 

Gene No. 24547 

Start 1680 

Name OJ990430_26 . 9B12.C3.ol.np 

Start 1673 

GI 3046731 

Exons 1673 
2989 



Seq. ID OJ990430_26.9B12.C3 
Strand 

End 9897 

Method AAT/NAP 

End 3108 

Score 699 

1765, 2197. .2289, 2401. .2454, 2599. .2700, 2818. .2892, 
3108 



12064 



GI Descrip. (AJ005373) protein kinase [Craterostigma plantagineum] 



Seq. No. 


11574 


Seq. ID 


OJ990430_ 


_26. 


9B12.C3 


CZ. o n o XT /-v 


24547 


Strand 








Qf y-+- 

o l art 


1680 


End 


9897 






Name 


OJ990430 26.9B12.C3.ol.gs 


Method 


GEN SCAN 






on a j. l. 


1680 


End 


5632 






C T 


none 


Score 


.59 






Exons 


1680. .1827, 1920. .1966, 2197. .2289, 2599. .2700, 


281 


8. .2892 




2989. .3189, 3637. .3696, 418 


3. .4347, 4922. .5229, 


5515. .5632 


Seq. No. 


11574 


Seq. ID 


OJ990430_ 


_26. 


9B12.C3 


Con d NT /-\ 


24547 


Strand 








o UdX L 


1680 


End 


9897 






Name 


OJ990430 26.9B12.C3.o2.np 


Method 


AAT/NAP 






O L.dX L 


2604 


End 


9897 






LjX 


6539570 


Score 


209 






.CjXUIlo 


2604. .2716, 3985. .4327, 4937. .5159, 9450. .9529, 


9703'. . 9897 


f T o n V i -r~\ 

\jX LJcoOXXp. 


(AP000836) hypothetical protein [Oryza 


sativa] 






O C Li[ • LN KJ . 


11574 


Seq. ID 


OJ990430_ 


_26. 


yDl£ . ^ -J 


Gene No. 


24548 


Strand 








Start 


10032 


End 


11376 






Name 


OJ990430 26..9B12.C3.o3.np 


Method 


AAT/NAP 








10032 


End 


11376 






bl 


6630699 


Score 


88 






Exons 


10032. .10118, 11220.. 11376 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical 


\J LCXll 




[Oryza sativa] 










Qppf Ma 


11574 


Seq. ID 


OJ990430_ 


_26. 


9B12 C3 


Gene No. 


24549 


Strand 








Start 


12886 


End 


14230 






Name 


OJ990430 26.9B12.C3.o5.np 


Method 


AAT/NAP 








12886 


End 


14230 








6630699 


Score 


88 






DAUllO 


12886. .12963, 14210. .14230 










ox ucooiipi 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 |dbj IBAA8 9566. 1| 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












11574 


Seq. ID 


OJ990430_ 


_26. 


9B12.C3 


belle INU • 


24550 ' 


Strand 








OLdlt 


15670 


End 


19490 






Name 


OJ990430 26.9B12.C3.o3.gp 


Method 


AAT/GAP 






Of- 3 v-f- 


15268 


End 


16157 






ul 


none 


Score 


1719 






J_J <sJ 1 i. O 


15268. .16157 










Seq. No. 


11574 


Seq. ID 


OJ990430_ 


_26. 


9B12.C3 


Gene No . 


24550 


Strand 








Start 


15670 


End 


19490 






Name 


OJ990430 26.9B12.C3.o4.gs 


Method 


GENSCAN 






Start 


15670 


End 


19346 






GI 


none 


Score 


.84 






Exons 


15670. .16892, 16980. .17124, 


17504. .17688, 17725 


. . 17872, 



12065 



18 692. .18778, 18933. .19131, 19261. .1934 6 



Seq. No. 


11574 




Seq. ID 


OJ990430_26.9B12.C3 


Ann Mo 


24550 




Strand 






15670 




End 


19490 


Name 


OJ990430 26.9B12.C3 


o7 ,np 


Method 


AAT/NAP . 


OLalL 


17504 




End 


19340 




2160164 " 




Score 


152 


Exons 


17504. .17855, 18910 


.19131, 


19261. .19340 




(AC000132) No definition line found [Arabidopsis thaliana] 


Seq. No. 


11574 




Seq. ID 


OJ990430_26.9B12.C3 


Gene No. 


24550 




Strand 




Start 


15670 




End 


19490 


Name 


OJ990430 26.9B12.C3 


o4 . gp 


Method 


AAT/GAP 


Start 


19124 




End 


19490 


GI 


uC-osflcypl06d01bl 




Score 


699 


Exons 


19124. .19490 








GI Descrip. 


'629688/pir| | S46210 


3.0e-29 


dehydroquinase shikimate 



dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 1 



Seq. No. 11574 
Gene No. . 24551 
Start 21259 

Name OJ990430_2 6 . 9B12 . C3 . ol . tc 

Start 1667 
GI none 

Exons 1667.. 1786, 1674.. 1766, 2098. 

2198.. 2290, 2396.. 2470, 2401. 
2815.. 2895, 2816.. 2893, 2986. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C3 



22445 

TBLASTX: Cress 
3124 
127 

,2163, 2188. .2295, 2197. .2289, 
.2454, 2594. .2701, 2599. .2700, 
.3108, 2986. .3123, 2990. .3124 



Seq. No. 11574 
Gene No. 24551 
Start 21259 

Name OJ990430_2 6 . 9B12 . C3 . ol . ts 

Start 1667 
GI none 

Exons 1667.. 1786, 1677.. 1766, 2188. 

2396. .2470, 2401. .2454, 2599. 
2816. .2893, 2986. .3117, 2996. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C3 



22445 

TBLASTX : Soybean 
3239 
107 

2295, 2198.. 2296, 2204.. 2305, 
2700, 2600.. 2701, 2815.. 2895, 
3118, 3186.. 3239 



Seq. No. 11574 
Gene No. 24551 
Start 21259 

Name OJ9904 30_26 . 9B12 . C3 . ol . tm 

Start 1667 

GI none % 

Exons 1667.. 1786, 1674.. 1766, 1675. 

2197.. 2289, 2201.. 2305, 2396. 
2599. .2703, 2599. .2700, 2678. 
2816. .2893, 2818. .2898, 2986. 
3006. .3125 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1821, 1695 
.2470, 2401 



OJ990430 26.9B12.C3 



22445 

TBLASTX: Maize 
3136 
158 

1820, 2188. 
2454, 2594. 



,2701, 2810.. 2893, 2815. 



,2289, 
,2617, 
,2895, 



,3120, 2990.. 3109, 3005.. 3136, 



Seq. No. 
Gene No. 



11574 
24551 



Seq. ID 
Strand 



OJ990430 26.9B12.C3 



.12066 



Start 
Name 
Start 
GI 

Exons 



21259 End 

OJ990430_2 6 . 9B12 . C3 . o3 . tw Method 

2188 End 

none Score 



22445 

TBLASTX: Wheat 

2457 

66 



2188. .2289, 2197. .2289, 2198. .2290, 2396. .2452, 2401. .2457, 
2401.. 2454 



Seq. No. 11574 

Gene No. 24551 

Start 21259 

Name OJ990430_26 . 9B12 . C3 . ol . tw 

Start 2599 

GI none 

Exons 2599. . 2700, 
2986. .3105, 



2600. .2701, 2813, 
2996.. 3097, 3007, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2893, 2815 
.3099 



OJ990430 26.9B12.C3 



22445 

TBLASTX: Wheat 
3105 
109 

2895, 2815.. 2895, 



Seq. No. 11574 Seq. ID 

Gene No. 24551 Strand 

Start 21259 End 

Name OJ990430_2 6 . 9B12 . C3 . o3 . tm Method 

Start 15953 End 

GI none ■ Score 

Exons 15953. .15982-',, 16002 .. 16094 , 
1614 7. .16302,' 16192. .163,02 



OJ990430_26.9B12.C3 
22445 

TBLASTX: Maize 
16302 
63 

16006. . 16092, 16096. .16149, 



Seq. No. 11574 

Gene No. . 24551 

Start 21259 

Name OJ990430_26 . 9B12 . C3 . o2 . tw 

Start 17071 

GI none 

Exons 17071. .17127, 1707 9. .17177, 
17512. .17772, 17670. .17780 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_26.9B12.C3 

22445 

TBLASTX: Wheat 

17780 

66 



17504 .. 17719, 17504. .17776, 



Seq. No. 11574 
Gene No. 24551 
Start 21259 

Name OJ9904 30_2 6,. 9B12 . C3 . o2 . tm 

Start 17755 
GI none 

Exons 17755. .17862, 17765 .. 17863, 

18671. .18775, 18 923 .. 19027 , 
18937. .19086, 19084 .. 19134 , 
19258. .19311, 19359.. 19400 



Seq. ID OJ990430_26. 9B12.C3 
Strand 

End 22445 

Method TBLASTX : Mai ze 

End 19400 

Score 102 
17768. .17875, 17769 .. 17867, 
18924. .19061, 18933. .19085, 
1908 6. .19130, 19257. .19310, 



Seq. No. 11574 Seq. ID 

Gene No. 24551 Strand 

Start 21259 End 

Name OJ990430_26 . 9B12 . C3 . o5 . gs Method 

Start 21259 End 

GI none Score 

Exons 21259. .21387, 22383 22445. 



OJ990430_26. 9B12.C3 

22445 
GEN SCAN 
22445 
. 64 



Seq. No. 11575 Seq. ID 

Gene No. 24552 Strand 

Start 1 End 

Name OJ990430_26 . 9B12 .C5.ol.np Method 



OJ990430_26.9B12.C5 
+ 

867 

AAT/NAP 



12067 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



867 
428 



2924777 
1. .867 

(AC002334) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



11575 Seq. ID 

24552 Strand 

1 End 

OJ990430_2 6 . 9B12 .C5.ol.ts Method 

3 End 

none Score 



OJ990430_26.9B12.C5 
+ 

867 

TBLASTX: Soybean 

752 

71 

482, 78. .521, 93. .521, 



3. .116, 54. .200, 57. .521, 57. .521, 75 
150. .539, 213. .611, 257. .541, 516. .704, 516. .704, 522. .635, 
522. .704, 522. .704, 522. .704, 522. .704, 542. .703, 633. .752 



11575 Seq. ID 

24552 Strand 

1 End 

OJ9904 30_2 6 . 9B12 .C5.ol.tc Method 

54 End 

none Score 



OJ990430_26.9B12.C5 
+ 

867 

TBLASTX: Cress 

773 

262 



54. .521, 57. .269, 57. .512, 57. .521, 75. .410, 75. .521, 75. .410, 
78. .215, 87. .539, 93. .521, 147. .521, 231. .521, 257. .487, 
303. .503, 363. .521, 375. .560, 414. .485, 501. .704, 504. .704, 
516. .704, '516. .704, 522. .704, 522. .704, 522. .704, 522. .704, 
522. .773, 636. .770 



11575 Seq. ID 

24552 Strand 

1 End 

OJ990430_26 . 9B12 .C5.ol.tm Method 

57 End 

none Score 

57. .197, 75. .446, 108. .767, 308. .487 



OJ990430_26.9B12.C5 
+ 

867 

TBLASTX: Maize 

767 

77 



11575 
24552 
1 

OJ9904 30_2 6. 9B12 .-C5.ol.tw 
57 

none 



Seq. ID 
Strand 
End. 
Method 
End 
Score 

57. .254, 75. .326, 78. .398, 216. .515, 257. .532, 522. .701, 
522. .689, 579. .704 



OJ990430_26.9B12.C5 
+ 

867 

TBLASTX: Wheat 
704 
114 



11575 Seq. ID 

24552 Strand 

1 End 

OJ9904 30_26. 9B12 .C5.ol . gs Method 

60 End 

none Score 
60. .807 



OJ990430_26. 9B12.C5 
+ 

867 

GEN SCAN 

807 

.72 



Seq. No. 11576 Seq. ID 

Gene No. 24553 Strand 

Start 1 End 

Name OJ9904 30_2 6 . 9B12 . C6 . ol . np Method 



OJ990430_26.9B12.C6 

1314 
AAT/NAP 



12068 



Start 


1 


End 


1314 




rir 


3894387 


Score 


541 




DAUilQ 


1..38, 445. .1314 








\J J. UC DUX X f-J • 


(AF053995) Hcr2-0B [Lycopersicon esculentum] 




Seq. No. 


11576 


Seq. ID 


OJ990430_26.9B12 


.C6 


Gene No. 


24553 


Strand 


- 




J IQi U 


1 


End 


1314 




Manip 


OJ990430 26.9B12.C6.ol.gs 


Method 


GENSCAN 




Cf 3 V- f- 


473 


End 


1004 




o ± 




Score 


.47 




pyrin q 


473. .691, 707. .1004 










11576 


Seq. ID 


OJ990430_26.9B12 




Gene No. 


24553 


■ Strand 






Start 


1 


End 


1314 




Nl 3 m £i 

IN dlLLC 


OJ990430 26.9B12.C6.ol.tm 


Method 


TBLASTX: Maize 




J LQI L 


504 


End 


1314 






none 


Score 


120 




DAUliO 


504. .854, 694. .1047, 841.. 


1068, 841. .1050, 1063. .1272, 






1231. .1314, 1247. .1312 








JCLJ. LN Vj • 


11576 


Seq. ID 


OJ990430_26.9B12 




fjpnp No 


24553 


Strand 






Start 


1 


End 


1314 




Name 


OJ990430 26. 9B12 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


549 


End 


1311 




GI* 


none 


Score 


91 




Exons 


549. .803, 552. .854, 555. A 


554 , 621. .108 


8, 62S..996, 697. 


.10 




841. .1221, 984. .1139, 984. 


.1139, 984.. 


1223, 1231. .1311 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11576 
24553 
1 

OJ9904 30_26.9B12.C6.ol.ts 

555 

none 



Seq. ID OJ990430_26.9B12.C6 
Strand 

End 1314 

Method TBLASTX : Soybean 

End 1314 

Score 73 



555. .854, 555. .854, 555.-824, 573. .917, 636. .854, 640. .852, 
712. .930, 751. .1017, 823. .969, 826. .1071, 886. .1113, 931. .1140, 
984. .1223, 984. .1139, 984. .1112, 984. .1223, 996. .1280, 
1111. .1218, 1111. .1281, 1223. .1285, 1228. .1311, 1231. .1314, 
1231.. 1311, 1252.. 1311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990430_26.9B12.C7 

Strand -f 

End 5275 

Method AAT/GAP 

End 5275 

Score 250 



11577 
24554 
5125 

OJ9904 30_26.9B12.C7.ol.gp 
5125 
286806 
5125. .5275 

5441872/dbj | AP000366. 1 1 AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



11577 
24555 
1 

OJ9904 30_26 . 9B12 . C7 . ol . np 



Seq. ID OJ990430_26.9B12.C7 
Strand 

End 1884 

Method AAT/NAP 



12069 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1884 

3894393 Score 916 

1..1275, 1325. .1597, 1812.. 1884 
(AF053998) Hcr2-5D [Lycopersicon esculentum] 



Seq. ID OJ990430_26. 9B12.C7 
Strand 

End 7038 

Method TBLASTX : Cress 

End 1382 

Score 62 



11577 
24556 
5538 

OJ990430_26.9B12.C7.ol.tc 
2 

none 

2. .244, 2. .232, 2. .178, 2. .220, 5 .'.235, 5. .241, 5. .241, 29. 
38. .232, 47. .244, 59. .235, 131. .238, 240. .611, 243. .539, 
246. .971, 255. .827, 270. .686, 276. .968, 399. .938, 420. .974, 
421. .645, 454. .723, 459. .953, 472. .690, 564. .974, 615. .971, 
619. .786, 799. .987, 880. .978, 1029. .1088, 1029. .1088, 
1029. .1088, 1052. .1219, 1052. .1273, 1074. .1223, 1094. .1273, 
1106. .1219, 1326. .1382 



232, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11577 
24556 
5538 

OJ990430_26. 9B12.C7 .ol.tm 
2 

none 



Seq. ID OJ990430_26.9B12.C7 
Strand 

End 7038 
Method TBLASTX : Maize 
End 1273 
Score 4 6 

2. .241, 2. .232, 5. .241, 5. .223, 35. .178, 77. .241, 186. . 611, 
216. .899, 232. .360, 246. .686, 294. .971, 427. .669, 490. .726, 
1039. .1110, 1049. .1219, 1052. .1273, 1052. .1219, 1095. .1241 



Seq. No. 11577 

Gene No. 24556 

Start 5538 

Name OJ990430_26 . 9B12 . C7 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990430_26.9B12.C7 
Strand 

7038 

TBLASTX: Wheat 
1385 
55 



End 

Method 
End 
Score 

2. .232, 18. .146, 243. .530, 243. .470, 360. .671, 438. .767, 
490. .798, 504. .815, 576. .887, 651. .959, 720. .968, 1275. .1385 



Seq. No. 11577 
Gene No. 24556 
Start 5538 

Name OJ990430_2 6 . 9B12 . C7 . ol . ts 

Start 2 
GI none 

Exons 2. .235, 2. .217, 2. .157, 

56. .226, 158. .235, 234. 
261. .662, 264. .734, 265 
315. .938, 414. .971, 414 
591. .710, 606. .971, 633 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C7 



7038 

TBLASTX : Soybean 
1394 
70 

5. .241, 5. .229, 5. .235, 6. .218, 56. 
350, 243. .590, 255. .536, 261. .800, 
.360, 270. .944, 270. .680, 303. .422, 
.824, 427. .855, 427. .651, 489. .896, 



968, 651. .971, 663. .782, 702. .944, 
841. .984, 922. .1077, 1094. .1264, 1094. .1219, 1094. .1213, 
1107. .1214, 1272. .1394, 1287. .1385 



232, 



Seq. No. 11577 Seq. ID 

Gene No. 24556 Strand 

Start 5538 End 

Name OJ9904 30_26 . 9B12 . C7 . o3 . np Method 

Start 5538 End 



OJ990430_26.9B12.C7 

7038 

AAT/NAP 

6557 



12070 



GI 

Exons 

GI Descrip. 



82486 Score 185 

5538. .5657, 6428. .6557 

hypothetical protein 3 - rice gi | 2038 1 | emb | CAA29824 
put. ORF 1 [Oryza sativa] 



(X06611) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430 26.9B12.C7 



7038 
AAT/NAP 
7038 
110 



11577 
24556 
5538 

OJ990430_26 . 9B12 . C7 . o2 . np 
6253 
133443 
6253.. 6401, 6979.. 7038 

DNA- DIRECTED RNA POLYMERASE BETA" CHAIN gi | 66987 | pir | | RNZMB2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta' -2 chain - maize 
chloroplast gi | 124 82 | emb | CAA35197 | (X17318) RNA polymerase 
beta-2 subunit (AA 1-1527) [Zea mays] gi | 9022 14 | emb | CAA60278 | 
(X86563) RNA polymerase beta 1 subunit-2 [Zea mays] 

11578 Seq. ID OJ9904 30_26 . 9B12 . C8 

24557 Strand 

383 End 1026 

OJ990430_26. 9B12 . C8 . ol . np Method AAT/NAP 

383 End 1026 

5734762 Score 76 

383. .863, 991. .1026 

(AC007651) Similar to leucine-rich receptor-like protein kinase 
[Arabidopsis thaliana] 



Seq. No. 11578 Seq. ID 

Gene No. 24557 Strand 

Start 383 End 

Name OJ990430_2 6 . 9B12 . C8 . ol . gs Method 

Start 518 End 

GI none Score 

Exons 518.. 874 



OJ990430_26. 9B12.C8 

1026 
GEN SCAN 
874 
.81 



Seq. No. 11578 

Gene No. 24557 

Start 383 

Name OJ990430_2 6 . 9B12 . C8 . ol . ts 

Start 566 

GI none 

Exons 566. .766, 749. .886, 779. .868 



Seq. ID OJ990430_26. 9B12.C8 

Strand . - 

End 102 6 

Method TBLASTX : Soybean 

End 88 6 

Score 58 



Seq. No. 11579 Seq. ID 

Gene No. 24558 Strand 

Start 358 End 

Name OJ990430_2 6 . 9B12 . C9 . ol . gs Method 

Start 358 End 

GI none Score 

Exons 358.. 593 



OJ990430_26.9B12.C9 
593 

GENSCAN 

593 

.54 



Seq. No. 11580 Seq. ID 

Gene No. 24559 Strand 

Start 8655 End 

Name OJ990430_26 . 9B12 . C10 . o2 . gp Method 

Start 8655 End 



OJ990430_26.9B12.C10 
+ 

8716 

AAT/GAP 

8716 



12071 






GI 


none 




Score 


95 




1__J \J l X O 


8655 8716 










Seq. No. 


11580 




Seq. ID 


OJ9904 30_26 . 9B12 . C10 




Gene No. 


24560 




Strand 






Start 


128 




End 


524 




Name 


OJ990430 26 9B12 CIO ol 


• yjr 


Method 


AAT /GAP 




O Lai L 


128 ~~ 




End 


524 






none 




Score 


762 




1_J ^VVv/ 1 1 o 


128 . . 524 










Seq. No. 


11580 




Seq. ID 


OJ9904 30_26. 9B12.C10 




Gene No. 


24561 




Strand 






Start 


2513 




End 


4967 




Name 


OJ990430 26 9B12 CIO o2 




Method 


GENSCAN 




Start 


2513 ~~ 




End 


4967 




GI 


none 




Score 


.44 




F. von s 


2513. .2700, 3093. .3183, 


4721 . 


.4849, 4923. .4967 




Seq. No. 


11580 




Seq. ID 


OJ990430_26.9B12.C10 




Gene No. 


24562 




Strand 






O LCli L 


7274 




End 


8210 




Name 


OJ990430 26 9B12 C10 o3 


. y ^ 


Method 


GENSCAN 




Ofav-f 
OLQi L 


7274 ~~ 




End 


8210 


■'■°\ 


O -L 


nunc 




Score 


.63 


rfi 

:, ! : 


Exons 


7974 7401 804? ft?1 0 








!Ll 
CI 


oeq. inu . 


11 JOU 




Seq. ID 


OJ990430_26.9B12.C10 




("Zo n Mo 

VJC11C LNU • 


24563 




Strand 




W 


Start 


8722 




End 


9095 


CI 


Name 


OJ990430 26.9B12.C10.o3 


.gp 


Method 


AAT /GAP 




Start 


8722 




End 


9095 • 




GI 


90805 1.R1084 




Score 


583 




Exons 


8722. . 9095 








n 

'is: 


GI Descrip. 


, 5091616/gb| AAD39604.il, 


&C007454 3 2.0e- 


-30 (AC007454) F23M19.3 






[Arabidopsis thaliana] 1 









\2_ 



Seq. No. 


11580 




Seq. ID 


OJ990430_26. 9B12. 


.C10 


Gene No. 


24564 




Strand 






Start 


10551 




End 


11264 




Name 


OJ990430 26.9B12.C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


135 




End 


422 




GI 


none 




Score 


91 




Exons 


135. .350, 199. .255, 


204. .275 


, 330. .422 






Seq. No. 


11580 




Seq. ID 


OJ990430_26.9B12, 


.C10 


Gene No. 


24564 




Strand 






Start 


10551 




End 


11264 




Name 


QJ990430 26.9B12.C10 


. o4 . gs 


Method 


GENSCAN 




Start 


10551 




End 


11264 




GI 


none 




Score 


. 61 




Exons 


10551. . 10698, 10911. 


.11052, 


11147. .11264 




Seq. No. 


11580 




Seq. ID 


OJ990430_26.9B12. 


.C10 


Gene No. 


24564 




Strand 






Start 


10551 




End 


11264 




Name 


OJ990430 26.9B12.C10 


.o2 . tm 


Method 


TBLASTX: Maize 





12072 




C -1- -s 4- 


1 AQ1 O 

iuy lo 


End 


11216 




C T 

bl 


none 


Score 


185 




Exons 


luyio . . iiuou, iu y z y . . i iu y y , 


11166. .11216 




Seq. No. 


11581 


Seq. ID 


OJ990430_26. 9B12 


.Cll 


Gene No. 


24565 


Strand 


+ 




Of 1 v»4- 


1 U 1 H o 


End 


11326 




Name 


udyyu^ou z d . yt>iz . bi i . oo . g s 


Method 


GENSCAN 




otart 


1 Ul 4 o 


End 


11326 




r> -r 
bl 


none 


Score 


.8 




Exons 


1U140..1UZ1/, IUj^j. . lUDid, 


10551. . 10735, 10818.. 11326 




Seq. No. 


11581 


Seq. ID 


OJ990430_26. 9B12 


.Cll 


Gene No. 


24566 


Strand 






Of v-f 

otart 




End 


11359 




Name 


uj ^yuy ju z o . yoiz . i i . oo . lih 


Method 


TBLASTX: Maize 




otart 


100/ 


End 


1928 




bl 


none 


Score 


88 




Exons 


i j j / . .10/0/ i o y o . . i y z o 








Seq. No. 


11581 


Seq. ID 


OJ990430_26.9B12 


.Cll 


Gene No. 


24566 


Strand 






0+- — i v- -f- 

otart 




End 


11359 




Name 


nTQQ^ynn o cz qdi o pi r 

ujyyu4ou z o . ytsiz . bi i . oi . gp 


Method 


AAT/GAP 




Start 


J o(J4 


End 


7170 




GI 


none 


Score 


818 




Exons 


o OU4 . . j/ob/ 4 oUz . . 4 yz J , jUIU 


. .5132, 7108. .7170 




beq. no. 


1 1 CQ1 

1 10 O 1 


Seq. ID 


OJ990430_26.9B12 


. bl 1 


bene ino . 


24566 


Strand 






Start 


3604 


End 


11359 




Name 


OJ990430 26. 9B12 .Cll.ol.np 


Method 


AAT/NAP 




otart 


5593 


End 


8458 




bl 


5263323 


Score 


853 




Exons 


5593.. 5751, 6385. .6543, 7108 


..7318, 77£ 


30. .8458 




GI Descrip. 


(AC007727) Similar to gb|U96710 8-oxoguanine DNA-glycosylase 




from Homo sapiens. [Arabidop 


sis thaliana] 




Seq. No. 


11581 


Seq. ID 


OJ990430_26.9B12 


.Cll 


Gene No. 


24566 


Strand 






JLQIL 


3604 


End 


11359 




Name 


OJ990430 26.9B12.Cll.o2.gs 


Method 


GENSCAN 




otart 


6313 


End 


9831 




bl 


none 


Score 


.45 




Exons 


6313. .6543, 7108. .7318, 7780 


..8683, 8883. .9831 




Seq. No. 


11581 


Seq. ID 


OJ990430_26.9B12 


.Cll 


Gene No. 


24566 


Strand" 






Of 3 yf 

otart 


3604. 


End 


11359 - 




Name 


OJ990430 26.9B12.Cll.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6328 


End 


7143 




GI 


none 


Score 


72 




Exons 


6328. .6546, 6428. .6541, 7105 


. .7143 






Seq. No. 


11581 


Seq. ID 


OJ990430_26. 9B12 


.Cll 


Gene No. 


24566 


Strand 






Start 


3604 


End 


11359 





12073 




N3IUG 


Pi TQQ04 9 6 
UU 3i?U4 jU ZD. 


QR1 9 
yD X z . 


PI 1 n1 
^ X X .OX . 


LIU 


Method 


TBLASTX: Maize 


otdiC 


D J J / 








End 


7937 


P T 
UX 


none 








Score 


174 


Exons 


(TOOT 4 £ 

D j J / . . DO 4 D , 


£^7 ^ 
DO / O . 


. DO 4 D , 


7 1 n ^ 


7320, 7106. .7324, 7106. .7321, 




/ f Di7 . . / O 30 / 


7 7 


7 Q1 9 
• / X Z , 


7 7 7 £ 
/ / / D . . 


,7937, 7779.. 7937 


oeq. NO. 










Seq. ID 


OJ990430_26.9B12.C11 


bene jno . 


24566 








Strand 




Start 


3604 








End 


11359 


Name 


OJ990430 26. 


9B12. 


Cll.o2. 


np 


Method 


AAT/NAP 


C4- -.4- 


7908 








End 


11359 


P T 


5734762 








Score 


731 


Exons 


7908. .7979, 


8254'. 


.8662, 


8883. . 


10253, 11327.. 11359 


Kj± uescrip. 


(AC007651) Similar to leucine- 


-rich receptor-like protein ki: 




[ Arabidops is 


; thaliana] 








Seq. No. 


1 1 CQ1 








oeq. xu 


nTQQH/l^n 9£ QD1 O PT 1 

ujyyu4ou ZD.yjDXZ.uxx 


Gene No. 


O A C £ £ 
Z 4 O DO 








Strand 




C+- s y~ J r 
OUdit 


3604 








End 


11359 


Name 


OJ990430_26. 


9B12. 


Cll.o4. 


tin 


Method 


TBLASTX: Maize 




q m q 
ou / y 








End 


8354 


PT 


none 








Score 


231 


Exons 


ou / y . . ooo4 , 


8161. 


.8340 








Seq. No. 


1 1 CQ1 
llJOl 








Seq. ID 


OJ990430_26.9B12.C11 


Gene No. 


Z 4 0 DO 








Strand 




btart 


*i CC\ A 
OOU4 








End 


11359 


Name 


uj y yu4 ju z d . 


9B12. 


Cll.o2. 


gp 


Method 


AAT/GAP 


btart 


Q 1 1 A 
o X X 4 








End 


8606 


P T 
UX 


none 








Score 


918 


_xons 


8114. .8606 












Seq. No. 


I 1 toi 

I I Do X 








Seq. ID 


OJ990430_2 6. 9B12.C11 


Gene No. 


o A c (T 
Z 4 0 D D 








Strand 




C 4- -a r-4- 
OLall. 


O OU 4 








End 


11359 


Name 


Pi TQ QH 4 "3D 9 £ 

uuyyu4ju zo. 


9B12. 


Cll.o2. 


tm 


Method 


TBLASTX: Maize 


olail 










End 


9219 


PT 


none 








Score 


147 


Exons 


8583. .8663, 


8884. 


.9099, 


8885. . 


9088, 9103.. 9219, 9104. .9217 


o e q . in o . 


11581 








Seq. ID 


OJ990430_26.9B12.C11 


bene ino . 


24566 








Strand 




C -1- -a r~ f- 


3604 








End 


11359 


Name 


OJ990430 26. 


9B12. 


Cll.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8592 








End 


10275 


GI 


none 








Score 


36 


Exons 


8592. .8663, 


9643. 


.9111, 


9701. . 


9793, 9709.. 9891, 9709. .9891, 




9709. .9897, 


9709. 


. 9894, 


9709. . 


9891, 9709.. 9897, 9709. .9897, 




9853. .10038, 


'9892 


. .10275 


, 9892 


!. .10254,- 


9892. .10257, 9892. .H 




9892. .10254, 


9892 


. .10254 


, 9902 


!. .10159, 


9910.. 10083, 9928.. 9 




9931. .10257, 


9935 


. .10255 


, 10003.. 10254 




Seq. No. 


11581 








Seq. ID 


OJ990430_26.9B12.C11 


Gene No. 


24566 








Strand 




Start 


3604 








End 


11359 


Name 


OJ990430 26. 


9B12. 


Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8610 








End 


10239 



12074 




GI 


none 






Score 


217 


i_i W 1 1 o 


8 61 0 R 663 


8884. .9270, 


8885. 


.9253, 8989..92S5, 9271. .9447, 






9613. .9777, 


9620. 


.9769, 9718. .9876, 9784. .9891, 




9907 10083 


10009. .10167, 10126. .10239 


Seq. No. 


11581 






Seq. ID 


OJ990430_26.9B12.C11 


Gene No. 


24566 






Strand 


- 


Start 


3604 






End 


11359 


Name 


OJ990430 26 


9B12.Cll.oli 


tc 


Method 


TBLASTX: Cress 


Start 


8873 ~~ 






End 


9270 


(IT 


none 






Score 


262 


"P von cj 


8873 9253 


8881. . 9270 








Seq. No. 


11581 






Seq. ID 


OJ990430_26.9B12.C11 


Gene No. 


24566 






Strand 


- 


Start 


3604 






End 


11359 


Name 


OJ990430 26 


9B12.Cll.ol. 


tw. 


Method 


TBLASTX: Wheat 


Start 


8923 _ 






End 


9261 


GI 


none 






Score 


61 


Rvnnq 

J—J *\ \J 1 1 


8923 9261, 


8951. .9244 








Seq. No. 


11581 






Seq. ID 


OJ990430_26.9B12.C11 


Gene No. 


24566 






Strand 


- 


Start 


3604 






End 


11359 


ln diutJ 


O.TQ904 30 96 


9B12.Cll.o3. 


tm 


Method 


TBLASTX : Maize 


Cf arf 
O L. Cl i- L. 


Q646 ~~ 

_7 \J *i O 






End 


1 0233 




n on 






Score 


141 




9646 10083 


9709. .9891, 


9709 


..9867, ! 


9874. .10233, 10003. .10185 


Seq. No. 


11582 






Seq. ID 


OJ990430_26.9B12.C12 


Gene No. 


24567 






Strand 


+ 


Start 


358 






End 


758 


Name 


OJ990430 26. 


9B12.C12.ol. 


gs 


Method 


GENS CAN 


Start 


358 






End 


758 


GI 


none 






Score 


.73 


Exon 

1—t ^i. ^/ no 


358. .404, 514. .626, 655. 


.758 






Seq. No. 


11582 






Seq. ID 


OJ990430_26.9B12.C12 


Gene No. 


24568 






Strand 


- 


Start 


5133 






End 


11581 


Name 


OJ990430 26. 


9B12.C12.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5106 






End 


5352 


GI 


none 






Score 


79 


Exons 

J-J A Vta-/ Ilk? 


5106. .5351, 


5118. .5285, 


5218. 


.5352 




Seq. No. 


11582 






Seq. ID 


OJ9904 30_26. 9B12 .C12 


Gene No. 


24568 






Strand 




Start 


5133 






End 


11581 


Name 


OJ990430 26. 


9B12.C12.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5130 






End 


5504 


GI 


none 






Score 


117 


Exons 


5130. .5372, 


5131. .5337, 


5364. 


.5504 




Seq. No. 


11582 






Seq. ID 


OJ990430_26.9B12.C12 


Gene No. 


24568 






Strand 




Start 


5133 






End 


11581 


Name 


OJ990430 26. 


9B12.C12.o4. 


tm 


Method 


TBLASTX : Maize 



12075 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5375 
79 



5130 End 

none Score 
5130. .5282, 5130. .5375 

11582 Seq. ID 

24568 Strand 

5133 End 

OJ990430_26. 9B12 . C12 . ol . np Method 

5133 End 

4263522 Score 
5133. .6451, 8469. .8493 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



OJ990430_2 6.9B12.C12 

11581 
AAT/NAP 
8493 
949 



11582 Seq. ID 

24568 Strand 

5133 End 
OJ990430_26. 9B12 . C12 . o2 . ts Method 

5364 End 

none Score 
5364. .5870 



OJ990430_26.9B12.C12 
11581 

TBLASTX: Soybean 

5870 . 

381 



Seq. No. 11582 

Gene No. 24568 

Start 5133 

Name OJ990430_26 . 9B12 . C12 . o2 . tm * 

Start 5379 

GI none 

Exons 5379.. 5876, 5470.. 5859, 5868, 



5961. .6131, 
6378. .6497 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6128, 5868. .6161, 5937. .6161, 
6030. .6149, 6189. .6266, 6201. .6449, 6276. .6446, 



OJ990430_26.9B12.C12 
11581 

TBLASTX: Maize 

6497 

121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11582 Seq. ID 

24568 Strand 

5133 End 
OJ990430_26. 9B12.C12.o5. tc Method 

5523 End 

none Score 

5523. .5855, 5535. .5840, 5536. .5850 



OJ990430_26. 9B12.C12 
11581 

TBLASTX: Cress 

5855 

103 



11582 
24568 
5133 

OJ9904 30_26. 9B12 .C12.o3.tw 

5829 

none 

5829. .5867, 5830. .5865, 5868. 
6073. .6135, 618 0. .6308, 6193. 

11582 
24568 
5133 

OJ9904 30_26. 9B12 . C12 . o3 . tc 

5868 

none 

5868. .5954, 5880. .6098, 5973. 
6165. .6458, 6201. .6266, 6276. 



Seq. ID OJ990430_26.9B12.C12 
Strand 

End 11581 
Method TBLASTX : Wheat 
End 64 64 

Score 4 3 

.6146, 5880. .6005, 5890.. 5955, 
.6234, 6198. .6464 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C12 



11581 

TBLASTX: Cress 
6482 
91 

6140, 5973. .6149, 5991. .6161, 
6482, 6285.. 6461 



12076 



Seq. No. 11582 Seq. ID 

Gene No. 24568 Strand 

Start 5133 End 

Name OJ990430_2 6 . 9B12 . C12 . o4 . ts Method 

Start 5871 End 

GI none Score 

Exons 5871. .6062, 5878. .5988, 5889. .6056, 6066. .6131, 6198. .6380, 
6378.. 6470 



OJ990430_26.9B12.C12 
11581 

TBLASTX : Soybean 

6470 

68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11582 Seq. ID 

24568 Strand 

5133 End 

OJ9904 30_26. 9B12 . C12 . o3 . gs Method 

7362 End 

none Score 



OJ990430__26.9B12.C12 

11581 
GENSCAN 
11536 
.75 



7362. .7384, 7935. .8208, 8305. .8479, 9370. .9536, 9623. .9757, 
9917. .10069, 10150. .10238, 10481 .. 10585, 10695 .. 10887 , 
11435. .11536 



Seq. No. 11582 

Gene No. 24568 

Start 5133 

Name OJ9904 30_26 . 9B12 . C12 . ol . gp 

Start 7391 

GI none 

Exons 7391. .7869 



Seq. ID OJ990430_26.9B12.C12 
Strand 

End 11581 

Method AAT/GAP 

End 7869 

Score 913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11582 

24568 

5133 

OJ990 

7781 

none 

7781. 

7959. 

8300. 

9369. 

9614? 

9924. 

10312 

10699 



430 26.9B12.C12.ol.ts 



.7849, 
.8216, 
.8680, 
.9533, 
'.97 60, 
.10070, 
. .10332 
. .10785 



7786. 
8069. 
8302. 
9369. 
9618. 
9925 
104 
107 



7854 
8215 
8679 
9536 
9761 
.100 
65. .1 
00. .1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C12 



11581 

TBLASTX : Soybean 
10887 
84 

7787. .7855, 7906. .8133, 7916. .8209, 
8119. .8223, 8169. .8222, 8296. .8619, 
8762. .8866, 8762. .8866, 8764. .8874, 
9370. .9537, 9370. .9540, 9443. .9541, 
9651. .9752, 9914. .10069, 9921. .10070, 
71, 9973. .10095, 1014 7. .10215, 
0539, 10473. .10583, 10483 .. 10581, 
0780, 10777. . 10887, 10778. .10879 



Seq. No. 11582 
Gene No. 24568 
Start 5133 

Name OJ9904 30_26 . 9B12 . C12 . ol . tm 

Start 7786 
GI none 

Exons 7786.. 7854, 7787.. 7855, 7906.. 

8113. .8223, 8185. .8211, 8296.. 
8762. .8866, 8762. .8866, 8764.. 
9369. .9536, 9370. .9537, 9614. . 
9917. .10066, 9918. .10070, 9918 
10158. .10220 



Seq. ID OJ990430_26.9B12.C12 
Strand 

End 11581 
Method TBLASTX : Maize 
End 10224 
Score 7 6 

8133, 7916. .8209, 8072 
8601, 8300. .8680, 8302 



8874, 9368. .9535, 9369. 
9760, 9651.. 9752, 9914. 
. .10070, 10147. .10224, 



8209, 
8679, 
9533, 
10069, 



Seq. No. 
Gene No, 



11582 
24568 



Seq. ID 
Strand 



OJ990430 26.9B12.C12 



12077 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



5133 End 11581 

OJ9904 30_2 6 . 9B12 . C12 . o2 . np Method AAT/NAP 
7789 End 11524 

1931647 Score 2272 

7789..7853, 7935. .8208, 8305. .8678, 8772. .8866, 9370. .9536, 
9623. .9757, 9917. .10069, 10150 .. 1024 9, 10474 .. 10585, 
10695. .10887, 11435. .11524 

(U95973) endomembrane protein EMP70 precusor isolog t [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11582 
24568 
5133 

OJ990430_26. 

7811 

none 

7811. .7840, 
8302. .8523, 



9B12.C12.ol.tc 



7906. .8133, 
8303. .8527 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_26.9B12.C12 
11581 

TBLASTX: Cress 

8527 

35 



7934. .8209, 8066. .8215, 8113. .8223, 



11582 Seq. ID 

24568 Strand 

5133 End 
OJ990430_26. 9B12 . C12 . ol . tw Method 

8323 ■ End 

none Score 

8323. .8640, 8324. .8635 



OJ9904 30_26.9B12.C12 
11581 

TBLASTX: Wheat 

8640 

398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11582 

24568 " " 

5133 

OJ9904 30_26. 9B12 . C12 . o2 . tc 
8615 



8680, 8617. .8679, 8768, 
9536, 9370.. 9537, 9614, 



none 
8615. . 
9369. , 
9917. . 
10312. 
10699. 

11582 
24568 
5133 

OJ990430_2 6 . 9B12 . C12 . o2 . tw 

9369 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 26.9B12.C12 



11581 

TBLASTX: Cress 
10890 
49 

8863, 8770. .8874, 8770. .8874, 
9760, 9651.. 9758, 9914.. 10069, 
10072, 9918. .10073, 10147 10251 , 10160 .. 1024 6, 
.10359, 10473. .10583, 104 83 .. 10581, 10699 .. 10803, 
.10887, 10704. .10889, 10843. .10890 



Seq. ID OJ990430_26.9B12.C12 



Strand 
End 

Method 

End 

Score 



11581 

TBLASTX: Wheat 

10066 

179 



9369. .9536, 9370. .9537, 9434. .9568, 9614. .9760, 9651. .9752, 
9680.. 9760, 9914.. 10066, 9918.. 10058, 9919.. 10065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11582 
24568 
5133 

OJ9904 30_26 . 9B12 . C12 . o2 . gp 
10204 

uC-osrocyp007f09bl 
10204. .10238, 10481 



OJ990430 26.9B12.C12 



Seq. ID _ 
Strand 

End 11581 

Method AAT/GAP 

End 11581 

Score 896 
10585, 10695. .10887, 11435. .11581 

1 1931647 2.0e-36 (U95973) endomembrane protein EMP70 precusor 
isolog [Arabidopsis thaliana] 1 



12078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10473 

10701 



10583, 
10868 



11582 
24568 
5133 

OJ9904 30_26. 9B12 .C12.o3.tm 
10459 
none 

10459. .10581, 10472. .10582, 
10694. .10864, 10699 10887 , 

11583 
24569 
42 

OJ9904 30_26.9B12.C13.ol.gs 
42 

none 

42. .44, 1714. .1903, 2514. .2636, 2999. .3069 



OJ9904 30_26.9B12.C12 
11581 

TBLASTX: Maize 
10887 
92 

10483. . 10581, 



Seq. ID OJ990430_26.9B12.C13 

Strand + 

End 3069 

Method GENSCAN 

End 3069 

Score .7 



Seq. No. 11583 Seq. ID OJ9904 30_2 6 . 9B12 . C13 

Gene No. 24570 Strand 

Start 4902 End 7809 

Name OJ990430_26 . 9B12 . C13 . ol . gp Method AAT/GAP 

Start 4669 End 5551 

GI 54683_1.R1084 Score 1498 

Exons 4669.. 5393, 5473.. 5551 

GI Descrip. 1 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11583 
24570 
4902 

OJ990430_26. 

4902 

none 

4902. .5393, 
7455. .7497 



9B12.C13.o2.gs 



5473. .5616, 5916. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6005, 



OJ990430 26.9B12.C13 



7809 
GENSCAN 
7497 
.79 

6115. .6314, 



7232. .7390, 



Seq. No. 


11583 








Seq.- ID 


OJ990430 


_26.9B12.C13 


Gene No. 


24570 








Strand 






Start 


4902 








End 


7809 




Name 


OJ990430 26 


.9B12. 


C13.ol 


.np 


Method 


AAT/NAP 




Start 


4905 








End 


7809 




GI 


4519673 








Score 


793 




Exons 


4905. .5344, 


5442. 


.5616, 


5916. . 


6005, 6115.. 6314, 


7604 . .7662, 




7786. .7809 














GI Descrip. 


(AB017694) 


WREBP- 


■2 [Nicotiana 


tabacum] 






Seq. No. 


11583 








Seq. ID 


OJ990430 


_26.9B12.C13 


Gene No. 


24570 








Strand 






Start 


4902 








End 


7809 




Name 


OJ990430 26 


. 9B12. 


C13.ol 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


5160 








End 


7802 




GI 


none 








Score 


71 




Exons 


5160. .5282, 


5184, 


.5282, 


5193. . 


5282, 5194.. 5283, 


5195. .5293, 




5196. .5273, 


5211. 


.5282, 


5225. . 


5293, 5326.. 5346, 


5473. .5619, 




5473. .5619, 


5479. 


.5571, 


5904. . 


6008, 5916. .5984, 


5920. . 6006, 




6097. .6156, 


6106. 


.6258, 


6115. . 


6318, 6115.. 6153, 


6125. . 6319, 



12079 






6142. . 624 6, 6148. . 6228, 


6157 . 


.6231, 7608. .7661, 


7785 7802 


Seq. No. 


11583 




Seq. ID 


OJ990430 


26. 9B12 .C13 


Gene No. 


24570 




Strand 






Start 


4902 




End 


7809 




Name 


OJ990430 26.9B12.C13.ol, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5184 




End 


7667 




GI 


none 




Score 


37 




Exons 


5184 . .5282, 5211 . .5282, 


5268 . 


.5387, 5353. .5388, 


5473 5619 




5474. .5617, 5479. .5619, 


5904 . 


.6008, 5915. .6013, 


5917 6006 




6097 . . 6156, 6109. . 6315, 


6111. 


.6317, 6115. .6315, 


6116. . 6316, 




614 2. . 624 6, 6157 . . 6231, 


7603. 


.7665, 7605. .7667, 


7605 7667 


Seq. No. 


11583 




Seq. ID 


OJ990430 


26. 9B12.C13 


Gene No. 


24570 




Strand 






Start 


4902 




End 


7809 




Name 


OJ990430 26.9B12.C13.o2. 


,gp 


Method 


AAT/GAP 




Start 


5946 




End 


7809 




GI 


uC-osroM202007h05bl 




Score 


622 




Exons 


594 6. . 6005, 6115 6314, 


7604 . 


.7662, 77! 


B6. .7809 




GI Descrip. 


1 4519673/dbj | BAA75685 . 1 | 


6. Oe 


-48 (AB017694) WREBP-2 [Nicotic 




tabacum] f 










Seq. No. 


11584 




Seq. ID 


OJ990430 


26 9B12 C14 


Gene No. 


24571 




Strand 


+ 




Start 


895 




End 


1687 




Name 


OJ990430 26.9B12.C14.ol. 




Method 


GENSCAN 




Start 


895 




End 


1687 




GI 


none 




Score 


.47 




Exons 


8 95. .939, 1035. .1104, 1551. .1687 






Seq. No. 


11584 




Seq. ID 


OJ990430 


_26.9B12.C14 


Gene No. 


24572 




Strand 


+ 




Start 


10285 




End 


10731 




Name 


OJ990430 26.9B12.C14.o3. 


gs 


Method 


GENSCAN 




Start 


10285 




End 


10731 




GI 


none 




Score 


.92 




Exons 


10285. .10731 










Seq. No. 


11584 




Seq. ID 


OJ990430_ 


_26.9B12.C14 


Gene No. 


24573 




Strand 






Start 


4035 




End 


10908. 




Name 


OJ990430 26.9B12.C14.o2. 


gs 


Method 


GENSCAN 




Start 


4035 


End 


9383 




GI 


none 




Score 


.71 




Exons 


4035. .5255, 5382. .5591, 


5597. . 


. 6410, 6516. .7216, 


7254. .7374, 




7519. .9383 










Seq. No. 


11584 




Seq. ID 


OJ990430_ 


_26.9B12.C14 


Gene No. 


24573 




Strand 






Start 


4035 




End 


10908 




Name 
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. . Z 0 1 u 










Seq. No. 


i 1 c o o 
llOOO 








Seq. ID 


OJ990410_22.9B12.C7 




Gene No. 


24580 








Strand 


+ 




Start 


1 








End 


3592 




Name 


Aioonyi 1 n oo 

uj y yu^ i u zz 


on i o 

. ybiz 


b / . 04 . 


tw 


Method 


TBLASTX: Wheat 


i BS S 


Start 


o a c c 

z yoo 








End 


3390 




GI 


none 








Score 


81 


ff: 


Exons 




O A ^ A 

oU4 U 


O O 1 A 

. ozlU, 


"D A C yl 

30 54 . 


.3197, 3229. .3390, 3250. .3375, 


i 3 { i 




O O C O O O O 












; : 5- 

*5 S? 


Seq. No. 


11589 








Seq. ID 


OJ990410_22.9B12.C8 


U! 


Gene No. 


24581 








Strand 






otart 


1 1 "7 








End 


308 


; : 


Name 


/^taaa/ia oo 

ojyyu4iu zz 


A D "1 O 

. yBiz 


Co . ol . 


gs 


Method 


GENSCAN 


! b? 


Start 


11 / 








End 


308 




bl 


none 








Score 


. 65 


Li! 


Exons 


11/. . jUo 












' -i 


Seq. No. 


11590 








Seq. ID 


OJ990410_22. 9B12.C9 


• "1 


Gene No. 


24582 








Strand 


+ 




o car u 


233 








End 


422 


:s| 


Name 


OJ990410 22 


. 9B12 


C9.ol. 


gs 


Method 


GENSCAN 


ffCi 

. a i 


btart 


233 








End 


422 




bl 


none 








Score 


.91 




Exons 


233. .338, 412. .422 










Seq. No. 


11591 








Seq. ID 


OJ990410_22.9B12.C12 




Gene No. 


24583 








Strand 


+ 




Start 


238 








End 


435 




Name 


OJ990410 22 


.9B12. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


238 .. 








End 


435 




GI 


629688 








Score 


93 




Exons 


238. .435 













GI Descrip. dehydroquinase shikimate dehydrogenase - Common tobacco 
gi I 535771 (L32794) dehydroquinate dehydratase/shikimate 
dehydrogenase [Nicotiana tabacum] 



Seq. No. 11591 Seq. ID OJ990410_22.9B12.C12 

Gene No. 24583 Strand + 



12087 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start .; 
Name 
Start 
GI 

Exons 

GI Descrip. 



238 End 

OJ990410_22 . 9B12 . C12 . ol . gs Method 

324 End 

none Score 
324. .389 

11591 

24584 Strand 

232 End 

OJ990410_22 . 9B12 . C12 . ol . tm Method 

216 End 

none Score 
216. .389, 249.-392, 337. .390 



435 

GENSCAN 

389 

.66 



Seq. ID OJ990410_22.9B12.C12 



435 

TBLASTX: Maize 

392 

221 



OJ990410 22.9B12.C12 



11591 Seq. ID 

24584 Strand 

232 End 435 

OJ990410_22 . 9B12 . C12 . ol . gp Method AAT/GAP 
232 End 435 

39479_1.R1084 Score 268 

232. .435 

1 629688/pir | | S46210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] ■ 

11592 Seq. ID OJ990410_22.9B12.C13 

24585 Strand 

1 End 290 

OJ990410_22 . 9B12 . C13 . ol . np Method AAT/NAP 
1 End 281 

3169883 Score 86 

1. .281 

(AF033194 ) dehydroquinate dehydratase/shikimate : NADP 
oxidoreductase [Lycopersicon esculentum] gi 13169888 (AF034411) 
dehydroquinate dehydratase/shikimate : NADP oxidoreductase 
[Lycopersicon esculentum] 



11592 
24585 
1 

OJ990410_22.9B12.C13.ol.tm 

124 

none 

124. .234, 132. .272, 132. .281 



Seq. ID OJ990410_22.9B12.C13 



Strand 
End 

Method 

End 

Score 



290 

TBLASTX: Maize 

281 

157 



OJ990410 22.9B12.C13 



11592 Seq. ID 

24585 Strand 
1 End 290 

OJ990410_22 . 9B12 . C13 . ol . gp Method AAT/GAP 
132 End 290 

4968760 Score 218 

132. .290 

629688/pir | | S46210 3.0e-29 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 



12088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11592 
24585 
1 

OJ990410_22. 9B12.C13.ol.gs 

132 

none 

132. .280 



Seq. ID OJ990410_22.9B12.C13 
Strand 

End 290 

Method GENSCAN 

End 280 

Score .57 



Seq. ID OJ990410_22.9B12.C14 
Strand 

2281 
AAT/NAP 
2281 
570 



11593 
24586 
1 

OJ990410_22. 9B12.C14 .ol.np 
1 

3169883 
1..28, 611. .957, 1982. .2281 

(AF033194 ) dehydroquinate dehydratase/shikimate : NADP 
oxidoreductase [Lycopersicon esculentum] gi 13169888 (AF034411) 
dehydroquinate dehydratase/shikimate : NADP oxidoreductase 
[Lycopersicon esculentum] 



End 

Method 

End 

Score 



m 

•acr 



Seq. No. 


i id 






JCLJ . X U 


OJ990410 22 9B12 


.C14 


Gene No . 


O A c; Q £ 
Z H 0 O O 






Cf rand 






Start 


1 








2281 




Name 


OJ990410 


22. 9B12.C14 


. ol . gs 


Method 


GENSCAN 




Start 


611 






End 


2200 






none 






Score 


.73 




Exons 


Oil . . ODZ, 


1 Qff 9 9 9 00 










beq . jno . 








Seq. ID 


OJ990410 22.9B12 


.C14 


Gene No. 


24586 






Strand 






Start 


1 






End 


2281 




Name 


OJ990410 


22.9B12.C14 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


611 






End 


2201 




GI 


none 






Score 


241 




Exons 


611. .958, 


613. . 960, 


1970. . 


2143, 1970.. 


2200, 1980. .2201 




Seq. No. 


11593 






Seq. ID 


OJ990410_22.9B12 


.C14 


Gene No. 


24586 






Strand 






Start 


1 






End 


2281 




Name 


OJ990410 


22.9B12.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


611 






End 


876 




GI 


none 






Score 


127 




Exons 


611. .874, 


613. .876 










Seq. No. 


11593 






Seq. ID 


OJ990410_22. 9B12 


.C14 


Gene No. 


24586 






Strand 






Start. 


1 . 






End 


2281 




Name 


OJ990410 


_22.9B12.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


640 






End 


2222 




GI 


none 






Score 


251 




Exons 


640. .960, 


641. . 961, 


1980. . 


2222, 1982. 


2200 




Seq. No. 


11593 






Seq. ID 


OJ990410_22. 9B12 


.C14 


Gene No. 


24586 






Strand 






Start 


1 






End 


2281 




Name 


OJ990410 


22.9B12.C14 


. ol . tw 


Method 


TBLASTX: Wheat 





12089 



Start 661 End 2077 

GI none Score 274 

Exons 661.. 960, 665.. 961, 1980.. 2072, 1982.. 2077 



Seq. No. 11593 

Gene No. 24586 

Start 1 

Name OJ990410_22 . 9B12 . C14 . o2 . tc 

Start 877 

GI none 
Exons 



Seq. ID OJ990410_22.9B12.C14 



Strand 
End 

Method 

End 

Score 



2281 

TBLASTX: Cress 

2206 

101 



877. .966, 878. .988, 890. .979, 1970. .2200, 1995. .2201, 1997. .2206 





Seq. No. 


11594 




Seq. ID 


OJy yU4 iu 




om o 


. OlO 




Gene No. 


24587 




Strand 












Start 


1 




End 


TOO 

19o 










Name 


OJ990410 22.9B12.C15. 


, ol . np 


Method 


7\ 7\ rp / x T 7\ o 










Start 


1 




End 


1 o o 










GI 


1362060 




Score 


106 










Exons 


1..198 
















GI Descrip. 


dehydroquinase-shikimate dehydrogenase 


- garden 


pea 








Seq. No. 


11594 




Seq. ID 


T O O O >l 1 o 

OJ9904 10 


o o 

22 . 


9B12 


. ClD 


; a5 s 

u 


Gene No. 


24587 




Strand 












Start 


1 




End 


TOO 

198 








m 


Name 


OJ990410 22.9B12.C15. 


. ol.gs 


Method 


GENSCAN 










Start 


64 




End 


169 








rir ■ 


GI 


none 




Score 


1 








i 1 


Exons 


64. .169 














'•M 
, 'i 

'*.! 


Seq. No. 


11595 




Seq. ID 


OJ990410_ 


_22. 


9B12 


.C20 


ry 


Gene No. 


24588 




Strand 


+ 










Start 


527 




End 


1129 










Name 


OJ990410 22.9B12.C20. 


. ol . gs 


Method 


GENSCAN 










Start 


527 




End 


1129 








>l 


GI 


none 




Score 


.53 








[: it 


Exons 


527. .587, 961. .1031, 


1061. . 


1129 










Q 


Seq. No. 


11596 




Seq. ID 


OJ990410_ 


_22. 


9B12 


.C23 


u 


Gene No. 


24589 




Strand 












Start 


270 




End 


686 










Name 


OJ990410 22.9B12.C23. 


. ol .gs 


Method 


GENSCAN 










Start 


270 




End 


686 










GI 


none 




Score 


.72 










Exons 


270. .686 















Seq. No. 11597 Seq. ID 

Gene No. 24590 Strand 

Start 20 End 

Name OJ9904 10_22v9B12 . C24 . ol . gs Method ^ 

Start 20 End 

GI none Score 

Exons 20.. 106 



OJ990410_22.9B12.C24 
+ 

106 

GENSCAN 

106 

.59 



Seq. No. 11598 Seq. ID 

Gene No. 24591 Strand 

Start 532 End 

Name OJ990410 22 . 9B12 . C28 . ol . tm Method 



OJ990410_22 . 9B12 .C28 
+ 

2643 

TBLASTX: Maize 



12090 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



495 End 2280 

none Score 89 

495. .593, 528. .593, 529. .594, 533. .595, 684. .983, 685. .984, 
685. .948, 705. .983, 1058. .1192, 1090. .1200, 1093. .1197, 
1095. .1199, 1305. .1514, 1306. .1494, 1311. .1505, 1596. .1883, 
1596.. 1883, 1597.. 1884, 2091.. 2279, 2092.. 2280, 2094.. 2279 



11598 Seq. ID 

24591 Strand 

532 End 

OJ990410_22 . 9B12.C28.ol.tc Method 

516 End 

none Score 



OJ990410_22.9B12.C28 
+ 

2643 

TBLASTX: Cress 

1143 

74 



516. .593, 523. .594, 684. .932, 685. .993, 685. .933, 705. .986, 
1090. .1143, 1098. .1139 



11598 Seq. ID 

24591 Strand 

532 End 

OJ9904 10_22 . 9B12 . C28 . ol . tw Method 

517 End 

none Score 



OJ990410_22.9B12.C28 
+ 

2643 

TBLASTX: Wheat 

939 

109 



517. .594, 521. .598, 522. .593, 683. .934, 684. .938, 685. .939, 
705. .938 



Seq. No. 11598 Seq. ID 

Gene No. 24591 Strand 

Start 532 End 

Name OJ9904 10_22 .-9B12 . C28 . ol . gs Method 

Start 532 End 

GI none Score 

Exons 532.. 591, 685.. 877, 1058.. 1197, 1306. 
2092. .2278 



OJ990410_22. 9B12 
+ 

2643 
GENSCAN 
2278 
.74 

1500, 1597. .1884, 



.C28 



Seq. No. 11598 Seq. ID 

Gene No. 24591 Strand 

Start 532 ' End 

Name * OJ9904 10_22 . 9B12 . C28 . ol . ts Method 

Start 754 End 

GI none Score 

Exons 754.. 948, 757. .987, 759. .974, 1090 
1305. .1403, 1306. .1404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



OJ990410_22 . 9B12 . C28 
+ 

2643 

TBLASTX: Soybean -- 
1404 
326 

1200, 1092. .1196, 



11598 
24591 
532 

OJ990410_22 . 9B12.C28.ol.np 
850 

4510385 

850.. 988, 1100.. 1197, 1306.. 1500, 1597 
2624 . .2643 

(AC007017) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990410_22.9B12.C28 

Strand + 

End 2643 

Method AAT/NAP 

End 2 64 3 

Score 857 

1884, 2092. .2305, 



11598 
24591 
532 

OJ990410 22.9B12.C28.ol.gp 



Seq. ID OJ990410_22.9B12.C28 

Strand + 

End 2643 

Method AAT/GAP 



12091 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1297 End 2145 

uC-osflcypl42f05bl Score 1010 

1297. .1500, 1597. .1884, 2092. .2145 

f 4510385/gb|AAD21473.1| 6.0e-67 (AC007017) unknown protein 
[Arabidopsis thaliana] 1 



9B12.C28.b2.tc 



1303. 
1597. 



1305. 



11598 
24591 
532 

OJ990410_22. 
1303 
none 

1303. .1494, 
1596. .1748, 

11598 
24591 
532 

OJ990410_22. 9B12.C28.o2.ts 

1406 

none 



1500, 
1749 



Seq. ID OJ990410_22.9B12.C28 

Strand + 

End 2 64 3 

Method TBLASTX: Cress 

End 1749 

Score 230 

.1508, 1428. .1505, 1596. .1748, 



Seq. ID OJ990410_22.9B12.C28 

Strand + 

End 2643 

Method TBLASTX : Soybean 

End 2211 

Score 136 



1406. .1501, 1413. .1514, 1414. .1494, 1416. .1505, 1595. .1690, 
1596. .1691, 1596. .1883, 1597. .1887, 2098. .2211 



Seq. No. 11599 Seq. ID 

Gene No. 24592 Strand 

Start 1 End 

Name OJ9904 10_22 . 9B12 . C32 . ol . gp Method 

Start 1 End 

GI 39479_1.R1084 Score 

Exons 1..226, 471.. 490 

GI Descrip. 1 62 9688/pir | | S4 6210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L327 94) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] ' 



OJ990410_22. 9B12.C32* 
+ 

490 

AAT/GAP 

490 

427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990410_22.9B12.C33 

Strand + 

End 857 

Method GENSCAN 

End 857 

Score . 67 



11600 
24593 
359 

OJ990410_22. 9B12.C33.ol.gs 
359 
none 

359. .401, 681. .766, 798. .857 

11601 
24594 
55 

OJ990410_22. 9B12.C34.ol.gs 
55 

none 

55. .227, 808. .832, 1576. .1665, 1787. .1861, 1978. .2569 



Seq. ID OJ990410_22.9B12.C34 

Strand + 

End 2569 

Method GENSCAN 

End 2569 

Score .6 



11601 
24595 
4326 

OJ9904 10_22 . 9B12 . C34 . ol . np 
4326 



Seq. ID OJ990410_22.9B12.C34 

Strand + 

End 17433 

Method AAT/NAP 

End 8728 



12092 




GI 


4680203 


Score 


1673 




Exons 


4326.-4379, 5634. .7282, 7442 


..7670, 7947. .8728 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


11601 


Seq. ID 


OJ990410_22. 9B12 


C34 


Gene No. 


24595 


Strand 


+ 




Start 


4326 


End 


17433 




Name 


OJ990410 22. 9B12.C34.o2.np 


Method 


AAT/NAP 




Start 


5693 


End 


12271 




GI 


4680204 


Score 


98 




Exons 


5693.. 5755, 9554.. 9661, 9831 


. . 9967, 12155. . 12271 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


11601 


Seq. ID 


OJ990410_22. 9B12 


C34 


Gene No. 


24595 


Strand 


+ 




Start 


4326 


End 


17433 




Name 


OJ990410 22.9B12.C34.o4.gs 


Method 


GENS CAN 




Start 


10968 


End 


16672 




GI 


none 


Score 


.62 




Exons 


10968. .10973, 11072 .. 11152, 


11231. .11677, 11764. .12369, 






12397. .12650, 1272 9 .. 12899, 


14033. .14048, 14 311 .. 14 592 , 






14874. .14911, 14929. .15085, 


15598. .15725, 15859 .. 15991 , 






16409. .16672 








Seq. No. 


11601 


Seq. ID 


OJ990410_22.9B12 


. C34 


Gene No. 


24595 


Strand 


+ 




Start 


4326 


End' 


17433 




Name 


OJ990410 22. 9B12.C34 .o3.np 


Method 


AAT/NAP 




Start 


15816 


End 


17283 




GI 


6721512 


Score 


45 




Exons 


15816. .15945, 17266. .17283 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11601 


Seq. ID 


OJ990410_22. 9B12 


. Co 4 


Gene No. 


24595 


Strand 


+ 




Start 


4326 


End 


17433 




Name 


OJ990410 22.9B12.C34.o4.np 


Method 


AAT/NAP 




Start 


16998 


End 


17074 




GI 


6630699 


Score 


63 




Exons 


16998. .17074 









GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


11601 




Seq. ID 


OJ990410_ 


_22 


. 9B12 


.C34 


Gene No. 


24595 




Strand 


+ 








Start 


4326 




End 


17433 








Name 


OJ990410 22.9B12.C34 


.oS.gs" 


Method 


GENSCAN 








Start 


17083 




End 


17433 








GI 


none 




Score 


.78 








Exons 


17083. .17128, 17243. 


.17433 












Seq. No. 


11601 




Seq. ID 


OJ990410_ 


_22 


. 9B12 


.C34 


Gene No. 


24596 




Strand 


+ 








Start 


20469 




End 


20547 








Name 


OJ990410 22.9B12.C34 


. 06 . np 


Method 


AAT/NAP 








Start 


20469 




End 


20547 









12093 








6630699 


Score 


78 








Exons 


20469. .20547 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi| 67215361 dbj I BAA8 95 66 . 1 I 


(AP001073) 


hypothetical protein 






[Oryza sativa] 












Seq. No . 


11601 


Seq. ID 


OJ990410 


22 . yBlz 


. C J4 




Gene No. - - 


24597' 


Strand 


+ 








Start 


20678 


End 


22663 








Name 


OJ990410 22.9B12.C34.o7.np 


Method 


AAT/NAP 








Start 


20678 


End 


22663 








GI 


6539570 


Score 


222 








Exons 


20678. .20880, 21038 .. 21103, 


22639. .22663 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


11601 


Seq. ID 


uj y y U4 1 u 


22 . yBlz 


A 

. Co4 




Gene No. 


24598 


Strand 


+ 








Start 


26187 


End 


2 do y o 








Name 


OJ990410 22.9B12.C34.ol.gp 


Method 


AAT/GAP 








Start 


26187 


End 


26598 








GI 


none 


Score 


711 








Exons 


26187. .26598 










Q 


Seq. No. 


11601 


Seq. ID 


OJ990410_ 


22 . 9B12 


. C34 




Gene No. 


24599 


Strand 








cn 


Start 


9431 


End" 


9958 






rli 


Name 


OJ990410 22.9B12.C34 .o3.gs 


Method 


GENSCAN 






.: B; 


Start 


9431 


End 


9958 






-i 


GI 


none 


Score 


.94 






ij-s! 

5; 


Exons 


9431. .9958 










i 1 ! i 

: ut 


Seq. No. 


11601 


Seq. ID 


OJ990410_ 


22.9B12 


. Co4 




Gene No. 


24600 


Strand 








!i 

.S3; 


Start 


17213 


End 


20410 








Name 


OJ990410 22.9B12.C34 .o5.np 


Method 


AAT/NAP 






VI 
"I 


Start 


17213 


End 


20410 










5922620 


Score 


411 








Exons 


17213. .17354, 18771. .18843, 


18940. .19124, 19174 . 


.19351, 








20058. .20211, 20367. .20410 










cii 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 






predicted gene.; hypothetical protein 


[Oryza sativa] 








gi| 6016853 | dbj | BAA85196. 1 | 


(AP000570) 


EST D15357 


(C0514) 








corresponds to a region of 


the predicted gene.; 


hypothetica. 






protein [Oryza sativa] 












Seq. No. 


11601 


Seq. ID 


OJ990410_ 


22.9B12 


.C34 




Gene No. 


24600 


Strand 










Start 


17213 


End 


20410 








Name 


OJ990410 22.9B12.C34 .o6.gs 


Method 


GENSCAN 








Start 


17818 


End 


20361 








GI 


none 


Score 


.55 








Exons 


17818. .17874, 18505 18 698 , 


19151. .19395, 20103. 


.20288, 








20348. .20361 












Seq. No. 


11601 


Seq. ID 


OJ990410_ 


22.9B12 


.C34 




Gene No. 


24601 


Strand 










Start 


22755 


End 


23601 







12094 



Name 

Start 

GI 

Exons 



OJ9904 10_22 . 9B12 . C34 . 08 . gs Method GENSCAN 
22755 End 23601 

none Score . 67 

22755.-22757, 2308 1 .. 23183, 23570.. 23601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11601 
24602 
26192 

OJ990410_22. 

5980 

none 



9B12.C34.o3.tw 



Seq. ID OJ990410__22.9B12.C34 



Strand 
End 

Method 

End 

Score 



28338 

TBLASTX: Wheat 

6528 

238 



5980. .63.96, 6069. .6395, 6409. .6528, 6432. .6515 





beq. wo. 


1 1 CA1 

11DU1 








C on T H 
Oc(j. ±U 


nTQQ0410 99 QR1 9 P^4 




bene no. 










OLlalia 






btart 


Z O -L y Z 








JLIIQ 


9ft ^ft 
J jo 




Name 


OJ990410 22 


. 9B12 


,C34.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


6084 








End 


6389 






none 








Score 


ft ft 
o o 




Exons 


DU O 4 . . DjjO, 


DlUD 


£"3ft Q 

. . 000 y , 


OIUO. 


. DjO / 






beq. no. 


I 1 cni 

I I oU 1 








Cam T Pi 

oeq . ±u 


PiTQQn^lfl 99 QD1 O C^A 




Gene No. 


Z 4 OUZ 








otranu 




SCi 

f 


Start 


z 0 1 yz 








i^na 


j jo 


ill 


Name 


uj y yu4 lu zz 


. yyiz 


. 0 4 .01 


IC 


Method 


TBLASTX: Cress 


J\ 




D4UO 








End 


6756 


~i i 


GI 


none 








Score 


322 


= J 


Exons 


6406. . 6756, 


6414 


. .6476, 


6513. 


. 6731 




. i 

- 


Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12.C34 


= ! 

: 


Gene No. 


24602 








Strand 




: ( ; 

Lf 


Start 


26192 








End 


28338 




Name 


OJ990410 22 


. 9B12 


.C34 .o2 


ts 


Method 


TBLASTX : Soybean 




Start 


6406 








End 


6675 




GI 


none 








Score 


234 




Exons 


6406. . 6675, 


6420 


. . 6674 










Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12.C34 


1 f 


Gene No. 


24602 








Strand 




^ I 


Start 


26192 








End 


28338 


3} 


Name 


OJ990410 22 


. 9B12 


.C34 .o2 


tw 


Method 


TBLASTX: Wheat 




Start 


6544 








End 


7005 




GI 


none 








Score 


62 




Exons 


6544 . . 6600, 


6552 


. . 6608, 


6588. 


.6695, 6598. .6702, 6709. .6804, 






6711. .6791, 


6850 


. .7005, 


6903. 


.7004 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11601 
24602 
26192 

OJ990410_22 . 9B12 .C34 .ol.tm 

6595 

none 



Seq. ID OJ990410_22.9B12.C34 



Strand 
End 

Method 

End 

Score 



28338 

TBLASTX: Maize 

7044 

219 



6595. .6801, 6601. .6834, 6850. .7044, 6879. .7028 



Seq. No. 
Gene No. 
Start 



11601 
24602 
26192 



Seq. ID 

Strand 

End 



OJ990410 22.9B12.C34 



28338 



12095 




Name 


ujyyu4iu zz 


. ybiz 


. 0 .34 . 04 


. ts 


Method. 


rpnj 7\CTV • Qr^x ;Ko 3 r^. 

i bij/\o i a . ooyoean 




Start 


CQ 7 Q 

do /y 








. bna 


7 1 i "3 

/ X X J 




GI 


none 








Score 


z z u 




Exons 


£ Q 7 Q T A/1 A 
DO/y. . / U4 U , 


DO 0 U 


71 1 O 


oyu4 . 


7 1 0 4 






Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12 


.C34 


Gene No. 


24602 








Strand 






Start 


zbiyz- 










Z O J JO 




Name 


ujyyu^iu zz 


. ybiz 


. to4 . Oj 




Method 


i bXj/\o i a : Mai ze 




Start 


TAOI 

/ Uo 1 










7 A 1 ^ 
/ 4 1 j 




GI 


none 








Score 


4 o 




Exons 


/ Uo 1 . . / 1 / y , 


794Q 
/ Z H ¥ 


. . / *± X O / 


7 9 £1 
/ Z O X . 


1 A(\A 






Seq. No. 


1 1 bU 1 








Seq. ID 


OJ990410_22.9B12 


C 1 A 

. U j 4 


Gene No . 


0 a c n 0 
z 4 buz 








Strand 






Start 


26192 








End 


28338 




Name 


OJ990410_22 


. 9B12 


.C34 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


/ jo 4 








End 


8650 






none 








Score 


426 




Exons 


/ Do4 . . OU1Z , 


/ d y 0 


OAAO 

. . 0 UUZ / 


77A1 
/ / U X . 


.8045, 7799. .8020, 8026. .8 


094, 




olUl . . ojuI , 


0 lz / 


. . oZ bX , 


0 0 C /I 


.8407, 8422. .8529, 8426. .8530, 




ojjI . . odjU 














Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12 


. L, j4 


Gene No. 


24602 








Strand 






Start 


z 01 yz 








End 


28338 




Name 


ojyyu4iu zz 


. ybiz 


. U J4 . OZ 


. tm 


Method 


TBLASTX: Maize 




Start 


/595 








End 


7910 




GI 


none 








Score 


298 




Exons 


TCQC 7QAQ 

/ 3 y d . . / y u y , 


■ / 0 y b 


7Q1 n 
. . / y 1 u 










Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12 


.C34 


Gene No. 


24602 








Strand 






Start 


z bi y z 








End 


28338 




Name 


ujyyu4±u zz 


Qnl O 

. ybiz 


. Lo4 . OZ 


. tc 


Method 


TBLASTX: Cress 




Start 


•70/11 
/ 0 4 1 








End 


8265 




bl 


none 








Score 


152 




Exons 


/ 0 4 1 . . / y 4 0 , 


/ O 4 0 


phi 9 

. . 0 U XZ , 


OAO £ 
O UZ O . 


.8094, 8101. .8265 




Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12 


.C34 


Gene No. 


24602 








Strand 






btiart: 


z bi y z 








End 


28338 




Name 


uj yyu4 xu zz 


. ybiz 


C") A ^ O 

. Lj4 . Oj 


. LS 


Method 


TBLASTX : Soybean 




Start 


QT3Q 








End 


8587 






none 








Score 


234 




Exons 


QT5Q QCQl 


0 J 4 1 


. . 0 DO b 










Seq. No. 


11601 








Seq. ID 


OJ990410_22.9B12 


.C34 


Gene No. 


. 24602 








Strand 






Start 


26192 








End 


28338 




Name 


OJ990410 22 


. 9B12 


.C34.o8 


.np 


Method 


AAT/NAP 




Start 


26192 








End 


28338 




GI 


5852093 








Score 


38 





Exons 26192. .26219, 27932 .. 28037, 28268.-28338 

GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 

Seq. No. 11602 Seq. ID OJ990410_22.9B12.C35 



12096 




Gene No. 


o a a m 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410_22. 9B12.C35.o2 


gp 


Method 


AAT/GAP 




Start 


130 




End 


2525 




GI 


342 1.R1084 




Score 


4038 




Exons 


130 . .2525 










GI Descrip. 


f 4574406/gb| AAD24 042 . 1J 


O.Oe+00 (AF121139) RIM2 protein 


[Or 




sativa] 1 










Seq. No. 


11602 




Seq. ID 


OJ990410_22 . 9B12 


.C35 


Gene No. 


24603 




Strand 






Start 


130 




End 


2525 




Name 


OJ990410 22 . 9B12 . C35 . ol 


gs 


Method 


GEN SCAN 




Start 


362 




End 


2473 




GI 


none 




Score 


A O 

. 4 8 




Exons 


362. .1730, 1863. .2473 










Seq. No. 


11602 




Seq. ID 


OJ990410_22 . 9B12 


.C35 


Gene No. 


24603 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410 22 . 9B12 . C35 . o4 


tw 


Method 


TBLASTX: Wheat 




Start 


47 6 




End 


827 




GI 


none 




Score 


103 




Exons 


476.-583, 566. .817, 574 


.816, 


576. .827 






Seq. No. 


11602 




Seq. ID 


OJ990410_22.9B12 


.C35 


Gene No. 


24603 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410 22 . 9B12 . C35 . ol 


ts 


Method 


TBLASTX : Soybean 




Start 


749 




End 


1177 




GI 


none 




Score 


95 




Exons 


749. .823, 824. .886, 881 


.1177 


, 935.. 1159 




Seq. No. 


11602 




Seq. ID 


OJ990410_22.9B12 


.C35 


Gene No. 


24603 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410 22.9B12.C35.ol 


tc 


Method 


TBLASTX: Cress 




Start 


910 




End 


1258 




GI 


none 




Score 


315 




Exons 


910. .1062, 917. .1258, 1102. .1239 






Seq. No. 


11602 




Seq. ID 


OJ990410_22.9B12 




Gene No. 


24603 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410 22. 9B12.C35.ol 


np 


Method 


AAT/NAP 




Start 


938 




End 


2525 




GI 


6742729 




Score 


2489 




Exons 


938. .2525 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


11602 




Seq. ID 


OJ990410_22. 9B12 


.C35 


Gene No. 


24603 




Strand 


+ 




Start 


130 




End 


2525 




Name 


OJ990410 22. 9B12.C35.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


1046 




End 


1515 




GI 


none 




Score 


72 




Exons 


1046.. 1099, 1054.. 1098, 


1100. 


.1204, 1111. .1200, 1208. .1306, 



12097 






1213 . . 1305, 


1286, 


, . 1510, 


1306 . 


.1515, 1307. .1510, 1309. .1515 


Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12. 


.C35 


Gene No. 


24603 








Strand 


+ 




Start 


130 








End 


2525 




Name 


OJ990410 22. 


9B12 . 


,C35.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1091 








End 


1549 




GI 


none 








Score 


247 




Exons 


1091 . . 1345, 


1103 . 


, . 1345, 


1355 . 


.1549 






Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12, 


,C35 


Gene No. 


24603 








Strand 


+ 




Start 


130 








End 


2525 




Name 


OJ990410 22. 


9B12 . 


, C35 . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1379 








End' 


1621 




GI 


none 








Score 


204 




Exons 


1379 . .1621 














Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12'. 


,C35 


Gene No . 


24603 








Strand 


+ 




Start 


130 








End 


2525 




Name 


OJ9904l0_22 . 


9B12 . 


. C35 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1610 








End 


2026 




GI 


none 








Score 


106 




Exons 


1610. .1732, 


1612 , 


. . 1755, 


1729. 


.1827, 1730.. 1930, 1742.. 1912, 




1879. . 1929, 


1940, 


, . 2017, 


.1943 . 


.2026, 1951.. 2025 




Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12, 


.C35 


Gene No. 


24603 








Strand 


+ 




Start 


130 








End 


2525 




Name 


OJ990410_22 . 


9B12 , 


. C35 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2041 








End 


2521 




GI 


none 








Score 


590 




Exons 


2041 . . 2520, 


2042 , 


. .2521 










Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12 


.C35 


Gene No. 


24603 








Strand 


+ 




Start 


130 








End 


2525 




Name 


OJ990410__22 . 


9B12 . 


. C35 . o2 


. tm 


Method 


TBLASTX: Maize . 




Start 


2084 








End 


2398 




GI 


none 








Score 


309 




Exons 


2084 . .2398, 


2095 . 


. .2397 










Seq. No. 


11602 








Seq. ID 


OJ990410_22.9B12 


.C35 


Gene No. 


24603 








Strand 


+' 




Start 


130 








End 


2525 




Name 


OJ990410_22 . 


9B12 , 


.C35.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2325 ; 








End 


2521 




GI 


. none 








Score 


102 




Exons 


2325 . . 2507, 


2329 


. . 2484, 


2329. 


.2520, 2333.. 2521 




Seq. No. 


11603 








Seq. ID 


OJ990410_22.9B12 


.C36 


Gene No. 


24604 








Strand 


+ 




Start 


1 








End 


1596 




Name 


OJ990410 22. 


9B12, 


.C36.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


733 




GI 


4680203 








Score 


681 





12098 




Exons 


1 7T3 
I . . / JO 








bi uescnp. 


(AF1141/1) rNP^-iiKe protein 


[Sorghum bicolor] 




beq. No. 


1 1 bUo 


Seq. ID 


OJ990410_22.9B12 


. Cob 


bene jno . 


24604 


Strand 


+ 




Start 


1 


End 


1596, 




Name 


OJ990410 22.9B12.C36.o2.gp 


Method 


AAT/GAP 




otart 


1 


End 


1596 




bi 


342 1.R1084 


Score 


2340 




Exons 


1..799, 835. .854, 937. .1034, 


1144. .1596 




GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


[Or 




sativa] ' 








Seq. No. 




Seq. ID 


OJ990410 22.9B12 


.C36 


Gene No. 


24 604 


Strand 


+ 




b tart 


1 


End 


1596 




Name 


OJ990410__22 . 9B12 . C36 . ol . gs 


Method 


GENSCAN 




Start 


89 


End 


727 




bl 


none 


Score 


.9 




Exons 


ft ft T ft ~1 

89 . . 727 








beq. no. 


11603 


Seq. ID 


OJ990410_22.9B12 


. bob 


Gene No. 


24605 


Strand 






Start 


373 


End 


790 




Name 


OJ990410 22;9B12.C36.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End ' 


679 




GI 


none 


Score 


231 




Exons 


2. .280, 5. .265, 275. .319, 279 


..314, 322. .375, 326. .382, 






364. .504, 392. .505, 394. .513, 


518.. 598, 587.. 679, 613.. 


6/0 


Seq. No. 


11603 


Seq. ID 


OJ990410_22.9B12 


. CJ6 


Gene No . 


24605 


Strand 






Start 


373 


End 


790 




Name 


OJ990410 22. 9B12.C36.ol.gp 


Method 


AAT/GAP 




Of -I vf 


373 


End 


790 




bl 


LIB34 31-028-P1-N1-A10 


Score 


832 




Exons 


373. .790 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-1 




protein [Sorghum bicolor] f 








Seq. No. 


11604 


Seq. ID 


OJ990410_22.9B12 


.C37 


Gene No. 


24606 


Strand 






O -1 > v 4- 

otart 


268 


End 


597 




Name 


OJ990410 22.9B12.C37.ol.gs 


Method 


GENSCAN 




btart 


268 


End 


597 




bl 


none 


Score 


.74 




Exons 


268. .429, 490. .597 








beq. no. 


11605 


Seq. ID 


OJ990410_22.9B12 


.C39 


VJCllC IN (J. 


24607 


Strand 






Start 


1 


End 


608 




Name 


OJ990410 22.9B12.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


608 




GI 


2498930 


Score 


1046 




Exons 


1. .608 








GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



12099 



Seq. No. 11605 Seq. ID 

Gene No. 24 607 Strand 

Start 1 End 

Name. OJ9904 10_22 . 9B12 . C39 . ol . gs Method 

Start 9 * End 

GI none Score 

Exons 9.. 548 



OJ990410_22.9B12.C39 
608 

GENSCAN 

548 

.93 



Seq. No. 11606 Seq. ID 

Gene No. 24 608 Strand 

Start 1 End 

Name OJ9904 10_22 . 9B12 . C4 0 . ol . np Method 

Start 1 End 

GI 2498930 Score 

Exons 1. . 14 0 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990410_22.9B12.C40 
140 

AAT/NAP 
140 
44 



Seq. No. 11606 Seq. ID 

Gene No. 24609 Strand 

Start 81 End 

Name OJ9904 10_22 . 9B12 . C4 0 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81.. 140 



OJ990410__22.9B12.C40 
140 

GENSCAN 
140 
. 94 



Seq. No. 11607 Seq. ID 

Gene No. 24610 Strand 

Start 222 End 

Name OJ990410_22 . 9B12 . C4 3 . ol . gs Method 

Start 222 End 

GI none Score 

Exons 222.. 351, 842.. 949 



OJ990410_22.9B12.C43 
+ 

949 

GENSCAN 

949 

.7 



Seq. No. 11607 Seq. ID 

Gene No. 24 611 Strand 

Start 1 ' - End 

Name OJ9904 10_22 . 9B12 . C43 . ol . np Method 

Start 1 End 

GI 1076802 Score 

Exons 1. .526 

GI Descrip. extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 

extensin-like protein [Zea mays] gi | 1096557 Iprf | | 2111476A 

extensin-like domain [Zea mays] 



OJ990410_22.9B12.C43 
526 

AAT/NAP 

526 

118 



Seq. No. 11608 Seq. ID 

Gene No. 24612 Strand 

Start 156 End 

Name OJ9904 10_22 . 9B12 . C45 . ol . gs Method 

Start 156 End 

GI none Score 

Exons 156.. 341 



OJ990410_22.9B12.C45 
341 

GENSCAN 

341 

.97 



Seq. No. 
Gene No. 
Start 



11609 
24613 
1631 



Seq. ID OJ990410_22.9B12.C48 
Strand + 
End 3685 



12100 






Name 


OJ990410 22 


. 9B12 . 


C48.ol.np 


Method 


AAT/NAP 






Start 


1631 ~~ 






End 


3685 






GI 


6633813 

\J \J —J w/ \J -L. 






Score 


258 








1631 1657. 


3015 . 


.3483, 3569. 


.3685 








GT Dpscrio 

-i- Lp/ O J- K-' • 


(AC009519) 


F1N19 . 


10 [Arabidopsis thaliana] 






Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


.C48 




Gene 'No. 


24614 






Strand 


+ 






Start 


5067 






End 


8502 






Name 


OJ990410 22 


. 9B12 . 


C48 ,o2.gs 


Method 


GEN SCAN 






OLal L. 


5067 ~~ 






End 


8502 






GI 


none 






Score 


.85 






Ex on s 


5067 . . 5083, 


6633. 


.6913, 6925. 


.7114, 8103. .8502 






Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


. C48 




Gene No. 


24614 






Strand 


+ 






Start 


5067 






End 


8502 






Name 


OJ990410 22 


.9B12. 


C48.o2.np 


Method 


AAT/NAP 






Start 


6869 ~~ 






End 


8 4 99 

(J 1 Z? J 






GI 


6900306 






Score 


11 A 






F, von <=? 


6869 7114. 


8103. 


.8499 










GI Descric 


(AJ250282) 


putative acid phosphatase 


[Hordeum vulgare] 




□ 


Seq. No. 


11609 






Seq. ID 


OJ990410_22. 9B12 


.C48 




Gene No. 


. 24615 






Strand 


+ 




j j; 


Start 


84 68 






End 


8698 




Lfi 

;: i i 


ln ai lie 




. 9B12. 


C4 8.ol.gp 


Method 


AAT/GAP 




i Li 


Start 


84 68 _ 






End 


8698 






GI 


none 






Score 


428 




j j : 


F.xon ^ 

l-J V-/ i 1 o 


8468 8698 












=. J 


Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


.C48 


; ~ 


Gene No. 


24616 






Strand 






i3 


Start 


873 






End 


4008 




'is! 


Name 


OJ990410 22 


.9B12. 


C48 .ol.gs 


Method 


GENSCAN 




*: 


Start 


873 ~~ 






End 


4008 




M= 


GI 


none 






Score 


.71 






Exons 


873. . 1063, 


3131. . 


3445, 3648.. 


4008 








Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


.C48 




Gene No. 


24616 






Strand 








Start 


873 






End 


4008 






Name 


OJ990410 22 


.9B12. 


C48.o2.tc 


Method 


TBLASTX: Cress 






Start 


3009 ~~ 






End 


3349 






GI 


none 






Score 


126 






Exons 


3009. . 3152, 


3017. 


.3166, 3173. 


.3349, 3174. .3317 






Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


.C48 




Gene No. 


24616 






Strand 








Start 


873 






End 


4008 






ln dint. 


OJ990410 22 


. 9B12. 


C4 8 .o2.tm 


Method 


TBLASTX: Maize 






Start 


3009 






End 


3362 






GI 


none 






Score 


137 






Exons 


3009. .3167, 


3011. 


.3166, 3174. 


.3362, 3206.. 3322 






Seq. No. 


11609 






Seq. ID 


OJ990410_22.9B12 


.C48 




Gene No. 


24616 






Strand 







12101 




Qt- a r-h 
O Ldl L 


873 










End 


4008 


Name 


OJ990410 22. 


QR1 9 






Method 


TBLASTX : Soybean 




3009 










End 


3319 


pT 

OX 


none 










Score 


132 


Exons 


3009. 


3152, 






J X X u • 


.3154, 3161. .3319, 3174. .3314 


oeq. wo. 


11609 










Seq. ID 


OJ990410_22.9B12 ; .C48 


bene lno . 


24617 










' Strand 




Start 


6673 










End 


8502 


Name 


. OJ990410 22. 


9B12 


.C48.ol 


. tw 


Method 


TBLASTX: Wheat 


OLdiL 


6673 










End 


7076 


vaX 


none 










Score 


40 


Exons 


6673. 


6729, 


67D Q 


67 4 7 
. . v / ft / , 


679 S 


.6763, 677S..6837, 6776. .6829, 




6798. 


6836, 


6R47 


69S1 


6ft 4 ft 

U O *i O • 


.6958, 6879. .6956, 6957. .7076, 




7016. 


7072 












o e q . LN O . 


11609 










Seq. ID 


OJ990410_22.9B12.C48 


Gene No. 


24617 










Strand 




Start 


6673 










End 


8502 


Name 


OJ990410 22. 


QR1 9 


P4 R nl 




Method 


TBLASTX.: Soybean 




6853 










End 


8502 


PT 

VjX 


none 










Score 


166 


HiXOilo 


6853. . 


6951, 


6ft S4 




6ft 6fl 


.6955, 7005. .7115, 7040. .7114, 




8109. . 


8270, 


O X X \J 


R977 


ft ^47 


.8502, 8349. .8495 


oeq. NO. 


11609 










Seq. ID 


OJ990410_22.9B12.C48 


Gene No. 


24617 










Strand 




Start 


6673 










End 


8502 


Name 


OJ990410 22. 


QR1 9 


P4 ft r»1 
• Uf± 0 . O X 




Method 


TBLASTX: Cress 


o car u 


6860 










End 


8496 


P T 


none 










Score 


86 


XT' v /"\ r-\ o 


6860. . 


6958, 


6QR A 


. . / llj/ 


R1 1 9 
O X X z . 


.8312, 8113. .8313, 8346. .8495, 




8347. . 


8496 












oeq. jn o . 


11609 










Seq. ID 


OJ990410_22.9B12.C48 


P Qnta M 

ucllc 1NL> . 


24617 










Strand 




Start 


6673 










End 


8502 


Name 


OJ990410 22. 


9B12 


.C48.ol 


.tm . 


Method 


TBLASTX: Maize 


O Ldl u 


6909 










End 


8456 


P T 


none 










Score 


68 




6909. . 


6956, 


6Q1 7 


• . D .7 3 O , 


6QR 6 


.7114, 6957. .7115, 8106. .8315, 




8110. . 


8316, 


ft 9^7 


Q "3 R T 
• . O J) J J , 


ft ^9 Q 


.8454, 8338..84S4, 8349. .8456, 




8358. . 


8456 












Seq. No. 


11609 










Seq. ID 


OJ990410_22.9B12.C48 


Gene No. 


24617 










Strand 




O Lai L 


6673 










End 


8502 


Name 


OJ990410 22. 


Z7DX 


p/ Q n O 


■f- w 


Method 


TBLASTX: Wheat 


c -(- -i r-f- 
OLdl L. 


8388 










End 


8502 


LjX 


none 










Score 


175 


Exons 


8388. . 


8501, 


OQOQ 

0 00 y 


p c n 9 








Seq. No. 


11610 










Seq. ID 


OJ990410_22.9B12.C49 


Gene No. 


24618 










Strand 


+ 


Start 


49 










End 


2819 


Name 


OJ990410 22. 


9B12 


.C49.ol 


.gs 


Method 


GENSCAN 


Start 


49 










End 


2819 



12102 




C T 


none 








Score 


.56 




Exons 


49. .244, 277. .282 


1 91 -3 
, J. £. J. O 


..1518, 1978. .2036, 2671. .2819 




Seq. No. 


11610 








Seq. ID 


OJ990410_22. 9B12 


.C49 


Gene No. 


24619 








Strand 


- 




C-t- a rf 
Otdlt 


3856 








End 


4737 




Name 


OJ990410 22 


. 9B12. 


CA Q r\ 9 


.gs 


Method 


GENSCAN 




btart. 


3856 • 








End 


4695 






none 








Score 


.42 




Exons 


3856. .4695 














beq. no. 


11610' 








Seq. ID 


OJ990410_22. 9B12 


.C49 


Gene No. 


24619 








Strand 






Start 


3856 








End 


4737 




Name 


OJ990410 22 


. 9B12. 


Pd Q n1 

v-f fi -3 . U J. 


.tw 


Method 


TBLASTX: Wheat 




btart 


3865 








End 


4713 






none 








Score 


54 




Exons 


3865. .3945, 


3872. 




3991. 


.4146, 4025. .4123, 4180. .4713, 






f± 0 ^ *t . 


4 4 ft 9 


A R9 Q 
4 jz 5. 


.4663 






Seq. No. 


11610 








Seq. ID 


OJ990410_22. 9B12 


CA Q 


Gene No. 


24619 








Strand 






b Lai U 


3856 








End 


4737 




Name 


OJ990410 22 


. 9B12. 


P4 Q 0, 9 

1^4 _? • 0*£ 


. tm 


Method 


TBLASTX: Maize 




Start 


3865 








End 


4104 




GI 


none 








Score 


109 




Exons 


jo bo . . oyou, 




a i n 9 
. 4 1 u ^ , 




.4104 






Seq. No. 


11610 








Seq. ID 


OJ990410_22. 9B12 


.C49 


Gene No. 


24619 








Strand 






brar c 


3856 








End 


4737 




Name 


OJ990410 22 


. 9B12. 


CA Q r»1 
U4 :? . 0 1 


. tc 


Method 


TBLASTX: Cress 




Of -iy.f 

bear l 


3997 








End 


4422 




C T 


none 








Score 


45 




Exons 


jyy / . . ft ± ft o , 


a n 9 r 
4 u z 3 . 




A 1 R £ 
41DO. 


.4422, 4190. .4414 




Seq. No. 


11610 








Seq. ID 


OJ990410_22.9B12 


.C49 


Gene No. 


24619 








Strand 






OUalL 


3856 








End 


4737 




Name 


OJ990410 22 


. 9B12. 


fM Q n 1 


. tm 


Method 


TBLASTX: Maize 




b car u 


4354 








End 


4737 






none 








Score 


225 




Exons 


4354. .4668, 


4355. 


4 660 

. 4DDU/ 


4357. 


.4662, 4669. .4737 




beq . ino . 


11611 








Seq. ID 


OJ990410_22.9B12 


.C50 


Gene No. 


24620 








Strand 


+ 




Start 


377 








End 


4072 




Name 


OJ990410 22 


. 9B12. 


C50.ol 


.np 


Method 


AAT/NAP 




b tar u 


377 








End 


4072 






4680204 








Score 


1028 




Exons 


377. .1813, 


1888. . 


2985, 


3095. . 


3268, 3365. .3596, 3947. .4072 


GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


11611 








Seq. ID 


OJ990410_22. 9B12 


.C50 


Gene No. 


24620 








Strand 


+ 




Start 


377 








End 


4072 




Name 


OJ990410 22 


. 9B12. 


C50.ol 


.gs 


Method 


GENSCAN 





12103 



Start 
GI 

Exons 



392 
none 

392. .1627 



End 
Score 



1627 



Seq. No. 11611 

Gene No. 24620 

Start 377 

Name OJ9904 iu_22 . 9B12 . C50 . ol . tw 

Start 1020 

GI none 

Exons 1020.. 1160, 1020.. 1130, 1022. 

1253. .1423, 1328. .1423 



Seq. ID OJ990410__22.9B12.C50 

Strand + 

End 4072 

Method TBLASTX : Wheat 

End 1423 

Score 62 

,1258, 1022. .1171, 1123. .1290, 



Seq. No. 11611 

Gene No. 24620 

Start 377 

Name OJ9904 10_22 . 9B12 . C50 . o2 . gs 

Start 1882 

GI none 
Exons 



Seq. ID OJ990410 22.9B12.C50 



Strand 
End 

Method 

End 

Score 



+ 

4072 
GENS CAN 
4063 
.96 



1882. .2029, 2155. .2959, 3095. .3268, 3365. .3475, 3560. .3632, 
3727. .3825, 3905. .4063 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11612 
24621 
656 

OJ990410_22. 9B12.C52.ol.np 



Seq. ID OJ990410_22.9B12.C52 

Strand + 

End 4 4 68 

Method AAT/NAP 

End 4 4 68 

Score 6066 



656 

6630696 
656. .4468 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



11612 
24621 
656 

OJ990410_22. 9B12.C52.ol.gp 
698 

10l595_l.R1084 
698. .1398 

? 3047066 3.0e-15 (AF058825) 



Seq. ID OJ990410_22.9B12.C52 

Strand + 

End 4 4 68 

Method AAT/GAP 

End 1398 

Score 1245 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



11612 Seq. ID 

24621 Strand 

656 End 
OJ9904 10_22 . 9B12 . C52 . ol . gs Method 

821 End 

none Score 

821. .1477, 1514. .3067, 3092. .3811 



OJ990410_22.9B12.C52 
+ 

4468 
GENSCAN 
3811 
. 66 



Seq. No. 11612 Seq. ID 

Gene No. 24622 Strand 

Start 886 End 

Name OJ9904 10_22 . 9B12 . C52 . o4 . tw Method 

Start 551 End 

GI none Score 



OJ990410_22 . 9B12 ,C52 
6220 

TBLASTX: Wheat 

947 

111 



12104 




Exons 


RSI 6ffS 669 Q4fi 7^6 


Q97 


76R Q47 






Seq. No. 


11612 




Seq. ID 


OJ990410_22.9B12 


.C52 


Gene No. 


24622 




Strand 






Cf q -rf- 
O Ldl L 












Name 


OTQQndin 00 QR1 9 C^O r»4 


till 




TRT ACJTY • Ma -i *7o 
1 DiinO 1 A . LYldx Zc 




OtdiL 








1UUD 




Lix 


none 




Score 


0 
















Can M/""> 


X X U X £. 




O <3 • XL/ 


n.TQQHZlin 00 QR1 9 


. \j D c. 


Gene No. 


24622 




Strand 






Start 


886 




End 


6220 




Name 


OJ990410 22.9B12.C52.o2. 


np 


Method 


AAT/NAP 




Of a r-f- 
OLalL 


886 




End 


6220 




PT 

ox 


2586082 




Score 


126 




Exons 


886. .920, 5960. .6220 












(U72725) retrofit [Oryza longistaminata] 




o e q . in u . 


11612 




Seq. ID 


OJ990410_22.9B12 


.C52 


Gene No. 


24622 




Strand 






Start 


886 




End 


6220 




Name 


OJ990410 22. 9B12.C52.ol. 


tm 


Method 


TBLASTX: Maize 






1490 




End 


1914 






none 




Score 


59 






1490. .1564, 1509. .1568, 


1513. 


.1557, 1576. .1794, 1577. .1855, 




i en i qi c icnn iqiq 

1D//..10XD, iDUU . . lOIO, 


it) i y . 


.1914, 18 


47. .1912 




Seq. No. 


11612 




Seq. ID 


OJ990410_22. 9B12 


.C52 


Gene No. 


24622 




Strand 






Of arl- 


886 




End 


6220 




Name 


OJ990410 22.9B12.C52.o3. 


tm 


Method 


TBLASTX: Maize 






2030 




End 


2464 




bl 


none 




Score 


316 




Exons 


2030. .2464, 2281. .2457 










Seq. No. 


11612 




Seq. ID 


OJ990410_22.9B12 


.C52 


Gene No. 


24622 




Strand 






Of- a v~f 


886 




End 


6220 




Name 


OJ990410 22.9B12.C52.o5. 


tw 


Method 


TBLASTX: Wheat 




O L ClX L. 


2107 




End 


2299 




X 


none 




Score 


258 




LjAUI lo 


2107. .2298, 2108. .2299 










Seq. No. 


11612 




Seq. ID 


OJ990410_22. 9B12 


.C52 


Gene No. 


24622 




Strand 






uLal L 


886 




End 


6220 




Name 


OJ990410 22.9B12.C52.o2. 


ts 


Method 


TBLASTX : Soybean 




C f- -3 y~f 


2252 




End 


.2650 




PT 
OX 


none 




Score 


195 






2252. .2473, 2254. .2469, 


2477. 


.2650 






Seq. No. 


11612 




Seq. ID 


OJ990410_22. 9B12 


.C52 


Gene No. 


24622 




Strand 






Start 


886 




End 


6220 




Name 


OJ990410 22.9B12.C52.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2300 




End 


3055 





12105 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 916 

2300. .3055, 2308. .3051, 2864. .3055 

11612 Seq. ID OJ990410_22.9B12.C52 

24622 Strand 

886 End 6220 

OJ990410_22 . 9B12 . C52 . ol . ts Method TBLASTX : Soybean 

2975 End . 3439 

5509260 Score 283 

2975. .3439 



11612 
24622 
886 

OJ990410_22. 

3068 

none 

3068. .3319 



9B12.C52.ol.tc 



Seq. ID OJ990410_22.9B12.C52 
Strand 

End 6220 

Method TBLASTX : Cress 

End 3319 

Score 197 



11612 
24622 
886 

OJ990410_22. 

3110 

none 

3110. .3454, 



9B12.C52.o3.tw 



3449. .3655, 3523, 



Seq. ID OJ990410_22.9B12.C52 
Strand 

End 6220 
Method ' TBLASTX: Wheat 

End 3655 

Score 243 
.3627 



11612 
24622 
886 

OJ990410_22. 

3110 

none 

3110. .3574, 



9B12.C52.o5.tm 



3265.-3294, 3361. 



Seq. ID OJ990410_22.9B12.C52 
Strand 

End 6220 

Method TBLASTX: Maize 

End 3574 

Score 286 
.3471 



11612 
24622 
886 

OJ990410_22, 

3508 

none 

3508. .3636, 



9B12.C52.o3.ts 



Seq. ID OJ990410_22.9B12.C52 
Strand 

End 6220 

Method TBLASTX : Soybean 

End 3853 

Score 143 



3509. .3667, 3653. .3850, 3677. .3853 



11612 
24622 
886 

OJ990410_22, 

3675 

none 

3675. .3848, 



9B12.C52.o2.tm 



3676.. 3999, 3677, 



Seq. ID OJ990410__22.9B12.C52 
Strand 

End 6220 

Method TBLASTX: Maize 

End 4001 

Score 65 
,4000, 3753. .4001 



11612 
24622 
886 

OJ990410_22. 
3857 



9B12.C52.o2.tw 



Seq. ID OJ990410_22.9B12.C52 
Strand 

End 6220 

Method TBLASTX : Wheat 

End 4330 



12106 




GI none Score 93 

Exons 3857.. 3931, 3862.. 3930, 3940.. 4215, 3946.. 4215, 3947.. 4219, 

3953. .4219, 4218. .4316, 4220. .4330, 4220. .4327 





o e CJ . LN O . 


X X D X 4(£. 




Seq. ID 


OJ990410_22.9B12. 


PR9 




bene lno . 






Strand 








O +- -» 7-4- 


8ft 6 

O O V 




End 


6220 






Name 


n TQQ04 10 9 9 


QR1 9 PS9 n4 1- q ' 


Method 


TBLASTX : Soybean 






Start 


3863 




End 


4204 






GI 


none 




Score 


89 






Exons 


^ft6^ "^976 


3898 3966 3995 

*-> \j zs kj • » *-> y \j \j / *j zf z/ • 


.4204, 4000. .4125 






oeq . LN U . 


11619 




Seq. ID 


OJ990410_22.9B12. 


C52 




bene lno . 


94 69 9 




Strand 










ft ft 6 




End 


6220 






Name 


H TQQD4 ID 9 9 


QR1 9 PS9 n9 n<z 


Method 


GEN SCAN 






q +- a r f 


u / 




End 


6211 






ot 

w X 






Score 


.74 






E von =5 


5407. .5478, 


5526.. 5655, 5985. 


. 6211 








Seq. No. 


11613 




Seq. ID 


OJ990330_18 . 9B19. 


CI 




Gene No . 


24623 




Strand 








otart 


1 




End 


2094 




!. ~: 


Name 


OJ990330 18 


. 9B19.Cl.ol.np 


Method 


AAT/NAP 




y 


CM 1 -v- 4- 


1 




End 


2094 




si 


PT 
bl 


6815062 




Score 


1647 




t-l i 


Exons 


1..290, 382 


..452, 624. .2094 








rii 


GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


BAC 


H 




F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 






sativa] 










! ssf 


Q tn. rt KI r\ 

oeq* LN o . 


11613 




Seq. ID 


OJ990330_18.9B19. 


CI 


ry 


belle LNO . 


24623 




Strand 








O l_ a. JL l_ 


1 




End 


2094 






Name 


OJ990330 18 


.9B19.Cl.o2.tm 


Method 


TBLASTX: Maize 
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182 




U< 
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Score 
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Strand 
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Method 


TBLASTX: Maize 
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GI 
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76 






Exons 
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OJ990330_18.9B19.Cl.ol.tm 
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Method 
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TBLASTX: Maize 

2091 
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24624 Strand 
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OJ990330_18 . 9B19 . C2 . ol . gs Method 
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OJ990330_18.9B19.C2 
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11615 Seq. ID OJ990330_18.9B19.C3- 

24625 Strand 

1 End 4 67 

OJ990330_18. 9B19.C3.ol.np Method AAT/NAP 

1 End 4 67 

1346396 Score 198 

1. .467 

PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 
gi 1 100913 | pir | IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA3661 1 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi I 226927 | prf | 1 1611404A receptor protein kinase [Zea 
mays] 
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24626 Strand 
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OJ990330_18 . 9B19 .C4 . ol . gs Method 
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OJ990330_18.9B19.C4 
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Name 
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Exons 
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11616 
24627 
1550 

OJ990330_18.9B19.C4 .ol.gp 
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uC-osflcyp088bl2bl 
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'5257255/dbj | AP000364 . 1 | AP000364 3 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID 
Strand 
End 
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GI 
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GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
.Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 
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End 
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Method 
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Strand 
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Seq. ID OJ990330_18.9B19.C6 
Strand 
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TBLASTX: Maize 

8323 

44 
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GI 


none 




Score 


325 


Exons 


991C1 99R14 99179 
ZZlDl. . ZZDl 4 , ZZ1/Z, 


994 "59 
. . ZZ 4 






Seq. No. 


11618 




Seq. ID 


OJ990330_18.9B19 


Gene No. 


24640 




Strand 




otart 


ZZ 4 4 0 




End 


22952 


Name 


PiTQQO*5"5n 1 Q QDI Q PC 


. 0 J . tw 


Method 


TBLASTX: Wheat 


btart 


9 9 /I A "5 
ZZ 4 4 O 




End 


22952 


p t 
bl 


none 




Score 


630 


Exons 


9944*5 99QR9 9944*5 
Z Z 4 4 ,3 . .ZZ^OZ/ ZZ4 4.5,. 


900 CO 
. . ZZ O OZ / 


22475. .22951 


Seq. No. 


11618 




Seq. ID 


OJ990330_18. 9B19 


Gene No. 


24640 




Strand 




b tarn 


9 94 4 "5 

Z Z 4 4 O 




End 


22952 


Name 


pitqqo"5*50 ifl qri q ps 


r^P -t- 0 
. OO . CS 


Method 


TBLASTX : Soybean 


b car z 


oo/co "~ 
Z Z 4 0 Z 




End 


22694 


p t 

bl 


none 




Score 


197 


Exons 


994 R9 99fiQ4 
ZZ4DZ. .ZZO:?4 








Seq. No.. 


11618 




Seq. ID 


OJ990330_18.9B19 


Gene No. 


24640 




Strand 




b car c 


9 9 4 4 *5 
ZZ ft 41 J 




End 


22952 


Name 


PiTQQO*5*50 1 Q QDI Q PC 

ujyyujju lo.ybiy.bD. 


. oz . tm 


Method 


TBLASTX: Maize 


Start 


22515 




End 


22868 


GI 


none 




Score 


470 


Exons 


22515. .22868, 22517. 


. .22693, 


22557. .22853 


Seq. No. 


11618 




Seq. ID 


OJ990330_18.9B19 


Gene No. 


24641 




Strand 





12114 




C 4- -» v4- 

btart 


zz yo b 




End 


24422 




Name 




o4 . tw 


Method 


TBLASTX: Wheat 




Start 


zzyoo 




End 


23435 




GI 


none 




Score 


586 




Exons 


99qc^ 9*^4^^ 99Q7d 
zz yo o . jj, Z Z Z7 / 4 . 


• Z O H Z ^ / 


23051. .23434 




Seq. No. 


11618 




Seq. ID 


OJ990330JL8.9B19 


.C6 


Gene No. 


24641 




Strand 






Start 


zzyob 




End 


24422 




Name 




/-\9 +- r» 

OZ . IC 


Method 


TBLASTX: Cress 




Start 


z oloo 




End 


23459 




GI 


none 




Score 


91 




Exons 




9 0 / c q 

. z 04 0 y , 


23381. .23458 




Seq. No. 


11618 




Seq. ID 


OJ990330_18.9B19 


.C6 


Gene No. 


24641 




Strand 






Start 


zz yo b 




End 


24422 




Name 




o5 . t s 


Method 


TBLASTX: Soybean 




Start 


zozz o 




End 


23483 




GI 


none 




Score 


299 




Exons 


o'doo'i 9'3/lP'^ 9^99fi 
Z-jZZj. .ZO*iOO, zozzo. 


. z 0 0 Z O / 


23415. .23483 




Seq. No. 


11618 




Seq. ID 


OJ990330_18. 9B19 


.C6 


Gene No. 


24641 




Strand 






Start 


zz yo o 




End 


24422 




Name 


ujyyujju io. ytsiy .ld. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


O *D O O *1 

Z JZO 1 




End ' 


23573 




GI 


none 




Score 


390 




Exons 


OTOQ1 O^/ITO OTOQO 

ZoZo X . . z j4 / z , ZozoJ. 


.ZOO / O / 


23352. .23564, 23384.. 23569 




Seq, No. 


11618 




Seq. ID 


OJ990330_18.9B19 


.C6 


Gene No. 


24641 




Strand 






Start 


z z y o b 




End 


24422 




Name 




OZ . L.W 


Method 


TBLASTX: Wheat 




Start 


O *3 /I A 9 

Zo4 4z 




End 


24068 




GI 


none 




Score 


672 




Exons 


Z j4 4 Z . . z 4 U Do / Zo4yo. 


. z 4 u b / 








Seq. No. 


I i bio 




Seq. ID 


OJ990330_18.9B19 




Gene No. 


z4 b4 1 




Strand 






Start 


22956 




End 


24422 




Name 


OJ990330_18.9B19.C6. 


ol . tm 


Method 


TBLASTX: Maize 




O -1- -i v~ -t- 

btart 


91(:99 
Z o DZ Z 




End 


24209 




GI 


none 




Score 


226 




Exons 


9-5C99 o^TQ-j 900Q 

Zobzz . . Z ,5 / o o , zobzo. 


. ZO 1 1 4 , 


23630. .23776, 23781 .. 23879, 






Z J / o 1 . . z Jo 4 y , zo/oo. 


9 0 Q n 0 
. ZOO / O , 


23895. .24065, 23940 .. 24209, 






9 0Q/1 Q 9>| 9no 

z o y 4 o . . z 4 z u o 










Seq. No. 


11618 




Seq. ID 


OJ990330_18.9B19 


.C6 


Gene No. 


24641 




Strand 






i_? L- CI J- L. 


22956 




End 


24422 




Name 


OJ990330 18.9B19.C6. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


24068 




End 


24401 




GI 


none 




Score 


360 




Exons 


24068. .24205, 24069. 


.24401 








Seq. No. 


11618 




Seq. ID 


OJ990330JL8.9B19 


.C6 



12115 



.3 SI 



Gene No. 


24641 




Strand 








Start 


22956 




End 


24422 






Name 


OJ990330_18 . 9B19.C6. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


24210 




End 


24 422 






GI 


none 




Score 








Exons 


24210 . .24 422 












Seq. No. 


11619 




Seq. ID 


OJ990330_ 


lo . yBiy . 


c / 


Gene No. 


24642 




Strand 


+ 






Start 


1 




End 


2878 






Name 


OJ990330_18 . 9B19 . C7 . 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2878 






GI 


5042447 




Score 


457 






Exons 


1 . . 308, 2849. . 2878 












GI Descrip. 


(AC007789) putative 


polyprotein [Oryza sativa] 






Seq. No. 


11619 




Seq. ID 


OJ990330 


1 O fin 1 O 

lo . yBi y . 


C7 


Gene No. 


24642 




Strand 


+ 






Start 


1 




End 


2878 






Name 


OJ990330 18.9B19.C7. 


ol . gs 


Method 


GENSCAN 






Start 


124 




End 


1496 






GI 


none 




Score 


.88 






Exons 


124. .352, 1075. .1496 










Seq. No. 


11619 




Seq. ID 


OJ990330_ 


_18.9B19. 


C7 


Gene No. 


24643 




Strand 


+ .., 






Start 


9236 




End 


9519 






Name 


OJ990330 18.9B19.C7. 


ol.gp 


Method 


AAT/GAP 






Start 


9236 




End 


9519 






GI 


828 1.R1084 




Score 


478 






Exons 


9236. . 9519 












GI Descrip. 


• 4 539568/emb|CAB384 87. 1 | 6. 


Oe-19 (AL035636) putative helicase 




[Streptomyces coelicolor] ' 










Seq. No. 


11619 




Seq. ID 


OJ990330_ 


_18. 9B19. 


C7 


Gene No. 


24644 




Strand 


+ 






Start 


12538 




End 


20803 






Name 


OJ990330 18.9B19.C7. 


o5 . gs 


Method 


GENSCAN 






Start 


12538 




End 


20803 " 






GI 


none 




Score 


.78 






Exons 


12538. .12903, 13104. 


.13667, 


13997. .14119, 14426 


. .14557, 






15542. .15684, 16519. 


.16594, 


17135. .17271, 17353 


. .17512, 






17594. .17773, 17852. 


.17968, 


18233. .18 


388, 19172 


. . 19284, 






19362. .19485, 19654. 


.19749, 


19832. .19 


952, 20291 


. .20432, 






20704 . .20803 












Seq. No. 


11619 




Seq. ID 


OJ990330 


_18. 9B19. 


C7 


Gene No. 


24644 




Strand 


+ 






Start 


12538 




End 


20803 






Name 


OJ990330 18.9B19.C7. 


o4 . np 


Method 


AAT/NAP 






Start 


13944 




End 


19894 






GI 


2621563 




Score 


728 






Exons 


13944. .14119, 14200. 


. 14349, 


14426. .14 


557, 14649 


. .14728, 






14865. .14956, 15240. 


. 15301, 


15536. .15656, 16316 


. .16415, 






16519. .16594, 17135. 


. 17271, 


17353. .17512, 17594 


. .17751, 






17857. .17968, 18233. 


. 18381, 


18919. . 19072, 19172 


. .19284, 






19362. .19485, 19654. 


. 19749, 


19832. . 19894 







12116 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AE000833) ATP-dependent RNA helicase, eIF-4A family 
[Methanobacterium thermoautotrophicum] 



11619 Seq. ID OJ990330_ 

24644 Strand + 

12538 End 20803 

OJ990330__18 . 9B1 9 . C7 . o2 . gp Method AAT/GAP 

14413 End 15166 

3760269 Score 1218 
14413. .14557, 14649. .15166 
4 539568/emb|CAB384 87 . 1 | 6.0e-19 
[Streptomyces coelicolor] 



18.9B19.C7 



(AL035636) putative helicase 



Seq. No. 


11619 




Seq. ID 


OJ990330_ 


18.9B19. 


.C7 


Gene No. 


24644 




Strand 


+ 






Start 


12538 




End 


20803 






Name 


OJ990330 18.9B19.C7. 


, o3 . gp 


Method 


AAT/GAP 






Start 


15468 




End 


16203 






GI 


3760270 




Score 


1396 






Exons 


15468. .16203 












Seq. No. 


11619 




Seq. ID 


OJ990330_ 


18.9B19. 


.CI 


Gene No. 


24644 




Strand 


+ 






Start 


12538 




End 


20803 






Name 


OJ990330 18.9B19.C7. 


. o5 . np. 


Method 


AAT/NAP 






Start 


15634 




End 


19935 






GI 


2105045 




Score 


296 






Exons 


15634. .15660, 16306, 


. .16415, 


16519. . 16594, 17135. 


.17271, 






17353. .17512, 17594. 


. .17731, 


17831. .17968, 18233. 


.18419, 






18957. .19072, 19172. 


. .19284, 


19362. .194* 


35, 19647. 


.19749, 





GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19832. . 19935 

(Z95436) hypothetical protein Rv3649 [Mycobacterium 
tuberculosis] 



11619 
24645 
20781 

OJ990330_18 . 9B19 . C7 . 06 . np 

20781 

114534 

20781. .20834, 22948. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,23042, 24253.. 24295 
ATP SYNTHASE ALPHA CHAIN gi | 67 828 | pir | | PWWTA H+-transporting ATP 
synthase (EC 3.6.1.34) alpha chain - wheat chloroplast gi 155297 6 
(M16842) ATP synthase alpha subunit [Triticum aestivum] 



OJ990330_18.9B19.C7 
+ 

24295 
AAT/NAP 
24295 
98 



OJ990330_18.9B19.C7 
+ 

24295 
AAT/GAP 
23042 
134 



11619 Seq. ID 

24645 Strand 
20781 End 
OJ990330_18 . 9B19 . C7 ..p4 . gp Method 
22949 End 
LIB34 31-040-P1-K2-C1 Score 
22949. .23042 

1 114521/sp| P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H-f-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] f 



12117 




Seq. No. 


11619 








Seq. ID 


OJ990330_18.9B19.C7 


(Zci-n p Mn 

uCHC LNU • 


24646 








Strand 






6035 








End 


23256 


Name 


OJ990330 18 


. 9B19 . 


C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 


C-l- a r -|- 
O L-ClX L 










End 


302 


O X 


none 








Score 


97 


£1 AUlio 


3 . .293, 3 . . 


302, 4 


. . 300 








Seq. No. 


11619 








Seq. ID 


OJ990330_18. 9B19.C7 


o " i i c nu • 


24 64 6 








Strand 






6035 








End 


23256 


Name 


OJ990330 18 


. 9B19 . 


C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Of- a r +- 
O Lai L 


3 — 








End 


245 


(IT 
ox 


none 








Score 


258 




3 . . 245, 4 . . 


243 










Seq. No. 


11619 








Seq. ID 


O.J990330_18.9B19.C7 


fic>np Nn 


24646 








Strand 




c+- o >-+- 
jlai L 


6035 








End 


23256 


NT^ mp 


OJ990330 18 


. 9B19 . 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


O Lai. L 


13 _ 








End 


294 


GI 


none 








Score 


186 


IT 1 T7 o 

HiXOIlb 














Seq. No. 


11619 








Seq. ID 


OJ990330_18.9B19.C7 


Gene No. 


24646 








Strand 




Qf arf 
OLal L 


6035 








End 


23256 


IN dllltr 


UU J J JU xo 


. 9B19 . 


C7 . o2 . 




Method 


GENS CAN 


oldl L 


603S _ 








End 


9885 


PT 
O X 


none 








Score 


.55 


JjAUiiO 


6035 6578 


7154 . 


.7261, 


7341 


..7640, 8819. .9126, 9132. .9196 




9513 9885 












Qprr Mr) 

kJ ^ VJ ■ LIU • 


11619 








Seq. ID 


OJ990330_18.9B19.C7 


Gene No. 


24646 








Strand 




Start 


6035 








End 


23256 


Name 


OJ990330 18 


. 9B19. 


C7.o2. 


np 


Method 


AAT/NAP 


O l_ CLX L 


6038 _ 








End 


10917 


(IT 
OX 


4406767 








Score 


510 




6038 6578 


10418 


. .10917 






(IT Hp q p T i n 


(AC006836) 


putative steroid 


sulf otransf erase [Arabidopsis 




una j — LCLiia j 












Seq. No. 


11619 








Seq. ID 


OJ990330_18.9B19.C7 


UCllC LNU ■ 


24646 








Strand 




O L. d X u 


6035 








End 


23256 


LN CU LLC 


OJ990330 18 


. 9B19. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


OLdl L. 


6053 _ 








End 


6478 


ox 


none 








Score 


55 


Exons 


6053. .6169, 


6066. 


.6152, 


6201 


..6308, 6203.. 6478, 6351.. 6383 


Seq. No. 


11619 








Seq. ID 


OJ990330_18.9B19.C7 


Gene No. 


24646 








Strand 




Start 


6035 








End 


23256 


Name 


OJ990330 18 


. 9B19. 


C7.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6230 








End 


6583 



12118 




GI 


none 


Score 


y / 




Exons 


coon CLAGk(\ £0*31 (T/i c;o ccni: 


> . . DJO o 






Seq. No. 


11619 


Seq. ID 


^TQQmTn 1 Q QT51Q 

ujyyuoou lo.ytJiy, 




Gene No. 


24646 


Strand 






Start 


6035 


End 


23256 




Name 


OJ990330 18.9B19.C7.o3.np 


Method 


AAT/NAP 




Start 


8890 


End 


23256 




GI 


81286 


Score 


115 




Exons 


8890. .8942, 9635. .9854, 1058 9 .. 10699, 


10887. .11002, 






12698. .12807, 23153.. 23256 








GI Descrip. 


extensin - Volvox carteri (fragment) gi I 21 992 | emb | CAA4 6283 




(X65165) extensin [Volvox carteri] 






Seq. No. 


11619 


Seq. ID 


OJ990330_18.9B19, 




Gene No. 


24646 


Strand 






Start 


6035 


End 


23256 




Name 


OJ990330_18 .9B19.G7.o3. gs 


Method 


GEN SCAN 




Start 


t c\ n c a 


End 


10948 




GI 


none 


Score 


.8 




Exons 


10066. .10213, 10418. .10668, 


10691. .10948 




Seq. No. 


11619 


Seq. ID 


OJ990330_18.9B19, 




Gene No. 


24646 


Strand 






Start 


6035 


End 


23256 




Name 


OJ990330 18.9B19.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


10570 


End 


10934 




GI 


none 


Score 


44 




Exons 


10570. .10614, 10570. .10626, 


10618. .10767, 10619. .10765, 






10829. .10867, 10829 10933, 


10905. .10934 . 




Seq. No. 


11619 


Seq. ID 


OJ990330_18.9B19, 


nn 


Gene No. 


24646 


Strand 






bt art 


6035 


End 


23256 




Name 


OJ990330 18.9B19.C7.o4.gs 


Method 


GENSCAN 




Start 


11607 


End 


11974 






none 


Score 


.78 




Exons 


11607. .11724, 1174 8. .11974 








Seq. No. 


11619 


Seq. ID 


OJ990330_18.9B19, 


.CI 


Gene No. 


24646 


Strand 






Start 


6035 


End 


23256 




Name 


OJ990330 18.9B19.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


16529 


End 


17533 






none 


Score 


71 




Exons 


16529. . 16594, 17132. . 17269, 


17133. .17267, 17134. .17271, 






1734 4. .17532, 17351. .17533 








Seq. No. 


11619 


Seq. ID 


OJ990330_18.9B19. 


.CI 


Gene No. 


24646 


Strand 








6035 


End 


23256 




Name 


OJ990330 18.9B19.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


17917 


End 


19195 




GI 


none 


Score 


82 




Exons 


17 917. .17 970, 17 918. .17 971, 


18226. .18387, 18228. .1838 9, 






18233. .18388, 18901 .. 19071 , 


18902. .19072, 18902. .19075, 






19169. .19195, 19172. .19195 









12119 




Spa No 


11619 


Seq. ID 


OJ990330 


1 ft 9R1 9 


CI 


Gene No. 


24646 


Strand 








Start 


6035 


End 


23256 






Name 


OJ990330 18 9B19 CI ol tw 


Method 


TBLASTX: 1 


Wheat 




Start 


18983 _ 


End 


19749 






GI 


none 


Score 


102 






p, von <=? 


18983 19072 18985 19059 


19164. .19241, 19171 


1 9284 






19171 19284 19172 19285. 


19355. .19474, 19362 


19487 






19362 19487 19363 19497 


19654. .19749, 19698 


1 97 4 R 




Seq. No. 


11620 


Seq. ID 


OJ990330 


_18. 9B19 


.C9 


Ganp No 


24647 


Strand 


- 






Start 


288 


End 


408 






Name 


OJ990330 18 9B19 C9 ol as 


Method 


GENS CAN 






Start 


288 ~ 


End 


408 






GI 


none 


Score 


.94 






J_J W llij 


288 408 










Seq. No. 


11621 


Seq. ID 


OJ990330 


_18.9B19 


.Cll 


Gene No. 


24648 


Strand 








Start 


506 


End 


690 






Name 


OJ990330 18.9B19.Cll.ol.np 


Method 


AAT/NAP 






OLdl L 


506 


End 


690 






ox 


6907086 


Score 


■ 96 






CjAUIIO 


506. .690 " 












(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11622 


Seq. ID 


OJ990330 


_18.9B19 


.C12 


Gene No. 


24649 


Strand 


- 






Start 


1 


End 


1128 






Name 


OJ990330 18.9B19.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1128 






GI 


6907086 


Score 


1024 






Exons 


1..319, 375. .1128 










OX UCOUiX^i 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11622 


Seq. ID 


OJ990330_ 


_18.9B19 


.C12 


Gene No 


24649 


Strand 


- 






Start 


1 


End 


1128 






Name 


OJ990330 18.9B19.C12.ol.gs 


Method 


GENSCAN 






Start 


512 


End 


925 






GI 


none 


Score 


.42 






F.xon 

1_J /\ X 1 *-J 


512. . 925 










Seq. No. 


11623 


Seq. ID 


OJ990330_ 


_18. 9B19 


.C13 


Gene No. 


24650 


Strand 








Start 


1 


End 


135 






Name 


OJ990330 18. 9B19.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


135 






GI 


'6815109 


Score 


92 






Exons 


1. .135 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11624 


Seq. ID 


OJ990330_ 


JL8.9B19 


.C16 


Gene No. 


24651 


Strand 


+ 






Start 


258 


End 


446 







12120 




Name 


Uciyyuoou io . ytsiy . lio . oi . tm 


Method 


TBLASTX: Maize 








End 


446 




PT 


none 


Score 


197 




U* V 1^ 


c /lie; 9M 419 oq'J 4 14 


, 256.-432, 258. .446 




Seq. No. 


11624 


. Seq. ID 


OJ990330_18.9B19, 


.C16 


Gene No. 


24651 


Strand 


+ 






ZOO 


End 


446 




Name 


nTQQD^^n 1 Q QD1 Q £ ^1 ~,a 


Method 


GENSCAN 




b tart 


zoo 


End 


413 




P T 


none 


Score 


.98 




Exons 


OCQ A 1 

ZOO. . fl 1 o 








beq. wo. 


I 1 £9 c 

I I OZ 0 


Seq. ID 


OJ990630_11.9B15, 


P9 
. L,Z 


Liene ino . 


9 4 £ R9 
Z fl DOZ 


Strand 


+ 






1 
-L 


End 


575 




Name 


OJ990630 11.9B15.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


575 




P T 
bl 


ca QQ 4 4 1 
D 4 .7 O fl fl X 


Score 


948 




Exons 


1 R7 R 
1 . .0/0 








(ai uescr lp . 


fnDfinnQ1^\ rCT P797Q£ / rOOCO \ 
lArUUUOij) HjOI U / Z / O O ^ iliZZ JO ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl." ( 


AF098806) 


[Oryza sativa] 




Seq. No. 


11625 


Seq. ID 


OJyyuooU n.yBio, 


. Cz 


Gene No. 


24652 


Strand - 






CM 1 v- +- 

b tart 


1 


End 


C "7 C 




Name 


r^TQQncQri i i qdi c r , 9 f 

ujyyubou 1 1 . yh>io . cz . 01 . tw 


Method 


TBLASTX : Wheat 




btart 


1 1 


End 


295 






none 


Score 


170 




Exons 


11 9QR 11 91/1 CO 99Q 

1 1 . . z y o , ii..zi4, 00..ZZ0 








Seq. No. 


11625 


Seq. ID 


OJ990630JL1.9B15, 


.C2 


Gene No. 


24652 


Strand 


+ 






i 


End 


575 




Name 


riTQQn^^n i i Qtai r po r\i no 
ujyyuDju i i . yoi o . uz . 01 . gs 


Method 


GENSCAN 




C +- -1 »»+- 

bt art 


dU 


End 


528 




P T 


none 


Score 


.43 




Exons 


£H "^£0 cop 








oeq . ino . 


1 1 £9 £ 
X 1 DZ D 


Seq. ID 


OJ990630_11.9B15. 


,C3 


Gene No. 


24653 


Strand 






Start 


1 


End 


795 




Name 


OJ990630 11. 9B15.C3.ol.np 


Method 


AAT/NAP 




o tar u 


1 


End 


795 






6907089 


Score 


679 




Exons 


1..669, 766. .795 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




beq. wo. 


11627 


Seq. ID 


OJ990630_11.9B15, 


.C4 


Gene No. 


24654 


Strand 


+ 




Start 


1151 


End 


1290 




Name 


OJ990630 11.9B15.C4.ol.gs 


Method 


GENSCAN 




Start 


1151 


End 


1290 




GI 


none 


Score 


.93 




Exons 


1151. .1290 ' 









12121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11628 
24655 
77 

OJ990630 
77 

none 
77. .300, 



11. 9B15.C5.ol.gs 



430. .853- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_ 
+ 

853 

GENSCAN 

853 

1 



11. 9B15.C5 



11628 Seq. ID 

24656 Strand 
5970 End 
OJ990630_11. 9B15.C5.o3.gs Method 
5970 End 
none Score 

5970. .6099, 6537. .6920, 7004. .7166, 9874. .10189 



OJ990630_11. 9B15.C5 
+ 

10189 
GENSCAN 
10189 
.55 



11628 Seq. ID OJ990630_11 . 9B15 . C5 

24657 Strand + 

11005 End 12309 

OJ990630_11. 9B15.C5.ol.gp Method AAT/GAP 

10908 End 12309 

5988_1.R1084 Score 1758 

10908. . 11167, 11657. .12309 

, 24 93318/sp|Q41001|BCP_PEA 3.0e-17 BLUE COPPER PROTEIN PRECURSOR 
>gi_56277 9_emb_CAA80963_^ (Z25471) blue copper protein [Pisum 

sativum] >gi_1098264__prf 2115352A blue Cu protein [Pisum 

sativum] 1 



Seq. No. 


11628 




Seq. ID 


OJ990630_11. 9B15.C5 


Gene No. 


24657 




Strand 


+ 


Start 


11005 




End 


12309 


Name 


OJ990630 11.9B15.C5 


ol . np 


Method 


AAT/NAP 


Start 


10999 




End 


12054 


GI 


2493318 




Score 


289 


Exons 


10999. .11167, 11657 


.12054 






GI Descrip. 


BLUE COPPER PROTEIN 


PRECURSOR gi| 562779 | emb | CAA80963 | (Z25471) 




blue copper protein 


[Pisum 


sativum] gi | 1098264 | prf | I2115352A 




blue Cu protein [Pisum sativum] 




Seq. No. 


11628 




Seq. ID 


OJ990630_11. 9B15.C5 


Gene No. 


24657 




Strand 


+ 


Start 


• 11005 




End 


12309 


Name 


OJ990630 11.9B15.C5. 


o4 . gs 


Method 


GENSCAN 


Start 


11005 




End 


12039 


GI 


none - 




Score 


1 


Exons 


11005. . 11167, 11657, 


. 12039 






Seq. No. 


11628 




Seq. ID 


OJ990630_11. 9B15.C5 


Gene No. 


24658 




Strand 


+ 


Start 


16846 




End 


17666 


Name 


OJ990630 11.9B15.C5. 


o2.gp 


Method 


AAT/GAP 


Start 


16728 




End 


17666 


GI 


15328 1.R1084 




Score 


1523 


Exons 


16728. .17020, 17165. 


.17666 






GI Descrip. 


'3747044 9.0e-22 (AF093537) 


blue copper protein [Zea mays] 1 


Seq. No. 


11628 




Seq. ID 


OJ990630_11. 9B15.C5 



12122 



Gene No. 


24658 






Strand 


+ 


Start 


16846 






bna 


1 / bob 


Name 


OJ990630 11.9B15.C5 


. o5 . gs 


Method 


GENSCAN 


Start 


16846 






End 


1 / oUo 


GI 


none 






Score 




Exons 


16846. 


17020, 17165 


. . i / ouy 






Seq. No. 


11628 






beq . i v 


r\ TQ QPl £ ^ Pi 


Gene No. 


24658 






Strand 


+ 


Start 


16846 






End 


17666 


Name 


OJ990630 11.9B15.C5 


. o2 . np 


Method 


AAT/NAP 


Start 


16858 ■ 






End 


17603 


GI 


728949 






Score 


136 


Exons 


16858. 


17020, 17165 


. .17603 







GI Descrip. BLUE COPPER PROTEIN PRECURSOR gi | 99665 | pir | | S25555 blue copper 
protein - Arabidopsis thaliana gi | 2147156 | pir | | 139698 blue 
copper-binding protein - Arabidopsis thaliana 

gi 1 16203 | emb|CAA78771 . 1 | (Z15058) blue copper-binding protein 
[unidentified bacterium] gi | 739987 | prf | I2004275A blue 
copper-binding protein [Arabidopsis thaliana] 





Seq. No. 


11628 






Seq. ID 


OJ990630_ 


11. 


9B15 


. Co 




Gene No. 


24659 






Strand 


+ 








f 3 SI I, 


Start 


18248 






End 


21371 








ill 


Name 


OJ990630 11.9B15.C5 


06 . gs 


Method 


GENSCAN 








rfi 


Start 


18248 






End 


21371 








!„ i i 


GI 


none 






Score 


.88 








; : e 
1**1 


Exons 


18248. 


18288, 18293 


. lo 34z , 


19966. .20076, 20743. 


.21371 




["'I 


beq. no. 


11628 






Seq. ID 


OJ990630_ 


11. 


9B15 


• WO 




Gene No. 


24659 






Strand 


+ 










Start 


18248 






End 


21371 








i Li 


Name 


OJ990630 11.9B15.C5 


o3.gp 


Method 


AAT/GAP 










Start 


19438 






End 


19869 








,s a; 


GI 


287130 






Score 


551 








•\\ 


Exons 


19438. 


19547, 19630 


.19869 














Seq. No. 


11628 






Seq. ID 


OJ990630 


11. 


9B15 


.C5 


a 


Gene No. 


24660 






Strand 


+ 










Start 


26639 






End 


27075 










Name 


OJ990630 11.9B15.C5 


06 . gp 


Method 


AAT/GAP 










Start 


26639 






End 


27075 










GI 


none 






Score 


854 










Exons 


26639. 


27075 
















Seq. No. 


11628 






Seq. ID 


OJ990630_ 


11. 


9B15 


.C5 




Gene No. 


24661 






Strand 












Start 


22643 






End 


23166 










' Name 


OJ990630 11.9B15.C5 


o4 . gp 


Method 


AAT/GAP 










Start 


22621 






End 


23166 










GI 


none 






Score 


970 










Exons 


22621. 


23166 
















Seq. No. 


11628 






Seq. ID 


OJ990630_ 


11. 


9B15 


.C5 




Gene No. 


24661 






Strand 












Start 


22643 






End 


23166 










Name 


OJ990630_11.9B15.C5 


o7 . gs 


Method 


GENSCAN 









12123 



Start 22643 End 23083 

GI none Score .85 

Exons 22643.. 23083 



Seq. No. 11628 

Gene No. 24662 

Start " 23486 

Name OJ990630_11 . 9B15 . C5 . o4 . tm 

Start 119 

GI none 

Exons 119.. 148, 137 
244. .306, 518 



OJ990630 11.9B15.C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

169, 193. .207, 202. .300, 230. .322, 233. 
691, 648..70'4, 656. .703, 805.. 864, 806. 



45682 ■ 

TBLASTX: Maize 

864 

37 



.301, 
.850 



Seq. No. 


11628 








Seq. ID OJ990630_ 


11. 9B1 


Gene No. 


24662 








Strand 




Start 


23486 








End 45682 




Name 


OJ990 


630 11.9B15.C5 


08 . gs 


Method GENSCAN 




Start 


23486 








End 45682 




GI 


none 








Score .73 




Exons 


23486 


. .23604, 


26670 


.26762, 


27396.-27474, 27838. 


.28008 




28231 


. .28362, 


28562. 


.28690, 


29081. .29118, 29185. 


.29288 




30550 


. .30709, 


33046. 


.33112, 


33190. .33277, 33394. 


.33512 




33583 


. .33970, 


34052, 


.34216, 


37972. .38237, 38346. 


.38642 




39010 


. .39139, 


39478, 


.39803, 


40167. .40388, 40480. 


.40875 




. 41493 


. .41563, 


42173, 


.42273, 


42293. .42425, 42554. 


.42639 




42729 


. .43033, 


44063. 


.44128, 


45462. .45574, 45639. 


.45682 



Seq. No. 11628 

Gene No. 24662 

Start 23486 

Name OJ990630_11 . 9B15 .C5 . o7 . gp 

Start 27324 

GI LIB3431-028-P1-K1-G1 

Exons 27324. .27474, 27556. 

GI Descrip. 1 6006894/gb | AAF00669 
protein [Arabidopsis 



Seq 

Strand 
End 

Method 
End 
Score 
27615, 27838.. 28016 
1|AC008153_21 2.0e-39 
thaliana] 1 



ID OJ990630 11.9B15.C5 



45682 
AAT/GAP 
28016 
696 



(AC008153) unknown 



Seq. No. 


11628 






Seq. ID 


OJ990630_11. 9B15 


Gene No. 


24662 






Strand 




Start 


23486 






End 


45682 


Name 


OJ990630 1 


1.9B15.C5 


o3 . np 


Method 


AAT/NAP 


Start 


27361 






End 


36105 


GI 


6006894 






Score 


1508 


Exons 


27361. .274 


74, 27556 


.27615, 


27838. .28008, 28231 .. 28362 , 




28562. .286 


90, 29022 


.29102, 


31272. .31577, 32826 .. 32 977 , 




33190. .332 


62, 33394 


.33512, 


33583. .33973, 34052 .. 34216, 




34794. .348 


85, 35454 


.35824, 


36063. .36105 


GI Descrip. 


(AC008153) 


unknown protein- 


[Arabidopsis 


; thaliana] 


Seq. No. 


11628 






Seq. ID 


OJ990630_11. 9B15 


Gene No. 


24662 






Strand 




Start 


23486 






End 


45682 


Name 


OJ990630 1 


1.9B15.C5 


06 . ts 


Method 


TBLASTX : Soybean 


Start 


27365 






End 


28663 


GI 


none 






Score 


104 


Exons 


27365. .274 


75, 27373, 


.27474, 


27553. .27615, 27560 27 61 6, 




27832. .280 


05, 27833. 


.28006, 


27836. .28006, 28547. .28663 



12124 




Seq. No. 


11628 






Seq. ID 


OJ990630_11.9B15 


,C5 


Gene No*. 


24662 






Strand 






Start 


23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


. o7 . ts 


Mpt hod 


TBLASTX * Sovbpan 




Start 


31389 






End 


31584 




GI 


none 






Score 


108 




Exons 


31389. 


.31547, 31393 


. . 31584 








Seq. No. 


11628 






Seq. ID 


OJ990630JL1.9B15 


. C5 


Gene No . 


24662 






Strand 






Start 


23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


. o 8 . gp 


Method 


AAT/GAP 




Start 


31496 






End 


33420 




GI 


32487 


1.R1084 




Score 


890 




Exons 


31496. 


".31577, 32586 


. .32667, 


32773. .32817, 32907 .. 33112 , 






33190. 


.33262, 33394 


. .33420 








GI Descrip. 


'6006894/gb| AAF0066 


9.1|AC00i 


3153 21 6.1 


3e-23 (AC008153) unknown 




protein [Arabidopsis thaliana] f 






Seq. No. 


11628 






Seq. ID 


OJ990630_11.9B15 


. C5 


Gene No. 


24662 






Strand 






Start 


• 23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


32885 






End , 


33264 




GI 


none 






Score - 


78 




von <=! 


32885. 


.33022, 32902 


. .32994, 


32907. .33005, 33077 .. 33115 , 






33187. 


.33264 










Seq. No. 


11628 






Seq. ID 


OJ990630_11. 9B15 


. C5 


Gene No. 


24662 






Strand 






Start 


23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


. o3 . tm 


Method 


TBLASTX : Mai ze 




Start 


33187 






End 


33633 




GI 


none 






Score 


114 




Exons 


33187. 


.33264, 33188 


. .33265, 


33188. .33265, 33391 .. 33513, 






33393. 


.33,506, 33561 


. .33632, 


33562. .33633, 33568.. 33633 




Seq. No. 


11628 






Seq. ID 


OJ990630._11.9B15 


.C5 


Gene No. 


24662 






Strand 






Start 


23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


.oS.ts 


Method 


TBLASTX: Soybean 




Start 


33187 






End 


33745 




GI 


none 






Score 


78 




Exons 


33187. 


.33264, 33188 


. .33265, 


33391. .33513, 33393 .. 3350 6, 






33457. 


.33513, 33562 


. .33681, 


33564..33689, 33569 .. 33685, 






33704. 


.33745, 33712 


. .33744 








Seq. No. 


11628 






Seq. ID 


OJ990630._11.9B15 


.C5 


Gene No. 


24662 






Strand 






Start 


23486 






End 


45682 




Name 


OJ990630 11.9B15.C5 


. o.5 . tc 


Method 


TBLASTX: Cress 




Start 


34799 






End 


35700 




GI 


none 






Score 


140 




Exons 


34799. 


.34903, 35463 


. .35699, 


35470. .35700 




Seq. No. 


11628 






Seq. ID 


OJ990630_11.9B15 


.C5 



12125 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24662 Strand 

23486 End 45682 

OJ990630_1 1 . 9B15 . C5 . o4 . np Method AAT/NAP 

38007 End 40842 

2462925 Score 1644 

38007. .38237, 3834 6 .. 38 642 , 39010 39139, 39478 .. 39803, 

40167. .40388, 40480. .40842 

(AJ000053) GTP cyclohydrolase II / 

3, 4-dihydroxy-2-butanone-4-phoshate synthase [Arabidopsis 
thaliana] 



Seq. No. 11628 Seq. ID 

Gene No. 24662 Strand 

Start 23486 End 

Name OJ990630_11 . 9B15 . C5 . o4 . ts Method 

Start • 38019 End 

GI none Score 

Exons 38019. .38240, 38020.. 38241 



OJ990630_11.9B15.C5 
45682 

TBLASTX: Soybean 

38241 

167 



Seq. No. 11628 
Gene No. 24662 
Start 23486 

Name OJ990630_11 . 9B15 . C5 ..ol . tc 

Start 38040 
GI none 
Exons 38040. 

39001. 

39564 . 



,38240, 38044. 
,39147, 39011. 
,39617, 39565. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_11. 9B15.C5 
45682 

TBLASTX: Cress 

39617 

148 



,38241, 38343. .38648, 38347 .. 38 64 3, 
,39163, 39474 . .39569, 39478V 1 : 39573, 
,39612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11628 
24662 
23486 

OJ990630_11. 9B15.C5.ol.tm 
38058 



none 
38058. 
38343. 
39473. 



.38240, 38059. 
.38648, 38347. 
,39571, 39474 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 11.9B15.C5 



45682 

TBLASTX: Maize 
39672 
203 

.38241, 38341. .38634, 38342 .. 38557 , 
.38643, 39001. .39147, 39014 .. 39157 , 
.39671, 39475. .39672, 39478.-39672 



Seq. No. 11628 Seq. ID 

Gene No. 24662 Strand 

Start 23486 End 

Name OJ990630_11 . 9B15 . C5 . ol . ts Method 

Start 38343 End 

GI none Score 

Exons 38343. .38648, 38347.. 38643 



OJ990630_11.9B15.C5 
45682 

TBLASTX : Soybean 

38648 

399 



Seq. No. 11628 

Gene No. 24662 

Start 23486 

Name OJ990630_1 1 . 9B15 . C5 . o2 . ts 

Start 394 68 

GI none 

Exons 39468..39S69, 39472 
39564. .39788, 39565 



Seq. ID 
Strand. 
End 

Method 
End 
Score 



OJ990630 11.9B15.C5 



39573, 39522. 
39789, 39574. 



45682 

TBLASTX : Soybean 
39789 
90 

39575, 39564. .39713, 
39789 



Seq. No. 



11628 



Seq. ID OJ990630_11. 9B15.C5 



12126 



Gene No. 


24662 




Strand 






Start 


23486 




End 


45682 




IN aiUc 


OJ990630 11 9B15 C5 


ol . tw 


Method 


TBLASTX: Wheat 






^Q4ft4 _ 
0 z/ *± 0 1 




End 


39804 




C T 


none 




Score 


72 




Exons 


^Q4ft4 "3Q60 0 "3Q4ft6 


39569 

• ~J ZJ *J \J Zf , 


39564 . .39716, 39564 .. 39803, 






3 956 5 39804 39574 


. 39804 








Seq. No. 


11628 




Seq. ID 


OJ990630_11.9B15 


.C5 


Gene No. 


24662 




Strand 








934 R 6 

^1 O T O U 




End 


45682 




Name 


0.79906^0 1 1 9R1 5 C5 


o3 . tc 


Method 


TBLASTX: Cress 




OLalL 


"^9691 ~~ 




End 


39804 




tax 


none 




Score 


84 






39621 39713- 39621. 


. 39803, 


39622. .39804, 39631. .39804 




oc(j. IN O . 


1 1 69ft 
X X D O 




Seq. ID 


OJ990630_11.9B15 


.C5 


Gene No. 


24662 




Strand 






Start 


23486 




End ' 


45682 




KI 0 m 0 

IN Ctillt? 


OJ990630 11 9B15.C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Of 3 y-4- 


^967^ _ 




End 


40560 




PT 


1 iU 1 1C 




Score 


144 




TP w y-v « 


"3 9 67^ "3 9ft 0 4 ^9675 


39803 


39688. .39813, 40165 .. 40335, 






401 67 40385 40167 


. 40385, 


4 04 65. .4 0560, 404 80. .40560 




0 e (4 • IN O . 


1 1 69ft 




Seq. ID 


OJ990630_11.9B15 


. C5 


Gene No. 


24662 




Strand 






Start 


23486 




End 


45682 




Name 


OTQQOfi^O 1 1 9R1 5 P5 


o2 . tc 


Method 


TBLASTX: Cress 




Q+- -j r--h 


H U X -J Z? 




End 


40615 






none 




Score 


114 




U 1 v r^i C 1 


401^9 4 0^5 40161 


4038 5 


40177 . .403 


86, 40185. .40391, 






40465 40578 40478 


. 40528, 


40565. .40615 




O c q . IN U . 


1 1 69ft 

X X ^ O 




Seq. ID 


OJ990630_11.9B15 


. C5 


Gene No. 


24662 




Strand 






Start 


23486 




End 


45682 




Name 


OJ990 630 11 9B15 C5 


o3 . t s 


Method . 


TBLASTX : Soybean 




O Lcix L 


'40165 ~~ 

*i U X U >J 




End 


40578 




r t 


11UJ.1C 




Score 


179 






40165 40377 40167 


. 40391, 


4 0167. .4 0385, 404 65. .40572, 






40477 4057ft 










0 e q . in 0 . 


1 1 69 Q 

X X U jI. .7 




Seq. ID 


OJ990630_11.9B15 


. C6 


Gene No. 


24663 




Strand 


+ 




Start 


1 




End 


4311 




Name 


OJ990630 11.9B15.C6 


ol .np 


Method 


AAT/NAP 




jLdiL 


1 ■• . 




End 


4311 






2499535 




Score 


1172 




Exons 


1..703, 1734. .2047, 


3381. .3829, 4199.. 


4311 . 




\J ~L. 1*/ ^ V— ' J- k*/ • 


2-0X0GLUTARATE/MALATE TRANS LOCATOR PRECURSOR gi 1595681 


(ui: 


2-oxoglutarate/malate translocator [Spinacia oleracea] 




Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Gene No. 


24663 




Strand 


+ 




Start 


1 




End 


4311 




Name 


OJ990630 11.9B15.C6 


.ol.gs 


Method 


GENSCAN 





12127 






Start 


122 


End 


4012 








GI 


none 


Score 


. 67 








Exons 


122. .703, 3634. .3829, 3933. 


.4012 










Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11. 9B15 


.C6 




Gene No. 


24664 


Strand 


+ 








Start 


10913 


End 


11627 








Name 


OJ990630 11 . 9B15 . C6. o3 . gs 


Method 


GEN SCAN 








Start 


10913 ~ 


End 


11627 








GI 


none 


Score 


. 49 








Exons 


10913.. 10916, 11485.. 11 62 7 












Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11. 9B15 


.C6 




Gene No. 


24665 


Strand 


+ 








Start 


12338 


End 


12445 








Name 


OJ990630 11 . 9B15 .C6.o4 . gs 


Method 


GENS CAN 








Start 


12338 ~ 


End 


12445 








GI 


none 


Score 


. 8 








Exons 


12338 . . 12445 












Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11 . 9B15 


. C6 




Gene No. 


24666 


Strand 


+ 








Start 


16687 


End 


24061 






.3 Si 


Name 


OJ990630 11. 9B15.C6.o2.np 


Method 


AAT/NAP 






hJ 


Start 


16687 


End 


20963 








GI 


5006853 


Score 


738 








F.xon ^ 


16687. .16766, 20133 . . 204 8 1 , 


20553. .20963 






ri i 

: 5? 




(AF145728) homeodomain leucine zipper protein [Oryza sativa 




Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11.9B15 


.C6 


!. 


Gene No. 


24666 


Strand 


+ 








Start 


16687 


End 


24061 






ri I 


Name 


OJ990630 11. 9B15.C6.o2.gp 


Method 


AAT/GAP 






11 


Start 


19529 


End 


19938 






!- s : 


GI 


702836 


Score 


779 






si 


Exons 


19529. .19938 










is s; 


Seq. No. 


■ 11629 


Seq. ID 


OJ990630_ 


11. 9B15 


.C6 




Gene No. 


24 666 


Strand 


+ 








Start 


16687 


End 


24061 






ri 


Name 


OJ990630 11. 9B15.C6.o6.gs 


Method 


GENSCAN 








Start 


20158 


End 


24061 








GI 


none 


Score 


.75 








Exons 


20158. .20481, 20553 20935, 


21093. .21111, 21155. 


.21307, 








21535. .21557, 238 66 .. 23928 , 


24037. .24061 








Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11. 9B15 


.C6 




Gene No. 


24667 


Strand 


+ 








Start 


28640 


End 


30963 








Name 


OJ990630 11.9B15.C6.o8.gs 


Method 


GENSCAN 








Start 


28640 


End 


30963 








GI 


none 


Score 


.99 








Exons 


28640. .28903, 29197 29313, 


29404 . .29832, 29911. 


.30963 






Seq. No. 


11629 


Seq. ID 


OJ990630_ 


11.9B15 


.C6 




Gene No. 


24668 


Strand 


+ 








Start 


35755 


End 


41209 







12128 




Name OJ990630_11 . 9B15 . C6 . o3 .np Method AAT/NAP 

Start 35755 End 41209 

GI 6498441 Score 7174 

Exons 35755. .36819, 37 150 .. 37 613, 37 677 .. 38050 , 38234 .. 38368 , 

38543. .39266, 39438 .. 4 0834 , 40928. .41209 
GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 





Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


C6 




Gene No. 


24669 




Strand 








Q+- -j v~+- 


1 ^4 R7 




End 


19764 






Name 


D.TQQDfi^n 11 QR1 R Pfi 


o5.gs 


Method 


GENSCAN 








1 ^4 R7 _ 




End 


19764 






PT 


none 




Score 


.55 






Exons 


1^4R7 1 ^Rftl 1 s^fifi 

1 Jl J / ■ . 1 J Jul/ XwJJOO. 


.15411, 16540. .16651, 16872 .. 17170, 








i ioqq 17Q£R 1 qc'if; 

1 / 0 :? 0 . * X / Z/OD f IjD JO . 


1 Q764 










Seq. No. 


11629 




Seq. ID 


OJ990630JL1.9B15 


C6 




ijene ino . 


Z ft 0 D 




Strand 








otart 


1 -3/1 c 7 




FnH 


1 Q7 64 






Name 


nTQQH^^n 11 QR1 R Pfi 


O 1 CfY\ 

ui • y^J 


L1C l_ i IvJVX 


AAT /HAP 






Of -ivf 


1O0D1 




FnH 


1 7D7 R 




[11 

's at 


P T 
^1 


none 






J u z. 






T 1 s~\ r*i <?i 

iijXons 


1O0D1 . . 1 / U / J 










!!f! 

1" \ I 


Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


C6 


t s: 
.Ji; 


t^ene ino . 


9 4 sin 

Z fi 0 / U 




Strand 








OLdit 


9 R 1 4 7 
Z O 1 *± / 




FnH 


9 R4 6R 




III 


Name 


n.TQQnfi^n 1 1 qri r pfi 


a! rr q 
u i . yo 








: 'I 

"Z ST 




9R1 47 ~ 




FnH 


9 R4 6R 




:•: | 


p t 






Score 


. 44 








9R147 9R406 9R414 


. 254 65 








- J 


Seq. No. 


11629 




Sea. ID 


OJ990630 11 . 9B15 


C6 






c. 1 D / X 




Strand 








Of =i -r f- 


418^9 




End . 


42238 






Name 


O.TQQflfi^n -11 QR1 R Pfi 

'XX.^oXj.V^v. 


06. tc 


Method 


TBLASTX: Cress 






O Ldl L 


1 91 ' _ 

X .7 X 




End 


337 




! s a? 


o X 






Score 


199 






Exons 


1 Q1 ^?7 1 Q*} 












Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


C6 




Gene No. 


24671 




Strand 








Start 


41832 




End 


42238 






Name 


OJ990630 11.9B15.C6. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


193 




End 


682 






GI 


none 




Score 


474 






Exons 


193. .483, 194. . : 484, 


505. .681, 


506. . 682 








Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


C6 




Gene No. 


24671 




Strand 








Start 


41832 




End 


42238 






Name 


OJ990630 11.9B15.C6. 


o5.ts 


Method 


TBLASTX : Soybean 






Start 


215 




End 


523 






GI 


none 




Score 


289 






Exons 


215. .523, 217. .522 











12129 




Seq. No. 


11629 








Seq. ID 


OJ990630_11.9B15.C6 


Gene No. 


24671 








Strand 






41832 








End 


42238 


Name 


OJ990630 11 


.9B15. 


.C6.o2. 




Method 


TBLASTX: Cress 


Of a rh 


595 








End 


2042 


PT 
VJ X 


none 








Score 


157 


Exons 


595. .699, 596. .703, 599 


\ 794 


1738. .1866, 1739. .2041,' 




17SS 2042 


1920 . 


. .2042 








C r*t \1r\ 
064 • IN U . 


11629 








Seq. ID 


OJ990630_11. 9B15.C6 


Gene No. 


24 671 








Strand 




Start 


41832 








End 


42238 


Name 


OJ990630 11 


.9B15, 


,C6.o2. 


tm 


Method 


TBLASTX: Maize 


O LQi l 


1713 








End 


4471 


0 x 


none 








Score 


445 




X / X . • \J *± \J f 


1730 , 


. 2047 , 


18 91. 


.2055, 3381. .3827, 3381.. 3827, 




^HR? ^fl?7 

J JOc • • J O —J / , 


1 X Zt \J < 


4273, 


4196. 


.4315, 4197. .4316, 4198. .4395, 




4 1 QR 4^41 


4 417 


4 4 SR 


4 418. 


.4471 




Seq. No. 


1 1 

X X U£. .7 








Seq. ID 


OJ990630_11.9B15.C6 




24671 








Strand 




Of -3 yf 


41832 








End 


42238 


Name 




QR1 R 






Method 


TBLASTX : Soybean 


C f- a yf 


X / 0 y 








End 


1970 


C T 


none 








Score 


167 " 


Exons 


1 7 1 Qfifi 


1 IQQ 




1 7 R R 
x / jj. 


.1970 




Seq. No. 


1 1 69Q 








Seq. ID 


OJ990630_11.9B15.C6 


Gene No. 


24671 








Strand 




Cf a r f 
D Lai u 


41832 








End 


42238 


Name 


OJ990630 11 


. 9B15 . 


. C6 . o2 . 




Method 


TBLASTX : Soybean 


Of -3 y-f 

0 tdl (_ 


1971 ~ 








End 


3792 












Score 


108 


Exons 


1 Q71 ?04 R 


1 Q73 


?047 


0 0 0 j . 


.3497, 3381. .3494, 3382.. 3501, 




3496 3792 


34 98 , 


. . 37 91 








Seq. No. 


11629 








Seq. ID 


OJ990630_11. 9B15.C6 


uCUC INVJ* 


24671 








Strand 




Cf arf 
J Lai L 


41832 








End 


42238 


Mam 0 


OJQQ0630 11 


. 9B15 , 


. C6 . o4 . 


L. 


Method 


TBLASTX: Cress 


Cf a r f 


3367 _ 








End 


3662 




none 








Score 


356 


f? von <5 


3367. .3654, 


3375. 


. .3662 








Seq. No. 


11629 








Seq. ID 


OJ990630_11. 9B15.C6 


UCUC L\\J * 


24671 








Strand 




Cf a -rt" 
O L&X l_ 


41832 








End 


42238 


Name 


OJ990630 11 


. 9B15. 


,C6.o7. 




Method 


TBLASTX: Cress 


Start 


3726 








End 


4335 


GI 


none 








Score 


150 


Exons 


3726. .3827, 


3727. 


. .3837, 


4197. 


.4304, 4198. .4335 


Seq. No. 


11629 








Seq. ID 


OJ990630_11. 9B15.C6 


Gene No. 


24671 








Strand 




Start 


41832 








End 


42238 


Name 


OJ990630 11 


.9B15. 


,C6.o3. 


ts 


Method 


TBLASTX: Soybean 



12130 




Start 


20185 




End 


20487 




GI 


none 




Score 


351 




Exon ^ 

J-J 1 X O 


20185. .20487, 20325 


.20384 








Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


-C6 


Gene No. 


24671 




Strand 






Start 


41832 




End 


42238 




Name 


OJ990630 11 9B15 C6 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


20212 _ 




End 


20484 




(IT 


none 




Score 


356 




Ex on <=; 


20212 . . 20484, 20323 


.20475 








Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Gene No. 


24671 




Strand 






Start 


41832 




End 


42238 




Name 


OJ990630 11 9B15 C6 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


20212 _ 




End 


39081 






none 




Score 


315 




Exons 


20212 . .20409, 20229 


.20384, 


20317. .20415, 38848. .39081 




Qpn NO 

O ^ VJ . IN W • 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Hpnp No 


24 671 




Strand 






Start 


41832- 




End 


42238 




Name 


OJ990630 11.9B15.C6 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20212 




End 


21083 






none 




Score 


444 






9091? P0487 9099Q 


20384 


20317. .204 


81, 20386. .20484, 






?0SS0 20600 20580 


20615 


2067 6. .20717, 20684. .20716, 






20808 20861 20819 


. 20848, 


20915. .209 


56, 21021.. 21083 






11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Gene No. 


24671 




Strand 






Start 


41832 




End 


42238 




Name 


OJ990630 11 . 9B15 .C6 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


29257 _ 




End 


30651 




GI 


none 




Score 


64 






29257 29322 29760 


. 29837, 


29761. .298 


47, 29907. .30068, 






29911.. 30084, 30124 


. 30645, 


30165. .30629, 3034 3. .30651 




Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Gene No. 


24671 




Strand 






Start 


41832 




End 


42238 




Name 


OJ990630 11 9B15 C6 


o5 . t c 


Method 


TBLASTX: Cress 




Start 


29751 _ 




End 


30075 




GI 


none 




Score 


102 




E von ^ 


29751 . .29837, 29752 


. 29847, 


29910. .30062, 29911. .30075 




Sea No 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 


Gene No. 


24671 




Strand 






Start 


41832 




End 


42238 




Name 


OJ990630 11.9B15.C6 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


29758 




End 


30942 




GI 


none 




Score 


108 




Exons 


29758. .29847, 29760 


.29831, 


29911. .30072, 2 9934 .. 30068 , 






30127. .30942, 30219 


.30632 








Seq. No. 


11629 




Seq. ID 


OJ990630_11.9B15 


.C6 



12131 




Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


o9 . tw 


Method 


TBLASTX: Wheat 


Start 


29764 






End 


30066 


GI 


none 






Score 


87 


Exons 


29764. 


.29838, 29911 


. JUUbD/ 


29937. .30059 


Seq. No. 


11629 






Seq. ID' 


OJ990630_11.9B15 


Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


ol . t C 


Method 


TBLASTX: Cress 


Start 


30253 






End 


30942 


GI 


none 






Score 


90 


Exons 


30253. 


.30342, 30357 


"5 n £ "3 Q 


30358. .30942 


Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 


Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


35907 






End ' 


36296 


GI 


none 






Score 


54 


Exons 


35907. 


.35951, 35958 


O f~ C\ c c 


35975. .36055, 36023 .. 36262, 




36039. 


.36296 








Seq. No. 


11629 






Seq . , ID 




Gene No. 


24671 






Strand 




Start 


41832 






End 


•42238 


Name 


OJ990630 11.9B15.C6 


08 . tm 


'Method 


TBLASTX: Maize 


Start 


35946 






End 


36194 


GI 


none 






Score 


194 


Exons 


35946. 


.36194, 35948 








Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 


Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


37034 






End 


37520 


GI . 


none 






Score 


406 


Exons 


37034 . 


.37207, 37035 


. o / DZ u , 


37229. .374 


39 


Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 


Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


37685 






End 


38147 


GI 


none 






Score 


583 


Exons 


37685. 


.38140, 37686 


OQ1 /IT 






Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 


Gene No . 


24671 






Strand 




OLai L 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6 


o7.ts 


Method 


TBLASTX : Soybean 


Start 


37725 






End 


38090 


GI 


none 






Score 


118 


Exons 


37725. 


.37949, 37956 


.38090 






Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 



12132 



Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


37815 






End 


38171 . 


GI 


none 






Score 


392 


Exons 


37815. 


.38171, 37850. 




38055. .38171 


Seq. No. 


11629 






Seq. ID 


OJ990630_11.9Bl5 


Gene No. 


24671 






Strand 




Start 


41832 






T? r~> W 


A 1 O "5 Q 
H £ Z J O 


Name 


OJ990630 11.9B15.C6. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


38198 






End 


38582 


GI 


none 






Score 


360 


Exons 


38198. 


.38563, 38199. 








Seq. No. 


11629 






Seq. ID 


OJ990630JL1. 9B15 


Gene No. 


24671 






Strand 




Start 


41832 






bna 


A O O "5 Q 
H Z Z JO 


Name 


OJ990630 11.9B15.C6. 


_ O 4- r t 


Method 


TBLASTX: Wheat 


Start 


38255 






End 


38675 


GI 


none 






Score 


494 


Exons 


38255. 


.38650, 38256. 


OQCTC 

. joD/D 






Seq. No. 


11629 






Seq. ID 


OJ990630_11.9B15 


Gene No. 


24671 






.-Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6. 


OO . tS 


Method 


TBLASTX : Soybean 


Start 


38334 






End 


38705 


GI 


none 






Score 


276 


Exons 


38334 . 


.38705, 38351. 


O O A Ci A 






Seq. No. 


11629 






Seq. ID 


OJ990630_11. 9B15 


Gene No. 


24671 






Strand 




Start 


41832 






End 


42238 


Name 


OJ990630 11.9B15.C6. 


o5 . tw 


Method 


TBLASTX: Wheat 


Start 


39111 






End 


39572 


GI 


none 






Score 


221 


Exons 


39111. 


.39362, 39138. 


39362, 


39203. .3937 9, 39423. .39572, 



39449. .39571 



Seq. No. 


11629 


Seq. ID 


OJ990630JL1.9B15, 


.C6 


Gene No. 


24671 


Strand 






Start 


41832 


End 


42238 




Name 


OJ990630 11.9B15.C6.o8.ts 


Method 


TBLASTX : Soybean 




Start 


39285 


End 


39827 




GI 


5666795 


Score 


59 




Exons 


39285. .39359, 39438 .. 39572 , 


39627. .39827 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


11629 


Seq.- ID 


OJ990630_11.9B15, 


.C6 


Gene No. 


24671 


Strand 






Start 


41832 


End 


42238 




Name 


OJ990630 11.9B15.C6.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


39575 


End 


39878 




GI 


none 


Score 


189 




Exons 


39575. .39751, 39627.. 39878 









12133 




Seq. No. 


11629 




Seq. ID 


OJ990630 


_11.9B15. 


C6 


Gene No. 


24671 




Strand 








Start 


41832 




tna 


4 ZZ jo 






Name 


OJ990630 11. 9B15.C6.o7. tm 


Metnoa 




Mai ze 




Start 


40079 




fcjna 


A C\ A C\ O 

4 U4 UZ 






GI 


none 




Score 








Exons 


40079. 


.40402> 40108. .40389 










Seq. No. 


11629 




Seq. ID 


OJ990630 


_11.9B15. 


C6 


Gene No. 


24671 




Strand . 








Start 


41832 




End 


42238 






Name 


OJ990630. 11. 9B15.C6.o4.tw 


Method 


TBLASTX: 


wnea u 




Start 


40216 




End 


40617 






GI 


none 




Score 


368 






Exons 


40216. 


.40293, 40217. .40597, 


40314. .40457, 40321 


. . fi U O 1 / 




Seq. No. 


11629 




Seq. ID 


OJ990630 


1 1 . £5± D . 


r fi 


Gene No. 


24671 




Strand 








Start 


41832 




End 


42238 






Name 


OJ990630 11. 9B15.C6.o8.tw 


Method 


TBLASTX: 


wnea u 




Start 


40622 




End 


41200 






GI 


none 




Score 


241 






Exons 


40622. 


.40882, 40624. .40881, 


40637. .41014, 40738 


a n q n q 






41074. 


.41196, 41075. .41200 










Seq. No. 


11629 




Seq. ID 


OJ990630 


_11.9B15. 


C6 


Gene No. 


24671 




Strand 








Start 


41832 




End 


42238 






Name 


OJ990630 11. 9B15.C6.ol0.gs 


Method 


GENSCAN 






Start 


41832 




End 


42164 






GI 


none 




Score 


.93 






Exons 


41832. 


,.42164 










Seq. No. 


11629 




Seq. ID 


OJ990630 


1 1 QUI 




Gene No. 


24671 




Strand 








Start 


41832 




End 


42238 






Name 


OJ990630 11.9B15.C6.o4.np 


Method 


AAT/NAP 






Start 


41835 




End 


42238 






GI 


6907089 


Score 


595 






Exons 


41835. 


.42238 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11630 




Seq. ID 


OJ990630 


_11.9B15. 


C7 


Gene No. 


24672 




Strand 


+ 






Start 


4140 




End 


7369 






Name 


OJ990630 11.9B15.C7.o2.gs 


Method 


GENSCAN 






Start 


4140 




End 


7369 






GI 


none 




Score 


. 64 






Exons 


4140. . 


,4171, 4237.. 4369, 4405 


. .4573, 4994. .5328, 


5547. .5704 




5786. . 


,6144, 6219.. 6406, 6482 


. .6671, 6744. .6848, 


6921. .7369 


Seq. No. 


11630 




Seq. ID 


OJ990630 


JL1.9B15. 


C7 


Gene No. 


24672 




Strand 


+ 






Start 


4140 




End 


7369 






Name 


OJ990630 11.9B15.C7.o2.np 


Method 


AAT/NAP 






Start 


4444 




End 


7366 






GI 


6691716 


Score 


2317 







12134 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4444. .5328, 5526. .5704, 5786. .6072, 6218. .6406, 6482. .6593, 
6744. .6848, 6921. .7366 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 Idbj I BAA89397 . 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



11630 
24673 
1 

OJ990630_11. 9B15.C7 .ol.np 
1 

5803259 
1..687, 788. .2038 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990630_11.9B15.C7 
Strand 

End 2038 

Method AAT/NAP 

End 2038 

Score 2674 



11630 Seq. ID 

24673 Strand 

1 End 

OJ990630_11 .9B15.C7.ol. gs Method 

10 End 

none Score 



OJ990630_11.9B15.C7 

2038 
GENSCAN 
2038 
.53 



10. .687, 788. .814, 982. .1842, 1909. .2038 



Seq. No. 11630 Seq. ID 

Gene No. 24 674 Strand 

Start 4564 End 

Name OJ990 630_11 . 9B15 . C7 . ol . tw Method 

Start 4564 End 

GI none Score 

Exons 4564.. 4854 



OJ990630_11.9B15.C7 
4854 

TBLASTX: Wheat 

4854 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11631 Seq. ID 

24675 Strand 

1 End 

OJ990520_14. 9B12. CI. ol.np Method 

1 End 

5777617 Score 
1. .157 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ990520_14.9B12.C1 
+ 

157 

AAT/NAP 
157 
111 



11631 Seq. ID OJ990520_14 . 9B12 . CI 

24676 Strand 

1 End 739 

OJ990520JL4 . 9B12 . CI . o2 . np Method AAT/NAP 

1 End 739 

5734730 Score 86 

1..89, 265. .739 

(AC007259) glucose transporter [Arabidopsis thaliana] 



11631 Seq. ID 

24676 Strand 

1 End 

OJ990520_14 . 9B12 . CI . ol . gs Method 

247 End 

none Score 

247. .357, 400. .591 



OJ990520_14.9B12.C1 
739 

GENSCAN 

591 

.98 



12135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Qescrip. 



11632 Seq. ID 

24677 Strand 

1 End 

OJ990520_14. 9B12.C4 .ol.np Method 

1 End 

3641252 Score 



OJ990520_14.9B12.C4 
+ 

2245 
AAT/NAP 
2245 
540 



1..654, 1568. .1916, 2203. .2245 

(AF053127) leucine-rich receptor-like protein kinase [Malus 
domestical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11632 Seq. ID 

24677 Strand 

1 End 

OJ990520_14 . 9B12 . C4 . ol . gp Method 

42 End 

2317325 Score 
42. .394 

3641252 1.0e-ll (AF053127) 
kinase [Malus domestical 

11632 Seq. ID 

24677 Strand 

1 End 

OJ990520_14 . 9B12 . C4 . ol . gs Method 

53 End 

none ... Score 

53. .654, 1568. .1920 



OJ990520_14.9B12.C4 
+ 

2245 
AAT/GAP 
394 
661 



leucine-rich receptor-like protein 



OJ990520_14.9B12.C4 
+ 

2245 
GEN SCAN 
1920 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11632 Seq. ID OJ990520_14.9B12.C4 

24678 Strand 

1050 End 1552 

OJ990520_14 . 9B12 . C4 . o2 . gp Method AAT/GAP 

1050 End 1552 

LIB34 31-063-P1-K1-A1 Score 836 

1050. .1089, 1124. .1552 

1 4 87298/dbj | D29997 | RICEN265 0.0e+00 Rice mRNA EN26, partial 
sequence ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 14.9B12.C4 



11632 
24679 
1562 

OJ990520_14. 9B12.C4 .o3.gp 
1562 

4685_1.R1084 
1562. .2193 

'3641252 5.0e-18 (AF053127) leucine-rich receptor-like protein 
kinase [Malus domestical 1 



2193 
AAT/GAP 
2193 
1199 



Seq. No. 11632 

Gene No. 24680 

Start 2562 

Name OJ990520_14 . 9B12 . C4 . o2 . ts 

Start 132 

GI none 
Exons 



Seq. ID OJ990520JL4 . 9B12.C4 
Strand 
End 

Method 
End 
Score 



4121 

TBLASTX : Soybean 

1635 

62 



132. .215, 210. .245, 261. .407, 297. .395, 432. .605, 434.-595, 
609.. 653, 1567.. 1635 



12136 




Seq. No. 


11632 






Seq. ID 


OJ990520_14. 9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 








A 1 O 1 


Name 


OJ990520 14 


. 9B12. 


,C4.ol.tw 


Method 


rpnT AC TV • IaTK ir\ ^> +- 

i rsLiAb i a . wnea u 


Start 


275 






T-> _ -J 

Lna 


o o y 


GI 


none 






Score 


1 1 Q 
1 1 O 


Exons 


275.-388, 276. .401, 431. .544, 






Seq. No. 


11632 






Seq. ID 


OJ990520_14. 9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


■ 9B12. 


.C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


276 






End 


1860 


GI 


none 






Score 


108 


Exons 


276. .389, 432. .602, 458. .598, 


1567. .1677, 1581. .1682, 1732. .1! 


Seq. No. 


11632 






Seq. ID 


OJ990520_14. 9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


.9B12. 


,C4 .o2. tm 


Method 


TBLASTX: Maize 


Start 


276 






End 


1641 


GI 


none 






Score 


118 


Exons 


276. .389, 432. .620, 626. .652, 


1567. .1641, 1587. .1640 


Seq. No. 


11632 






Seq. ID 


OJ990520_14.9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


. 9B12. 


,C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


2542 






End 


3631 


GI 


none 






Score 


129 


Exons 


2542. .2583, 


2583. 


..2684, 2590.. 


■2685, 2592. .2696, 2630. .2713, 




2671. .2880, 


2673. 


..2906, 2674.. 


■2904, 28£ 


34. .2958, 2889. .2990, 




2896. .2991, 


3089. 


..3316, 3090.. 


,3326, 3497.. 3631, 3497.. 3595, 




3499. .3630 










Seq. No. 


11632 






Seq. ID 


OJ990520_14. 9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


. 9B12. 


.C4.o2.gs 


Method 


GENSCAN 


Start 


2562 






End 


4064 


GI 


none 






Score 


.85 


Exons 


2562. .2990, 


3092. 


..3316, 3499.. 


.3754, 3971.. 4064 


Seq. No. 


11632 






Seq. ID 


OJ990520_14. 9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


.9B12. 


.C4.o2.np 


Method 


AAT/NAP 


Start 


2565 






End 


4121 


GI 


3540179 






Score 


804 


Exons 


2565. .2990, 


3092. 


..3316, 3499.. 


,3860, 3971.. 4121 


GI Descrip. 


(AC004122) 


putative amino acid permease [Arabidopsis thaliana 


Seq. No. 


11632 






Seq. ID 


OJ990520_14.9B12.C4 


Gene No. 


24680 






Strand 




Start 


2562 






End 


4121 


Name 


OJ990520 14 


.9B12. 


.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


2568 






End 


4071 



12137 



GI 

Exons 



none 

2568. .2687, 2694. 

3089. .3154, 3090. 

3499.-3588, 3646. 



Score 93 
.2879, 2698..2799, 2865.-2993, 2893.. 2937, 
,3155, 3161.. 3316, 3162.. 3317, 3173.. 3337, 
,3735, 3965. .4066, 3970. .4071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11632 
24680 
2562 

OJ990520_14.9B12.C4.ol.ts . 

2574 

none 

2574..2684, 2694. .2879, 2695. 
3089. .3154, 3090-.3155, 3161. 
3628.-3735, 3647.. 3712, 3965. 

11632 
24680 
2562 

OJ990520_14 . 9B12 . C4 . o3 . tm 

3634 

none 

3634.-3738, 3634. .3738, 3731. 
3800. .3877 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 14.9B12.C4 



4121 

TBLASTX: Soybean 
4069 
91 

.2799, 2871. .2993, 2889. .2993, 
.3316, 3162.. 3317, 3499.. 3609, 
.4069, 3970. .4065 

Seq. ID OJ990520_14 . 9B12.C4 
Strand 

End 4121 

Method TBLASTX : Maize 

End 3877 

Score 144 

.3787, 3737. .3814, 3800. .3859, 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



11633 
24681 
90 

OJ990520 
90 

none 
90. .232 



14.9B12.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_14. 
+ 

232 

GEN SCAN 

232 

.78 



9B12.C5 



Seq. No. 11634 Seq. ID 

Gene No. 24682 Strand 

Start 700 End 

Name OJ990520_14 - 9B12 . C6 . ol . gs Method 

Start 700 End 

GI none Score 

Exons 700.. 819, 975.. 1203 



OJ990520_14. 9B12.C6 

1203 
GENSCAN 
1203 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11635 Seq. ID OJ990520_14 . 9B12 . C7 

24683 Strand + 

1 End 700 

OJ990520_14 . 9B12 . C7 . ol . np Method AAT/NAP 

1 End 700 

4587554 Score 157 

1..33, 332. .700 

(AC006577) Similar to gb|AJ005701 Na/Ca, K-exchanger from 
Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 



11635 Seq. ID 

24683 Strand 

1 End 

OJ990520_14 . 9B12 . C7 . ol . gs Method 

184 End 

none Score 



OJ990520_14.9B12-C7 
+ 

700 

GENSCAN 

612 

.74 



12138 




Exons 


1 O A C1 O 

lb 4 . . OlZ 










Seq. No. 


11636 




Seq. ID 


OJ990520_14.9B12 


.Cll 


Gene No. 


24684 




Strand 


+ 




Start 


85 




bna 


i npc 




Name 


OJ990520 14 . 


9B12 . Cll . ol . gs 


Method 






Start 


85 




bna 


lUo j 




GI * 


none 




Score 


. o Z 




Exons 


OC TOO OOO 

oo . . \6Z t boo 










Seq. No. 


11637 




Seq. ID 


OJ990520_14.9B12 


.C12 


Gene No. 


24685 




Strand 


+ 




Start 


374 




IT -i-i 


o y o 




Name 


OJ990520 14 . 


9B12 . Clz . ol . gs 


Metnoa 






Start 


374 




T-< _ 

hna 


d y d 




GI 


none 




Score 


. DO 




Exons 


O "7 >l < Ol CO 

374 . . 4zl, Do 


o c q a 
o . . D y b 








Seq. No. 


11638 




beq. iu 


nTQQn^9n *\ a qri o 
ujyyuo^u ift.yniz 


PI A 


Gene No. 


24686 




Strand 


+ ~~ 




Start 


2855 




End 


5603 




Name 


OJ990520 14. 


9B12.C14.o2.np 


Method 


AAT/NAP 




Start 


2855 




End 


5603 




GI 


4584355 




Score 


190 




Exons 


2855. .2910, 


5236. .5603 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


11638 




Seq. ID 


OJ990520_14.9B12 


.C14 


Gene No. 


24687 




Strand 






Start 


2177 




End 


5924 




Name 


OJ990520 14. 


9B12.C14.ol.np 


Method 


AAT/NAP 




Start 


2177 




End 


5924 




GI 


5042463 




Score 


314 




Exons 


2177. .2200, 


4001.. 4099, 4145. 


.4304, 5010.. 5177, 5855.. 5924 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


11638 




Seq. ID 


OJ990520_14.9B12 


-C14 


Gene No. 


24687 




Strand 






Start 


2177 




End 


5924 




Name 


OJ990520 14. 


9B12.C14 .o2.gs 


Method 


GENSCAN 




Start 


4792 




End 


5472 




GI 


none 




Score 


.92 




Exons 


4792. .4898, 


5010.. 5120, 5406. 


.5472 






Seq. No. 


11639 




Seq. ID 


OJ990520_14.9B12 


.C15 


Gene No. 


24688 




Strand 






Start 


818 




End 


4815 




Name 


OJ990520 14.. 


9B12.C15.ol.gp . 


Method 


AAT/GAP 




Start 


469 




End 


1400 




GI 


98607 1.R108 


4 


Score 


1794 




Exons 


469. .1400 










GI Descrip. 


'1076290/pir 


■| IS51169 2.0e-30 


amino acid transporter AAP4 - 




Arabidopsis 


thaliana >gi 608671 emb CAA54631 (X77500) 


amine 




acid transporter [Arabidopsis 


thaliana] 1 




Seq. No. 


11639 




Seq. ID 


OJ990520_14 . 9B12 


.C15 


Gene No. 


24688 




Strand 







12139 




otart 


Q1 Q 

olo 


T7 1 

CjIIQ 


ft 0 10 




Name 


ojyyuozu 14 . yBiz . cio . oi . tm 


fc X _ J_ 1_ _ J 

Metnoa 


1 BLAb l a : Ma i z e 




Start 


o i o 
o lz 


End 


lo 1U 




GI 


none 


Score 


Jo / 




Exons 


oi O ii^i QOO 11/19 llylO 
OlZ . .1141, oZZ . . 1 1 4 Z , 1 1 4 Z . . 


i ci n ii/i"5 

10 1 U , 114 j 


1 RHQ 
. . 1 DUO 




Seq. No. 


11639 


Seq. ID 


OJ990520_14.9B12 


.CIS 


Gene No. 


24688 


Strand 






Start 


Q 1 Q 




4815 




Name 


ujyyuozu 14. yuiz . lid . oi . gs 


Method 


GENS CAN 




Start 


O 1 o 

olo 




4761 




GI 


none 


Score 


.64 




Exons 


qio 1 t no iqoi on/ii oim 

olo. . i / yj, iyzi..zu4i, ziu/. 


oo/n 1 A A i 
. Z J4 U , Z 4 4 t 


3. .2549, 4,698. .4761 


beq. no. 


1 1 d o y 


oeq. iu 


OJ990520JL4.9B12 


.CIS 


bene ino . 


24688 


Strand 






b tar l 


818 


End 


4815 




Name 


OJ990520 14.9B12.C15.ol.np 


Method 


AAT/NAP 




Start 


821 


End 


2457 




bl 


1076289 


Score 


1154 




Exons 


821. .1827, 1921. .2014, 2107. 


.2388, 241? 


3. .2457 




GI Descrip. 


amino acid permease AAP5 - Arabidopsis 


thaliana 






gi | 608 673 |emb|CAA54 632 | (X77501) amino 


acid permease 






[Arabidopsis thaliana] 








- 

Seq. No. 


11639 


Seq. ID 


OJ990520_14.9B12 


.CIS 


Gene No . 


24688 


Strand 






Start 


818 


End 


4815 




Name 


OJ990520 14.9B12.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


824 


End 


2345 




GI 


none 


Score 


107 




Exons 


824. .1114, 930. .1115, 1154.. 


1318, 1313 


.1558, 1317. .171? 






1583.. 1792, 1947.. 2027, 2105 


..2344, 2106. .2345 





Seq. No. 11639 

Gene No. 24688 

Start 818 

Name OJ990520JL4 . 9B12 . CI 5 . ol . tc 

Start 926 

GI none 
Exons 



Seq. ID OJ990520JL4 . 9B12 .CIS 
Strand 
End 

Method 
End 
Score 



4815 

TBLASTX: Cress 

2345 

256 



926. .1318, 936. .1319, 1313. .1573, 1314. .1565, 1554. .1754, 
1565. .1777, 1947. .2027, 2105. .2344, 2106. .2345 



Seq. No. 11639 

Gene No. 24688 

Start 818 

Name OJ990520_14 . 9B12 . CI 5 . ol . tw 

Start 944 

GI none 
Exons 



Seq. ID OJ990520_14 . 9B12.C15 
Strand 
End 

Method 
End 
Score 



4815 

TBLASTX: Wheat 

1319 

136 



94 4. .1114, 969. .1112, 1160. .1318, 1161. .1319 



Seq. No. 11639 Seq. ID OJ990520JL4 . 9B12 . CIS 

Gene No. 24688 Strand 

Start 818 End 4815 

Name OJ990520_14 . 9B12 . CIS . o3 . tm Method TBLASTX : Maize 

Start 1511 End 1793 

GI none Score 60 



12140 




F.xon s 

i—t *\ 1 X O 


1511 1576 


1511 


1573, 


1 SfiS 

X «J \J .J 


..1777, 1566. .1793 




Seq. No. 


11639 








Seq. ID 


OJ990520_14.9B12 


.C15 


Gene No. 


24688 








Strand 






Start 


818 








End 


4815 




Name 


vU Z? Zs \) £*\J XI. 


_7D X Z. 




LIU 


Method 


TBLASTX : Maize 






1891 _ 








End 


2363 




GI 


none 








Score 


77 






1U ^ 1 < » X .7 O J , 


T Q4 7 


■ . \J jL. 1 f 


1 QS1 
x y *j x 


..2025, 2108.. 2341, 2109.. 2363 




11 639 








Seq. ID 


OJ990520_14.9B12 


.C15 


Gene No . 


24688 








Strand 






Start 


818 








End 


4815 




Name 


OJ990520 14. 


9B12 


,C15.o2. 


gp 


Method 


AAT/GAP 




Start 


1962 








End 


4815 




GI 


5607375 








Score 


754 




Exons 


1962. .2014, 


2107 


. .2340, 


4698 


. .4815 






GI Descrip. 


1076290/pir | 


IS51169 2.0e 


-30 


amino acid 


transporter AAP4 





Arabidopsis thaliana >gi_608671_emb_CAA54 631__ (X77500) amino 
acid transporter [Arabidopsis thaliana] 



Seq. No. 


11640 




Seq. ID 


OJ990520_14.9B12 


.C16 




24689 




Strand 








1 




End 


3488 




Name 


OJ990520 14.9B12.C16.ol 


.np 


Method 


AAT/NAP 




Of- a r f 


1 




End 


3488 




PT 
OX 


2244866 




Score 


637 




TP \r An C 


1..26, 421. .999, 3153.. 


3488 








ul Ucbtlip. 


(Z97337) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


11640 




Seq. ID 


OJ990520_14 . 9B12 


.C16 


Gene No. 


24689 




Strand 






Start 


1 




End 


3488 




Name 


OJ990520 14 . 9B12.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


174 




End 


810 




GI 


57195 1.R1084 




Score 


1184 




Exons 


174. .810 










GI Descrip. 


, 224 4 8 66/emb|CAB10288.1 


I l.Oe- 


-28 (Z97337) hypothetical 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


11640 




Seq. ID 


OJ990520_14.9B12 


.C16 


Gene No. 


24689 




Strand 






Start 


1 




End 


3488 




Name 


OJ990520 14 . 9B12.C16.ol* 


. tm 


Method 


TBLASTX -.Maize 




Start 


446 




End 


3387 




GI 


none 




Score 


57 




Exons 


446. .562, 447. .563, 501 


. .563, 


571. .1002, 572. .1000, 775 


. . 1002, 




3147.. 3386, 3157.. 3387 










Seq. No. 


11640 




Seq. ID 


OJ990520_14.9B12 


.C16 


Gene No. 


24689 




Strand 






Start 


1 




End 


3488 




Name 


OJ990520 14.9B12.C16.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


459 




End 


3383 




GI 


none 




Score 


133 




Exons 


459. .563, 571. .687, 682 


. .1002, 


839.. 1000, 3147.. 3272, 






3157.. 3273, 3303.. 3383 











12141 



Seq. No. 


11640 


Seq. ID 


OJ990520_14.9B12 


.C16 


bene jno . 


24689 


Strand 






C -|- -J 

OtalL 


1 


End 


3488 




Name 


OJ990520 14 .9B12.C16.ol.tc 


Method 


TBLASTX: Cress 




C 4- -j v-+- 

O LaiL 


778 


End 


3272 




VjX 


none 


Score 


71 






778. .948, 827. .901, 931. .1002, 932. .1000, 3147. .3200, 3198. 


Seq. No. 


11640 


Seq. ID 


OJ990520_14.9B12, 


.C16 


Gene No. 


C *a U O Zs 


J Li. Qi l\JL 








1 


End 


3488 




Name 


OJ990520 14.9B12.C16.ol.tw 


Method 


TBLASTX: Wheat 




OLaX. L 


857 


End 


3387 






none 


Score 


201 




Exons 


857. .1000, 857. .1000, 859.. 


1002, 859.. 


1002, 3150.. 3386, 






3151. .3387, 3226. .3324 








Seq. No. 


1 1 fid i 


Op>rr T H 

OCvj , X U 


0,TQQflS?n 1 A QR1 7 


CM 




24690 


Strand 


+ _ 




Of a v-+- 


4687 


End 


5274 




Name 


OJ990520 14 .9B12.C17.o2.gs 


Method 


GENSCAN 




otalt 


4687 


End 


5274 






none 


Score 


.95 




Exons 


4687. .5274 








Seq. No. 


11641 


. Seq. ID 


OJ990520_14.9B12* 


.C17 


bene wo . 


1 U Z> X 


Strand 


+ 






5275 


End 


5610 




Name 


OJ990520 14 ..9B12.C17.o3.gp 


Method 


AAT/GAP 




Olail 


5275 


End 


5610 




C T 
bl 


4716463 


Score 


619 




IT 1 v o 


5275. .5610 








Seq. No. 


11641 


Seq. ID 


OJ990520_14.9B12, 


.C17 


Gene No. 


24692 


Strand 


+ 






11131 


End 


12704 




Name 


OJ990520 14.9B12.C17.o2.np 


Method 


" AAT/NAP 




OLdiL 


11131 


End 


12704 




o X 


6723433 


Score 


1509 






11131. .11679, 11853. .12704 








f~l T Ho cpti n 
oX UcoOIip> 


(AL132965) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


11641 


Seq. ID 


OJ990520_14.9Bi2, 


.C17 


Gene No. 


24693 


Strand 






Of- r +- 


945 


End 


5702 




Name 


OJ990520 14.9B12.C17.ol.np 


Method 


AAT/NAP 




oT_arT- 


934 


End 


5702 




ox 


2244866 


Score 


657 




Exons 


934. .1547, 1692. .2101, 5681 


. .5702 






GI Descrip. 


(Z97337) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11641 


Seq. ID 


OJ990520_14.9B12, 


.C17 


Gene No. 


24693 


Strand 






Start 


945 


End 


5702 




Name 


OJ990520 14 . 9B12.C17.ol.gs 


Method 


GENSCAN 




Start 


945 


End 


1931 





12142 






PT 
ol 


none 






Score 


fi7 




Exons 


Q4 R 1^4 7 


1 6Q9 

1 U -7 • 


1 Q^l 
. 1 jjI 








Seq. No. 


11641 






Seq. ID 


OJ990520_14.9B12.C17 




Gene No. 


24693 






Strand 






o Lai L 


Q4 S 






End 


5702 




Name 




QR1 9 


PI 1 n? rrn 


Mpf hnH 

L iC U 1 1 vJV_i 


AAT /HAP 




Of a v-4- 


^67 ~~ 






FnH 


3717 






94 4 9 ^ 6Q 






OLUi c 


61 4 

U X *± 




Exons 


"3^67 "3717 

J J U / ■ . J / X / 












Seq. No. 


11641 






Seq. ID 


OJ990520_14.9B12.C17 




Gene No. 


24694 






Strand 






O Lax L 


64 m 






Fnd 


6694 




Name 




QR1 9 






f;FN9PAN 






64 m — 

D4U1 






FnH 


6694 

U U _7 4 






none 






OLUl t5 


Q 
• o 




Exons 


64D1 66Q4 












Seq. No. 


11641 






Seq. ID 


OJ990520_14.9B12.C17 




Gene No. 


24695 






Strand 






OLal L 


1 J JU ' 






End 


15799 




Name 




QR1 9 


PI 7 r>9 hp 


Mot* hnH 


1 DLinu ± /\ . ^ x coo 


a! 




Q64 ~~ 






FnH 


1 99D 






none 






Score 


1 9^ 
x ^ o 


-I 

ft 


Exons 


Q 64 1 1 RR 
:? u4 . . 1X00/ 


Q7 9 


i i pi 117^ 
1101/ 11 / j. • 


i 99n 




1 3 
bf 


beq. ino. 


1 1 Dfi 1 






oeq * i u 


nTQQrm9n 14 QR1 9 PI 7 

UujjU JlU 14 . -7D 1 Z .L^l / 


-I 


Gene No . 


9 A £ Q ^ 






Strand 






Start 


13507 






End 


15799 




Name 


OJ990520 14 


. 9B12 


.C17 .o2.tm 


Method 


TBLASTX: Maize 


-I 


O Lax L 


97 Fl 






End 


1946 


\ \ 


P T 


none 






Score 


165 




17" v r*\ t"i o 


Q7 ft 1 1 P 1 

3 (O • t ilOl; 


Q7 Q 


117^ 1161 

X X / _) , X X U X . • 


1232, 1170. 


.1235, 1174. .1296/ 


si 
z\ 




1^ Jl i • 1J40/ 




1 RSD 1 960 


..1550, 1694. .1717, 1707. .1946, 


A 




1 7 Of) 1 










c: 


OC^i INO • 


X X \J 4 X 






Seq. ID 


OJ990520_14.9B12.C17 


:i* 




94 69^ 

£. 4 O _7 J 






Strand 




:i 


Start 


13507 






End 


15799 


~'z 


Name 


OJ990520 14 


-9B12 


.C17.ol.ts 


Method 


TBLASTX : Soybean 




O Lai L 


9Q6 






End 


1928 






none 






Score 


88 




HiXOIlo 


QQ6 1 1 ft 1 


i o^n 


1 1 fift 1 1 61 

.1100/ xxox. 


.1229, 1174 


..1230, 1230. .1550, 






1 94 Q I^^Q 


1 ^ft7 

1 JO / 


1 S60 1 S91 


..1565, 1686. .1727, 1716. .1823, 






1790 1 ft 1 ft 

1/jCU. .1010/ 


1 Q/Q 
1 0 4 O 


1 Q9ft 

. . X -7Z. O 








Seer No 


11641 






Seq. ID 


OJ990520_14.9B12.C17 




Gene No. 


24695 






Strand 






Start 


13507 






End 


15799 




Name 


OJ990520 14 


.9B12 


.C17 .o3. tc 


Method 


TBLASTX: Cress 




Start 


1326 






End 


1550 




GI 


none 






Score 


73 




Exons 


1326. .1496, 


1375 


..1470, 1479 


. .1550 





Seq. No. 11641 Seq. ID OJ990520_14.9B12.C17 

Gene No. 24695 Strand 



12143 




Start 


13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


ol . tw 


Method 


TBLASTX : Wheat 




1405 




End 


7835 




none 




Score 


218 


Exons 


1405. . 1548, 1407. .1550, 1716 


..1934, 1720. .1935, 1753. .1869, 




7758. .7835 








beq . jno . 


11641 




Seq. ID 


OJ990520_14.9B12.C17 


Gene No. 


24695 




Strand 




Start 


13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


o2.ts 


Method 


TBLASTX : Soybean 


OLalt 


4801 




End 


7972 




none 




Score 


69 


Exons 


4801. .4863, 4894..52S 


6, 4908 


..5048, 5094. .5255, 7495. .7536, 




7618. .7731, 7619. .7726, 7810 


..7923, 7811. .7924, 7934. .7972 


Can NT /-\ 

b e q . IN o . 


11641 




Seq. ID 


OJ990520_14.9B12.C17 


bene inu • 


24695 




Strand 




Start 


13507 




End 


15799 


Name 




r\ "3 •f~m 

UJ . LIU 


Method 


TBLASTX: Maize 


O Lai L 


11512 




End 


11936 


bl 


none 




Score 


260 


^\ C* 


11512. .11682, 11514.. 


11666, 


11517. .11687, 11519., 11680, 




11851. .11925, 11852.. 


11929, 


11852. .11932, 11853. .11936, 




11865. .11933 








Seq. No. 


11641 




Seq. ID 


OJ990520_14 . 9B12.C17 


Gene No. 






Strand 






13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


o3 . ts 


Method 


TBLASTX : Soybean 




11886 




End 


12173 


bl 


none 




Score 


391 




11886. .12173, 11886.. 


12170, 


11888. .12172 


Seq. No. 


11641 




Seq. ID 


OJ990520_14 . 9B12 . C17 


Gene No. 


24695 




Strand 




OLdl L 


13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


ol . tm 


Method 


TBLASTX: Maize 


Q+- a r*+- 


11945 




End 


12717 




none 




Score 


1122 


HjXUI Id 


11945. .12682, 11946.. 


12692, 


1194 9. . 12 689, 12397. . 12717 


Seq. No. 


11641 




Seq. ID 


OJ990520_14 . 9B12.C17 


Gene No. 


24695 




Strand 




Of- n r-4- 


13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


ol . tc 


Method 


TBLASTX: Cress 


OtalL 


11964 




End 


12417 




none 




Score 


614 


Exons 


11964. .12416, 11964.. 


12413, 


11972. .12415, 12280. .12417 




11641 




Seq. ID 


OJ990520_14.9B12.C17 


Gene No. 


24695 




Strand 




Start 


13507 




End 


15799 


Name 


OJ990520 14.9B12.C17. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


12519 




End 


12698 


GI 


none 




Score 


286 


Exons 


12519. .12698, 12519.. 


12692, 


12521. . 12694 



12144 






Seq. No. 


11641 


Seq. ID 


OJ990520_14 .9B12 


.C17 




Gene No. 


24695 


Strand 








Start 


13507 


End 


15799 






Name 


OJ990520 14 9B12 C17 oS as 


Method 


GENSCAN 






Start 


13507 ~~ 


End 


15799 






GI 


none 


Score 


.85 






Exons 


13507. .14181, 14301. .14359, 


14 4 67. .14568, 14 77 1 . . 14810, 








15235 15342 15515 15596 


15694. .15799 






Seq. No. 


11641 


Seq. ID 


OJ990520_14 . 9B12 


.C17 




Gene No . 


24695 


Strand 








Start 


13507 


End 


15799 






Name 


OJ990520 14 9B12 C17 o5 ts 


Method 


TBLASTX : Soybean 






Start 


13950 ~~ 


End 


14182 






GI 


none 


Score 


73 






FiXOn s 

i_J *v \J X X 


13950 14159, 13951 14181, 


13952. .14182, 13952. .14182 






Seq. No. 


11642 


Seq. ID 


OJ990520_14.9B12 


.C18 




Gpne No . 


24696 


Strand 


+ 






Start 


2113 


End 


2474 






Name 


OJ990520 14 9B12 C18 ol as 


Method 


GENSCAN 






Start 


2113 _ 


End 


2474 






GI 


none 


Score 


.91 




. 3 i 

"ssf 


TT vAn c- 
Hj A. i i o 


?1ftS 2^77 2474 








:" fs 


Seq. No. 


11642 


Seq. ID 


OJ990520_14 . 9B12 


.C18 


\il 


Gene No. 


24697 


Strand 


+ 




'''"[ 


Start 


4293 


End 


5809 




U; 


Name 


OJ990520 14.9B12.C18.o2.np 


Method 


AAT/NAP 






Qf art 


4055 


End 


5809 




r\i 


GI 


3540202 


Score 


241 




: fcf 


F.xon s 


4055. .4159, 4254. .4452, 5244 


..5560, 5666. .5809 




is 

i* "t 


O -L L/C OUJ — L £J . 


(AC004260) Hypothetical protein [Arabidopsis thaliana] 




f. 

" '-i 


Seq. No. 


11642 


Seq. ID 


OJ990520_14.9B12 


.C18 


Li. 


Gene No . 


24697 


Strand 


+ 






Start 


4293 


End 


5809 




'i c? 


Name 


OJ990520 14.9B12.C18.o2.gs 


Method 


GENSCAN 




L -S 


Start 


4293 


End 


5735 




,aBi 


GI 


none 


Score 


.62 






Exons 

i-J *» Vu/ X X L_> 


4293. .4452, 5268. .5735 










Seq. No. 


11642 


Seq. ID 


OJ990520_14.9B12 


.C18 




Gene No. 


24698 


Strand 








Start 


1 


End 


2406 






Name 


OJ990520 14.9B12.C18.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2406 






GI 


5852093 


Score 


82 








1. .27, 1377. .1584, 2082. .2406 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


11642 


Seq. ID 


OJ990520_14.9B12 


.C18 




Gene No. 


24699 


Strand 








Start 


4395 


End 


5557 






Name 


OJ990520 14.9B12.C18.ol.tm 


Method 


TBLASTX: Maize 






Start 


4395 


End 


5557 





12145 




w J. 


nunc 












D AUllO 


4 ^ QR 4 4 


j j j j 


SRS7 








C • IMU • 


1164 2 








Seq. ID 


OJ990520 


Gene No. 


24699 








Strand 




Start 


4395 








End 


5557 


Name 


OJ990520 14 


. 9B12 


G18.ol 


.ts 


Method 


TBLASTX: 


Start 


4395 








End 


5557 


GI 


none 








Score 


66 


Exons 


4395. .4454, 


5264 


.5296, 


5333. 


.5557, 5416.. 5556 



Seq. No. 


11643 




Seq. ID 


OJ990520_ 


14. 


9B12 


.C19 


Gene No. 


24700 




Strand 


+ 








Start 


199 




End 


494 








Name 


OJ990520 14.9B12.C19.ol 


.gs 


Method 


GENSCAN 








Start 


199 




End 


494 








GI 


none 




Score 


.51 








Exons 


199. .228, 400. .494 














Seq. No. 


11643 




Seq. ID 


OJ990520_ 


14. 


9B12 


C19 


Gene No. 


24701 




Strand 










Start 


1209 




End 


1645 








Name 


OJ990520 1.4.9B12.C19.o2 


gs 


Method 


GENSCAN 








Start 


1209 




End 


1645 








GI 


none 




Score 


.74 








Exons 


1209. .1366, 1434. .1466, 


1537. 


. 1645 











Seq. No. 11644 Seq. ID 

Gene No. 24702 Strand 

Start 58 End 

Name OJ990520_14 . 9B12 . C21 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 300 



OJ990520JL4 . 9B12.C21 
+ 

300 

GENSCAN 

300 

.73 



Seq. No. 11645 Seq. ID 

Gene .No. 24703 Strand 

Start 52 End 

Name OJ990520_14 . 9B12 . C25 . ol . np Method 

Start 52 End 

GI 1839022 Score 

Exons 52.. 285, 468.. 547 

GI Descrip. (Y11121) amino acid carrier [Ricinus communis] 



OJ990520_14 . 9B12 . C25 
547 

AAT/NAP 
547 
256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11645 
24703 
52 

OJ990520_14, 
58 

none 



9B12.C25.ol.tc 



Seq. ID OJ990520_14.9B12.C25 
Strand 
End 

Method 
End 
Score 



547 

TBLASTX: Cress 

306 

52 



58. .123, 59. .124, 130. .285, 131. .286, 142. .306 



Seq. No. 11645 Seq. ID OJ990520_14.9B12.C25 

Gene No. 24703 Strand 

Start 52 End 547 

Name OJ990520_14 . 9B12 . C25 . ol . tm Method TBLASTX : Maize 

Start 58 End 295 



12146 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
58. .285, 59. .295 

11645 
24703 
52 

OJ990S20_14 .9B12.C25.ol.ts 
58 

none 

58. .123, 59. .124, 130. .285, 131. .286 



329 



Seq. ID OJ990520_14.9B12.C25 
Strand 

547 

TBLASTX: Soybean 
286 
55 



End 

Method 

End 

Score 



11645 
24703 
52 

OJ990520_14 . 9B12 .C25.ol.gs 
61 

none 
61. .285 



Seq. ID OJ990520_14.9B12.C25 
Strand 

End 547 

Method GENSCAN 

End 285 

Score . 92 



Seq. No. 11646 

Gene No. 24704 

Start 1 

Name OJ990520_14 . 9B12 . C29 . ol . np 

Start 1 

GI ■ 4914361 

Exons 1 . . 351 

GI De scrip . (AC00728 9 ) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End 164 8 

Method AAT/NAP 

End 351 

Score 273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End 1648 

Method AAT/NAP 

End 458 

Score 269 



11646 
24704 
1 

OJ990520_14 . 9B12 .C29.o2.np 
1 

6957519 
1. .458 

(AC022288) putative gag-pol polyprotein [Arabidopsis thaliana] 



11646 
24704 
1 

OJ990520_14 . 9B12 .C29.ol.tw 
1 

none 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End 1648 

Method TBLASTX : Wheat 

End 1648 

Score 51 



1..288, 22. .186, 71. .238, 1339. .1641, 1342. .1647, 1520. .1648 



11646 
24704 
1 

OJ990520_14 . 9B12.C29.ol.tc 
7 

none 

7. .279, 1456. . 1647 

11646 
24704 
1 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End . 164 8 

Method TBLASTX : Cress 

End 1647 

Score 129 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End 1648 



12147 



Name 

Start 

GI 

Exons 



OJ990520_14 . 9B12 . C29 . ol . tm Method TBLASTX : Maize 
7 End 1617 

none Score 82 

7. .168, 1211. .1411, 1288. .1410, 1414. .1617 



Seq. No. 11646 

Gene No. 24704 

Start 1 

Name OJ990520_14 . 9B12 . C29 . o2 . tm 

Start 182 

GI none 
Exons 



Seq. ID OJ990520_14.9B12.C29 
Strand 

End 1648 

Method TBLASTX: Maize 

End 524 

Score 118 



182. .409, 184. .408, 318. .506, 460. .507, 463. .510, 464. .511, 
465. . 524 



Seq. No. 11647 Seq. ID 

Gene No. 24705 Strand 

Start 1521 End 

Name OJ990520_14 . 9B12 . C30 . o2 . gs Method 

Start 1521 End 

GI none Score 
Exons 



OJ990520_14.9B12.C30 
+ 

3574 
GENSCAN 
3574 
.71 



1521. .1541, 1685. .1890, 2134. .2314, 2441. .2661, 2748. .2881, 
2976. .3195, 3240. .3339, 3386. .3574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



11647 Seq. ID 

24705 Strand 

1521 End 

OJ990520_14 .9B12.C30.o2.np Method 

2181 End 

4415931 Score 



OJ990520_14.9B12.C30 
+ 

3574 
AAT/NAP 
3557 
320 



2181.. 2314, 2402.. 2652, 3431.. 3557 

(AC006418) putative ubiquitin [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 14.9B12.C30 



545 

AAT/NAP 

518 

137 



11647 
24706 
1 

OJ990520_14 .9B12.C30.ol.np 
1 

1345643 
1..65, 292. .518 

FLAVONOID 3 1 , 5 1 -HYDROXYLASE 2 (F3 , 5 , H) (CYTOCHROME P4 50 7 5A3) 
(CYPLXXVA3) gi | 629709 | pir | IS38984 flavonoid 3 ' , 5 * -hydroxylase 
Hf2 - garden petunia gi | 311654 | emb | CAA80265 | (Z22544) flavonoid 
3' , 5* -hydroxylase [Petunia x hybrida] gi | 738771 | prf | | 2001426A 
flavonoid 3 ' , 5 ' -hydroxylase [Petunia x hybrida] 



11647 Seq. ID 

24706 Strand 

1 End 
OJ990520_14.9B12.C30.ol.gs Method 

2 63 End 
none Score 
263. .545 



OJ990520_14.9B12.C30 
545 

GENSCAN 

545 

.93 



Seq. No. 11647 Seq. ID 

Gene No. 24707 Strand 

Start 2189 End 

Name OJ990520 14 . 9B12 . C30 . ol . tc Method 



OJ990520_14.9B12.C30 
2685 

TBLASTX: Cress 



12148 



Start 
GI 

Exons 



2189 End 2641 

none Score 99 

2189. .2272, 2375. .2464, 2376. .2438, 2404. .2481, 2453. .2641, 

2459. .2605, 2476. .2640 



Seq. ID OJ990520_14.9B12.C30 
Strand 

End 2685 

Method TBLASTX : Maize 

End 2685 

Score 151 

2192. .2311, 2363. .2671, 2373. .2534, 2375. .2662, 2401. .2685 



Seq. No. 11647 

Gene No. '24707 

Start 2189 

Name OJ990520_14 . 9B12 . C30 . ol . tin 

Start 2192 

GI none 
Exons 



Seq. No. 11647 

Gene No. 24707 

Start 2189 

Name OJ990520_14 . 9B12 . C30 . ol . ts 

Start 2192 

GI none 
Exons 



Seq. ID OJ990520_14 . 9B12.C30 
Strand 

End 2685 

Method TBLASTX : Soybean 

End 2653 

Score 133 



2192. .2314, 2239. .2313, 2360 .. 2635, 2373. . 2531, 2375. .2653, 
2404. .2640 



Seq. No. 11648 
Gene No. " .24708 

Start 49 

Name OJ990520_14 . 9B12 . C33 . ol . gs 

Start 49 

GI none 
Exons 



Seq. ID OJ990520J14.9B12.C33 

Strand + 

End 2188 

Method GENSCAN 

End 2188 

Score .66 



49. .260, 1809. .1831, 1976. .2188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11648 
24709 
14351 

OJ990520_14 -9B12.C33.ol.gp 

14351 

uC-osflM202062f05bl 
14351.. 14522 

'3540195 1.0e-35 (AC004260) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990520_14.9B12.C33 
Strand + 

14522 
AAT/GAP 
14522 
229 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11648 
24710 
15046 

OJ990520_14 . 9B12 .C33.o2.gp 
15046 

uC-osflM202062f05bl 
15046. .15217 

f 3540195 1.0e-35 (AC004260) Unknown protein [Arabidopsis 
thaliana]-' 



Seq. ID OJ990520_14.9B12.C33 

Strand + 

End 15217 

Method AAT/GAP 

End 15217 

Score 275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11648 
24711 
16886 

OJ990520_14 . 9B12.C33.o4 .gs 

16886 

none 



Seq. ID OJ990520_14.9B12.C33 

Strand + 

End 19695 

Method GENSCAN 

End 19476 

Score .85 



16886. .16887, 17141. .17341, 17513 .. 1814 7, 184 55. .194 7 6 



12149 




Seq. No. 


11648 


Seq. ID 


OJ990520_14.9B12. 


C33 


Gene No. 


24711 


Strand 


+ 




Start 


1688 6 


End 


19695 




LNCL1UC 


OJ990520 14 9B12 C33 ol no 


Method 


AAT/NAP 




O U CI X L. 


17548 ~" 


End 


19482 




(IT 
ox 


3540195 


Score 


1858 




P von ^ 


17548 18147 18455 19482 

X/<_sML>..XOX^/, lu? J J • t 1 ^lU^. 








OX L/C O L-l -'-^ * 


( AC0049 60) [Inknnwn nrnfpin 


[Arabidopsis thaliana] 




Sea No. 


11648 


Seq. ID 


OJ990520 14.9B12. 


C33 


Gene No. 


24711 


Strand 


+ 




Start 


16886 


End 


19695 




Name 


OJ990520 14 9B12 C33 o3 ao 


Method 


AAT/GAP 




J LQI L 


17623 ~~ 


End 


18072 




O X 


24 314 84 


Score 


884 




P von q 


17623 18072 








OX UCD^lXp • 


35401 95 1 Oe-35 ( AC004 260 } 


Unknown protein [Arabidopsis 






L.11CLXXCL11GI J 








Sea No 


11648 


Seq. ID 


OJ990520_14.9B12. 


C33 


Gene No. 


24711 


Strand 


+ 




Start 


16886 


End 


19695 




Name 


O.T990520 1 4 9R1 2 P33 n4 an 


Method 


AAT/GAP 






19123 ~~ 

X _7 X ^. J 


End 


19695 




O X 


3197S1R1084 

Jl^ ' J X • I\X V Q *i 


Score 


1127 ' 




P von c: 


191 2 3 _ 1 Qfi95 

X .7 X *£. _) • • X _7 U .7 .J 








ox ucoLiip • 


'35401Q5 1 0^-35 (AC 004960) 


Unknown protein [Arabidopsis 




UlldXXclilcij 








Seq. No. 


11648 


Seq. ID 


OJ990520_14.9B12. 


C33 


Gene No. 


24712 


Strand 






Start 


10108 


End 


16030 




Name 


OJ990520 14 9B12 C33 o3 as 


Method 


GEN SCAN 






10108 _ 

X V X \J o 


End 


16030 




O X 


none 


Score 


.48 




P, von c 


10108 10254, 11405 11454 


11542. .11618, 13149. .13246, 






13395 13675 • 14415 14745 


154 61. .15729, 15901. .16030 




Seq. No. 


11648 


Seq. ID 


OJ990520_14.9B12. 


C33 


Gene No. 


24713 


Strand 






Start 


24414 


End 


26559 




Name 


OJ990520 14 9B12 C33 o5 tm 


Method 


TBLASTX: Maize 




Start 


15039 _ 


End 


17351 




GI 


none 


Score 


46 




P. von ^ 


15039 15098 15138 15254 


17142. .17351, 17142. .17342, 






17195 17347 

X / X ^ • • X / ^ J / 








Seq. No. 


11648 


,Seq. ID 


OJ990520_14.9B12. 


C33 


Gene No. 


24713 


Strand 






Start 


24414 


End 


26559 




Name 


OJ990520 14 .9B12.C33.o2.tm 


Method 


TBLASTX: Maize 




Start 


17577 


End 


18153 




GI 


none 


Score 


845 




Exons 


17577. .18149, 17578 .. 18150, 


17578. .18153 




Seq. No. 


11648 


Seq. ID 


OJ990520_14.9B12. 


C33 



12150 



Gene No. 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


17793 






End 


17941 


GI 


none 






Score 


106 


Exons 


17793. 


.17930, 17794. 


. 17937, 


17796. .17939, 17834.. 17941 


Seq. No. 


11648 






Seq. ID 


OJ990520_14 .9B12 


Gene No. 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. o4 . t s 


Method 


TBLASTX: Soybean 


Start 


18039 






End 


18618 


GI 


none 






Score 


147 


Exons 


18039. 


.18158, 18463. 


. 18618, 


18483. .18608 


Seq. No. 


11648 






Seq. ID 


OJ990520_14.9B12 


Gene No. 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


18453 






End 


18756 


GI 


none 






Score 


257 


Exons 


18453. 


.18752, 18453. 


. 18752, 


18454. .18756 


Seq. No. 


11648 






Seq. 'ID 


OJ990520JL4 . 9B12 


Gene No. 


24713 






Strand 




Start 


24414 






End " 


26559 


Name 


OJ990520 14.9B12.C33 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


18459 






End 


18656 


GI 


none 






Score 


314 


Exons 


18459 . 


.18656, 18460. 


. 18654 






Seq. No. 


11648 






Seq. ID 


OJ990520_14 . 9B12 


Gene No. 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


18526 






End 


19160 


GI 


none 






Score 


88 


Exons 


18526. 


.18594, 18528. 


. 18608, 


18588. .18998, 1858 9. . 19107, 




18604. 


.19107, 19110. 


. 19160, 


19111. .19152 


Seq. No. 


11648 






Seq. ID 


OJ990520_14 . 9B12 


Gene No. 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. ol . ts 


Method 


TBLASTX: Soybean 


Start 


18619 






End 


19098 


GI 


none 






Score 


789 


Exons 


18619. 


.19098, 18621. 


. 18998, 


18631. .19098 


Seq. No. 


11648 






Seq. ID 


OJ990520_14 . 9B12 


Gene No . 


24713 






Strand 




Start 


24414 






End 


26559 


Name 


OJ990520 14.9B12.C33 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


18760 






End 


19673 


GI 


none 






Score 


1150 


Exons 


18760. 


.19473, 18760. 


. 19248, 


187 62. .19415, 194 70 . . 1954 1 , 




19641. 


.19673 









12151 




Seq. No. 


11648 






Seq. ID 


OJ990520_14.9B12 


.C33 


Gene No. 


24713 






Strand 








24414 






End 


26559 




Name 


OJ990520 14.9B12.C33 


. ol . tw 


Method 


TBLASTX: Wheat 




otar t 


18949 






End 


19341 




P T 

bl 


none 






Score 


707 




Exons 


18949. . 


19341, 18949. 


1 QO/O 


18951. .19340 




Seq. No. 


11648 






Seq. ID 


OJ990520_14.9B12 


.C33 


Gene No. 


24713 






Strand 








24414 






End 


26559 




Name 


OJ990520 14.9B12.C33 


rt. O 4- o 


Method 


TBLASTX : Soybean 




Start 


19111 






End 


19377 




bl 


none 






Score 


308 




Exons 


19111. . 


19299, 19113. 


. 1 :? Z z? 0 , 


19296. .1937 6, 19300. .19377 




beq. no. 


11648 






Seq. ID 


OJ990520_14.9B12 


p^ ^ 
. boo 


bene no . 


24713 






Strand 






otart 


24414 






End 


26559 




Name 


OJ990520 14.9B12.C33 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


24384 






End 


25113 




P T 

bl 


none 






Score 


87 




Exons 


24384. . 


24491, 24386. 


0 A A Q "3 

. z h h y O , 


24412. .244 


89, 24417. .24500, 






24546. . 


24608, 24568. 


o a c n c 
. Z 4 bU b , 


24603. .248 


42, 24603. .25022, 






24604. . 


24957, 24894. 


. Z DUZZ , 


24972. .25112, 25016. . 25057, 






25030. . 


25113 










Seq. -No. 


11648 






Seq. ID 


OJ990520_14.9B12 


p*^ ^ 
. bOo 


Gene No. 


24713 






Strand 






Start 


24414 






End 


26559 




Name 


OJ990520 14.9B12.C33 


. o2 . np 


Method 


AAT/NAP 




btart 


24414 






End 


26559 




bi 


1552379 




Score 


712 




Exons 


24414. . 


25102, 26493. 


.26559 








bl UcSCIip. 


(Y08155) pectin methylesterase [Silene 


latifolia ssp. alba] 


beq. no. 


11648 






Seq. ID 


OJ990520 14.9B12 


.C33 


Gene No. 


- 24713 






Strand 


* — 




Start 


24414 






End 


26559 




Name 


OJ990520 14.9B12.C33 


.o2.ts 


Method 


TBLASTX : Soybean 




Of -3*-f 


24426 






End 


25103 




P T 
bl 


none 






Score 


80 




Exons 


24426. . 


24464, 24549. 


.24683, 


24568. .246 


84, 24726.-24833, 






24855. . 


25100, 24894. 


.25103 








Q rt rt" XT rt 

beq . no . 


11648 






Seq. ID 


OJ990520_14.9B12 


.C33 


Gene No. 


24713 






Strand 






Start 


24414 






End 


26559 




Name 


OJ990520^!4". 9B12 .C33 


.o2.tc 


Method 


TBLASTX: Cress 




0 -1 i v+- 

btiarr 


24429 






End 


25104 




p t 
bl 


none 






Score 


239 




Exons 


24429. . 


24500, 24552. 


.25103, 


24568. .24942, 24894 .. 25103, 






25015. . 


25104 










Seq. No. 


11648 






Seq. ID 


OJ990520_14.9B12 


.C33 


Gene No. 


24713 






Strand 






Start 


24414 






End 


26559 





12152 




Name 


ujyyuozu 14 . yai^ .ljj.oj . tw 


Method 


TBLASTX: 


Wheat 


otart 


Z4 OlU 


End 


25058 




C T 

b± 


none 


Score 


55 




Exons 


Z4 blU . . Z4 DO 4 , Z4 OlZ . . Z 4 Do 3, 


24729..24833, 24751 


. . Z4 oU / , 




1 a n c: a O A QO A O A Q A 1 O A Qt;i 
Z 4 / 0 O . . Z 4 oZ 4 , Z 4 o 4 / . . Z 4 yo / , 


24849. .25058, 24894 


o c n c o 


Seq. No. 


11649 


Seq. ID 


OJ990520 


_14.9B12.C34 


Gene No. 


24714 


Strand 


+ 






ozyu 


End 


8603 




Name 


ojyyUDZu 14 . yBiz ,CJ4 . oo.gp 


Method 


AAT/GAP 




Start 


ozyu 


End 


O DU J 




bl 


Z o / UjD 


Score 


528 




Exons 


ozyu . . ooUJ 








oeq. no. 


1 1 o4 y 


Seq. ID 


OJ990520 


1 4 . yBIZ . Co4 


Gene No. 


24715 


Strand 


+ 




Start 


8903 


End 


10210 




Name 


OJ990520 14.9B12.C34.o3.np 


Method 


AAT/NAP 




C A 1 -v-+- 

otart 


8903 


End 


1UZ 1U 




bl 


5777617 


Score 


88 




Exons 


8903. .8993, 10102. .10210 








GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza 


sativa] 




Seq. No. 


11649 


Seq. ID 


OJ990520 


_14.9B12.C34 


Gene No. 


24716 


Strand 


- 




Start 


120 


End . 


1874 




Name 


OJ990520 14.9B12.C34.ol.gs 


Method 


GEN SCAN 




Start 


120 


End 


1874 




bl 


none 


Score 


.93 




Exons 


120. .337, 944. .1499, 1566. .1 


874 






Seq. No. 


11649 


Seq. ID 


OJ990520 


_14.9B12.C34 


Gene No. 


24716 


Strand 


- 




o tart 


120 


End 


1874 




Name 


OJ990520 14.9B12.C34.ol.gp 


Method 


AAT/GAP 




btart 


1304 


End 


1821 




bx 


none 


Score 


948 




Exons 


1304..18 : 21 








Seq. No. 


11649 


Seq. ID 


OJ990520 


_14.9B12.C34 


Gene No. 


24717 


Strand 






Q+- a r-4- 


2716 


End 


10355 




Name 


OJ990520 14.9B12.C34.o3.ts 


Method 


TBLASTX: 


Soybean 


C H i -v-4- 

b tar t 


1053 


End 


1439 




bl 


none 


Score 


150 




Exons 


1053. .1106, 1113. .1160, 1167 


. .1214, 1257. .1439 




oeq. jno. 


11649 


Seq. ID 


OJ990520 


14 . yBIZ . b J4 


bene no . 


24717 


Strand 








2716 


End 


10355 




Name 


OJ990520 14.9B12.C34.o2.gs 


Method 


GENSCAN 




Start 


2716 


End 


9590 




GI 


none 


Score 


.4 




Exons 


2716.. 2809, 3144.. 3228, 4890 


..5062, 5236. .5394, 


6080. .7042, 




7175. .7300, 7491. .7578, 7674 


..7737, 7931. .8011, 


8025. .8050, 




8263.. 8371, 8516.. 8799, 9245 


. . 9590 







12153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11649- Seq. ID 

24717 Strand 

2716 End 

OJ990520_14 . 9B12 .C34 .ol.np Method 

4616 End 

6862912 Score 



OJ990520_14 . 9B12.C34 

10355 
AAT/NAP 
8164 
660 



4616. .4694, 4802. .5060, 5207. .5394, 6080. .6636, 8144. .8164 
(AC018907) unknown protein [Arabidopsis thaliana] 





Seq. No. 


11649 








Seq. ID 


OJ990520_14.9B12.C34 




Gene No . • 










c f- v" ^ n H 






O 4- 4- 

o tart 


9 7 1 £ 
Z / ID 










± \J O J J 




Name 


c\ TQQrmo n i a 
uj y y uoz u ±4 


QDl O 


C^A r\A 
U J 4 . 04 


. L.IU 


ixie cnoa. 






Start 


A 7 7 Q 

4 / / y 








i^na 






GI 


none 








Score 






Exons 


4 / / y . . 4 yu / , 


A 7 Q O 
4 / O £ 


yl QH7 

. 4 y U / , 


A 1 ft ^ 

4 / 0 J . 


A Qfl ft 4 7 s 
. 4 y U O , 4 / i 


jfi. . 4 y u y 




Seq. No. 


11649 








Seq. ID 


OJ990520_14.9B12.C34 




Gene No. 


24717 








Strand 






Start 


on c 

Z 1 1 0 








End 


10355 




Name 


ujyyuozu 14 


QDl O 


Lj4 . OZ 


. lC 


Method 


TBLASTX: Cress 




Start 


a n on 

4 / y(J 








End 


5058 




GI 


none 








Score 


138 


J 

3 J 


Exons 


4 / yu . . OU4 4 , 


4 / y o 


c; n e;q 








cr 

i ; 


beq . jno . 


11649 








Seq. ID 


OJ990520_14 . 9B12-. C34 




Gene No. 


24717 








Strand 






Start 


2716 








End 


10355 




Name 


OJ990520 14 


. 9B12 


C34.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


4792 








End 


6132 




GI 


none 








Score 


102 


! ! 


Exons 


4792. .5067, 


4796 


.4969, 


4813. 


.5064, 5236. .5406, 5238. .5405, 






6079. .6132 














Seq. No. 


11649 








Seq. ID 


OJ990520_14 . 9B12.C34 




Gene No. 


24717 








Strand 






Start 


2716 








End 


10355 


a : 


Name 


OJ990520 14 


. 9B12 


C34.o2 


.gp 


Method 


AAT/GAP 




Start 


4847 








End 


6129 


II 

Pi 


GI 


uC-osflM202123g02bl 




Score 


794 


-J 


Exons 


4847. .5062, 


5236 


.5394, 


6080. 


.6129 





GI Descrip. ' 6094 303/sp I P56707 | SMTA_ASTBI 1.0e-22 SELENOCYSTEINE 

METHYLTRANSFERASE ( SECYS-METHYLTRANSFERASE ) < SECYS-MT ) 
>gi_400684 8_emb_CAA10368_ (AJ131433) selenocysteine 
methyltransferase [Astragalus bisulcatus] ' 



Seq. No. 11649 

Gene No. 24717 

Start 2716 

Name OJ990520_14 . 9B12 . C34 . o2 . tm 

Start 4909 

GI none 

Exons ' 4909.. 5064, 4909.. 5067, 4911 
5236.. 5400, 5237.. 5398, 5238 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5072, 5136 
.5405 



OJ990520 14.9B12.C34 



10355 

TBLASTX: Maize 
5405 
159 

5150, 5236.-5397, 



Seq. No. 
Gene No. 



11649 
24717 



Seq. ID 
Strand 



OJ990520 14.9B12.C34 



12154 




Start 


2716 








End 


10355 




LN emit; 




. 9B12 


P34 nl 


tc 


Method 


TBLASTX: Cress 




O Lai L 


JlDJ 








End 


6633 




rzr 

\J X 


n on o 
1 1L/X ic 








Score 


120 






S265 5387 


6100 


6207, 


6334 . 


.6633, 6341.. 6625 




Seq. No. 


11649 








Seq. ID 


OJ990520_14.9B12. 


C34 


Gene No. 


v 24717 








Strand 






OLall 


9716 








End 


10355 




Name 


WU _7 _7 VJ ,J U X *i 


9R1 7 


C34 ol 


tm 


Method 


TBLASTX: Maize 




Of a y-f 


607 6 _ 








End 


6330 




(ZT 


none 








Score 


153 




TT von cr 


6076 6961 


6080 


6325 


6080 . 


.6286, 6082.. 6330 




Seq. No. 


11649 








Seq. ID 


OJ990520_14.9B12. 


C34 


Gene No. 


24717 








Strand 






Start 


2716 








End 


10355 






OJQ90S20 14 


. 9B12 


. C34 . ol . 


tw 


Method 


TBLASTX: Wheat 




Qf o v-1 - 


fii 03 — 








End 


6513 






I i\Jl ic 








Score 


92 




TT von c 


61 03 6147 


\J £. £. ~J 


. .6285, 


6319 . 


.6513, 6367.. 6513 




Seq. No. 


11649 








.Seq. ID 


OJ990520_14.9B12. 


C34 


Gene No. 


24717 








Strand 






Of arl- 
O Lai L 


97 1 6 








End 


10355 




Name 


n.TQQ0 c i9n 1 4 


QR1 0 


P34 nl 

.Lj4 .Ul. 




Method,. 


TBLASTX: Soybean 




Of a r-f 


69^3 _ 








End 


6645 




C T 


none 








Score 


325 




IT 1 VOn o 


69^3 664^ 


69ft 1 

U ^ O X 


669fi 










Seq. No. 


11649 








Seq. ID 


OJ990520_14.9B12. 


C34 


Gene No. 


24717 








Strand 






Of o rf- 

O Lai L 


2716 








End 


10355 




Name 


0,7990^9 0 1 4 


. 9B12 


. C34 . o3 . 


tm 


Method 


TBLASTX: Maize 




Of a r f 
O Lai l_ 


6367 _ 

U -J u / 








End 


6639 




ox 


n on o 








Score 


129 




Exons 


6367 663Q 


6371 


6634 










Otao K]o 


11649 








Seq. ID 


OJ990520_14\9B12. 


C34 


\JJ 1 1 ~ INVJ • 


24717 








Strand 






Of arf 
O Lul L. 


2716 








End 


10355 




Name 


OJ990520 14 


.9B12 


.C34 .o2. 


np 


Method 


AAT/NAP 




Start 


6775 








End 


10355 




GI 


4587554 








Score 


153 




T* 1 von 
Hi AU1 Id 


6775. .6832, 


9074 


. .9351, 


10282 


. . 10355 








(AC006577) 


Similar to gb|AJ005701 Na/Ca, K-exchanger from 




Caenorhabditis elegans. 


ESTs 


gb|T04172 


[ and gb|AA585918 


corn* 




from this gene. 


[Arabidopsis 


thaliana] 






Seq. No. 


11650 








Seq. ID 


OJ990520_14.9B12. 


C35 


Gene No. 


24718 








Strand 


+ 




Start 


196 








End 


5499 




Name 


OJ990520 14 


.9B12 


.C35.ol. 


gs 


Method 


GENSCAN 




Start 


196 








End 


3924 




GI 


none 








Score 


.63 





Exons 196.. 201, 2510.. 2626, 3679.-3924 



12155 



Seq. No. 


11650 


Seq. ID 


OJ990520 14.9B12 


.C35 


Gene No . 


24718 


Strand 


+ ~~ 




Start 


196 


End 


5499 




Name 


OJ990520 14.9B12.C35.o2.np 


Method 


AAT/NAP 




Start 


3368 


End 


5426 




GI 


3355632 


Score 


1246 




F, von s 


3368. .3541, 4322. .4773, 4860. 


.5426 






GI DescriD. 


(AJ006957) stearoyl-acyl . carrier protein desaturase [Linum 




usitatissimum] 








Sea No. 


11650 


Seq. ID 


OJ990520_14.9B12 


. C35 


Gene No . 


24718 


Strand 


+ 




Start 


196 


End 


5499 




Name 


OJ990520 14.9B12.C35.o2.gp 


Method 


AAT/GAP 




Start 


4135 


End 


4602 




GI 


52838 1.R1084 


Score 


902 




Exons 


4135. .4602 








GT Descrio. 


1 3355632/emb|CAA07349 | 2 . Oe-27 (AJ006957) stearoyl-acyl 


car 




protein desaturase [Linum usitatissimum] ' 




Seq. No. 


11650 


Seq. ID 


OJ990520_14.9B12 


C35 


Gene No. 


24718 


Strand 


+ 




Start 


196 


End 


. 5499 




Name 


OJ990520 14.9B12.C35.o2.gs 


Method 


GENSCAN 




Start 


4199 


. End 


5429 




GI 


none 


Score 


".99 




P.ynn^ 

1_J ^ 110 


4199. .4572, 4611. .4-773, 4860. 


.5429 






Sea No 


11650 


Seq. ID 


OJ990520_14.9B12 


C35 


Gene No . 


24718 


Strand 


+ 




Start 


196 


End 


5499 




Name 


OJ990520 14.9B12.C35.o3.gp 


Method 


AAT/GAP 




Start 


5162 


End 


5499 




GI 


487298 


Score 


543 




Exons 


5162. .5499 








GI Descrip. 


487298/dbj ID29997 IRICEN265 01 


0e+00 Rice mRNA EN26, partial 




sequence 








Seq. No. 


11650 


Seq. ID 


OJ990520_14.9B12 


C35 


Gene No. 


24719 


Strand 






Start 


359 


End 


1667 




Name 


OJ990520 14.9B12.C35.ol.np 


Method 


AAT/NAP 




Start 


359 


End 


1667 




GI 


5777617 


Score 


101 




Exons 


359. .459, 1631. .1667 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Sea No 


11650 


Seq. ID 


OJ990520JL4.9B12 


C35 


Gene No. 


24720 


Strand 






Start 


6251 


End 


6617 




Name 


OJ990520 14.9B12.C35.ol.tc 


Method 


TBLASTX: Cress 




Start 


4330 


End 


5321 




GI 


none 


Score 


401 




Exons 


4330. .4626, 4331. .4645, 4645. 


.4773, 4656.. 4775, 4842.. 5267, 




4859. .5254, 5271. .5321 









Seq. No. 11650 Seq. ID OJ990520_14.9B12.C35 



12156 




Gene No. 


24720 






Strand 




Start 


6251 






End 


6617 


Name 




. yt>i^ . LOO . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4 Jjl 






End 


5420 


GI 


none 






Score 


391 


Exons 


/I O O 1 A C A C 

4 J J 1 . .4 040, 


^ OO O A C A A 

4 o Jo . .4544, 


A C A c 

4 o4 O . 


.4773, 4659. .4775, 4842. .5267, 




4 o o y . . ozo4 , 




c; ^ Q fi 


.5420 




Seq. No. 


1 1 DDL) 






Seq. ID 


OJ990520_14 . 9B12.C35 


Gene No. 


24720 






Strand 




Start 


6251 






End 


6617 


Name 


ujyyuozu 14 


. yiDlZ . Ljj . Ol 


4- c* 

. ts 


Method 


TBLASTX: Soybean 


Start 


4 jjl 






End 


5417 


GI 


none 






Score 


54 


Exons 


4ool . . 4o / o , 


A "5 C\ A C A CL 

4 ool . . 4b4o, 


4 J DO . 


.4641, 4 


645. .4773, 4659. .4775, 




4 o 4 Z . . j^D / / 


4 boy . . DZ34 , 


coil 


.5321, 5388. .5417 


Seq. No. 


11650 






Seq. ID 


OJ990520_14.9B12.C35 


Gene No. 


24720 






Strand 




Start 


C O c. 1 






End 


6617 


Name 


UJyytJDzU 14 


. ybiz . Loo . oi 




Method 


TBLASTX: Wheat 


Start 


4 y oo 






' End 


5321 


GI 


none 






Score 


345 


Exons 


4 y oo . . O / , 


/I Q/TQ CI n 

4 y bo . .on// 


4 y / u . 


.5254, 5271.. 5321 


Seq. No. 


11650 






Seq. ID 


OJ990520_14 . 9B12.C35 


Gene No. 


24720 






Strand 




Start 


ozb 1 






End 


6617 


Name 


ojyyoozo 14 


Ar> 1 O /^ O C « o 


. gs 


Method 


GENSCAN 


Start 


/"OCT 






End 


6617 


GI 


none 






Score 


.47 


Exons 


/;OC1 COCO 

OZDl . . oZoo , 


boyo . . bbl / 








Seq. No. 


I 1 /"CI 

I I OO 1 






Seq. ID 


OJ990520_14 . 9B12.C36 


Gene No. 


O /I ~7 O T 

z4 /^l 






Strand 




otart 


1 






End 


4796 


Name 


OJ990520 14 


. 9B12.C36.o2 


. np 


Method 


AAT/NAP 


Start 


1 






End 


4796 


GI 


6623882 






Score 


326 


Exons 


1..21, 2860 


..3233, 3320 


. .3347 


, 3475.. 


3595, 3731.. 3843, 




3949. .4044, 


4397. .4455, 


4622. 


.4796 




GI Descrip. 


(AC018722) 


putative chromodomain-helicase-DNA-binding protein 




[Arabidopsis thaliana] 








Seq. No. 


11651 






Seq. ID 


OJ990520_14 . 9B12 .C36 


Gene No . 


24721 






Strand 




Start 


1 






End 


4796 


Name 


OJ990520 14 


. 9B12.C36.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


3349 


bl 


3582328 






Score 


669 


F.von^ 

J_j *\ \y 1 1 o 


1..32, 495. 


.1938, 3271. 


.3349 






GI Descrip. 


(AC005496) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


11651 






Seq. ID 


OJ990520_14.9B12.C36 


Gene No. 


24721 






Strand 




Start 


1 






End 


4796 


Name 


OJ990520 14 


. 9B12.C36.ol 


.gs 


Method 


GENSCAN 



12157 




Start 


499 








End 


2122 


GI 


none 








Score 


. 64 


Exons 


499. .2122 












Sea No 


11651 








Sea ID 


OJ990520 14 9B12 C36 


fionp Mo 


24721 








Strand 




Start 


1 








End 


4796 


Name 


OJ990520 14 


. 9B12 


.C36.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


533 








End 


1951 


GI 


none 








Score 


91 


p, von ^ 


533 664. 7 


13. .889, 714 


938, 


791. . 997 


, 899. .1291, 900. .1226, 




950 1300, 


1001. 


. 1387, 


1025 . . 


1162, 1193. .1471, 1238. .1420, 




1301 . . 1471, 


1475 


. .1576, 


1589. 


.1792, 1589. .1750, 1682. .1951, 




1682 . . 1942, 


1715 


. .1915 








Seq. No. 


11651 








Seq. ID 


OJ990520 14 . 9B12 .C36 


Gene No. 


24721 








Strand 




Start 


1 








End 


4796 


Name 


OJ990520 14 


.9B12 


.C36.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


539 








End 


871 


GI 


none 








Score 


55 


Exons 


539.-664, 540. .6 


44, 719 


. . 871, 


720. .866 




Seq. No. 


11651 








Seq. ID 


OJ990520 14.9B12.C36 


Gene No. 


24721 








Strand 


_ 


Start 


1 








End 


4796 


Name 


OJ990520 14 


.9B12 


.C36.ol 


.ts . 


Method 


TBLASTX: Soybean 


Start 


7 67 








End 


1807 


GI 


none 








Score 


127 


Ex on s 


767. .1129, 


813. . 


1106, 1205.. 1423, 1682 


. . 1807 


Sea No 


11651 








Seq. ID 


OJ990520_14.9B12.C36 


fipnp No 


24721 








Strand 




Start 


1 








End 


4796 


Name 


OJ990520 14 


.9B12 


.C36.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


893 








End 


1942 


GI 


none 








Score 


404 


Exons 


893. .1144, 


1061. 


.1444, 


1062. . 


1448, 1364. .1483, 1406. .1540, 




1457. . 1549, 


1507 


. .1575, 


1589. 


.1732/ 1682. .1825, 1742. .1942, 




1782. .1853, 


1783 


. .1857 








Sea. No. 


11651 








Seq. ID 


OJ990520_14.9B12.C36 


Gene No . 


24721 








Strand 




Start 


1 








End 


4796 


Name 


OJ990520 14 


. 9B12 


.C36.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


899 








End 


1951 


GI 


none 








Score 


72 


Exons 


899. .985, 998. .1540, 999. .1157, 1001.. 


1306, 1010.. 1219, 




1193. .1291, 


1269 


. . 1448, 


127 4. 


.1417, 1304. .1480, 1391. .1576, 




1397. .1558, 


1490 


. .1579, 


1583. 


.1750, 1589.. 1942, 1664.. 1951, 




1776. .1859 












Seq. No. 


11651 








Seq. ID 


OJ990520_14.9B12.C36 


Gene No. 


24721 








Strand 




Start 


1 








End 


4796 


Name 


OJ990520 14 


.9B12 


.C36.o2 


.gs 


Method 


GENSCAN 


Start 


2596 








End 


4627 



12158 



P T 


none 




Score 


Exons 


9RQ£ ^O^^ OTon otjI"? 


4625. .4627 


O /~\ r~t K~]/-\ 

beq . no . 


i i ^; c i9 




Seq. ID 


bene ino . 


24722 




Strand 


o tart 


1 




End 


Name 


OJ990520 14;9B12.C38.ol 


.np 


Method 


Start 


1 




End 


p,t 


1076289 




Score 


Exons 


1..103, 858. .904 






GI Descrip. 


amino acid permease AAP5 - 


Arabidopsis 




gi | 608673 | emb | CAA54 632 | 


(X77501) amino 




[Arabidopsis thaliana] 






Seq. No. 


1 1 £^9 




Ofci q • X L> 


Gene No. 


Z H 1 Z Z 




C 4- -r^nH 
OLI cil 1U 


O Lai. L 


1 
X 




End 


Name 




. gs 


L v Je L.il<*JU 


OLdlL 


X Z 




End 


P T 


none 




Score 


Exons 


12. .103, 625. .760 






Seq. No. 


X X ODO 




oeq. iu 


Gene No. 


9 yl 7 9 "3 
Z 4 / Z o 




ot-xanci 


Of arf 


ODD * 






Name 


n.TQQnR9n 14 QR1 9 P41 r^l 
wU_73JUOZU 14 . :7DXZ.k_,fiX.OX 


. gs 




btart 


DO O 




End 




none 




Score 


iitXons 


556. .708 






Seq. No. 


1 1 £R4 
X X DO 4 






Gene No. 


9 4 7 9 4 
Z 4 / Z ft 




Of- y-a nr j 


C4- -j -r +- 


1 7 S 

X / w> 




End 


Name 


OJQQOSPf) 14 QR1 9 P4 S ol 


* gs 




o car u 


1 7 S ~ 

X / J 




End 


P T 


none 




Score 


Exons 


175. .259 






Seq. No. 


1 1 fiSS 

1J.UJJ 




oeq . X U 


Gene No. 


9 4 7 9 R 
Z ft / Z O 




Strand 


O Lai L 


425 




End 


Name 


OJ990520 14.9B12.C46.ol 


.gs 


Method 


ot ar u 


425 




End 


PT 


none 




Score 


Exons 


425. .505 






Seq. No. 


11656 




Seq. ID 


Gene No. 


24726 




Strand 


Olal L 


208 




End 


Name 


OJ990520 14.9B12.C47.ol 


.gs 


Method 


otart 


208 




End 


GI 


none 




Score 


Exons 


208. .235 






Seq. No. 


11657 




Seq. ID 


Gene No. 


24727 




Strand 


Start 


185 




End 



. 99 



OJ990520_14.9B12.C38 
904 

AAT/NAP 

904 

120 



OJ990520_14 . 9B12.C38 
904 

GENSCAN 

760 

.61 



OJ990520_14.9B12.C41 
708 

GENSCAN 

708 

.48 



OJ990520_14 . 9B12.C45 
+ 

259 

GENSCAN 

259 

.49 



OJ990520_14.9B12.C46 
+ 

505 

GENSCAN 

505 

.83 



OJ990520_14.9B12.C47 
235 

GENSCAN 

235 

.52 



+ 

691 



12159 



Name OJ990520__14 . 9B12 . C4 8 . ol . gp Method AAT/GAP 

Start 185 End 691 

GI ' 4685_1.R1084 Score 965 
Exons 185.. 691 

GI Descrip. 1 3641252 5.0e-18 (AF053127) leucine-rich receptor-like protein 
kinase [Malus domestical 1 



Seq. No. 11657 - Seq. ID 

Gene No. 24728 Strand 

Start 407 End 691 

Name OJ990520_14 . 9B12 . C4 8 . ol . np Method AAT/NAP 

Start 407 End 691 

GI 6560764 Score 149 

Exons 407.. 691 

GI Descrip. (AC010155) F3M18.12 [Arabidopsis thaliana] 



OJ990520 14.9B12.C48 



Seq. No. 


11658 






Seq. ID 


OJ990520_ 


14 . 


, 9B12. 


,C50 


Gene No. 


24729 






Strand 












177 






End 


718 








Name 


n.TQQriS^O 1 4 QR1 9 PSD 


ol 


rr q 




GENSCAN 








br.arr. 


1 77 _ 






• End 


718 








r t 


nunc 






Score 


. 55 








TP tt r~\ r"\ c 


1 77 ^OS SOS SS4 


642 


718 












Seq. No. 


11659 






Seq. ID 


OJ990520_ 


11. 


, 9B12, 


XI 


Gene No. 


24730 






Strand 












U -J J 






End 


821 








Name 


n,TQQ0S?0 11 9R1 ? n 


ol . 




Mpt- hnd 


GEN SCAN 








O LciX L 


U ~J 






End 


821 








c t 


none 






Score 


. 83 








Exons 


663 743 821 
















Seq. No. 


11660 






Seq. ID 


OJ990520_ 


11, 


. 9B12, 


.C3 


Gene No. 


24731 






Strand 


+ 








Start 


1295 






End 


1657 








Name 


OJ990520 11.9B12.C3. 


ol. 


gs 


Method 


GENSCAN 








Start 


1295 






End 


1657 








GI 


none 






Score 


.99 








Exons 


1295. . 1657 
















Seq. No. 


11660 






Seq. ID 


OJ990520 


11. 


. 9B12, 


■ C3 


Gene No. 


24732 






Strand 


+ 








Start 


1786 






End 


1959 








Name 


OJ990520 11.9B12.C3. 


ol. 


gp 


Method 


AAT/GAP 








Start 


1786 






End 


1959 








GI 


2443199 






Score 


307 








Exons 


1786. .1959 
















Seq. No. 


11661 






Seq. ID 


OJ990520_ 


11, 


. 9B12. 


.C4 


Gene No. 


24733 






Strand 


+ 








Start 


86 






End 


540 








Name 


OJ990520 11.9B12.C4. 


ol. 


gs 


Method 


GENSCAN 








Start 


86 






End 


540 








GI 


none 






Score 


. 99 








Exons 


86. .540 
















Seq. No. 


11661 






Seq. ID 


OJ990520_ 


11, 


. 9B12, 


.C4 



12160 




Gene No. 


24734 


Strand 




Start 


510 


End 


1953 


Name 


OJ990520 11.9B12.C4.ol.np 


Method 


an t /NAP 




510 


End 




C T 


6907088 


Score 


i n i 7 


Exons 


510. .906, 1402. .1640, 1816. .1953 




m PlO C P t" 1 r~\ 

\j± UcbLIip. 


(AP001129) hypothetical protein [Oryza 


Oaf 1 T72 1 

odLl Vd J 


Seq. No. 


11662 


Seq. ID 


OJ990520_11.9B12.C7 


Gene No. 


24735 


Strand 


+ 


Of- -a y-f- 

OLdru 


582 


End 


IOlU 


Name 


OJ990520 11.9B12.C7.ol.gs 


Method 


VjIliLNOV^rtlN 


OLalL 


582 


End 






none 


Score 


7 ^ 


DAUllD 


582. .685, 1545. .1820 






Seq. No. 


11663 


Seq. ID 


OJ990520_11.9B12.C8 


Gene No. 


24736 


Strand 


+ 


O L al L. 


74 


End 


4065 


Name 


OJ990520 11.9B12.C8.ol.gs 


Method 


GENSCAN 


o Ldl U. 


74 


End 


4065 




none 


Score 


.78 




74. .469, 530. .601, 694. .958, 1087. .1175, 3081. .3203, 3962. .4065 


o e q . in o . 


11663 


Seq. ID 


OJ990520_11. 9B12.C8 




24736 


Strand 


+ 


Start 


74 


End 


4065 


Name 


OJ990520 11.9B12.C8.o2.gp 


Method 


AAT/GAP 


o car l 


2656 


End 


2765 


P T 


uC-osflcyp088bl2bl 


Score 


153 


Exons 


2656. .2765 








'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Cprt Ma 
Ocij. LN U . 


11663 


Seq. ID 


OJ990520_11.9B12.C8 




24737 


Strand 




Start 


1 


End 


4173 


Name 


OJ990520 11.9B12.C8.ol.np 


Method 


AAT/NAP 


O Lai L 


1 


End 


4173 




5295955 


Score 


253 


C v An o 


1..185, 552. .1014, 1959. .2082, 


4112. .4173 




(AB026295) Similar to Epstein- 


■Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Can Mr> 


11664 


Seq. ID 


OJ990520_11.9B12.C9 


Gene No. 


24738 


Strand 




Start 


1 


End 


1623 


Name 


OJ990520 11.9B12.C9.ol.np 


Method 


AAT/NAP 


Of a y~+- 


1 


End 


1230 




2213632 


Score 


643 


Exons 


1..36, 428. .1230 






GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


Seq. No. 


11664 


Seq. ID 


OJ990520_11.9B12.C9 


Gene No. 


24738 


Strand 




Start 


1 


End 


1623 


Name 


OJ990520 11.9B12.C9.ol.gs 


Method 


GENSCAN 



12161 



Start 
GI 

Exons 



293 
none 

293. .731, 788. .1623 



End 
Score 



1623 
.46 



Seq. No. 11664 Seq. ID 

Gene No. 24738 Strand 

Start 1 End 

Name OJ990520_ll . 9B12 . C9 . o2 . tm Method 

Start 509 End 

GI none Score 
Exons 



OJ990520_11.9B12.C9 
1623 

TBLASTX: Maize 

846 

38 



509. .574, 512. .571, 554. .616, 614. .796, 687. .755, 701. .787, 
790. .846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11664 
24738 
1 

OJ990520 

521 

none 



Seq. ID OJ990520_11.9B12.C9 



11.9B12.C9.ol.tw 



Strand 
End 

Method 

End 

Score 



1623 

TBLASTX: Wheat 

942 

142 



521. .766, 521. .748, 760. .942, 790. .921, 791. .940 



11664 
24738 
1 

OJ990520_11. 9B12.C9.ol.tm 

847 

none 



Seq. ID OJ990520_11.9B12.C9 



Strand 
End 

Method 
End ■ 
Score 



1623 

TBLASTX: Maize 

1278 

78 



847. .930, 860. .931, 937. .1035, 937. .1278, 950 1090," 1065 1139 



11664 Seq. ID 

24738 Strand 

1 End 

OJ990520JL1. 9B12.C9.o2.tw Method 

952 End . 

none Score 

952. .1116, 953. .1105 



OJ990520_11.9B12.C9 
1623 

TBLASTX: Wheat 

1116 

140 



11665 
24739 
102 

OJ990520_11. 9B12.C10.ol.np 

102 

6630682 

102. .148, 1170. .1385, 2791. 

(AP000969) EST D22716 (C1010 ) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815074 |dbj IBAA90361.il (AP001080) EST D227 16 (C1010 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2859, 4103. 



OJ990520_ 
+ 

4133 

AAT/NAP 

4133 

302 

.4133 



11.9B12.C10 



of the 



11666 Seq. ID 

24740 Strand 

1 End 
OJ990520_11. 9B12.Cll.ol.np Method 

1 End 

5734621 Score 
1..71, 495. .675 



OJ990520_11.9B12.C11 
+ 

2509 
AAT/NAP 
675 
62 



12162 




GI Descrip. (AP000391) ESTs AU067992 (C11433 ) , AU0774 24 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



C in. r*t Ma 

oeq* ln o . 


1 1 £i&& 

1 J.ODD 




Seg. ID 


OJ990520_11.9B12.C11 


Gene No . 


9 4 7 4 0 




Strand 


+ 


b t art 


1 
J. 




End 


2509 


Name 


OJQ90S20 1 1 


. 9B12.Cll'.o2.np 


Method 


AAT/NAP 


bt art 


1 
X 




End 


2509 


GI 


5262797 




Score 


140 


Exons 


1..80, 1671 


. . 17 64, 2018. .2071, 218 6. .2256, 2462. .2509 


ox ueibL-xxp. 


( AT.0R09R9 \ 
\ riLi w o \J o } 


putative protein 


( fragment ) 


[Arabidopsis thaliana] 


oeq. ln u . 


1 1 fififi 




Dc^j. X U 


O.T^QDS9n 11 QR1 9 PI 1 


bene lnu . 


94 74 D 




OT- x ailO 


X 


ol-clir X. 


1 

X 




LjIICI 


9 SHQ 

Z. -J KJ Zf 


Name 


O TQQD S9 n 1 1 


QDl 0 f*1 1 r\ 1 nc 

. ytsiz .uxi.oi .gs 


\A /-> 4- Y\ f~\ ^ 


oHiiN O^rilN 


OLdll. 


1 S93 _ 




I-il L\JL 


2256 


GI 


none 




Score 


. UJ 


Exons 


1523. .1764, 


2018.. 2071, 2186 


. .2256 




beg . jno . 


1 1 ££7 
HDD / 




Seg. ID 


n.TQQ0R9n 11 QR1 9 PI 9 


Gene No . 


9 4 7 41 
c. ft / 4 X 




Strand 


+ 


b tar t 


1 
1 




End 


1 Q1 ^ 
x y x o 


Name 


n,TQQDS9n 1 1 

XX 


.9B12.C12.ol.np 


Method 


AT\rp / M ZX P 
rxr\l / iN.rt.ir 


b tart 


1 




End 


1 Q1 ^ 

x y x o 


GI 


3377941 




Score 


9 n q 
z u y 


Exons 


1..20, 379. 


.486, 825. .1294, 


1371. .1492 


, 1716. .1913 


bi uescrip. 


/ at n 9 1 qcn \ 

V fiXj UZl^ DU ; 


putative protein 


( fragment ) 


[Arabidopsis thaliana] 


Q r-i \7j"i 

oeg. ln o . 


1 1 ££7 
HOD / 




Seg. ID 


OJ990520_11.9B12.C12 


bene lno . 


94 741 

£. ft / *i X 




Strand 


+ 




1 
X 




End 


1913 


Name 


n tqqd R9H 1 1 


. 9B12.C12.ol.gs 


Method 


GEN SCAN 


b tart 


JO J 




End 


1897 




none 




Score 


.8 


Exons 


389. .502, 8 


35. .1307, 1613. .1897 




C off 


11DUO 




' Seg.- ID 


OJ990520_11.9B12.C13 


oSilc LNU . 


947 4 9 

Z. f± f 4 ^ 




Strand 


+ 


Of a rf 


1 

X > 




End 


1879 


LNcullc 


O TQQfl R90 1 1 


. 9B12.C13.ol.np 


Method 


AAT/NAP 


O L O.X L 


1 _ 
X 




End 


1879 


P T 


/ / ft X 




Score 


568 


Exons 


1..34, 107. 


.281, 401. .501, 596. .842, 896. .1081, 1159. .1212, 




1312. .1477, 


1573. .1685, 1847 


. .1879 




GI Descrip. 


(AL021960) 


putative protein 


( fragment ) 


[Arabidopsis thaliana] 


Seg. No. 


11668 




Seg. ID 


OJ990520_11.9B12.C13 


Gene No. 


24742 




Strand 


+ 


Start 


1 




End 


1879 


Name 


OJ990520 11 


.9B12.C13.ol.gs 


Method 


GENSCAN 


Start 


66 




End 


1691 


GI 


none 




Score 


. 95 


Exons 


66. .281, 401. .501, 596. .782, 


1312. .1477, 1573. .1691 


Seg. No. 


11668 




Seg. ID 


OJ990520_11. 9B12.C13 



12163 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



24742 
1 

OJ990520_11. 9B12.C13.ol.tm 

249 

none 



Strand + 

End 1879 

Method TBLASTX: Maize 

End 1711 

Score 35 



249. .281, 404. .502, 596.. : 736, 597. .737, 729.. 779, 908. .1006, 
1309. .1491, 1326. .1460, 1565. .1711, 1575. .1703 



Seq. No. 11668 Seq. ID OJ990520_ll.9Bi2.C13 

Gene No. 24742 Strand + 

Start 1 End 1879 

Name OJ990520_11 . 9B12 . C13 . ol . ts Method TBLASTX : Soybean 

Start 597 End 1491 

GI none Score 181 

Exons 597. .782, 911. .997, 1309. .1464, 1323. .1460, 1327. .1491, 
1362. .1490 



Seq. No. 


11669 


Seq. ID 


OJ990520_11. 


9B12.C14 


Gene No. 


24743 


Strand 


+ 




Start 


1 


End 


1244 




Name 


OJ990520 11. 9B12.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


918 




GI 


3377941 


Score 


254 




Exons 


1..201, 580. .918 








GI Descrip. 


(AL021960) putative protein 


( fragment) 


[Arabidopsis 


thaliana] 


Seq. No. 


11669 ' 


Seq. ID 


OJ990520_11. 


9B12.C14 


Gene No. 


24743 


Strand 


+ 




Start 


1 


End 


1244 




Name 


OJ990520 11. 9B12.C14.ol.gs 


Method 


GENSCAN 




Start 


83 


End 


1244 




GI 


none 


Score 


.58 




Exons 


83. .201, 580. .861, 1131. .124' 


I 







Seq. No. 


11669 


Seq. ID 


OJ990520 


Gene No. 


24744 


Strand 




Start 


2558 


End 


2761 


Name 


OJ990520 11.9B12.C14.o2 


.np Method 


AAT/NAP 


Start 


2194 


End 


2761 


GI 


1046373 


Score 


129 


Exons 


2194. .2761 






GI Descrip. 


(U37336) SAG 12 protein 


[Arabidopsis thaliana] 


Seq. No. 


11669 


Seq. ID 


OJ990520 


Gene No. 


24744 


Strand 




Start 


2558 


End 


2761 


Name 


OJ990520 11.9B12.C14.o2 


.gs Method 


GENSCAN 


Start 


2558 


End 


2752 


GI 


none 


Score 


.53 


Exons 


2558. .2752 







Seq. No. 11670 Seq. ID 

Gene No. 24745 Strand 

Start 288 End 

Name OJ990520_11 . 9B12 . C15 . ol . gs Method 

Start 288 End 

GI none Score 



OJ990520_11 . 9B12 . C15 
+ 

513 

GENSCAN 

513 

.71 



12164 




Exons 


9 D p CI o 
ZOO . . jIj 














Seq. No. 


11671 




Seq. ' ID 


OJ990520_ 


11. 


. 9B12 


.C18 


Gene No. 


24746 




Strand 










otart 


1 1 c 

1 1~> 






011 








Name 


r\ iQQn^o n i i Qui o r«i q rt i 
u j yyuozu ii.yjDiz.bio.oi 


. gs 


Method 


C V \1 Q C A \T 








Start 


1 1 c 

1 ID 




iiina 


O 1 4 








bl 


none 




Score 


. y 4 








Exons 


1 1 D . . J 1 4 














beq. no. 


lib / z 




beq. ijj 


uj y y u o z u 


1 1 
1 1 . 


9 

. y.biz 


. b 1 y 


Gene No. 


24747 




Strand 










Start 


1 




End 


729 








Name 


nTQQfl^9n 11 QDl O pi Q 
Ujy^UjZU 11 . 7D1Z . LI j .Ol 


.np 


Method 


Z\ Zl T / M Zi D 
rxH. 1 / LN.tt.ir 








btart 


1 
1 




End 


7 9 Q 

/ z y 








bl 


b y u / u o o 




Score 


9 ^ ^1 
Z D 4 








Exons 


1 OQO 7 n7 TOO 
1. . zoz, / u / . . / Z y 














GI Descrip. 


^Aruuiiz y ) nypo tne Licai 


protein [Oryza 


s at 1 va J 








beq . NO . 


I 1 £7 9 

I I D / Z 




Seq. ID 


uo y y v o z u 


1 1 

J. L , 


QRl 9 


PI Q 
. ti y 


Gene No. 


24747 




Strand 










Start 


1 




End 


729 








Name 


u j y y uozu n ., yoiz.biy.oz 


.np 


Method 


7\ 7\ T 1 / NT ZX D 








Start 


l 




End 


"7 9 Q 

/ z y 








GI 


oUbyooy 




Score 


1 1 Q 

lib 








Exons 


1 . . 1 z J , 4oU . .Oob, / U 1 . . 


729 












GI Descrip. 


{ afuuu bl b J nypotneticai 


protein [Oryza 


sativa] 








Seq. No. 


11672 




Seq. ID 


OJ990520_ 


11. 


.9B12 


.C19 


Gene No. 


24747 




Strand 










C A 1 

btart 


i 
i 




End 


7 9 Q 

/ z y 








Name 


vJJ y yUozl) ll.yblz.Liy.Ol 


.gs 


Method 


bhjNbbAN 








Start 


4 bl 




End 


bU 1 








C T 

bl 


none 




Score 


. 4 b 








Exons 


4 bl . . bU 1 














Seq. No. 


11673 




Seq. ID 


OJ990520_ 


11, 


, 9B12 


.C21 


Gene No. 


24748 




Strand 


+ 








b tart 


9 7 
Z / 




End 


C/l 9 
b4 Z 








Name 


ujyyuozu 11 . ybiz .L-ci . 01 


.gs 


Method 


bhjNbbAN 








C A i -v-+- 

btart 


z / 




End 


C A 9 

b4 Z 








C T 
bl 


none 




Score 


7 "5 








Exons 


z / . . / / , 4ol . . 04z 














beq. no. 


llD / J 




Seq. ID 


uj y y u oz u 


1 1 . 


cmi 9 
, yi5± z 


. bZ 1 


Gene No. 


24749 




Strand 










Start 


591 




End 


6087 








Name 


Pi TQQHc;on 1 1 QDl 9 poi 

uj y yuoz u n . ybiz . lzi .01 


.np 


Method 


7\7\rp /MAD 








C vA- 

btart 


d y 1 




End 


f HOT 

bUo / 








C T 

bl 


bUU booy 




Score 


/ J 








LAU1 ID 


^Ql 716 60 9 6 60fi7 














GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


11673 




Seq. ID 


OJ990520_ 


11. 


, 9B12 


.C21 


Gene No. 


24749 




Strand 










Start 


591 




End 


6087 








Name 


OJ990520 ll.9B12.C21.o2 


.gs 


Method 


GENSCAN 









12165 




Start 


2210 


End 


3167 




GI 


none 


Score 


. 9 




Exons 


2210. .2303, 3082. .3167 








Seq. No. 


11673 


Seq. ID 


OJ990520 


11. 9B12.C21 


Gene No. 


24750 


Strand 






Start . . 


6884 


End 


7077 




Name 


OJ990520 11. 9B12.C21.ol.gp" 


Method 


AAT/GAP 




Start 


6884 


End 


7077 




GI 


2227 1.R1084 


Score 


283 




Rvnn c 


6884. .7077 








GT DpscriD. 

VJ ^ J—/ w w X- -J- K-' • 


■ 6006355/dbj | AP000559 . 1 1 AP000559 2.0e- 


56 Oryza sativa genom: 




DNA, chromosome 6, clone : P04 93C11 1 






Seq. No. 


11674 


Seq. ID 


OJ990520 


11. 9B12.C25 


Gene No. 


24751 


Strand 


+ 




Start 


163 


End 


2174 




Name 


OJ990520 11. 9B12.C25.ol.gs 


Method 


GENSCAN 




Start 


163 


End 


2174 




GI 


none 


Score 


. 48 




Exons 


163. .195, 1428. .1535, 1852.. 


1903, 2146 


. .2174 




Sea No. 


11674 


Seq. ID 


OJ990520_ 


11; 9B12.C25 


fiprip No. 


24752 


Strand 


+ 




Start 


2771 


End 


5595 




■Name 


OJ990520 11. 9B12.C25.ol.np 


Method 


AAT/NAP 




Start 


2771 


End 


5595 




GI 


6714482 


Score 


1544 






2771.. 3028, 3105.. 3254, 3320 


..3578, 36 


82. .3900, 


4586 . .4728, 




5296. .5595 








GI Descrip . 


(AC008261) unknown protin [Arabidopsis 


thaliana] 




Sea No 


11674 


Seq. ID 


OJ990520_ 


11. 9B12.C25 


Gene No. 


24752 


Strand 


+ 




Start 


2771 


End 


5595 




Name 


OJ990520 11. 9B12.C25.o2.gs 


Method 


GENSCAN 




Start 


2771 


■End 


5595 




GI 


none 


Score 


.88 




Exons 


2771.. 3028, 3105.. 3215, 3320 


..3578, 3649. .3909, 


4517. .4728, 




5296. .5595 








Seq. No. 


11674 


Seq. ID 


OJ990520_ 


11.9B12.C25 


Gene No. 


24753 


Strand 






Start 


7037 


End 


7334 




Name 


OJ990520 11. 9B12.C25.o3.gs 


Method 


GENSCAN 




Start 


7037 


End 


7334 




GI 


none 


Score 


. .72 




Exons 


7037. .7055, 7249. .7334 








Seq. No. 


11674 


Seq. ID 


OJ990520_ 


ll!9B12.C25 


Gene No. 


24754 


Strand 






Start 


7447 


End 


7721 




Name 


OJ990520 11.9B12.C25.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2956 


End 


3541 




GI 


none 


Score 


37 




Exons 


2956.. 3027, 3008.. 3034, 3102 


. .3254, 3104 . .3262, 


3314 . .3469, 



3317. .3541, 3319. .3540 



12166 




Seq. No. 


11674 








Seq. ID 


OJ990520__11.9B12.C25 


rZpinp* No 


24754 








Strand 




Start 


74 47 








End 


7721 


Lvalue 


O,TQQ0S2n 1 1 


QR1 2 


P2S ol 


+■ rn 


Method 


TBLASTX: Maize 


o Lai. L 


31 94 _ 

~J X Z? 1 








End 


3498 




none 








Score 


102 


W von q 


ji-'i • . ~j \j £~ / 


3195 


3254 


3317 


.3496, 3317. .3475, 3325. .3498 


Seq. No. 


11674 








Seq. ID 


OJ990520_11.9B12.C25 




24754 








Strand 




O Lai L 


74 47 








End 


7721 




OJ990520 11 


. 9B12 


. C25 . ol 




Method 


TBLASTX: Cress 


iD L. CI X L. 


3368 _ 








End 


3832 


GI 


none 








Score 


327 


F 1 von q 

Hi A 1 1 o 


336R 3SRD 


3370 


3582 , 


3680 . 


.3802, 3681. .3803, 3800. .3832 


Qprj Ha 
O C . l\ \J , 


11674 








Seq. ID 


OJ990520_11.9B12.C25 


Gene No. 


24754 








Strand 




Start 


7447 








End 


7721 


Name 


OJ990520 11 


. 9B12 


C25 . o2 


. ts 


Method 


TBLASTX: Soybean 




3541 ~~ 








End 


5595 


o x 


n on & 








Score 


59 


XT' v c 


JJ11 ■ • JJOl/ 


3S4 2 


3SRD 


36R0 


.3910, 3681. .3902, 4577. .4729, 




4SR4 4730 


4 SR 4 

*i *J O 1 


4 7 4 S 


4 ^R S 


.4731, 5274. .5408, 5278. .5595, 




JlOD. . jjjU/ 


R3Q6 


. JJ04/ 


S4 4 2 


.5594 




Seq. No. 


11674 








Seq. ID 


OJ990520_11.9B12.C25 


Gene No. 


24754 








Strand 






74 47 








End 


7721 


Name 


UU ^7JU Jt.U XX 


QR1 2 


CO S o2 


LIU 


Method 


TBLASTX :Maize 


q-h o r+- 


3690 _ 








End 


4643 


\J X 


nonp 








Score 


344 


TT vnn <3 


3690 3902 


3693 


38 99 


3694 


.3900, 4578. .4637, 4584. .4643, 




45R5 4641 












Seq. No. 


11674 








Seq. ID 


OJ990520_11.9B12.C25 


fipnp Nr> 


24754 








Strand ■ 




Start 


7447 








End 


• 7721 


Name 


OJ990520 11 


. 9B12 , 


C25 . o2 


t C 


Method 


TBLASTX: Cress 


Start 


5320 ~ 








End 


5592 


GI 


none 








Score 


309 


Rxnn*? 


5320 5592 


544 8. 


. 5591 








Seq. No. 


11674 








Seq. ID 


OJ990520_11.9B12.C25 


ripnp No 


24754 








Strand 




Start 


7447 








End 


7721 


in a. Hie 


\J\J Z> Zf U \J XX 


QR1 2 


P2 S o3 




Method 


TBLASTX: Maize 


Start 


534 9 _ 

•J J T 








End 


5595 


\J X 


n on » 








Score 


211 


Exons 


5349. .5573, 


5350. 


.5595, 


5353. 


.5568, 5442. .5594 


Seq. No. 


11674 








Seq. ID 


OJ990520_11.9B12.C25 


Gene No. 


24754 








Strand 




Start 


7447 








End 


7721 


Name 


OJ990520 11 


. 9B12. 


C25.ol. 


gp 


Method 


AAT/GAP 


Start 


7447 








End 


7721 



12167 




C T 

b± 


O/l / Q1 QQ 

z 4 4 .3 1 y y 








Score 


cot 




Exons 


"7/l/l"7 ITOI 














Seq. No. 


11675 








Seq. ID 


OJ990520_11.9B12. 


C26 


Gene No. 


24755 








Strand 


+ 




Of -i — 4- 


D / 














Name 


ujyyuozu 11 




. bz o.Ol 


.gs 


Method 






Start 


D / 




-**■ 










bl 


none 








Score 


A 1 




Exons 


0 / . . jOZ 














Seq. No. 


11676 








Seq. ID 


vjjyyuo^u li.ybiz. 


POT 
bZ / 


Gene No. 


24756 








Strand 






Start 


416 








End 


5298 




Naine 


OJ990520 11 


.9B12, 


.C27.ol 


.gs 


Method 


P TT Kl C! C Zi M 




C4- 1 v>4- 

btart 


416 








End 


y 0 




bl 


none 








Score 






Exons 


416. .829, 914. .1734, 1837. .1966, 2861. 


9Qon onnc; oacc 






4981. .5053, 


5170, 


. .5298 










beq. wo. 


11676 








Seq. ID 


OJ990520_11.9B12. 


C27 


Gene No. 


24756 








Strand 






Start 


416 








End 


5298 




Name 


OJ990520 11 


.9B12, 


.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


2158 








End 


5245 




GI 


none 








Score 


1110 




Exons 


2158. .2374, 


2565, 


. .2695, 


2861 


..2930, 3005. .3056, 4981. .5053, 




5170. .5245 














beq. No. 


11677 








Seq. ID 


OJ990520_11.9B12. 


C28 


Gene No . 


24757 








Strand 


+ 




Start 


2252 








End 


2411 




Name 


OJ990520 11 


.9B12, 


X28.ol 


.gp 


Method 


AAT/GAP 




otart 


2252 








End 


2411 




bl 


46209 1.R1084 






Score 


295 




Exons 


2252. .2411 














GI Descrip. 


'3482921 7. 


Oe-17 


(AC003970) 


Unknown protein [Arabidopsis 




thaliana] 1 














Seq. No. 


11677 








Seq. ID 


OJ990520_11.9B12. 


C28 


Gene No. 


24758 








Strand 






Q+- a v-+- 


1713 








End 


2444 




Name 


OJ990520 11 


. 9B12, 


.C28.ol 


.gs 


Method 


GENSCAN 




Of a 

btarc 


1713 








End 


2444 




bl 


none 








Score 


.89 




Exons 


1713. . 1905, 


1938. 


. .2077, 


2296 


. .2444 






0 e q . in 0 . 


11678 








Seq. ID 


OJ990520_11.9B12. 


C29 


Gene No. 


24759 








Strand 


+ 




Start- 


1 








End 


3921 




Name 


OJ990520 11 


.9B12. 


.C29.ol 


,np 


Method 


AAT/NAP 




Start 


1 








End 


3921 




GI 


119714 








Score 


211 




Exons 


1..41, 375. 


.634, 


1494 . .: 


1726, 


2904.. 3562, 3633.. 3921 





GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 I pir I I S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 

12168 



1-620) [Nicotiana tabacum] 



Seq. No. 11678 

Gene No. 24759 
Start 1 

Name OJ990520_11 . 9B12 . C2 9 . ol . gs 

Start ( - 260 . 

GI none 

Exons 260.. 612, 1372.. 1690, 2895, 
3633. .3711 



Seq. ID OJ990520_11.9B12.C29 

Strand + 

End 3921 

Method GENSCAN 

End . 3711 

Score .44 
.2996, 3036. .3400, 3475.. 3573, 



Seq. No. 11678 Seq. ID 

Gene No. 24759 Strand 

Start 1 End 

Name OJ990520_1 1 . 9B12 . C2 9 . ol . gp Method 

Start 1229 End 

GI 2312683 Score 

Exons 1229.. 1619 



OJ990520_11 . 9B12 . C29 
-f 

3921 
AAT/GAP 
1619 
751 



Seq. No. 11678 Seq. ID 

Gene No. 24760 Strand 

Start 4274 End 

Name OJ990520_11 . 9B12 . C29 . ol . tm Method 

Start 277 End 

GI none Score 

Exons 277.. 612, 296.. -607' 



OJ990520_11.9B12.C29 
4351 

TBLASTX: Maize 

612 

312 



Seq. No. 11678 Seq. ID 

Gene No. 24760 Strand 

Start 4274 ■ End 

Name OJ990520_11 . 9B12 . C29 . ol . tc Method 

Start 296 End 

GI none Score 

Exons 296.. 610, 340.. 612 



OJ990520_11.9B12.C29 
4351 

TBLASTX : Cress 

612 

277 



Seq. No. 11678 Seq. ID 

Gene No. 24760 * Strand 

Start 4274 End 

Name OJ990520_11 . 9B12 . C29 . ol . ts Method 

Start 347 End 

GI none Score 

Exons 347.. 589, 349.. 579 



OJ990520_11.9B12.C29 
4351 

TBLASTX: Soybean 

589 

255 



Seq. No. 11678 Seq. ID 

Gene No. 24760 Strand 

Start 4274 End 

Name OJ990520_11 . 9B12 . C29 . ol . tw Method 

Start 415 End 

GI none Score 

Exons 415. .612, 416.. 610 



OJ990520_11.9B12.C29 
4351 

TBLASTX: Wheat 

612 

225 



Seq. No. 11678 Seq. ID 

Gene No. 24760 Strand 

Start 4274 End 

Name OJ990520_11 . 9B12 . C29 . o2 . gs Method 

Start 4274 End 

GI none Score 



OJ990520_11.9B12.C29 

4351 
GENSCAN 
4351 
. 65 



12169 






Exons 


a on a a "3 i 
4 Z / 4 . . 4 o 0 1 










Seq. No. 


lib / y 


Can t n 
beq. iu 


nTQGn^on 1 1 Qnl 9 

<JJZ7i?UDZU 11 . ^Dl/ 


1 




Gene No. 


24761 


Strand 


+ ~ 






Start 


1 


End 


261 






Name 


OJ990520 11.9B12.C31.ol.np 


Method 


n a t /mad 






Start • 


1 


End 


9 £1 
£ D 1 






GI 


5852093 


Score 


o O 






Exons 


1. .261 










. GI Descrip . 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


11680 


Seq. ID 


OJ990520_11.9B12 


.C34 




Gene No. 


24 Ibl 


Strand 








Start 


15 


End 


D D 






Name 


OJ990520 11.9B12.C34.ol.gs 


Method 


r , I?KTQP ZiM 






Start 


15 


End 


D O 






GI 


none 


Score 


1 






Exons 


15. .56 










Seq. No. 


11681 


Seq. ID 


nTQQHR9n 11 QR1 9 






Gene No. 


24 763 


Strand 








otart 


1 


End 


2884 






Name 


OJ990520 11. 9B12.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1643 




"i 


GI 


6498441 . v 


Score 


1975 




or 

fi 


Exons 


1..255, 586.. 1643 










GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 


= 1 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 


= ? 




retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 




3 i 


Seq. No. 


11681 


Seq. ID 


OJ990520_11.9B12 


.C35 




Gene No. 


24763 


Strand 






i ! 


Start 


1 


End 


2884 






Name 


OJ990520 11.9B12.C35.ol.tw 


Method 


TBLASTX: Wheat 




=i 
J 


Start 


2 


End 


371 




'4 


GI 


none 


Score 


118 






Exons 


2. .370, 9. .176, 198. .371 








3 


Seq. No.. 


11681 


Seq. ID 


OJ990520_11.9B12 


.C35 


II 


Gene No. 


24763 


Strand 








Start 


1 


End 


2884 






Name 


OJ990520 11.9B12.C35.ol.gs 


Method 


GENSCAN 






Start 


26 


End 


2747 






GI 


none 


Score 


.45 






Exons 


26. .682, 733. .2166, 2223. .2429, 2685.. 


2747 






Seq. No. 


11681 


Seq. ID 


OJ990520JL1. 9B12 


.C35 




Gene No. 


24763 


Strand 








Start 


1 


End 


2884 






Name 


OJ990520 11.9B12.C35.o2.tw 


Method 


TBLASTX: Wheat 






Start 


1102 


End 


1654 






GI ■ 


none 


Score 


92 






Exons 


1102. .1359, 1136. .1375, 1342. .1440, 1343. .1435, 1447. .1494, 






1619. .1654 










Seq. No. 


11681 


Seq. ID 


OJ990520_11.9B12 


.C35 




Gene No. 


24763 


Strand 







12170 



Start 


1 


FnH 


9ft ft 4 

£. O O H 




Name 


O.TQQDS?0 11 QR1 9 P^S nl tm 




1 DLtM.0 1 A . lYld X Z c 




Start 


1204 _ 


FnH 


1 4 ft Q 

X H O Z? 




GI 


none 




Q9 




PvnriQ 


1704 14S9 1 9fiR 14R9 










1168 1 


uclj. X U 


n.TQQO^O 11 QR1 9 

^*J-7.?UJZU XX. ^D1l 




Gene No. 


24763 


Strand 






Start 


1 


End 


2884 




Name 


OJ990520 11.9B12.C35.o2.np 


Method 


AAT /MAP 




Start 


2376 


End 


9 ft ft 4 

c O O " 




GI 


5042454 


Score 


9 64 

^ D *i 




T? von q 


2376. .2429, 2685. .2884 








VJ X LJ\Z O -I. J- • 


(AC007789) putative polyprotein [Oryza 


oof -i xja 1 
ooLl VaJ 




Seq. No. 


11682 


Seq. ID 


OJ990520_11.9B12, 


.C37 


Gene No. 


24764 ' 


Strand 






Start 


306 


End 


531 




Name 


OJ990520 11. 9B12.C37.ol.gs 


Method 






Start 


306 


End 


^ ^1 




GI 


none 


Score 


7 "3 






306. .531 








Seq. No. 


11683 


<Seq. ID 


OJ990520_11.9B12, 


.C41 


Gene No. 


24765 


Strand 






Start 


132 


End 


9^9 




Name 


OJ990520 11.9B12.C41.ol.gs 


Method 






O Ldl L 


132 


End 


9^9 




GI 


none 


Score 


4 7 




Ej .A. UilO 


132. .232 










11684 


Seq. ID 


riTQQfl^Ofi 1 1 Qpl O 




Gene No . 


24766 


Strand 


+ _ 




Start 


1 


End 


366 




Name 


OJ990520 11. 9B12.C43.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


366 




GI 


6498441 


Score 


211 




P von q 


1..366 








OX Lj'C O O X J. kJ . 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Sea No 


11685 


Seq. ID 


OJ990520_11.9B12. 


,C49 


Gene No . 


24767 


Strand 






Start 


1 


End 


621 




Name 


OJ990520 11. 9B12.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


621 




GI 


5295955 


Score 


151 






1..371, 503. .621 








VJ J. ^ kj X JL y*s . 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015! 




[Oryza sativa] 








Seq. No. 


11685 


Seq. ID 


OJ990520_11. 9B12. 


C49 


Gene No. 


24767 


Strand 






Start 


1 


End 


621 




Name 


OJ990520 11. 9B12.C49.ol.gs 


Method 


GENSCAN 




Start 


218 


End 


341 





12171 



GI 


none 




Score 


.42 




Exons 


218 . . 341 










Seq . No . 


11686 




Seq. ID 


OJ990730 11.9B08. 


CI 


Gene No . 


24768 




Strand 






Start 


294 




End 


3614 




Name 


OJ990730 ll.9B08.Cl.ol. 


gs 


Method 


GEN SCAN 




Start 


294 




End 


3032 




GI 


none 




Score 


.77 




Exons 


294. .437, 516. .828, 1092. .1213, 1391.. 


1498, 1578.. 1823, 






2052.. 2197, 2279.. 2396, 


2550. . 


,2709, 2793.-2824, 2910. .2975, 




3006. .3032 










Seq. No. 


11686 




Seq. ID 


OJ990730_11. 9B08. 


CI 


Gene No . 


24768 




Strand 


+ 




Start 


294 




End 


3614 




Name 


OJ990730 ll.9B08.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


294 




End 


3460 




GI 


1653767 




Score 


1204 




Exons 


294. .437, 516. .746, 829 


>. .919, 


1110. .1213, 1391. .1498, 






1578. .1823, 2052. .2197, 


2279. . 


,2396, 2550.. 2709, 2793.. 2824, 




2910.. 2975, 3174.. 3245, 


3383. . 


3460 






GI Descrip. 


(D90916) oligopeptidase A [Synechocystis sp.] 




Sea No. 


11686 




Seq. ID 


OJ990730_11. 9B08. 


CI 


Gene No . 


24768 




Strand 


+ 




Start 


294 




End 


3614 




Name 


OJ990730 ll.9B08.Cl.ol. 


gp 


Method 


AAT/GAP 




Start 


1390 




End 


1802 




GI 


2310326 




Score 


603 




Exons 


1390. .1498, 1578. .1802 










GI Descrip. 


1653767/dbj IBAA18678 | 3 


.Oe-23 


(D90916) 


oligopeptidase A 






[Synechocystis sp.] 










Seq. No. 


11686 




Seq. ID 


OJ990730_11. 9B08. 


CI 


Gene No . 


24768 




Strand 


+ 




Start 


294 




End 


3614 




Name 


OJ990730 ll.9B08.Cl.o2. 


gp 


Method 


AAT/GAP 




Start 


2035 




End 


3614 




GI 


13835 1.R1084 




Score 


1465 




Exons 


2035.. 2197, 2279.. 2396, 


2550. . 


2709, 2793.. 2824, 2910.. 2975, 




3174.. 3245, 3383.. 3614 










GI Descrip. 


, 1653767/dbj |BAA18678| 


2.0e-73 


. (D90916 


) oligopeptidase A 




[Synechocystis sp.] 1 










Seq. No. 


11686 




Seq. ID 


OJ990730_11. 9B08. 


CI 


Gene No. 


24769 




Strand 






Start 


4001 




End 


4477 




Name 


OJ990730 ll.9B08.Cl.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


291 




End 


725 




GI 


none 




Score 


140 




Exons 


291. .386, 293. .394, 515 


. . 694, 


516. .725 






Seq. No. 


11686 




Seq. ID 


OJ990730_11. 9B08. 


CI 


Gene No. 


24769 




Strand 






Start 


4001 




End 


4477 




Name 


OJ990730 ll.9B08.Cl.o2. 


tc 


Method 


TBLASTX: Cress 





12172 



Start 
GI 

Exons 



306 End 1207 

none Score 115 

306. .386, 317. .454, 317. .394, 327. .422, 508, 

513. .749, 516. .794, 802. .915, 826. .918, 828, 
1091. .1207 



,747, 508. .747, 
,920, 1079. .1201, 



Seq. No. 11686 
Gene No. 24769 
Start 4001 

Name OJ990730_11 . 9B08 . CI . ol . tm ' 

Start 362 
GI none 
Exons 362. .439, 363. .455, 513. .683, 514. .747, 514. .747, 516 

803. .922, 826. .918, 828. .920, 1091. .1213, 1091. .1213, 

1388.. 1501, 1390.. 1500, 1557 

1578. .1802 



Seq. ID OJ990730_11. 9B08.C1 
Strand 

4477 

TBLASTX: Maize 
1802 
80 



End 

Method 

End 

Score 



.794, 



1802, 1573. .1791, 1577. .1801, 



Seq. No. 11686 
Gene No. 24769 
Start 4001 

Name OJ990730_11 . 9B08 . CI . ol . ts 

Start 1091 
GI none 

Exons 1091.. 1213, 1091.. 1213, 1388, 

1557. .1826, 1576. .1851, 2037, 
2277.. 24*05, 2281.. 2358, 2538, 
2572. .2712, 2785. .2823, 2785, 
3150.. 3248, 3173.. 3262, 3185. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1501, 1390 
.2195, 2051 
.2711, 2540 
.2823, 2907 



OJ990730 11.9B08.C1 



4477 

TBLASTX : Soybean 
3468 
165 

1500, 1556. .1825, 
2197, 2052.. 2198, 
2710, 2564.. 2713, 
2975, 2909.. 2971, 



,3262, 3377. .3442, 3382. .3468 



Seq. No. 11686 
Gene No. 24769 
Start 4001 

Name OJ990730_11 . 9B08 . CI . ol . tc 

Start 1388 
GI none 
Exons 1388, 

1577, 

2277, 



.1501, 1390. 

.1825, 2037. 

.2384, 2791. 

2909.. 2965, 3377, 



.1500, 1557. 

.2195, 2051, 

.2823, 2799. 

.3442, 3382. 



OJ990730_11.9B08.C1 
4477 

TBLASTX: Cress 

3459 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1826, 1574. .1828, 1576. .1653, 
.2197, 2052. .2198, 2277. .2384, 
.2822, 2907. .2975, 2908. .2958, 
.3459 



Seq. No. 11686 
Gene No. 24769 
Start 4001 

Name OJ990730_11 . 9B08 . CI . o2 . tm 

Start 2036 
GI none 
Exons 2036, 

2281, 

2548. 

2902. 

3185. 



.2200, 2037.. 2201, 2052, 

.2406, 2538.. 2711, 2540., 

.2724, 2742..2822, 2787, 

.2982, 2908.. 2979, 3150, 

.3262, 3377.. 3442, 3380, 



Seq. ID OJ990730_11.9B08.C1 
Strand 

End 4477 

Method TBLASTX : Maize 

End 34 65 

Score 264 

.2198, 2245. .2400, 2277. .2405, 
.2713, 2540. .2710, 2547. .2720, 
.2822, 2788. .2823, 2901. .2975, 
.3248, 3171. .3248, 3173. .3274, 
.3457, 3382. .3465, 3382. .3465 



Seq. No. 11686 Seq. ID 

Gene No. 24769 Strand 

Start 4001 End 

Name OJ990730_11 . 9B08 . CI . o2 . np Method 

Start 3809 End 



OJ990730_11.9B08.C1 

4477 

AAT/NAP 

4477 



12173 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4558664 Score 244 

3809. .3942, 4053. .4477 

(AC007063) hypothetical protein [Arabidopsis thaliana] 



11686 ' Seq. ID 

24769 Strand 

4001 End 

OJ990730_11 . 9B08 . CI . o2 . gs Method 

4001 End 

none Score 
'4001. .4459 



OJ990730_11.9B08.C1 

4477 
GENSCAN 
4459 
.97 



o c ^ * V* KJ * 


11687 


Seq. ID 


OJ990730_11. 


9B08. 


C2 




24 770 


Strand 


+ 








_/ o o 


End 


3617 






IN diiic 


OJ990730 11 9B08 C2 ol qd 


Method 


AAT/GAP 






o Lai u 


853 _ 


End 


2609 






fir 


57900 1 R1084 


Score 


1246 






uAIJllO 


853 1126 2192 2609 










GI Descrip. 


'4314361/gb|AAD15572| 4 . Oe- 


12 (AC006340) unknown protein 




[Arabidopsis thaliana] 1 










Opn Mo 


11 687 


Seq. ID 


OJ990730_11. 


9B08. 


C2 




24770 


Strand ■ 


+ 






O LCti. L 


y \j o 


End 


3617 






Name 


O.TQ90730 11 9R0R C? o2 as 


Method 


GENSCAN 






Start 


988 _ 


End 


3617 








none 


Score 


.53 






Exons 


988. .1126, 2192. .2312, 2880 


. .2968, 3496. .3617 






Seq. No. 


11687 


Seq. ID 


OJ990730_11. 


9B08. 


C2 


Gene No. 


24770 


Strand 


+ 






Start 


988 


End 


3617 






Name 


OJ990730 11. 9B08.C2.o3.np 


Method 


AAT/NAP 






Start 


988 


End 


1175 






GI 


4314361 


Score 


161 






Exons 


988. .1175 










GI Descrip. 


(AC006340) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


11687 


Seq. ID 


OJ990730_11. 


9B08. 


C2 


Gene No. 


24771 


Strand 


+ 






Start 


4726 


End 


5337 






Name 


OJ990730 11.9B08.C2.o3.gs 


Method 


GENSCAN 






Start 


4726 


End 


5337 






GI 


none 


Score 


.46 






Exons 


4726. .5337 











Seq. No. 11687 Seq. ID OJ990730_11 . 9B08 . C2 

Gene No. 24771 Strand + 

Start 4726 End 5337 

Name OJ990730_11 . 9B08 . C2 . o4 . np Method AAT/NAP 

Start '4999 End 5331 

GI 1653954 Score 176 

Exons 4999.. 5331 

GI Descrip. (D90917) hypothetical protein [Synechocystis sp.] 



Seq. No. 



11687 



Seq. ID OJ990730_11.9B08.C2 



12174 




Gene No. 


24772 




Strand 


+ 




Of- a y-+- 
O L CI X u 






FnH 


\J J U «J 




Name 




9 s 


Mot hnH 


Vj Ej LN O \^ r\ I \ 




Of a r-+- 






FnH 








none 




OL.UI C 


1 

X 
















Seq. No. 


11687 




Seq. ID 


OJ990730_11. 9B08 


.C2 


Gene No. 


24772 




Strand 


+ 










FnH 


U O U *J 




Name 


O.TQQn7^0 1 1 QROft C? o? 


9P 


Mot 1 Vi PiH 


aat /nap 




o Lai C 


uUJJ 




FnH 


U J U J 




r-T 
ox 


Z, J X U _? J ^ 




OLUi C 


j j j 






OUJJ • • DJUJ 










Oti^ » 1NL> • 


X X U O f 




Seq. ID 


OJ990730 1 1 9B0R 


. C2 


O d i " LN W • 


24773 




Strand 






OLai i 


1 




End 


2658 




Name 


OJ990730 ll.9B08.C2.ol. 


np 


Method 


AAT /NAP 




Start 


1 




End 


209 






6403507 




Score 


96 




Exons 


1. .209 










oi uescrip. 


(AC010871) unknown protein 


[Arabidopsis thaliana] 








1IAC012562 28 


(AC012562) unknown 


pn 




[nraDlUOpSlS iJlallanaJ 










oeq . lno . 


I 1 cot 

I I DO / 




Seq. ID 


OJ990730_11. 9B08 


CO 


Gene No. 


z 4 / / o 




Strand 






Start 


1 




End 


2658 




Name 


OJ990730 ll.9B08.C2.o2. 


np 


Method 


AAT /NAP 






1 




End 


2658 




wl 


6682624 




Score 


108 




Exons 


1..522, 2489. .2658 










ol Uoo(--xl£J, 


(AC016163) hypothetical 


. protein [Arabidopsis thaliana] 




Seq. No. 


11687 




Seq. ID 


OJ990730_11.9B08 


.C2 


Gene No. 


24773 




Strand 






o Lai L 


1 




End 


2658 






OJ990730 ll.9B08.C2.ol. 


gs 


Method 


GENSCAN 




O Lai L 


20 




End 


664 




(ZT 


none 




Score 


.99 






20. .664 










Seq. No. 


11687 




Seq. ID 


OJ990730_11. 9B08 


.C2 


Gene No. 


24773 




Strand 






OLai L 


1 




End 


2658 




Name 


OJ990730 ll.9B08.C2.o2. 


tm 


Method 


TBLASTX: Maize 




oLdi L 


1001 




End 


2316 




(ZT 


none 




Score 


83 




Exons 


1001. .1057, 1002. .1094, 


1003. .1095, 2191. .2313, 2191. .2316 


Seq. No. 


11687 




Seq. ID 


OJ990730_11. 9B08 


.C2 


Gene No. 


24774 




Strand 






Start 


4974 




End 


5339 




Name 


OJ990730 ll.9B08.C2.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


4974 




End 


5337 




GI 


none 




Score 


464 





12175 




P vnn c 

Ami \J HO 


4974 5288. 


4975 


5289 5272 


.5337, 5280.. 5336 


Seq. No. 


11687 






Seq. ID 


OJ990730_11.9B08.C2 


Gene No. 


24774 






Strand 




Start 


4 974 






End 


5339 


Name 


OJ9907 30 11 


. 9B08 


. C2 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


4 975 _ 




■ 


End 


5339 


GI 


none 






Score 


446 


Py on <5 


4975 5160. 


4 980 


5288 4981 


.5289, 5242.. 5337, 5280. .5339 


Seq. No. 


11688 






Seq. ID 


OJ990730_11. 9B08.C3 


Gene No. 


24775 






Strand 


+ 


Start 


120 






End 


770 


Name 


OJ990730 11 


. 9B08 


C3 nl 


Method 


GENSCAN 


Start 


120 _ 






End 


770 


GI 


none 






Score 


.69 


F,y on 

J-J \u/ 11 U 


120 . . 770 










Seq. No.. 


11688 






Seq. ID 


OJ990730_11. 9B08.C3 


Gene No. 


• 24776 






Strand 


+ 


Start 


4220 






End 


15086 


Name 


OJ990730 11 


. 9B08 


C 3 o 1 an 


Method 


AAT/GAP 




4136 _ 






End 


4617 


VJ -L 


none 






Score 


735 


T* 1 von q 


1 J. J U • • *i *J \J U , 


4 577 


4 61 7 








J.1DOO 






Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24776 






Strand 


+ 


Start 


4220 






End 


15086 


Name 


OJ990730 11 


. 9B08 


C3 o3 aq 


Method 


GENSCAN 


Qf art- 

o Lai i. 


4220 ~~ 






End 


7852 


GT 


none 






Score 


.69 




4220 4S06 


4 577 


4 702 4 fi 1 S 


.5007, 5579.. 5688, 7096.. 7243, 




7337 7385 


7508 


7 R 8 9 770S 


.7852 




O C ^ . LN ^ • 


11688 






Seq. ID 


OJ990730_11.9B08.C3 




24776 






Strand " 


+ 


Start 


4220 






End 


15086 


Name 


OJ990730 11 


. 9B08. 


C3 . o3 . np 


Method 


AAT/NAP 


Start 


' 7497 






End 


14923 


GI 


3549656 






Score 


491 


Pvnn *=? 


7497. .7574, 


8357. 


.8487, 8574. 


.8653, 12720. .12803, 12870. .13 




13424. .13498, 13609 .. 13678 , 13973 .. 14097 , 14 37 9 .. 14 476, 




14584. .14685, 14E 


J07. .14923 






(iT Dp ^pri n 

\J J- L> -L k-^ * 


(AL031394) putative protein [Arabidops 


is thaliana] 


Qprr No 


11688 






Seq. ID 


OJ990730_11. 9B08.C3 


Gene No. 


24776 






Strand 


+ 


Start 


4220 






End 


15086 


Name 


OJ990730 11 


. 9B08. 


C3.o4 .gs 


Method 


GENSCAN 


Start 


8355 






End 


10686 


GI 


none 






Score 


.87 


Exons 


8355. .8487, 


8544 . 


.8617, 8705. 


8785, 9066.. 9157, 9393.. 9467, 




9589. . 9658, 


9859. 


.9960, 10163 


.10277, 


10379. . 10441, 10589. . 


Seq. No. 


11688 






Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24776 






Strand 


+ 



■12176 



Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4220 End 15086 

OJ990730_11 . 9B08 . C3 . o2 . gp Method AAT/GAP 

8573 End 9268 

7416_1.R1084 Score 44 6 

8573. .8617, 8705. .8785, 8852. .8959, 9066. .9157, 9238. .9268 
, 3549656/emb|CAA20567.1| 6.0e-25 (AL031394) putative protein 
[Arabidopsis thaliana] ' 



11688 ■ Seq. ID 

24776 Strand 

4220 End 

OJ990730_11 . 9B08 . C3 . o3 . gp Method 

10123 End 

2533_1.R1084 Score 

10123. .10277, 10379. .10441, 10589. .10774 
, 3549656/emb|CAA20567.1| 3.0e-27 (AL031394 
[Arabidopsis thaliana] 1 



OJ990730_11.9B08.C3 
+ 

15086 
AAT/GAP 
10774 
494 



putative protein 



11688 Seq. ID 

24776 Strand 
4220 End 
OJ990730_11. 9B08 .C3.o4 .gp Method 
12335 End 
7416_1.R1084 Score 

12335. .12516, 12605. .12648, 12723 

13072. .13163,^13424. .134 98, 13609 



OJ990730_11.9B08.C3 
+ 

15086 
AAT/GAP 
13698 
1157 

12803, 12870. . 12977, 
13698 



/3549656/emb|CAA20567.1| 6.0e-25 (AL031394) putative protein 
[Arabidopsis thaliana] ' 



11688 
24776 
4220 

OJ990730_ll.9B08.C3.o5.gs 

12369 

none 

12369. . 12516, 12605 .. 1264 8 , 
14407. .14 521, 14 623. .14 685, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12723. . 12803, 
14807. .14889 



OJ990730_11. 9B08.C3 

+ 



15086 
GENSCAN 
14889 
.83 

13931. 



14074, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11688 
24776 
4220 

OJ990730_11.9B08.C3.o5.gp 
13984 

2533_1.R1084 

13984. .14074, 144 07 .. 14521, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_11, 
+ 

15086 
AAT/GAP 
15086 
1002 



9B08.C3 



14623. .14685, 14807. .15086 



, 354 9656/emb|CAA20567.1| 
[Arabidopsis thaliana] ' 



3.0e-27 (AL031394) putative protein 



11688 Seq. ID 

24777 Strand 

19447 End 

OJ990730_11 . 9B08 .C3.o4 . np Method 

19447 End 

6721543 Score 
19447. .19578, 20078. .20112 

(AP001073) hypothetical protein [Oryza sativa] 



OJ99073.0_11.9B08.C3 
+ 

20112 
AAT/NAP 
20112 
105 



12177 




064. IN O . 


X L O 0 0 








24777 


Strand 


-j- 


Start 


19447 


End 


20112 


Name 


OJ990730 11.9B08.C3.o6.gp 


Method 


AAT/GAP 


Of 3 v-+- 

0 cart 


19461 


End 




C T 
bl 


7406 1.R1084 


Score' 


J. .7 


Exons 


19461.. 19628 






GI Descrip. 


, 1122315/emb|CAA63901| 7.,0e-10 (X94191) 






r D^t"i i oofn m s~t 1 anon m 1 ' 

Lrenniseuum gxauouiuj 






Seq. No. 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24778 


Strand 




0 tart: 


1803 


End 




Name 


OJ990730 11.9B08.C3.o2.gs 


Method 




btart 


1803 


End 


i ^ j / 




none 


Score 


t U J 


IT" v /*\ y*i c? 


1803. .1849, 2592. .2937 






Seq. No. 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24779 


Strand 




0 tart 


15561 


End 


18274 


Name 


OJ990730 11.9B08.C3.o6.gs 


Method 


GENSCAN 


btart 


15561 


End 


18274 


C T 


none 


Score 


.64 


Exons 


15561. .16369, 16628. .17004, 17090. .17453, 17695. .18274 


Seq. No. 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24780 


Strand 




otart 


19377 


End 


19539 


Name 


OJ990730 11. 9B08. 03^02. ts 


Method 


TBLASTX : Soybean 


btart 


258 


End 


685 




none 


Score 


72 


Exons 


258.-455, 264. .455, 359. .448, 


473. .685, 


480. . 671 


Seq. No. 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24780 


Strand 




0 LalL 


19377 


End 


19539 


Name 


OJ990730 11.9B08.C3.o3.tm 


Method 


TBLASTX: Maize 


Of -1 v+- 


258 


End 


749 


bl 


none 


Score 


194 


X? Z"\ T^l CT< 


258. .491, 258. .479, 356. .502, 


482. .748, 


483. .749 


beq . no . 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24780 


Strand 




Start 


19377 


End 


19539 


Name 


OJ990730 11.9B08.C3.o7.tm 


Method 


TBLASTX: Maize 


C> -l_ ~- 4_ 

0 tar l 


5223 


End 


5983 


bl 


none 


Score 


76 


Exons 


5223. .5300, 5223. .5354, 5224.. 


5355 r . 5228. .5359, 5511.. 5654, 




5512.. 5685, 5516.. 5662, 5903.. 


5974, 5904.. 5975, 5906.. 5983 


Seq. No. 


11688 


Seq. ID 


OJ990730_11.9B08.C3 


Gene No. 


24780 


Strand 




Start 


19377 


End 


19539 


Name 


OJ990730 11.9B08.C3.o5.tm 


Method 


TBLASTX: Maize 


Start 


6923 


End 


7429 


GI 


none 


Score 


90 



12178 



Exons 



6923. .7024, 6958. .7017, 6959. .7021, 7094. .7243, 7112. .7249, 
7113. .7259, 7152. .7259, 7339. .7428, 7346. .7429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11688 
24780 
19377 

OJ990730_11. 9B08.C3.o3.ts 

7370 

none 



Seq. ID OJ990730 11.9B08.C3 



Strand 
End 

Method 

End 

Score 



19539 

TBLASTX: Soybean 

7777 

60 



7370. .7426, 7513. .7590, 7516. .7590, 7518. .7595, 7688. .7777 



.5 51, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11688 
24780 
19377 

OJ990730_11. 
8435 
none 
8435. . 
8703. . 
8849. . 
9391. . 
12595, 
12719, 



9B08.C3.ol.tm 



8485, 
8786, 
8956, 
9465, 
.12645 
.12811 
12856. .12975 
13066. . 13161 
13417. .13497 
13598. .13630 



8439.. 8498, 8552 
8704. .8790, 8705 
8851.. 8958, 9060 
9578.. 9610, 9584 
12603. .12650, 
12722. .12808, 
12864 . .12977, 
13067. .13168, 
13419. .13502, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 11.9B08.C3 



19539 

TBLASTX: Maize 
13630 
67 

8617, 8573.. 8617, 8675.. 8785, 
8794, 8832. .8927, 8849. .8959, 
9155, 9066.. 9155, 9390.. 9479, 
..9610, 12470. . 12544, 12474 12533, 
12604. .12648, 12709 .. 1274 1 , 
12723. .12812, 12850 .. 1294 5 , 
12867. .12962, 128 69 .. 1297 6, 
13071. .13169, 13072. .13161, 
13421. .13498, 13422 .. 134 99, 



.3 a: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11688 
24780 
19377 

OJ990730_11 . 9B08 -C3.o6.tm 
10162 
none 

10162. .10281, 10163, 
10377. .10442, 10581. 
10588. .10665, 14406. 
14633. . 14686, 14788. 
14817. .14906 



Seq. ID 

Strand 
End 

Method 
End 
Score 

10273, 10351. . 10443, 10376 
10655, 10581. . 10658, 10585 
14525, 14407. .14520, 14589 
14922, 14806; . 14892, 14810 



OJ990730 11.9B08.C3 



19539 

TBLASTX: Maize 
14922 
168 



,10459, 
,10656, 
,14687, 
,14893, 



11688 
24780 
19377 

OJ990730_11 . 9B08 . C3 . ol . tc 

15567 

none 



Seq. ID OJ990730_11.9B08.C3 
Strand 

End 19539 

Method TBLASTX : Cress 

End 16112 

Score 164 



15567. .15611, 15612. .15665, 15802 1 6104 , 15843. .16112 



11688 
24780 
19377 

OJ990730JL1. 9B08.C3.ol.ts 

15922 

none 



Seq. ID OJ990730_11.9B08.C3 
Strand 

End 19539 

Method TBLASTX : Soybean 

End 16553 

Score 265 



15922. .16299, 15924. .16328, 16362. .16553, 16363. .1654 8 



Seq. No. 



11688 



Seq. ID OJ990730_11.9B08.C3 



12179 



Gene No. 24780 

Start 19377 

Name OJ990730_1 1 . 9B08 . C3 . o2 . tc 

Start 16368 

GI none 

Exons 16368. .1658 6, 16590. .16673, 
17089. .17163 



Strand 
End 

Method 

End 

Score 



19539 

TBLASTX: Cress 

17163 

69 



16821. .16916, 16950. .17009, 



Seq. No. 11688 

Gene No. 24780 

Start 19377 

Name OJ990730_11 . 9B08 . C3 . o4 . tm' 

Start 16394 

GI none 

Exons 16394. .16459, 16395 1 6484 , 
16443. .16706 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_11.9B08.C3 
19539 

TBLASTX: Maize 

16706 

78 



16432. .16680, 1 64 4 0 . . 1667 9, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



11688 
24780 
19377 

OJ990730_11. 9B08 .C3.o2.tm 
16844 



OJ990730 11.9B08.C3 



none 
16844. 
16888. 
■17089. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16888, 16844. .16888, 16845 .. 16889, 1 6.84 6 16902 , 
17007, 16890. .17009, 168 94 .. 17007 , 17075 17215 , 
17217 



19539 

TBLASTX : Maize 

17217 

66 



Seq. No. 11688 

Gene No. 24780 

Start 19377 

Name OJ9907 30_11 . 9B08 . C3 . o7 , 

Start 19377 

GI none 

Exons 19377. .19539 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_11.9B08.C3 

19539 
GENSCAN 
19539 
.86 



Seq. No. 11689 Seq. ID 

Gene No. 24781 Strand 

Start 104 End 

Name OJ990730_11 . 9B08 . C4 . ol . gs Method 

Start 104 End 

GI none Score 
Exons 



OJ990730_11.9B08.C4 
+ 

6004 
GENSCAN 
6004 
.46 



104. .2459, 2843. .2993, 3099. .3345, 3520. .3645, 3805. .3930, 
4022. .4320, 4397. .4655, 4748. .4868, 4900. .4981, 5244. .5375, 
5439. .5486, 5491. .5608, 5840. .6004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11689 
24781 
104 

OJ990730_11 .9B08 . C4 . ol . np 
317 

5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

317. .1289, 1734. .1765, 2024. .2339, 2843. .2993, 3099. .3435, 
4022. .4320, 4397. .4655, 4900. .4997, 5244. .5375, 5491. .5725 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990730_11.9B08.C4 
+ 

6004 
AAT/NAP 
5725 
4661 



12180 



Seq. No. 11689 Seq. ID OJ990730 

Gene No. 24781 Strand + 

Start 104 End 6004 

Name OJ990730_11 . 9B08 . C4 . ol . gp Method AAT/GAP 

Start 888 End 1319 

GI 5701669 Score 857 

Exons ' 888.. 1319 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 
corresponds to a region 



11.9B08.C4 



5.0e-75 (AP000367) EST 
of the predicted gene. 



C28952(C62945) 
' Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 11689 Seq. ID 

Gene No. 24781 Strand 

Start 104 End 

Name OJ990730__11 . 9B08 . C4 . o2 . gp Method 

Start 4148 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 4148. .4320, 4397. .4647 

GI Descrip. 1 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ990730_11.9B08.C4 
+ 

6004 
AAT/GAP 
4647 
789 



Li 



"3 



Cpn Kin 


11689 




Seq. ID 


OJ990730_11.9B08 


.C4 




24782 




Strand 


+ 






6702 




End 


7796 




Name 


OJ990730 11.9B08.C4.ol.tm 




Method 


TBLASTX: Maize 




o Lai l. 


845 




End 


1441 




GI 


none 




Score 


93 




Exons 


845. .973, 853. .951, 1022. 


1306, 1024.. 


1245, 1370. .1441 




Seq. No. 


11689 




Seq. ID 


OJ990730_11.9B08 


.C4 


Gene No. 


24782 




Strand 


+ 




Start 


6702 




End 


7796 




Name 


OJ990730 11.9B08.C4.ol.tw 




Method 


TBLASTX: Wheat 




Start 


1139 




End 


1520 




GI 


none 




Score 


210 




Exons 


1139. .1333, 1148. .1366, 1339.. 


1458, 1343. .1519, 1343. .1489, 




1371. .1520 










Seq. No. 


11689 




Seq. ID 


OJ990730_11.9B08 


,C4 


Gene No. 


24782 




Strand 


+ 




Start 


6702 




End 


7796 




Name 


OJ990730 11.9B08.C4.o2.gs 




Method 


GENS CAN 




Start 


6702 




End 


7796 




GI 


none 




Score 


.95 




Exons 


6702. .6754, 7402. .7565, 7624.. 


7796 






Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08 


C5 


Gene No. 


24783 




Strand 


+ 




Start 


l" 




End 


7820 




Name 


OJ990730 11. 9B08.C5.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


6223 




GI 


5734777 




Score 


1406 




Exons 


1..510, 1097. .1309, 2644.. 


2752 


, 2801.. 


2909, 3177. .3286, 






3385. .3488, 3711. .4169, 4251.. 


4332, 6195.. 6223 




GI Descrip. 


(AC007980) 55212 [Arabidopsis 


thaliana] 





12181 






oeq . WO . 


11690 






Seq. ID 






Gene No . 


24783 






Strand 


+ 




Of 5 ~~ 4- 


1 






End 


7820 




Name 


OJ990730 11. 


9B08.C5.ol. 


gs 


Method 


GENSCAN 




Start 


62 






End 


7457 






none 






Score 


.8 




Exons 


62. .510, 1097.. 1219, 2656.. 2909, 3177. 


.3286, 338S..3483, 






3718. .4141, 


4909. .5016, 


5285. 


.5361, 5425. .5544, 5640. .5737, 






6142. .6183, 


6320. .6397, 


6479. 


.6557, 6683. .6778, 6859. .6941, 






7307. .7457 












beg. NO. 


11690 






Seq. ID 


OJ990730_11.9B08.C5 




bene ino . 


24783 






Strand 


+ 




Start 


1 






End 


7820 




Name 


OJ990730 11. 


9B08.C5.ol. 


gp 


Method 


AAT/GAP 






2759 






End 


3860 




C T 
bl 


uC-osroM202006g-08bl 




Score 


918 




Exons 


2759. .2909, 


3177. .3286, 


3385. 


.3483, 3718. .3860 




bi uescrip. 


1 5734777/gb| AAD50042. 1 | 


AC007980 7 3.0e- 


q a f nrnm no r\ \ ccoi o 
- O 4 [ Ab UU/yoU; DDZ 1Z 






[Arabidopsis thaliana] 1 










Seq. No. 


11690 






Seq. ID 


OJ990730_11.9B08.C5 




Gene No. 


24783 






Strand 


+ 


,1 Si. 


o tart- 


1 






End 


7820 


: S i 


Name 


OJ990730 11. 


9B08.C5.o2. 


gp 


Method 


AAT/GAP 


'is* 

rfi 


b tar z 


3898 






End 


4373 




C T 
bl 


2311782 






Score 


636 


;* ; j 


Exons 


3898. .4142, 


4260. .4373 








; : j 


Seq. No. 


11690 






Seq. ID 


OJ990730_11.9B08.C5 




Gene No. 


24783 






Strand 


+ 




o tar l. 


1 






End 


7820 


! Li 


Name 


OJ990730 11. 


9B08.C5.o3. 


gp 


Method 


AAT/GAP 




otart 


5153 






End 


5518 


;! =; 

•'saf 


P T 


none 






Score 


493 


: i ' 


Exons 


5153. .5332, 


5425. .5518 








i; i: 


oeq * ino . 


11690 






Seq. ID 


OJ990730_11. 9B08.C5 




bene lno . 


24783 






Strand 


+ 


:. -I 


Of arf 


1 






End 


7820 




Name 


OJ990730 11. 


9B08.C5.o2. 


np 


Method 


AAT/NAP 




Start 


5234 






End 


7567 






4337206 






Score 


191 




Exons 


5234 . .5338, 


5425. .5544, 


5640. 


.5779, 6320. .6397, 6479.-6567, 






6866. .6941, 


7307 ..7375, 


7489. 


.7567 






bi uescrip. 


(AC006403) putative replication protein Al [Arabidopsis 






thaliana] 












Seq. No. 


11690 






Seq. ID 


OJ990730_11. 9B08.C5 




Gene No. 


24783 






Strand 


+ 




Start 


1 






End 


7820 




Name 


OJ990730 11. 


9B08.C5.o4. 


gp 


Method 


AAT/GAP 




Start 


6486 






End 


7820 




GI 


none 






Score 


1139 




Exons 


6486. .6557, 


6683. .6778, 


6859. 


.6941, 7307. .7375, 7489. .7820 




Seq. No. 


11690 






Seq. ID 


OJ990730_11.9B08.C5 



12182 



i 




Gene No. 


24784 




Strand 


+ 


Start 


12628 




End 


13296 


Name 


OJ990730 11.9B08.C5. 


06 . gp 


Method 


AAT/GAP 


Start 


12628 




End 


13296 


GI 


61139 1.R1084 




Score 


1285 


Exons 


12628. .13296 








GI Descrip. 


1 1360637/emb|CAA65242| . 2.0e- 


-31 (X95995) ENBP1 [Vicia sativa] 1 


Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 


Gene No. 


9/1 TQC 

Z fi / 0 0 




oLrdnu 


T 


Start 


25477 




End 


25698 


Name 


OJ990730 11.9B08.C5. 


o4 . gs 


Method 


GENSCAN 


Start 


25477 




End 


25698 




none 




Score 


.5 


Exons 


25477. .25698 








Seq. No. 


11690 




Seq. ID 


OJ990730 11.9B08.C5 


Gene No. 


24786 




Strand 


- 


O 4- -i v~ 4- 

otart 


10035 




End 


10902 


Name 


OJ990730 11.9B08.C5. 


o2 . gs 


Method 


GENSCAN 


Start 


10035 




End 


10902 


GI 


none 




Score 


.64 


Exons 


10035. .10161, 10778. 


.10902 






Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 


Gene No. 


24786 




Strand 




C4- v- 4- 

otart 


10035 




End 


10902 


Name 


OJ990730 11.9B08.C5. 


o5.gp 


Method 


AAT/GAP 


Start 


10501 




End 


10607 


GI 


LIB34 77-003-P1-K1-E9 


Score 


128 


Exons 


10501. .10607 








GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S 


: I) >gi 


JL173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 


Gene No. 


24787 




Strand 




O 4- -i „J_ 

otart 


13448 




End 


23629 


Name 


OJ990730 11.9B08.C5. 


o3.gs 


Method 


GENSCAN 


Start 


13448 




End 


23489 ■ 


r* t 


none 




Score 


.62 


Exons 


13448. .13640, 17435. 


.17502, 


17578. .17 697, 17820. .17905, 




17999. .18071, 18177. 


.18511, 


18575. .18839, 19055. .19387, 




19767. .20468, 20659. 


.20693, 


20762. .20918, 21 604 .. 2 1708 , 




22345. .22464, 23253. 


.23489 






Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 


Gene No. 


24787 




Strand 




otart 


13448 




End 


23629 


Name 


OJ990730 11.9B08.C5. 


o7.gp 


Method 


AAT/GAP 


Start 


17007 




End 


17269 


GI 


3761066 




Score 


491 


Exons 


17007. .17269 








Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 


Gene No. 


24787 




Strand 




Start 


13448 




End 


23629 



12183 






Name 


OJ990730 11.9B08 


. C5 . 08 . gp 


Method 


AAT/GAP 




Start 


17431 




End 


18199 




GI 


426772 




Score 


615 




Exons 


17431. .17502, 17578. . 17 697, 


17820. . 17905, 17999 .. 18071, 






18177. .18199 










GI Descrip. 


1360637/emb|CAA65242| 2.0e-31 (X95995 


) ENBP1 [Vicia sativa] 




Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 




Gene No. 


24787 




Strand 






Start 


13448 




End 


23629 




Name 


OJ990730 11.9B08 


. C5.o3.np 


Method 


AAT/NAP 




Start 


17560 




End 


23629 




GI 


2781345 




Score 


1412 




Exons 


17560. .17 697, 17820. .17 905, 


17999. .18' 


090, 18122. . 18310, 






18 662. .18839, 19055. .19387, 


19767. .20046, 20083 .. 20315, 






20369. .20550, 20630 .. 20693, 


20762. .20: 


894, 21024. .21123, 






21373. .21464, 23423. .23629 








GI Descrip. 


(AC003113) F2401 


.2 [Arabidopsis thaliana] 




Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 




Gene No. 


24787 




Strand 






Start 


13448 




End 


23629 




Name 


OJ990730 11.9B08 


.C5 .o9.gp 


Method 


AAT/GAP 




Start 


22333 




End 


23516 




' GI 


5003012 




Score 


704 




Exons t 


22333. .22464, 23253. .23516 






•si r" 
! o? 


Seq. No. 


11690 




Seq. ID 


OJ990730_11. 9B08.C5 




Gene No. 


24788 




Strand 






Start 


25640 




End 


25922 




Name 


OJ990730 11.9B08 


.C5.o2.ts 


Method 


TBLASTX : Soybean 


'is? 


Start 


346 




End 


1304 


i y 


GI 


none 




Score 


259 




Exons 


346. .513, 347. .514, 1091. .1297, 1091. 


.1303, 1095.. 1304 


L A 
'i 5 


Seq. No. 


11690 




Seq. ID 


OJ990730_11. 9B08.C5 


t i 


Gene No. 


24788 




Strand 






Start 


25640 




End 


25922 




Name 


OJ990730- 11.9B08, 


.C5.o6.tm 


Method 


TBLASTX: Maize 


a 


Start 


1283 




End 


2901 


r"i 

•IS? 


GI 


none 




Score 


96 




Exons 


1283. .1357, 1284, 


..1379, 2642 


..2830, 2651. .2830, 2759. .2899, 






2789. .2899, 2800, 


. .2901 








Seq. No. 


11690 




Seq. ID 


OJ990730_11.9B08.C5 




Gene No. 


24788 




Strand 






Start 


25640 




End 


25922 




Name 


OJ990730 11.9B08. 


.C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


2855 




End 


38 64 




GI 


none 




Score 


85 




Exons 


2855. .2920, 3160. 


..3258, 3176 


..3259, 3378. .3485, 3382. .3486, 






3384. .3485, 3705. 


. .3842,- 3715 


..3864, 3717. .3845 




Seq. No. 


11690 




Seq. ID 


OJ990730_11. 9B08.C5 




Gene No. 


24788 




Strand 






Start 


25640 




End 


25922 




Name 


OJ990730 11.9B08. 


.C5.ol.tm 


Method 


TBLASTX: Maize 



12184 



Start 
GI 

Exons 



3250 

none 

3250. 

3712. 

4256. 



.3279, 3266.. 3286, 3382. 
.3864, 3715. .3864, 3847. 
.4348, 4257. .4343, 4258. 



End 4 34 8 

Score 39 

.3486, 3384.. 3485, 3669.. 3845, 
.3924, 3937.. 4134, 3940.. 4068, 
.4344 



Seq. No. 11690 
Gene No. 24788 
Start 25640 

Name OJ990730_1 1 . 9B08 . C5 . o5 . tm 

Start 5266 
GI none 

Exons 5266.. 5331, 5270.. 5335, 5424. 

5493.-5543, 5500. .5544, 5637. 
5648... 5776 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5486, 5428 
.5738, 5640 



OJ990730 11.9B08.C5 



25922 

TBLASTX: Maize 
5776 
105 

5484, 5470. 
5762, 5645. 



,5547, 
,5764, 



Hi 



□ 



Seq. No. 11690 

Gene No. 24788 

Start 25640 

Name OJ990730_11 . 9B08 . C5 . 08 . tm 

Start 6318 

GI none 

Exons 6318.. 6407, 6318.. 6404, 6320. 

6496.. 6570, 6676.. 6777, 6685. 



Seq. No. 11690 

Gene No. 24788 

Start 25640 

Name OJ990730_11 . 9B08 .C5.ol.ts 

Start 17559 

GI none 

Exons 17559 
17820 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6409, 6476 
.6774 



OJ990730 11.9B08.C5 



25922 

TBLASTX: Maize 
6777 
129 

6547, 6477.. 6551, 



Seq. ID OJ990730_11. 9B08.C5 
Strand 

25922 

TBLASTX : Soybean 
19229 
47 



End 

_ Method 

End 
Score 

17615, 17560. .17703, 17597 .. 17704 , 17809 .. 17 913, 
17906, 17997. .18074, 17998 .. 18078, 18159 .. 18305, 



18166. .18294, 19052 .. 19228, 19053.. 19229 



□ 



Seq. No. 11690 

Gene No. 24788 

Start 25640 

Name OJ990730_11 . 9B08 . C5 . ol . tw 

Start 17578 

GI none 

Exons 17578. .17703, 17 611 .. 17703, 
17821. . 17907 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_11.9B08.C5 
25922 

TBLASTX: Wheat 

17907 

43 



17808. .17 906, 17820. .17 906, 



Seq. No. 11690 
Gene No. 24788 
Start 25640 

Name OJ990730_11 . 9B08 . C5 . o3 . tm 

Start 17656 
GI none 
Exons 17656, 

17820. 

17999. 



,17703, 17657. 
,17906, 17997. 
,18082, 18159. 



,17698, 
,18074, 
,18308, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17808 

17997 



OJ990730 11.9B08.C5 



25922 

TBLASTX: Maize 
18308 
64 

17906, 17809. .17907, 
18074, 17998. .18075, 



18175. .18297 



Seq. No. 
Gene No. 
Start 



11690 
24788 
25640 



Seq. ID 

Strand 

End 



OJ990730 11.9B08.C5 



25922 



12185 



Name 

Start 

GI 

Exons 



OJ990730_11 . 9B08 . C5 . o4 . tm Method 
18717 End 
none Score 



TBLASTX: Maize 

19242 

67 



18717. .18854, 18720. .18839, 19052. .19240, 19053. .19241, 
19054. .19242 



Seq. No. 11690 

Gene No. 24788 
Start ... 25640 

Name OJ990730_11 . 9B08 . C5 . ol . tc 

Start 19052 

GI none 
Exons 



Seq. ID OJ990730_11.9B08.C5 
Strand 
End 

Method 
End 
Score 



25922 

TBLASTX: Cress 

19381 

240 



19052. .19081, 19082. .19324, 19083. .19322, 19334. .19381 



Seq. No. 11690 
Gene No. 24788 
Start 25640 

Name 0 J9907 30_1 1 . 9B08 . C5 . o2 . 

Start 19833 
GI none 
Exons 19833. 

20106. 

20757. 



,20030, 19837. 
,20336, 20151. 
,20879 



tm 



.19989, 
.20333, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20058 

20436 



OJ990730 11.9B08.C5 



25922 

TBLASTX: Maize 
20879 
159 

20081, 20098. .20292, 
20543, 20444 . .20542, 



Seq. ID OJ990730_11.9B08.C5 
Strand 

End 25922 

Method TBLASTX : Soybean 

End 20549 

Score 87 

19857. .20033, 19858 .. 1998 9, 2014 8 .. 20303, 20427. .20549 



Seq. No. 11690 

Gene No. 24788 

Start 25640 

Name OJ990730_11 . 9B08 . C5 . o4 . ts 

Start 19857 - 

GI none 
Exons 



Seq. No. 11690 

Gene No. 24788 

Start 25640 

Name OJ990730_11 . 9B08 . C5 . o7 . tm 

Start 21066 

GI none 

Exons 21066. .21125, 21066 .. 21122, 
21368. .21493, 21372.. 21497 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_11.9B08.C5 
25922 

TBLASTX: Maize 

21497 

80 



21068. .21124, 21364 . .21495, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11690 Seq. ID OJ990730_11 . 9B08 . C5 

24788 Strand 

25640 End 25922 

OJ990730_11. 9B08.C5.ol0.gp Method AAT/GAP 

25640 End 25922 

LIB3431-011-P1-N1-F6 Score 554 

25640. .25922 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) . 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 11691 Seq. ID 

Gene No. 24789 Strand 

Start 85 End 

Name OJ990730_11 . 9B08 . C6 . ol . tc Method 

Start 82 End 



OJ990730_11.9B08.C6 
623 

TBLASTX: Cress 
488 



12186 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 
82. .231, 

11691 
24789 
85 

OJ990730 
85 

1653767 
85. .252, 
(D90916) 

11691 
24789 
85 

OJ990730 
85 

none 
85. .252, 

11691 
24789 
85 

OJ990730 
85 

none 
85. .252, 

11691 
24789 
85 

OJ990730 
88 

none 
88. .252, 
588. .623 



Score 

8S..252, 86.-253, 342. .488 



65 



Seq. ID OJ990730_11.9B08.C6 
Strand 

End 623 

9B08 .C6.ol.np Method AAT/NAP 

End 513 

Score 153 

342. .513 

oligopeptidase A [Synechocystis sp.] 



Seq. ID OJ990730_11. 9B08.C6 

Strand 

End 623 

Method TBLASTX : Soybean 

End 470 

Score 88 



11.9B08.C6.ol.ts 
89. .259, 342. .470 

11.9B08.C6.ol.gs 
342. .516 



Seq. ID OJ990730_11.9B08.C6 

Strand 

End 623 

Method GEN SCAN 

End 516 



Score 



.86 



Seq. ID OJ990730_11.9B08.C6 
Strand 

End 623 

Method TBLASTX: Maize 

End 623 

Score 157 

J9..253, 342. .470, 363. .392, 468. .494, 505. .621, . 



11. 9B08.C6.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 
+ 

11046 
AAT/GAP 
11046 
126 



11.9B08.C7 



11692 
24790 
10961 

OJ990730_11. 9B08 .C7.ol.gp 
10961 

5867_1.R1084 
10961. .11046 

'4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17- KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



11692 Seq. ID 

24791 Strand 

777 End 

OJ990730_11 . 9B08 .C7.ol.gs Method 

777 End 



OJ990730_11.9B08.C7 

7199 

GENSCAN 

7199 



12187 




GI 


none 


Score 


.62 




Exons 


777. .971, 1028. .1105, 1197. .1243, 1462. .1617, 2586. .2747, 




4847. .5204, 5339. .5451, 5675. 


.7199 






Seq. No. 


11692 


Seq. ID 


OJ990730_11.9B08 


.C7 


Gene No. 


24791 


Strand 






Start 


777 


End 


7199 




Name 


OJ990730 11.9B08.C7.ol.np 


Method 


AAT/NAP 




Start 


786 


End 


1649 




GI 


5689236 


Score 


345 




Exons 


786. .938, 1028. .1105, 1191. .1243, 1462. .1649 




GI Descrip. 


(AB024291) ZmRR2 [Zea mays] gi I 6009897 | dbj | BAA85113 . 1 1 






(AB031012) response regulator 


2 [Zea ] 


mays] 




Sea No 


11692 


Seq. ID 


OJ990730_JL1.9B08 


.C7 


Gene No. 


24792 


Strand 






Start 


7835 


End 


13287 




Name 


OJ990730 11 9B08 C7 o2 as 


Method 


GENSCAN 




Start 


7835 ~ 


End 


13287 




GI 


none 


Score 


. 64 




Exons 


7835. .9517, 9677. .9780, 9989., 


.10130, 


10423. .10736, 11720. . 




12046. .12228, 12268. .13287 








Q 

. *?s Seq. No. 


11692 


Seq. ID 


OJ990730_11.9B08 


. C7 


Gene No. 


24793 


Strand 






! j=i Start 


13880 


End 


14714 




! Li Marnp 


OJ990730 11.9B08.C7.o3.gs 


Method 


GENSCAN 




f z \ Start 


13880 


End 


14714 






none 


Score 


.99 




a* Exons 

'asf 


13880. .13969, 14 121 .. 14 242 , 1< 


1375. . 14714 




1 Lf Seq . No . 


11692 


Seq. ID 


OJ990730JL1.9B08 


.C7 


i; Gene No. 


24794 


Strand 






Q Start 


17297 


End 


21496 




'i.i Name 


OJ990730 11.9B08.C7.o3.tc 


Method 


TBLASTX: Cress 




, Start 


748 


End 


1537 




GI 


none 


Score 


125 




: is? Exons 


748. .939, 801. .941, 1016. .1150, 1053. 


.1100, 1197. .1232, 






1457. .1537, 1476. .1535 








Seq. No. 


11692 


Seq. ID 


OJ990730_11. 9B08 


.C7 


Gene No. 


24794 


Strand 






Start 


17297 


End 


21496 




Name 


OJ990730 11.9B08.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


789 


End 


1556 




GI 


none 


Score 


166 




Exons 


789. .941, 793..939, 1022. .1099, 1026. 


.1109, 1028. .1099, 






1455. .1556, 1457. .1543 








Seq. No. 


11692 


Seq. ID 


OJ990730_11. 9B08 


.C7 


Gene No. 


24794 


Strand 






- Start 


17297 


End 


21496 




Name 


OJ990730 11.9B08.C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


801 


End 


1108 




GI 


none 


Score 


113 




Exons 


801. .941, 814. .939, 1016. .1108, 1028., 


.1108 





12188 




Seq. No. 


11692 




Seq. ID 


OJ990730_11.9B08 


.C7 


Gene No. 


24794 




Strand 






Start 


17297 




FnH 


£. X *i y D 




Name 




. oz . gp 


Ma +~ Vi o<H 






O U Ct -L L, 


1 6Q^4 _ 
x \j y i 




FnH 


17 4 64 




GI 


J / U J f W *J 






1 0^7 
X u o f 




F von ^ 


169^4 174 64 










Seq. No. 


11692 




Seq. ID 


OJ990730JL1.9B08 


,C7 


Gene No. 


24794 




Strand 








1 7 o Q7 




End 


21496 




Name 


UU ^/ / JU 11 . 5DUO / 


. o4 . gs 


Method 


GENSCAN 






1 7 9 Q7 _ 




End 


21399 




GI 


ilUi iC 




Score 


.84 




LiAUl 1 0 


17297 1 7QflR Ift^Rfi 

X / <1 _7 / . . X f JO J/ X <J _) -J U 


1 R4 1 9 


20397. .21399 




UCU • IN . 


1 1 




Seq. ID 


OJ990730JL1. 9B08 


■ u / 


Gene No. 


24794 




Strand 






Start 


17297 




End 


21496 




Name 


OJ990730 11.9B08.C7 


. o2 . np 


Method 


AAT / NAP 




Start 


17324 




End 


21496 




GI 


1931655 




Score 


1147 




F v r\T\ q 

Ej AUfi lO 


17324. .17978, 20396 


. .21001, 


21077. .21496 




r^T Hp* c o r~ i o 


(U95973) receptor-kinase isolog [Arabidopsis thaliana] 




O G . IN (J . 


11692 




Seq. ID 


OJ990730JL1. 9B08 




Gene No. 


24794 




Strand 






Start 


17297 




End 


21496 




Name 


OJ990730 11.9B08.C7 


. ol . tm 


Method 


TBLASTX: Maize 




O Ldi L. 


17403 




End 


17936 




O X 


none 




Score 


266 




L_i Ak^i lo 


17403. .17702, 17432 


. .17734, 


17456. .17704, 17705. .178 69, 






17706. .17870, 17792 


. .17872, 


17885. .17 935, 1788 6. .17 936 






11692 




Seq. ID . 


OJ990730JL1. 9B08 


en 


Gene No. 


24794 




Strand 






Start 


17297 




End 


21496 




Name 


OJ990730 11.9B08.C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


17432 




End 


20709 




GI 


none 




Score 


84 




RyAnc 

DAUl 1 O 


17432. . 17521, 17558 


. .17692, 


1757 9. .17758, 17580. .17759, 






17792. . 17953, 17793 


. .17954, 


20419. .20499, 20557. .20709 




Seq. No. 


11692 




Seq. ID 


OJ990730_11.9B08 


.C7 


Gene No. 


24794 




Strand 






Start 


17297 




End 


21496 




Name 


OJ990730 11.9B08.C7 


.o2.tc 


Method 


TBLASTX: Cress 




j Lai t 


17579 




. End 


17950 




GI 


none 




/ Score 


66 




F von Q 


17579. .17779, 17589 


. .17732, 


.17780. .17950 




Seq. No. 


11692 




Seq. ID 


OJ990730_11.9B08 


.C7 


Gene No. 


24794 




Strand 






Start 


17297 




End 


21496 




Name 


OJ990730 11.9B08.C7, 


. o3 . gp 


Method 


AAT /GAP 




Start 


17931 




End 


20588 




GI 


4968802 




Score 


417 





12189 




Exons 17931. .17985, 20397.. 20588 

GI Descrip. 1931655 3.0e-09 (U95973) receptor-kinase isolog [Arabidopsis 
thaliana] 





Seq. No. 


11692 








Seq. ID 


OJ990730 


11. 9B08, 


, C7 




Gene No. 


24794 








Strand 










Start 


17297 








End 


21496 








Name 


OJ990730 11. 


9B08. 


C7.ol. 


tc 


Method 


TBLASTX: 


Cress 






Start 


20419 








End 


20712 








GI 


none 








Score 


158 








Exons 


20419. .2049S 


i, 20563.. 20712 












Seq. No. 


11692 








Seq. ID 


OJ990730 


11. 9B08. 


,C7 




Gene No. 


24794 








Strand 










Start 


17297 








End 


21496 








Name 


OJ990730 11. 


9B08. 


C7.o2. 


tm 


Method 


TBLASTX:! 


Maize 






Start 


20437 








End 


20718 








GI 


none 








Score 


64 








Exons 


20437. .20499 


>, 20443. .20514, 


20554 . .20718, 20555 


. .20716 






Seq. No. 


11693 








Seq. ID 


OJ990730 


11.9B08. 


C8 




Gene- No . 


24795 








Strand 










Start 


150 








End 


358 








Name 


OJ990730 11. 


9B08 . 


C8 .or. 


gp 


Method 


AAT/GAP 








Start 


150 








End 


358 






i!f! 


GI 


572000 








Score 


390 






ry 


Exons 


150. .358 
















.s = - 

u 


Seq. No. 


11694 








Seq. ID 


OJ990730 


11 . 9B08 . 


C9 


U! 


Gene No . 


24796 








Strand 


+ 








Start 


21 








End 


5404 






> Li 


Name 


OJ990730 11. 


9B08 . 


C9.ol. 


gs 


Method 


GEN SCAN 








Start 


21 








End 


5404 






:S 


GI 


none 








Score 


.87 






1" ~* 


Exons 


21. .52, 314. 


.431, 


1200. 


.1318 


, 2245.. 2340, 2637. 


.2754, 








3199. .3465, 


4095. 


.4452, 


4543 


. .4656, 4838. .5404 






M s 

'is! 


Seq. No. 


11694 








Seq. ID 


OJ990730 


_11.9B08. 


C9 




Gene No . 


24796 








Strand 


+ 








Start 


21 








End 


5404 








Name 


OJ990730 11. 


9B08. 


C9.ol. 


tc 


Method 


TBLASTX : < 


Cress 






Start 


4169 








End 


4655 








GI 


none 








Score 


147 








Exons 


4169. .4441, 


4172. 


.4453, 


4173 


..4463, 4182. .4457, 


4545. .4655 






4547. .4654 


















Seq. No. 


11695 








Seq. ID 


OJ990730 


_11.9B08. 


CH 




Gene No. 


24797 








Strand 


+ 








Start 


47 








End 


251 








Name 


OJ990730 11. 


9B08. 


ClO.ol 


.gs 


Method 


GENSCAN 








Start 


47 








End 


251 








GI 


none 








Score 


.52 








Exons 


47. .251 


















Seq. No. 


11695 








Seq. ID 


OJ990730_ 


_11.9B08. 


Cl( 




Gene No. 


24797 








Strand 


+ 








Start 


47 








End 


251 







12190 



Name 

Start 

GI 

Exons 



OJ990730_11.9B08.C10.ol.gp 
72 

none 
72. .251 



Method AAT/GAP 
End 251 
Score 320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990730_11, 
+ 

210 

AAT/GAP 

210 

357 



11696 Seq. ID OJ990730_11.9B08.C11 

24798 Strand 
1 End 
OJ9907 30_11 . 9B08 .Cll . ol .gp Method 
1 End 
2721_1.R1084 Score 
1..210 

, 114 622/sp|P12087|ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67 929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080__emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 

11696 Seq. ID OJ990730_11 . 9B08 . Cll 

24799 Strand 

1 End 4 62 

OJ990730_11 . 9B08 . Cll . ol . np Method AAT/NAP 
1 End 168 

114652 Score 229 

1..168 

ATP SYNTHASE C CHAIN (LIPID-BINDING PROTEIN) (SUBUNIT III) 
gi|81820|pir| IA29599 H+-transporting ATP synthase (EC 3.6.1.34) 
lipid-binding protein - soybean chloroplast gi 1169935 (M18442) 
DCCD-binding protein [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11696 
24799 
1 

OJ9907 30_11. 9B08.Cll.ol.ts 
1 

none 



Seq. ID OJ990730_11. 9B08.C11 
Strand 

End 4 62 

Method TBLASTX : Soybean 

End 332 

Score 143 



1..48, 2. .127, 2. .151, 3. .161, 142. .186, 176. .244, 269. .331, 
285:*'. 332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11696 
24799 
1 

OJ990730_11.9B08.Cll.ol.tc 
1 

none 

1.-51, 2. .151, 3. .155, 142. .219, 158. .220 



Seq. ID OJ990730 11.9B08.C11 



Strand 
End 

Method 

End 

Score 



462 

TBLASTX: Cress 
220 
217 



11696 
24799 . 
1 

OJ990730_11.9B08.Cll.ol.tm 
1 

none 



Seq. ID OJ990730_11. 9B08.C11 
Strand 

End 4 62 

Method TBLASTX : Mai ze 

End 4 62 

Score 197 



1..51, 2. .127, 2. .151, 3. .158, 152. .193, 154. .195, 187. .234, 
187. .243, 188. .244, 230. .271, 233. .271, 275. .346, 276. .344, 
276. .347, 280. .372, 345. .380, 346. .408, 349. .447, 400. .462 



12191 




Seq. No. 


11696 




Seq. ID 


OJ990730_ 


_11.9B08.C11 


Gene No. 


24799 




Strand 






Start 


1 




End 


462 




Name 


OJ990730 11 


. 9B08 .Cll . ol . gs 


Method 


GEN SCAN 




Start 


31 _ 




End 


177 




GI 


none 




Score 


. 57 




Exons 


31 . . 177 










Sea No 


11697 




Seq. ID 


OJ990730 


11 9B08 C14 


Gene No. 


24800 




Strand 






Start 


1 




End 


736 




Name 


OJ990730 11 


. 9B08.C14.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


736 




GI 


6630696 




Score 


1095 




Exons 


1. .736 










GI Descrip. 


(AP000969) 


ESTs D22114 (C10364) , AU076106 (E20423) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Sea No. 


11697 






Seq. ID 


OJ990730 11 9B08 


. C14 




24800 






St r And 






Start 


1 






End 


736 




Name 


OJ990730 


11 . 9B08 .C14 


. ol . tm 


Method 


TBLASTX * Maize 




Start 


164 






End 


513 




GI 


none 






Score 


249 




Exons 


164 . .205, 


230. .508, 


235. .513, 


240. .506, 






Sea No 


11698 






Seq. ID 


OJ990930 14 9B09 


. C2 


Cpnp No 


24801 






St rand 






Start 


76 






End 


767 




Name 


OJ990930 


14 . 9B09.C2 


ol . gs 


Mpt hod 


GENSCAN 




Start 


76 ~ 






End 


7 67 




GI 


none 






Score 


.92 




Exons 


76. .306, 


641. .767 










Seq. No. 


11699 






Seq. ID 


OJ990930_14.9B09 


.C4 


Gene No. 


24802 






Strand 


-f 




Start 


452 






End 


606 




Name 


OJ990930 


14.9B09.C4. 


ol . gs 


Method 


GENSCAN 




Start 


452 






End 


606 




GI 


none 






Score 


.63 




Exons 


452. .606 












Seq. No. 


11700 






Seq. ID 


OJ990930_14.9B09 


,C5 


Gene No. 


24803 






Strand 


+ 




Start 


706 






End 


779 




Name 


OJ990930 


14 .9B09.C5. 


ol . gs 


Method 


GENSCAN 




Start 


706 






End 


779 




GI 


none 






Score 


•99 




Exons 


706. .779 












Seq. No. 


11700 






Seq. ID 


OJ990930_14.9B09 


.C5 


Gene No. 


24804 






Strand 






Start 


1 






End 


2790 




Name 


OJ990930 


14.9B09.C5. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


2790 




GI 


4680186 






Score 


164 





12192 



Exons 1..82, 113. .296, 768. .866, 2720. .2790 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 11701 

Gene No. 24805 

Start 2295 

Name OJ990930_14 . 9B09.C6:ol. 

Start 2295 ' ' 

GI 6573148 

Exons 2295.. 2709, 2806.. 3768, 



GI Descrip. 4388731/gb | AAD197 69 | 1. 

[Arabidopsis thaliana] 



Seq. ID OJ990930_14 . 9B09.C6 

Strand + 

End 4389 

gp Method AAT/GAP 

End 4389 

Score 3635 
3884. .4389 
0e-34 (AC006413) hypothetical protein 



Seq. No. 


11701 




Seq. ID 


OJ990930_14.9B09 


.C6 


Gene No. 


24805 




Strand 


+ 




Start 


2295 




End 


4389 




Name 


OJ990930 14 


. 9B09.C6.ol.np 


Method 


AAT/NAP 




Start 


2487 




End 


3773 




GI 


6573149 




Score 


2084 




Exons 


2487. .2709, 


2806. .3773 








GI Descrip. 


(AF201895) 


growth-regulating 


factor 1 


[Oryza sativa] 




Seq. No. 


11701 




Seq. ID 


OJ990930_14.9B09 


.C6 


Gene No. 


24806 




Strand 


+ 




Start 


8507 




End 


11615 




Name 


OJ990930 14 


. 9B09.C6.o2.gs 


Method 


GENS CAN 




Start 


8507 




End 


11536 




GI 


none 




Score 


. 98 




Exons 


8507. .8787, 


9847. .11536 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 
GI Descrip. 



11701 Seq. ID 

24806 Strand 
8507 End 
OJ990930_14 . 9B09 . C6 . o2 . np Method 
8510 End 
4584356 Score 
8510. .8787, 984 7. .9952, 9996. .11518 

(AC006420) putative replication protein Al [Arabidopsis 
thaliana] 



OJ990930_14 . 9B09.C6 
+ 

11615 
AAT/NAP 
11518 
1963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11701 Seq. ID 

24806 Strand 
8507 End 
OJ990930_14 . 9B09 . C6 . o2 . gp Method 
8663 End 
LIB3477-001-P1-K1-C7 Score 
8663. .8787, 9847. .10181 

, 5257255/dbj | AP000364 . 1 | AP000364 1.0e-51 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



OJ990930JL4. 9B09. C6 
+ 

11615 
AAT / GAP 
10181 
900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11701 Seq. ID 

24806 Strand 

8507 End 

OJ990930_14 . 9B09.C6.o3.gp Method 

11183 End 

1632335 Score 
11183. .11615 



OJ990930_14.9B09.C6 
+ 

11615 
AAT/GAP 
11615 
832 



12193 




GI Descrip. 4 584356/gb | AAD25150 . 1 | AC006420_5 1.0e-30 (AC006420) putative 
replication protein A [Arabidopsis thaliana] 



UC^> Vi\J • 


11701 








Seq. ID 


OJ990930_14.9B09 


.C6 


Cono Mo 


94R07 

1 O \J I 








Strand 






O Lai L 


1 1 Qpn 








End 


12282 




Name 


OJ990930 14 


9B09'.C6.ol. 


ts 


Method • 


TBLASTX : Soybean 




O Lai L 


6 J J J 








End 


3002 




GI 


none 








Score 


157 




Exons 


2535. .2651, 


2537 . 


.2608, 


2808 


..2849, 2849. .3001, 2850. .3002 


Qprr No 


11701 








Seq. ID 


OJ990930_14.9B09 


.C6 


f^pnp No 


24807 








Strand 








11983 








End 


12282 




Name 


OJ990930 14 


9B09. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




utai t 


2537 ~~ 








End 


2981 




GI 


none 








Score 


125 




Exons 


2537. .2593, 


2538 . 


.2681, 


2799 


..2981, 2843. .2980 




OCU • IN W • 


11701 








Seq. ID 


OJ990930_14.9B09 


.C6 


UCllt- IN VJ • 


?4Rf)7 

*i O \J t 








Strand 








1 1 9R^ 

J. -L z* O J 








End 


12282 




rvalue 


\J\JZ/Zr\JZ**J\J J. *± • 


9B09. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 






?R 4 ? ~~ 








End 


2996 






none 








Score 


210 




Exons 


2843. .2983, 


2844. 


.2996 












1 1 7D1 








Seq. ID 


OJ990930_14.9B09 


. C6 


(TL nnn M O 


94 ft (17 








Strand 






C-t- -a •*-+- 

o Lai u 


1 1 QR ^ 

-L J. Z? O J 








End 


12282 




Mama 

Lvalue 


O.TQQDQ^O 14 


9B09. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Cfarf 
O Lai L 


102SR ~~ 

XUc JO 








End 


10741 




\D ± 


none 








Score 


526 






10258. .10677 


, 10259. .10678, 


10259. .10681, 10670. .10741, 






10678. .10740 














Qpn* No 


11701 








Seq. ID 


OJ990930_14.9B09 


.C6 


flonp No 


24807 








Strand 






Start 


11983 








End 


12282 




Name 


OJ990930 14. 


9B09. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


10742 








End 


11086 




GI 


none 








Score 


430 




Exons 


10742. .11038, 107 


44. .11040, 


10744. .11037, 11027. .11086, 






11035. . 11085 














Q&rf No 


11701 








Seq. ID 


OJ990930_14.9B09 


,C6 


f^pnp No 


24807 








Strand 






Start 


11983 








End 


12282 




Name 


OJ990930 14. 


9B09. 


C6.o4 . 


gp 


Method 


AAT/GAP 




Start 


11983 








End 


12282 




GI 


2798531 








Score 


576 




Exons 


11983. .12282 














Seq. No. 


11702 








Seq. ID 


OJ990930_14.9B09 


.C7 


Gene No. 


24808 








Strand 






Start 


1 








End 


3387 




Name 


OJ990930 14. 


9B09. 


C7.ol. 


np 


Method 


AAT/NAP 





12194 



^t- ^ rt- 


i 

X 


End 


3387 




pT 


OOtO X U J 


Score 


299 




Exons 


1 71 ft fift 
X * • / X , ooo . 


.1213, 1271. .1676, 3325. .3387 






( APD1 f)Q?fi^ 
V u i u u / 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11702 


Seq. ID 


OJ990930_14. 9B09. 


C7 


Gene No. 


24808 


Strand 


- 




O LCti l» 


1 


End 


3387 




Name 


OJ990930 14 


. 9B09.C7 .ol.gs Method 


GENSCAN 




o LciX t. 


137 


End 


3224 




PT 


none 


Score 


7 4 




TT v O n c; 


137. .220, 936. .1892, 2587. .2648, 2845. 


.3013, 3123. .3224 




Con M r\ 
O c q • IN (J . 


11702 


Seq. ID 


OJ990930JL4. 9B09. 


C7 


Gene No. 


24808 


Strand 


- 




Start 


1 


End 


3387 




Name 


OJ990930 14 


. 9B09 . C7 . ol . tm Method 


TBLASTX: Maize 






931 


End 


1328 




pt 


none 


Score 


179 




TP \r 

Hi AvJIl O 


931. .1116, 


939. .1115, 941. .1129, 1110. 


.1268, 1112. .1204, 






1114. .1221, 


1146. .1253, 1269. .1328 






Seq. No. 


11702 


Seq. ID 


OJ990930_14.9B09. 


C7 


Gene No . 


24808 


Strand 






0 4- -> T-f- 

O lal L. 


1 


End 


3387 




Name 


OJ990930 14 


. 9B09.C7 .ol. ts Method 


TBLASTX: Soybean 




Of nrf 

b tan 


1164 


End 


1644 




PT 
bl 


none 


Score 


115 




Exons 


1164. .1217, 


1434. .1634, 1465. .1641, 1474. .1644 




O c q . IN U . 


11702 


Seq. ID 


OJ990930JL4.9B09. 


C7 




24808 


Strand 






Start 


1 


End 


3387 




Name 


OJ990930 14 


. 9B09 . C7 . ol . gp Method 


AAT/GAP 




OLdi. L 


1346 


End 


1784 




PT 


LIB3474-003 


-P1-K1-B12 Score 


878 




Exons 


1346. . 1784 








p T nocpvi n 

OX UCoLIljJ . 


'4584356/gb|AAD25150.1|AC006420 5 1 . Oe 


-30 (AC006420) putat 




replication 


protein A [Arabidopsis thaliana] 1 




Oc^ . IN t> • 


11702 


Seq. ID 


OJ990930_14 . 9B09. 


C7 


Gene No. 


24808 


Strand 






Start 


1 


End 


3387 




Name 


OJ990930 14 


. 9B0 9 .'C7 . o2 . tm Method 


TBLASTX: Maize 




oiai l 


1531 


End 


1793 




PT 


none 


Score 


168 




LAUUo 


1531. .1707, 


1532. .1708, 1533. .1715, 1533. .1793, 1534. .1728 




1693. .1776 










11703 


Seq. ID 


OJ990930_14 . 9B09. 


C8 


Gene No. 


24809 


Strand 


+ 




Start 


2312 


End 


2707 




Name 


OJ990930 14 


. 9B0 9 . C8 . ol . gs Method 


GENSCAN 




Start 


2312 


End 


2707 




GI 


none 


Score 


.9 




Exons 


2312. .2707 









12195 




Seq. No. 


11703 


Seq. ID 


OJ990930 : _14.9B09 


.C8 


Gene No. 


24810 


Strand 


+ 




Start 


4069 


End 


4980 




Name 


OJ990930 14 9B09 C8 o2 as 


Mpf Hod 






Start 


4069 _ 


End 


4980 




GI 


none 


Score 


. 94 




Exons 


4069. . 4980 








Seq. No. 


11703 


Seq. ID 


OJ990930_14.9B09 


.C8 


Gene No. 


24811 


Strand 


+ 




Start 


5663 


End 


6509 




Name 


OJ9909^0 1 4 9R09 PR o^ as 


Mp f- H oH 


uulNu v^iliN 




Start 


5663 ~ 


End 


6509 




GI 


none 


S core 


. 67 




TTynn q 


5663 5693. 6370 6509 








Sea No 


11703 


Seq. ID 


OJ990930_14.9B09 


. C8 


Gene No. 


24812 


Strand 


+ 




Start 


16643 


End 


17192 




Name 


OJ990930 14.9B09.C8.o3.np 


Method 


AAT/NAP 




Start 


16643 


End 


17192 




GI 


6907088 


Score 


270 






16643. .16780, 16957 .. 17061, 17159. .17192 




GI " Descrio . 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11703 


Seq. ID 


Otf990930_14.9B09 


.C8 


Gene No. 


24813 


Strand 






Start 


8136 


End 


9311 




Name 


OJ990930 14.9B09.C8.o4.gs 


Method 


GEN SCAN 




Start 


8136 


End 


9311 




GI 


none 


Score 


.85 




Exons 


8136. .8209, 8937. .9075, 9141.. 


9311 






Seq. No. 


11703 


Seq. ID 


OJ990930_14 . 9B09 


. C8 


Gene No. 


24814 


Strand 






Start 


9697 


End 


14296 




Name 


OJ990930 14.9B09.C8.ol.np 


Method 


AAT/NAP 




Start 


9697 


End 


14296 




GI 


4680179 


Score 


4295 




Exons 


9697. .13111, 13214. .14296 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 




Seq. No. 


11703 


Seq. ID 


OJ990930_14.9B09 


.C8 


Gene No. 


24815 


Strand 






Start 


14717 


End 


15497 




Name 


OJ990930 14.9B09.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9741 


End 


10073 




GI 


none 


Score 


143 




Exons 


9741. .10073, 9762. .10034 








Seq. No. 


11703 


Seq. ID 


OJ990930_14.9B09, 


.C8 


Gene No. 


24815 


Strand 






Start 


14717 


End 


15497 




Name 


OJ990930 14.9B09.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


9924 


End 


10520 




GI 


none 


Score 


66 




Exons 


9924.. 10253, 9933.. 10019, 9934 


. .10143, 


10121. .10201, 





12196 





10128. 


.10241, 10226 


i n *5 an 
. . 1 U J bU , 


10248. .10361, 10308. .10361, 






10309. 


.10362, 10358 


. . 1 U 0 1 D , 


10365. .10520, 10368.. 10520 




Seq. No. 


11703 






Seq. ID 


OJ990930_14 . 9B09. 


C8 


Gene No. 


24815 






Strand 






otart 


14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


. ol . tw 


Method 


TBLASTX: Wheat 




otart 


10074 






End 


10699 




bi 


none - 






Score 


242 




Exons 


10074 . 


.10256, 10262 


. . i u o y y , 


10263. .10643 




Seq. No. 


11703 






Seq. ID 


OJ990930_14 . 9B09. 


C8 


Gene No. 


24815 






Strand 








14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10640 






End 


11059 




bl 


none 






Score 


159 




Exons 


10640. 


.11059, 10662 




10667. .10954 




Seq. No. 


11703 






Seq. ID 


OJ990930_14.9B09. 


C8 


Gene No. 


24815 






Strand 








14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


. Oc. . t S 


Method 


TBLASTX : Soybean 




Start 


10658 






End 


10913 




bi 


none' 






Score 


139 




Exons 


10658. 


.10906, 10659 


. . iu y i J 








Seq. No. 


11703 






Seq. ID 


OJ990930_14 . 9B09. 


C8 


Gene No. 


24815 






Strand 






otart 


14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


rt "3 4- T T 

. Oo . tw 


Method 


TBLASTX: Wheat 




otart 


10706 






End 


11230 




bl 


none 






Score 


277 




Exons 


10706. 


.11230, 10719 


1 1 1 

. . Ill DO 








beq. no. 


11703 






Seq. ID 


OJ990930_14 .9B09. 


/-i Q 

bo 


Gene No. 


24815 






Strand 






Start 


14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


rt O 4- m 

. oz . tm 


Method 


TBLASTX: Maize 




otart 


11263 






End 


11624 




bi 


none 






Score 


212 




Exons 


11263. 


.11433, 11268 


11/1 £Q 


11273. .11575, 11274. .11573, 






11580. 


.11624 










C* 1-^ rt» XT rt 

beq. no. 


11703 






Seq. ID 


OJ990930_14.9B09. 


bo 


Gene No. 


24815 






Strand 






Start 


14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


. Oz . tw 


Method 


TBLASTX: Wheat 




C A » v- 4- 

otart 


11273 






End 


11697 




bi 


none 






Score 


199 




Exons 


11273. 


.11578, 11274 


1 1 CT A 

. . llo /U, 


11491. .11583, 11578. .11697, 






11580. 


. 11696 










Seq. No. 


11703 






Seq. ID 


OJ990930_14 .9B09. 


C8 


Gene No. 


24815 






Strand 






Start 


14717 






End 


15497 




Name 


OJ990930 14.9B09.C8 


. o5 . tm 


Method 


TBLASTX: Maize 





12197 




04- - -J- 

otart 


± 1 D<iO 






1 1 p p ^ 

1 1 O O O 




bl 


none 




Score 


1 

1 DO 




Exons 


1 1 £9 P i 1 ope; 1 1 £^9 


1 1 p p £ 

. . 110 O D 








oeq. no. 


I 1 T A T 

I I / U 3 




Seq. ID 


OJ990930_14.9B09 


. bo 


Gene No. 


24815 




Strand 






Start 


14717 




End 


15497 




Name 


ATQQnQ^n i a cmncs r*p 
Uuyyuyju i4.youy.bo 


. o 6 . tw 


Method 


TBLASTX: Wheat 




Start 






End 


11998 




bl 


none 




Score 


153 




Exons 


li / Uj. . liyuj/ n/4u 


1 1 QH A 
. . 1 1 y U 4 , 


11742. .11915, 11903. .11998, 






11QA/I 1 1 QQ1 1 1 QOl 

1 1 y u 4 . . 1 1 y o i , iiyz / 


1 1 QQfi 

. . 1 1 y y o 








oeq. iNo. 


i i 7 d *5 
11 / Uj 




Seq. ID 


OJ990930_14.9B09 


. bo 


Gene No. 


24815 




Strand 






Start 


14717 




End 


15497 




Name 




. Ol . L5 


Method 


TBLASTX: Soybean 




otart 


1 1 / 1 Z 




End 


12106 




bl 


none 




Score 


123 




Exons 


ii"7io iidf!"} 1 1 7 4 Pi 
ii / iz . . nyu j/ n/4u 


1 1 P P £ 
. . 1 1 0 O O , 


11903. .120 


70, 11904. .12089, 






i 9 m 4 ioiri£ 
1Z U / 4 . . izlUo 










Seq. No. 


11703 




Seq. ID 


OJ990930_14.9B09 


-C8 


Gene No. 


24815 




Strand 






Start 


1 A 7 1 7 
14/1/ 




End 


15497 




Name 


ujyyuyju 14.youy.bo 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 1 y yj 




End 


12460 




GI 


none 




Score 


95 




Exons 


iiqq*5 io/icn i omo 
iiyyo. .iz4ou, i^u ju 


19 9^6 
. . 1ZZ J) O , 


12300. .12389 




Seq. No. 


11703 




Seq. ID 


OJ990930_14.9B09 


.C8 


Gene No. 


24815 




Strand 






O \ i -v-+- 

otart 


1 A 7 1 7 
14/1/ 




End 


15497 




Name 


ujyyuyju i4.youy.bo 


. o4 . tw 


Method 


TBLASTX: Wheat 




btart 


i 9 n /i 7 
1ZU4 / 




End 


12529 




bl 


none 




Score 


164 




Exons 


19H47 1 Ot^OQ 19PlR£ 

1Z U 4 / . . iz j^y, 1Z U3 O 


19 4 11=. 
. . 1 Z 4 1 0 , 


12075. .12515 




Seq. No. 


11703 




Seq. ID 


OJ990930_14.9B09 


.C8 


Gene No. 


'24815 




Strand 






o uar u 






End 


15497 




Name 


nTQQfiQ^n 14 Qono pp 
ujyyuy^u i4.youy.bo 


_ 

.of. tm 


Method 


TBLASTX: Maize 




C 4- -i v- 4- 

o tar u 


i OK1 
1 Z 4 0 1 




End 


12658 




C T 

bl 


none 




Score 


124 




Exons 


19461 1 OfiqQ 19469 
1Z401. . liDJO, 1Z4DZ 


1 9 £9^ 








Seq. No. 


11703 




Seq. ID 


OJ990930_14 . 9B09 


.C8 


Gene No. 


24815 




Strand 






O +- -i -k*4- 

otart 


14 717 
14/1/ 




End 


15497.. 




Name 


nTQQnQ'jn i a QiariQ pp 
ujyyuyou i4.youy.bo 


»P 4- T.I 

. Oo . LW 


Method 


TBLASTX: Wheat 




otart 


i opi c; 
1Z O 1 D 




End 


13261 




GI 


none 




Score 


83 




Exons 


12815. .13093, 12921 


. .13070, 


13208. .13261 




Seq. No. 


11703 




Seq. ID 


OJ990930_14.9B09 


.C8 


Gene No. 


24815 




Strand 






Start 


14717 




End 


15497 





12198 



ffi 



Name 


vjjyyuyou 14.yDuy.bo 


.06. tm 


Method 


i dIjAo 1 a : Mai ze 




1 Off DU 






1 0*7 no 

10/ y z 


P T 


none 




Score 




Exons 


1 £0 1 "37 Q9 
1 j40U . . 1 3 / y Z 








Seq. No. 


11703 




Seq. ID 


OJ990930_14.9B09.C8 


Gene No. 


24815 




Strand 




OLait 


1 4 7 1 *7 






1 R/l Q7 


Name 


uj yyu^ju 14.yoUy.bo 


_ 

. 0 / . tw 


Method 


1 DitAo 1 a : wnear. 


ot art 


1 JD / j 






14 U3U 


P T 
bl 


none 




Score 


Z 4 / 


Exons 


1 "3 £7 "3 1 /I Pi R A 
1 jo / j . . IflUOU 








oeq . 1NO . 


1 1 1 n ^ 




C rt rt TPi 

oeq . 1 u 




Gene No. 


24815 




Strand 




Start 


14717 




End 


15497 


Name 


VJUyyuyOU 14 • y rJU y . K^O 


. o2 * np 


Pl4 rt. +- Vi rt /-J 


7\ 7\ T /MAD 


Otal t 


14/1/ 




tuna 


1 3 4 y / 


P T 


£0097 Q4 
DUU<£ / y 4 




Score 


1 1 op 
1 1Z 0 


Exons 


14717 IRA Q7 
l*t / I / . . 1343 / 








P X rt O <~l V T T"\ 

bi uescrip . 


IHriiyoij j un Known 


r Pi v* t j *y ^ 

I uryzd 


rt —1 4~ n tt "a 1 

SdtlVd J 




oeq. jno. 


i i 7 n a 

1 1 / U 4 




oeq. iu 


ujyyuyju i4.ynuy.by 


UC11C iNV/ • 


24816 




Strand 




Start 


1 




End 


.*.87 


Name 


OJ990930 14.9B09.C9 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


87 


GI 


6721562 




Score 


95 


Exons 


1. .87 








GI Descrip. 


(AP001073) Similar 


to Zea 


mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza" sativa] 

gi I 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11704 Seq. ID 

24817 Strand 

199 End 

OJ990930_14 . 9B09.C9.ol.gs Method 

199 End 

none Score 

199. .369, 406. .1701 



OJ990930_14.9B09.C9 
+ 

1701 
GENSCAN 
1701 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



11704 Seq. ID 

24817 Strand 
199 End 
OJ990930_14 . 9B09.C9. o2.np Method 
399 End 
6498441 Score 
399. .1323, 1417. .1698 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990930_14. 9B09.C9 

+ 

1701 
AAT/NAP 
1698 
2000 



11704 
24818 
1862 



Seq. ID OJ990930_14 . 9B09.C9 
Strand + 
End 2332 



12199 




Name OJ990930_14 . 9B09 . C9 . ol . gp Method AAT/GAP 

Start 1862 End 2332 

GI 2428323 Score 823 

Exons 1862.. 2332 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



o ^ ■ . 


1 1 704 


Seq. ID 


OJQQOQ^O 14 QRDQ PQ 


Gene No. 


24819 


Strand 




Start 


2340 


End 


5523 


Name 


O.TQQOQ^O 1 4 QRDQ PQ nl frn 

WU _/ .7 U .7 -J VJ J. 1 ! . _7 D U .7 . \^ J . kJ-L . 


Mp t" H oH 


TRT.A^TX ■ Ma i y& 
j. o uno i. /v . via. x ^ c 


OLClI U 


R fifl — 

J u o 


End 


8 91 


ri T 


none 


JLUI c 


361 


Hi aUI Id 


Sfifi RQ1 SQ7 R7R 






o e q . ln (j . 


1 1 7 nd 

1J. ' v4 


Qppr TP) 




Pp»np Mo 


24819 


Strand 




Start 


2340 


End 


5523 


Name 


OJ990930 14 . 9B09.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


705 


End 


1086 


GI 


none 


Score 


375 


Exons 


705. .761, 706. .1086, 807.. 


1055 




Seq. No. 


11704 


Seq. ID 


OJ990930_14.9B09.C9 


Gene No. 


24819 


Strand 




Start 


2340 


End 


5523 


Name 


OJ990930 14 .9B09.C9.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1087 


End 


1689 ■ 


GI 


none 


Score 


267 


Exons 


1087. .1383, 1091. .1162, 1092. .1190, 1227. .1370, 1563. .1685, 



1564. .1689 



Seq. No. 


11704 








Seq. ID 


OJ990930_14 


9B09 


.C9 


Gene No. 


24819 








Strand 








Start 


2340 








End 


5523 






Name 


OJ990930 14 


. 9B09 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1558 








End 


1739 






GI 


none 








Score 


192 






Exons 


1558. .1725, 


1563 


.1739 












Seq. No. 


11704 








Seq. ID 


OJ990930_14 


9B09 


C9 


Gene No. 


24819 








Strand 








Start 


2340 








End 


5523 






Name 


OJ990930 14 


.9B09 


C9.o2. 


gs • 


Method 


GENSCAN 






Start 


2340 








End 


5523 






GI 


none 








Score 


.81 






Exons 


2340. .4167, 


4263 


.5327, 


5360. 


.5523 








Seq. No. 


11704 








Seq. ID 


OJ990930_14 


9B09 


C9 


Gene No. 


24819 








Strand 








Start 


2340 








End 


5523 






Name 


OJ990930 14 


.9B09, 


C9.o3. 


np 


Method 


AAT/NAP 






Start 


2343 








End 


5523 






GI 


5803259 








Score 


4958 






Exons 


2343. .4167, 


4263. 


.5523 













GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



12200 




oeq, wo . 


i i 7 n ^ 




beq. iu 




i a qda q pin 
i 4 . yt5u y .Liu 


Gene No. 


24820 




Strand 


+ 




Start 


1523 




End 


2956 




Name 




. 9B09.C10.ol.np 


Method 






Of ayf 

O Lai T, 


1 coo 




End 






P T 
bl 


o y u / u o d 




Score 


CIO 

biz 




Exons 


1 jZ j , . ZZDl, 


2321. .2956 








GI Descrip. 




hypothetical protein [Oryza 


sat lva ] 




oeq . JNO . 


I 1 Tnc 

I I / U 0 




Seq. ID 


OJ990930 


i a QT^n q pin 
1 4 . y tsu y . b j. u 


Gene No. 


24821 




Strand 


+ 




Start 


7654 




End 


11135 




Name 


OJ990930 14 


. 9B09.C10.o2.np 


Method 


AAT/NAP 




o car l 


7654 




End 


9225 




P T 


2826786 




Score 


289 




Exons 


7654. .7761, 


7866. .7930, 8556, 


,.8729, 8863. .8947, 


Q1 i n QOOC 


bi uescnp. 


(Y10905) RAPB protein [Oryza 


sativa] 






Seq. No. 


11705 




Seq. ID 


OJ990930 


_14.9B09.C10 


Gene No. 


24821 




Strand 


+ 




otart 


7654 




End 


11135 




Name 


OJ990930 14 


.9B09.C10.ol.tw 


Method 


TBLASTX: 


wnea l 


o tar u 


8559 




End 


8726 




P T 

bl 


none 




Score 


192 




Exons 


8559. .8726, 


8561. .8725 








beq. no. 


11705 




Seq. ID 


OJ990930 


1 / QdHQ ni Pi 

14 . yBUy . C1U 


bene ino . 


24821 




Strand 


+ 




Start 


7654 




End 


11135 




Name 


OJ990930 14 


.9B09.C10.o3.np 


Method 


AAT/NAP 




o tar t 


8632 




End 


11135 




p t 
bl 


6623973 




Score 


235 




Exons 


8632. .8653, 


10688. .11135 








bi uescnp. 


(AC007505) 


Highly similar to 


Tal-3 polyprotein 


[ Arabidopsis 




thaliana] 










Seq. No. 


11706 




Seq. ID 


OJ990930 


_14.9B09.C13 


Gene No. 


24822 




Strand 


+ 




Of a r-+- 


418 




End 


4462 




Name 


OJ990930 14 


. 9B09.C13.ol.gs 


Method 


GENSCAN 






418 




End 


4462 




P T 


none 




Score 


.57 




HjXuns 


418. .603, 701. .830, 1499. .1687, 4254.. 


4462 




Seq. No. 


11707 




Seq. ID 


OJ990930 


_14.9B09.C14 


Gene No. 


24823 




Strand 


+ 




Of arf 


4691 




End 


4759 




Name 


OJ990930 14 


.9B09.C14.ol.gp 


Method 


AAT/GAP 




Cf a vf 

o car l 


4691 




End 


4759 




PT 
bl 


2311279 




Score 


70 




Exons 


4691. .4759 










Seq. No. 


11707 




Seq. ID 


OJ990930 


_14.9B09.C14 


Gene No. 


24824 




Strand 






Start 


4428 




End 


5574 




Name 


OJ990930 14 


. 9B09.C14 .o2.gs 


Method 


GENSCAN 




Start 


4428 




End 


5574 





12201 



GI 


none 






Score 


n i 
. / ± 


Exons 


44zo . .4 boU / 


4 / o 4 . . 4 yju, 




.00/4 




Seq. No. 


1 1 / Uo 










Gene No. 


24825. 






Strand 




Start 


1 






End 


3160 


Name 


OJ990930 14 


.9B09.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3160 


GI 


1076802 






Score 


116 


Exons 


1..201, 655 


..1083, 3133 


. .3160 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi I 1096557 | prf | | 211147 6A 
extensin-like domain [Zea mays] 



11708 
24825 
1 

OJ990930_14 . 9B09.C15.ol.gs 

1650 

none 

1650. .1849, 1951. .2020 

11708 
24825 
1 

OJ990930JL4 . 9B09 . C15 . o2 . gs 

2638 

none 

2638..2732, 2928. .2955 

11709 
24826 
126 

OJ990930_JL4.9B09.C16.ol.gs 

126 

none 

126. .187, 908. .1106 



Seq. ID OJ990930_14.9B09.C15 
Strand 

End 3160 

Method GEN SCAN 

End 2020 

Score 1 



Seq. ID OJ990930_14 . 9B09.C15 
Strand 

End 3160 

Method GENSCAN 

End 2955 

Score .74 



Seq. ID OJ990930_14.9B09.C16 

Strand + 

End 1106 

Method GENSCAN 

End 1106 

Score .61 



11710 
24827 
97 

OJ990930_14 . 9B09.C17 .ol.np 
97 

6623973 
97. .1537 

(AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990930_14.9B09.C17 
Strand 

1537 
AAT/NAP 
1537 
1365 



End 

Method 

End 

Score 



11710 
24827 
97 

OJ990930_14 . 9B09.C17 .ol.tm 

106 
none 



Seq. ID OJ990930__14.9B09.C17 
Strand 

End* 1537 

Method TBLASTX : Maize 

End 528 

Score 187 



106. .378, 110. .376, 112. .378, 152. .379, 183. .389, 378. .527, 
384. .500, 385. .528 



12202 



Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . ol . tc 

Start 106 

GI none 

Exons 106.. 318, 405.. 470, 480.. 584, 

Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . o2 . ts 

Start 109 

GI none 

Exons 109.. 213, 116.. 214, 232.. 378, 

Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . o2 . tw 

Start 133 

GI none 

Exons 133.. 333, 134.. 322, 378.. 554, 

Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . o2 . tm 

Start 578 

GI none 

Exons 578.. 820, 583.. 894, 591.. 908, 
940. .1020 



Seq. ID OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX: Cress 

End 707 

Score 64 

579. .707 

Seq. ID OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX : Soybean 

End 506 

Score 53 

24S..382, 378. .497, 378. .506 

Seq. ID OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX : Wheat 

End 585 

Score 64 

379.-585 

Seq. ID- OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX : Mai ze 

End 1028 

Score 83 

601. .894, 609. .908, 870. .1028, 



Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . ol . tw 

Start 681 

GI none 

Exons 681. .1025, 1131. .1460, 1147.. 

Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . ol . ts 

Start 1049 

GI none 

Exons 1049.. 1315, 1092.. 1274, 1092. 

Seq. No. 11710 

Gene No. 24827 

Start 97 

Name OJ990930_14 . 9B09 . C17 . o3 . tm 

Start 1083 

GI none 

Exons 1083.. 1463, 1168.. 1464 



Seq. ID OJ990930_14.9B09.C17 
Strand 

1537 

TBLASTX: Wheat 
1460 
125 



End 

Method 
End 
Score 
1458 



Seq. ID OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX : Soybean 

End 1433 

Score 94 
.1433, 1147. .1428 

Seq. ID OJ990930_14.9B09.C17 
Strand 

End 1537 

Method TBLASTX : Maize 

End 1464 

Score 91 



12203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11711 
24828 
289 

OJ990930_14 
289 

5263326 
289. .578, 1 
2400. .2540, 
4495. .4602, 
5781. .5859, 
7325. .7414, 
(AC007727) 
from Homo s 
EST gb|AA04 

11711 



■9B09.C18.ol.np 



074.. 1242, 1345. 
3057.. 3254, 344 
4709.. 4813, 510 
6159.. 6218, 630 
8519.. 8616, 871 
Similar to gb | U0 
apiens and conta 
2507 comes from 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990930 14.9B09.C18 



24828 Strand 

28 9 End 
OJ990930JL4 .9B09.C18.ol.tc Method 

301 End 

none Score 

301. .486, 302. .391, 1174. .1245, 1190. 
1345. .1404 



10611 
AAT/NAP 
9074 
1414 

.1386, 2052.. 2081, 2169.. 2315, 
3. .3595, 3819.. 4031, 4298.. 4393/ 
7.. 5211, 5294.. 5356, 5526.. 5602, 
6. .6364, 6426. .6516, 6984. .7036, 
9. .8771, 8875. .9074 
6698 neuronal kinesin heavy chain 
ins a PF| 00225 Kinesin motor domain, 
this gene. [Arabidopsis thaliana] 

Seq. ID OJ990930_14.9B09.C18 



10611 

TBLASTX: Cress 

1407 

97 

1246, 1345.. 1407, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11711 
24828 
289 

OJ990930_14 .9B09.C18.ol.gs 

328 
none 



OJ990930__14.9B09.C18 

10611 
GENSCAN 
10611 
.69 

328. .483, 1039. .1242, 1345. .1392, 2052. .2102, 2190. .2540, 
3033. .3254, 3443. .3595, 3819. .4001, 4247. .4393, 4495. .4602, 
4709.. 4813, 5107.. 5211, 5294.. 5356, 6159.. 6218, 6306.. 6359, 
6451. .6516, 6984. .7036, 7325. .7438, 8519. .8616, 8719. .8819, 
8845. .9018, 9423. .9571, 10115 .. 10219, 10263. .10611 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 11711 
Gene No. 24828 
Start 289 

Name OJ990930_14 . 9B09 . C18 . o2 . tm 

Start 382 
GI none 

Exons 382.. 489, 390.. 494, 390 

1092.. 1136, 1144.. 1239, 
1149.. 1259, 1327.. 1398, 
2049. .2102, 2190. .2321, 
2397. .2540, 2401. .2577, 



Seq. ID- OJ990930_14.9B09.C18 
Strand 
End 

Method 
End 
Score 
606. .644, 



10611 

TBLASTX: Maize 

3130 

71 

684 . .728, 



.515, 606. .644, 684. .728, 1083. .1136, 
1145. .124 6, 1148. .1243, 114 9. .1280, 
1342. .1398, 1346. .1405, 2049. .2102, 
2191. .2274, 2238. .2294, 2395. .2541, 
2402. .2581, 3032. .3130, 3039. .3128 



Seq. No. 11711 

Gene No. 24828 

Start 289 

Name OJ990930_14 . 9B09 . C18 . ol . gp 

Start 2169 

GI uC-osflcyp024f08bl 

Exons 2169.. 2315, 2400.. 2540, 
GI Descrip. 



OJ990930 14.9B09.C18 



Seq. ID 
Strand 

End 10611 
Method AAT/GAP 
End 3480 
Score 970 
3033. .3254, 3443. .3480 
! 5263326/gb|AAD41428.1|AC007727_17 4.0e-14 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 



12204 



contains a PF_00225 Kinesin motor domain, 
from this gene. [Arabidopsis thaliana] 1 



EST gb_AA042507 comes 





11711 
11/11 








O o L| ■ 1 U 


Pi.T990930 14 9R09 PI ft 


belle LNU . 










OLI a. I LKJL 






^ O _7 










10611 


Name 




9R09 


PI ft nl 




Mo +* H nH 




OLdLt 


91 ftl ~~ 
Zlol 








LLiLLKJ. 


9 R Rft 

+J o o 


GI 


none . 








Score 


80 


Exons 


2181. .2312, 


2394. 


.2558, 


2398. 


.2553 




O e q . IN O • 


11711 
11/11 








Seq. ID 


OJ990930_14 . 9B09.C18 




9 4 ft 9ft 








Strand 




CH- 3 r- 1" 
O Lai L 


9R Q 








End 


10611 




0,7990930 1 4 


. 9B09 . 


C18 . ol , 


. tm 


Method 


TBLASTX : Maize 


O Lai L 


3969 _ 








End 


4608 


PT . 


none 








Score 


128 


DAU11 J 


3969 4037 


4238 . 


. 4396, 


4241 . 


.4396, 4492. .4608, 4496. .4600 


Seq. No. 


11711 








Seq. ID 


OJ990930_14 . 9B09.C18 


Gene No. 


24828 








Strand 




Start 


289 








End 


10611 


Name 


OJ990930 14 


.9B09. 


C18.ol, 


.ts 


Method 


TBLASTX : Soybean 


Start 


4301 








End 


5145 


GI * 


none 








Score 


56 


Exons 


4301. .4342, 


4337. 


.4393, 


4359. 


.4394, 4 4 J 


35. .4547, 4492. .4548, 




4549. .4608, 


4550. 


.4600, 


4691. 


.4813, 4701. .4814, 5089. .5145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11711 
24828 
289 

OJ990930_14 . 9B09.C18.o2.gp 
7327 

uC-osroM202035b07bl 



Seq. ID OJ990930_14.9B09.C18 
Strand 

End 10611 

Method AAT/GAP 

End 9072 

Score 1020 



7327. .7414, 8519. .8616, 8719. .9072 

, 5263326/gb|AAD41428.1|AC007727_17 5.0e-25 (AC007727) Similar to 
gb_U06698 neuronal kinesin heavy chain from Homo sapiens and 
contains a PF_00225 Kinesin motor domain. EST gb_AA042'507 comes 
from this gene. [Arabidopsis thaliana] 1 



11711 
24828 
289 

OJ990930_14 .9B09.C18.o2.tc 

8520 

none 



Seq. ID OJ990930_14.9B09.C18 
Strand 

End 10611 

Method TBLASTX : Cress 

End 8759 

Score 77 



8520. .8630, 8520. .8630, 8521. .8631, 8719. .8754, 8721. .8759 



Seq. No. 11712 

Gene No. 24829 

Start 690 

Name OJ990930_14 . 9B09 . C20 . ol . gs 

Start 690 

GI none 

Exons 690.. 836 



Seq. ID OJ990930_14.9B09.C20 
Strand 

End 836 

Method GENSCAN 

End 836 

Score . 64 



Seq. No. 



11713 



Seq. ID OJ990930_14.9B09.C21 



12205 



Gene No. 


24830 


Strand 


+ 






Start 


9401 


End 


12692 






Name 


OJ990930 14.9B09.C21.ol.np 


Method 








Start 


9401 


End 


iz do y 






GI 


6907089 


Score 


O 1 / J 






Exons 


9401. .10662, 10757. .12689 










GI Descrip. . 


(AP001129) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


11713 


Seq. ID 


OJ990930 


_14.9B09. 


C21 


Gene No. 


24830 


Strand 


+ 






Start 


9401 


End 








Name 


OJ990930 14.9B09.C21.o5.gs 


Method 


17 XT C C* 7\ VT 






Start 


9401 


End 


1 OCQO 

±z oyz 






GI 


none 


Score 


H 1 






Exons 


9401.. 10662, 10757.. 12692 










Seq. No. 


11713 


Seq. ID 


OJ990930 


_14.9B09. 


C21 


Gene No. 


24831 


Strand 








Start 


2024 


End 


1 A Q 1 
O 4 0 / 






Name 


OJ990930 14.9B09.C21.o2.gs 


Method 


b hi IN o CAN 






Start 


2024 


End 


o4o / 






GI 


none 


Score 


. y / 






Exons 


2024.. 2034, 2701.. 3487 










Seq. No . 


11713 


Seq. ID 


OJ990930 


_14.9B09. 


C21 


Gene No. 


24832 


Strand 








Start 


6192 


End 


8339 






Name 


OJ990930 14.9B09.C21.o4.gs 


Method 


GEN SCAN 






Start 


6192 


End 


8339 






GI 


none 


Score 


.57 






Exons 


6192. .6325, 6682.. 6820, 6961 


..7085, 7774. .7780, 


7843. .7911, 




8277.. 8339 










Seq. No. 


11713 


Seq. ID 


OJ990930 


_14 .9B09. 


C21 


Gene No. 


24833 


Strand 








Start 


13321 


End 


20116 






Name 


OJ990930 14.9B09.C21.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


3047 


End 


3226 






GI 


none 


Score 


82 






Exons 


3047.. 3226, 3126.. 3224 










Seq. No. 


11713 


Seq. ID 


OJ990930 


_14 .9B09. 


C21 


Gene No. 


24833 


Strand 








Start 


13321 


End 


20116 






Name 


OJ990930 14.9B09.C21.o6.gs 


Method 


GENSCAN 






Start 


13321 


End 


16986 






GI 


none 


Score 


.74 






Exons 


13321. .14137, 1424 6. .154 90, 


15536. .16986 






Seq. No. 


11713 


Seq. ID 


OJ990930 


_14 .9B09. 


C21 


Gene No . 


24833 


Strand 








Start 


13321 


End 


20116 






Name 


OJ990930 14 .9B09.C21.o2.np 


Method 


AAT/NAP 






Start 


13324 


End 


18969 






GI 


6498441 


Score 


6930 






Exons 


13324. .13605, 13699. .15096, 


15268. .15564, 15757 


. . 16183, 






16358. .16492, 16676. .17049, 


17113. .17576, 17907 


. . 18969 





12206 




GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09. 


Oz 1 


bene No . 


24833 






Strand 






otart 


13321 






End 


20116 




Name 


OJ990930 14.9B09.C21, 


. O / . tw 


Method 


TBLASTX: Wheat 




otari 


13333 






End 


13935 




GI 


none 






Score 


127 




Exons 


13333. 


.13458, 13519.. 


.13935, 


13645. .13935 




Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09. 


C21 


Gene No. 


24833 






Strand 






Start 


13321 






End 


20116 




Name 


OJ990930 14.9B09.C21. 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13936 






End 


14316 




GI 


none 






Score 


169 




Exons 


13936. 


.14316, 13967.. 


,14215 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11713 Seq. ID 

24833 Strand 

13321 End 

OJ990930_14 . 9B09.C21.o3.tm Method 

14122 End 

none Score 



OJ990930_14 . 9B09 .C21 
20116 

TBLASTX: Maize 

14454 

98 



14122. .14334, 14131. .14454, 1414 4. .14 425 

OJ990930 14.9B09.C21 



11713 Seq. ID 

24833 Strand 

13321 End 
OJ990930_14 . 9B09 . C21 . 08 . tw Method 

14647 End 

none Score 

14 647. .14 907, 14783. .14 959 



20116 

TBLASTX: Wheat 

14959 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11713 
24833 
13321 

OJ990930_14 . 9B09 . C21 . o2 . ts 

14707 

5666795 



Seq. ID OJ990930_14.9B09.C21 
Strand 
End 

Method 
End 
Score 



20116 

TBLASTX : Soybean 

15273 

68 



14707. .14907, 14 962 15099, 15175. .15273 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 11713 

Gene No. 24833 

Start 13321 

Name OJ990930_14 . 9B09 . C21 .o5 . tw 

Start 14962 

GI none 

Exons 14962. .15111, 14 963 15100, 
1514 6. .15331, 15166. .15420 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_14.9B09.C21 
20116 

TBLASTX: Wheat 

15420 

82 



15131. . 1528 6, 1514 5. . 15396, 



Seq. No. 
Gene No. 
Start 



11713 
24833 
13321 



Seq. ID 

Strand 

End 



OJ990930 14.9B09.C21 



20116 



12207 




IN culler 


OJ990930 14.9B09.C21 


. ol . ts 


Method 


TBLASTX : Soybean 




O LclX L. 


16021 






End 


16392 






none 






S core 


90 




Xt 1 V /-\ n o 
Hi ALJI lO 


16021. 


.16392, 16232. 


. 16375 








Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09. 


C21 


Gene No. 


24833 






Strand 






Of a 

o tar t 


13321 






End 


20116 




Name 


OJ990930 14.9B09.C21 


. o2 . tw 


Method 


TBLASTX: Wheat 






16051 






End 


16471 






none 






Score 


314 




Exons 


16051. 


.16470, 16058. 


. 16471 








Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09, 


C21 


Gene No. 


24833 






Strand 






Cf 3 r 4- 


13321 






End 


20116 




Name 


OJ990930 14.9B09.C21 


. o2 . tm 


Method 


TBLASTX: Maize 




jldlL 


16144 






End 


16528 




P T 


none 






Score 


238 




EjXOI lb 


16144. 


.16527, 16163. 


. 16528 








Seq. No. 


11713 






Seq. ID 


OJ990930_14 . 9B09 


C21 


Gene No. 


24833 






Strand 








13321 






End 


20116 




Name 


OJ990930 14.9B09.C21 


ol . trti 


Method 


TBLASTX: Maize 






16555 






EnS 


16911 




C T 


none 






Score 


125 




Exons 


16555. 


.16860, . 16555. 


1 6911 


16565. .16876 




Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09 


.C21 


Gene No. 


24833 






Strand 






oCal L 


13321 






End 


20116 




Name 


OJ990930 14.9B09.C21 


. ol . tw 


Method 


TBLASTX: Wheat 






16579 






End 


17042 






none 






Score 


218 




Hi A Oil o 


16579. 


.17040, 16585. 


. 17040, 


16586. .17041, 16599. .17042 




Seq. No. 


11713 






Seq. ID 


OJ990930_14 . 9B09 


.C21 


Gene No. 


24833 






Strand 








13321 






End 


20116 




Name 


OJ990930 14.9B09.C21 


. o3 . ts 


Method 


TBLASTX: Soybean 




O Lai L 


16636 






End 


17001 




CI T 


none 






Score 


118 




LiAUl 1 o 


16636. 


.16770, 16777. 


. 17001 








O c q . IN U . 


11713 






Seq. ID 


OJ990930JL4.9B09 


.C21 


Gene No. 


24833 






Strand 






Start 


13321 






End 


20116 




Name 


OJ990930 I4.9B09.C21 


. o7 . qs 


Method 


GENSCAN 




Of a r-f- 


17050 






End 


20063 




PT 


none 






Score 


.57 




Exons 


17050. 


.18393, 18411. 


.18523, 


18677. .18767, 18785. .19501, 






19531. 


.19635, 20001. 


.20063 








Seq. No. 


11713 






Seq. ID 


OJ990930_14.9B09 


.C21 


Gene No. 


24833 






Strand 






Start 


13321 






End 


20116 





12208 



Name 

Start 

GI 

Exons 



OJ990930_14 . 9B09 . C21 . o3 . tw Method 
17197 End 
none Score 



TBLASTX: Wheat 

17692 

171 



17197. .17691, 17237. .17497, 17519.. 17692 



Seq. No. 11713 

Gene No. 24833 

Start 13321 

Name OJ990930_14 . 9B09 . C2 1 . 06 . tw 

Start 18429 

GI none 

Exons 18429. .18674, 18508 .. 18702 , 
18773. .18820, 1894 5. .18980 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_14.9B09.C21 
20116 

TBLASTX: Wheat 

18980 

76 



18669. .18755, 18670. .18750, 





O t. . LN U • 


11713 


Seq. ID 




T A 
X ft 




CO 1 






24833 


Strand 












O Ldl l 


13321 


End 












Name 


OJ990930 14 . 9B09.C21.o3.np 


Method 


AAT/NAP 










Start 


19688 


End 


20116 










x 


5042454 


Score 


1 Q^l 
x o o 










Exons 


19688. .19741, 20001. .20116 
















(AC007789) putative polyprotein [Oryza 


O 3 4"" 1 TT a 1 

bdtlva J 








i (a I 


Oc^ . LN (J . 


11714 


Seq. ID 




X H 




COO 


: ! 


Con d Mo 


24834 


Strand 










"isF 

m 


O Lai t 


314, 


End 


A QH 










Name 


OJ990930 14.9B09.C22.ol.gs 


Method 


GENSCAN 










Start 


314 


End 


490 










GI 


none 


Score 


. 95 










Exons 


314 . .490 














Seq. No. 


. 11715 


Seq. ID 


OJ990930_ 


16 


. 9B05. 


C2 




Gene No. 


24835 


Strand 


+ 








|E 


Start 


107 


End 


424 










Name 


OJ990930 16.9B05.C2.ol.gs 


Method 


GENSCAN 










Start 


107 


End 


424 










GI 


none 


Score 


.77 








y 


Exons 


107. .424 












si 

U 


Seq. No. 


11715 


Seq. ID 


OJ990930_ 


16 


. 9B05. 


C2 




Gene No. 


24836 


Strand 












Start 


1 


End 


281 










Name 


OJ990930 16.9B05.C2.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


281 










GI 


5733866 


Score 


87 










Exons 


1. .281 














GI Descrip. 


(AC007932) Contains similarity to gb|M73488 









1-aminocyclopropane-l-carboxylate deaminase from Pseudomonas sp. 
ESTs gb|Z18033 and gb|Z34214 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 11715 Seq. ID 

Gene No. .24836 Strand 

Start 1 End 

Name OJ990930_16 . 9B05 . C2 . ol . gp Method 

Start 107 End 

GI 62844 1.R1084 Score 



OJ990930_16.9B05.C2 
281 

AAT/GAP 

272 

311 



12209 



Exons 107.. 272 

GI Descrip. f 5733866/gb | AAD4 9754 . 1 | AC007932_2 1.0e-26 (AC007932) Contains 
similarity to gb_M734 88 1-aminocyclopropane-l-carboxylate 
deaminase from Pseudomonas sp. ESTs gb_Z18033 and gb_Z34214 
come from this gene. [Arabidopsis thaliana] 1 



oeq . 1NO . 


11716 








otrg . JL u 


uu y ? u y o u 




• Uj 


Gene No . 


' 24837 








C 4- v -n t^i /-J 

o urana 


T 






Start 


530 








End 


4388 






Name 


GJ990930 16. 


9B05 


.C3.ol. 


gp 


Method 


AAT/GAP 






o rarr 


530 








End 


1344 






bl 


426494 








Score 


661 






Exons 


530. .624, 1044.. 














oeq. in o • 


11716 








Seg. ID 


OJ990930 


_16.9B05 


.C3 


Gene No. 


24837 








Strand 


+ 






Start 


530 








End 


4388 






Name 


uu y y u y i o . 


ytsu o 


.C3.ol. 


gs 


Method 


GENSCAN 






btart 


1053 








End 


4388 






bl 


none 








Score 


.56 






Exons 


1053. .1487, 


2119 






.2761, 3357. .3494, 


4335. .4388 


beg. wo. 


11716 








Seg. ID 


OJ990930 


_16.9B05 


.C3 


Gene No . 


24838 








Strand 








Start 


4754 








End 


4954 






Name 


^TQQflQ^ri 1 c 

uj yyuyju id, 


y du o 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4674 








End 


.4880 






bl 


none 








Score 


104 






Exons . 


4674. .4760, 


4676 


. .4 / o y , 


/I 7 £ £ 


.4879, 4767. .4880, 


4767. .4 


880 


o e g * IN O . 


11716 








Seg. ID 


OJ990930 


_16.9B05 


.C3 


Gene No . 


24838 








Strand 








Start 


4754 








End 


4954 






Name 




y £3U 3 


.C3.o2. 


gs 


Method 


GENSCAN 








4754 ~ . 








End 


4954 






r 1 t 


none 








Score 


.51 






Exons 


4754. .4954 
















o e g . in o . 


11717 








Seg. ID 


OJ990930 


JL6.9B05 


.C7 


bene csio . 


24839 








Strand 


+ 






Start 


1 








End 


152 






Name 


OJ990930 16. 


9B05 


.C7.ol. 


gp 


Method 


AAT/GAP 








1 








End 


152 






bl 


none 








Score 


300 






Exons 


1. .152 
















Seg. No. 


11717 








Seg. ID 


OJ990930 


_16.9B05 


.C7 


Gene No. 


24840 








Strand 








Start 


2 








End 


367 






Name 


OJ990930 16. 


9B05 


.C7.ol. 


gs 


Method 


GENSCAN 






Start 


2 








End 


367 






GI 


none 








Score 


.97 






Exons 


2. .367 
















Seg. No. 


11717 








Seg. ID 


OJ990930 


_16.9B05 


.C7 


Gene No. 


24841 








Strand 








Start 


342 








End 


444 







12210 




Name 


ojyyuyju ib. 


yBUo . 


L / . ol . tm 


Method 


inLiAbiX : Maize 


Start 


5 






End 


4 4 4 


GI 


none 






Score 


AH C 

4 / b 


Exons 


o Tin A A 

3 . . o / / , 4 4.. 


4 jy , 


4 y . . 4 4 4 , // 


. . 4oy 




Seq. No. 


11717 




- 


Seq. ID 


OJ990930_16.9B05 


Gene No. 


24841 






Strand 




Start 


o4 Z 






bna 


AAA 

4 4 4 


Name 


ojyyuyju ib. 


O O A C 


C7 . ol . tw 


Method 


TBLASTX : Wheat 


Start 


b3 






End 


4 4z 


GI 


none 






Score 


ob 


Exons 


b J • . 1 1 y / bo . 


1 no 

. lUo, 


1U4 . . 4 4Z , 


lUo . . ooU 




Seq. No. 


1 i / 1 / 






beq. ID 


/^\Tnnnnon t c none 

ojyyuyju lb.yBUo 


Gene No. 


24841 






Strand 




Start 


342 






End 


444 


Name 


OJ990930 16. 


9B05. 


C7.o2.gp 


Method 


AAT/GAP 


Start 


342 






End 


444 


GI 


LIB3432-019- 


Pl-Kl 


-E9 


Score 


206 


Exons 


342. .444 











GI Descrip. f 4 680178/gb | AF111709 . 1 | AF111709 1.0e-108 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 





Seq. No. 


11718 


Seq. ID 


OJ990930 


_16 


.9B05 


,C9 


m 


Gene No. 


24842 


Strand 










i 


Start 


96 


End 


974 










Name 


OJ990930 16.9B05.C9.ol.gs 


Method 


GENSCAN 








r * J 


Start 


96 


End 


974 








! , i 


GI 


none 


Score 


.59 










Exons 


96. .208, 443. .491, 869. .974 












rii 


Seq. No. 


11718 


Seq. ID 


OJ990930 


_16 


.9B05 


.C9 




Gene No. 


24843 


Strand 










□ 


Start 


1866 


End 


2458 










Name 


OJ990930 16. 9B05.C9.o2.gs 


Method 


GENSCAN 








u 


Start 


1866 


End 


2458 










GI 


none 


Score 


.56 










Exons 


1866. .1930, 2146. .2195, 2376 


. .2458 










r*i 

'as? 


Seq. No. 


11719 


Seq. ID 


OJ990930 


_16 


.9B05 


.C10 




Gene No. 


24844 


Strand 


+ 










Start 


3173 


End 


3678 










Name 


OJ990930 16.9B05.C10.ol.gp 


Method 


AAT/GAP 










Start 


3173 


End 


3678 










GI 


38782 1.R1084 


Score 


797 










Exons 


3173. .3678 














GI Descrip. 


1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 ' 












Seq. No. 


11719 


Seq. ID 


OJ990930 


_16 


.9B05 


.C10 




Gene No. 


24845 


Strand 












Start 


1 


End 


3426 










Name 


OJ990930 16. 9B05.C10.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


1704 










GI 


6907086 


Score 


1241 










Exons 


1..304, 355. .405, 642. .877, 


937. .1704 











12211 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11719 
24845 
1 

OJ990930_16.9B05.C10.o2.np 
809 

4680186"" 
809. .869, 2661. .2839, 3367. .3426 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990930_16. 9B05.C10 
Strand 

End 3426 

Method AAT/NAP 

End 3426 

Score 185 



11719 ■ 

24846 

8312 

OJ990930_16. 9B05.C10.o2.gs 

8312 

none 



Seq. ID OJ990930_16.9B05.C10 
Strand 

End 8972 

Method GENSCAN 

End 8972 

Score .56 



8312. .8540, 8617. .8850, 8926. .8972 



Seq. No. 11720 

Gene No. 24847 

Start 1 

Name OJ990930_16 . 9B05 . Cll . ol . np 

Start 1 

GI- 81286 

Exons 1..526, 1240.. 1306 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 
(X65165) extensin [Volvox carteri] 



Seq. ID OJ990930_16.9B05.C11 

Strand + 

End 1306 

Method AAT/NAP 

End 1306 

Score 173 



Seq. No. 


11720 


Seq. ID 


OJ990930_16.9B05, 


.Cll 


Gene No. 


24848 


Strand 






Start 


123 


End 


417 




Name 


OJ990930 16. 9B05.Cll.ol.gs 


Method 


GENSCAN 




Start 


123 


End 


417 




GI 


none 


Score 


. 64 




Exons 


123. .222, 267. .417 








Seq. No. 


11721 


Seq. ID 


OJ990930_16.9B05, 


.C12 


Gene No. 


24849 


Strand 


+ 




Start 


1386 


End 


1667 




Name 


OJ990930 16.9B05.C12.ol.gs 


Method 


GENSCAN 




Start 


1386 


End 


1667 




GI 


none 


Score 


.47 




Exons 


1386. .1446, 1540. .1667 








Seq. No. 


11721 


Seq. ID 


OJ990930_16.9B05. 


.C12 


Gene No. 


24850 


Strand 






Start 


598 


End 


687 




Name 


OJ990930 16 , .9B05.C12.ol.gp 


Method 


AAT/GAP 




Start 


598 


End 


687 




GI 


2310359 


Score 


93 




Exons 


598. .687 








GI Descrip. 


5777 612/emb|AJ245900.1 IOSA245900 2.0e- 


31 Oryza sativa chromosome 




4 BAC q3037-207Fl complete 


genome 






Seq. No. 


11722 


Seq. ID 


OJ990930_16.9B05. 


.C13 


Gene No. 


24851 


Strand 


+ 





12212 






Start 


4636 


End 


7757 






Name 


OJ990930 16 . 9B05 . C13 . o2 . gs 


Method 


GEN SCAN 






Start 


4636 


End 


7757 






GI 


none 


Score 


.82 






Exons 


4636. .4807, 4983. .5158, 5661 


..5847, 6008.. 6394, 7017.. 72 


84 , 






7622 . . 7757 










Seq. No. 


11722 


Seq. ID 


OJ990930_16.9B05. 


C13 




Gene No. 


24851 


Strand 


+ 






Start 


4636 


End 


7757 






Name 


OJ990930 16.9B05.C13.ol.np 


Method 


AAT/NAP 






Start 


7014 


End 


7285 






GI 


4406782 


Score 


221 






Exons 


7014. .7285 










GI Descrip. 


(AC006532) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


11722 


Seq. ID 


OJ990930_16.9B05. 


C13 




Gene No. 


24852 


Strand 








Start 


75 


End 


3758 






Name 


OJ990930 16. 9B05.C13.ol.gs 


Method 


GENSCAN 






Start 


75 


End 


3758 






GI 


none 


Score 


.55 






Exons 


75. .248, 1706. .1849, 3685. .3758 






: 

'scr 


Seq. No. 


11722 


Seq. JD 


OJ990930JL6. 9B05. 


C13 




Gene No. 


24853 


Strand 






! t 


Start 


7143 


End 


7553 






Name 


OJ990930 T6.9B05.C13.ol.gp 


Method 


AAT/GAP 




•a ;r 


Start 


7143 


End 


7553 






GI 


uC-osflcyp083f04al 


Score 


775 






Exons 


7143. .7553 








I' \ I 


GI Descrip. 


•5777612/emb|AJ245900.1 1OSA245900 2 . Oe 


-31 Oryza sativa 








chromosome 4 BAC q3037-207Fl 


complete 


genome 1 




! » 3? 


Seq. No. 


11722 


Seq. ID 


OJ990930_16. 9B05. 


C13 


\j 


Gene No. 


24854 


Strand 






Mr 


Start 


8697 


End 


16550 




. =i 


Name 


OJ990930 16.9B05.C13.o2.ts 


Method 


TBLASTX : Soybean 






Start 


7009' 


End 


7291 






GI 


none 


Score 


60 




i"l 

•sar 


Exons 


7009. .7113, 7034. .7084, 7087 


..7284, 7088. .7291 






Seq. No. 


11722 


Seq. ID 


OJ990930_16.9B05. 


C13 




Gene No. 


24854 


Strand 








Start 


8697 


End 


16550 






Name 


OJ990930 16. 9B05.C13.o3.gs 


Method 


GENSCAN 






Start 


8697 


End 


16550 






GI 


none 


Score 


.81 






Exons 


8697.. 8850, 9420. .9641, 9994 


..10216, 10916. .11270, 12141 


. . 12251, 






12954. .13086, 13658. .13826, 


13921. .14 533, 14 672. .147 66, 








14 803. .15007, 15220. .15631, 


16269. .16550 






Seq. No. 


11722 


Seq. ID 


OJ990930_16.9B05. 


C13 




Gene No. 


24854 


Strand 








Start 


8697 


End 


16550 






Name 


OJ990930 16.9B05.C13.o2.tm 


Method 


TBLASTX: Maize 






Start 


8814 


End 


11061 





12213 



GI 

Exons 



none Score 256 

8814. .8849, 9415. .9456, 9418. .9642, 9419. .9643, 9420. .9644, 
9992. .10186, 9993. .10187, 9993. .10211, 10033 .. 10212 , 
10912. .11061, 10915. .11031, 10923.. 11060 



Seq. No. 11722 

Gene No. 24854 

Start 8697 

Name OJ990930_16 . 9B05 . C13 . o3 . ts 

Start 10995 

GI none 

Exons 10995. .11204, 10996 .. 11223, 
12163. .12252, 12165. .12251 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_16.9B05.C13 
16550 

TBLASTX : Soybean 

12252 

106 



11184. .11270, 11208. .11258, 



Seq. No. 11722 
Gene No. 24854 
Start 8697 

Name OJ990930_16 . 9B05 . C13 . ol . tm 

Start 12720 
GI none 

Exons 12720. .12902, 12727 .. 128 91 , 

12869. .12985, 12874. .12960, 

12969. .13085, 13640. . 13810, 

13657. .13827, 13900. .14136, 

. 13927. .14139, 14029 .. 14 142 , 

14163. .14207, 14164. .14382 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12728. .12907, 
12876. .12986, 



OJ990930 16.9B05.C13 



13653. 
13913. 
14065. 



16550 

TBLASTX: Maize 
14392 
143 

12867. . 12941, 
12957. .13088, 
,13856, 13653. .13826, 
,14137, 13920. . 13994, 
,14193, 14162. . 14392, 



Seq. No. 11722 

Gene No. 24854 

Start 8697 

Name OJ990930_16 . 9B05 . C13 . ol . ts 

Start 14216 

GI none 

Exons 14216. .14296, 14234 .. 14290 , 
14 300. .14 4 91, 14 669. .14806 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_16.9B05.C13 
16550 

TBLASTX : Soybean 

14806 

65 



14273. .14503, 142 98 .. 14 4 80, 



.Seq. No. 11723 Seq. ID 

Gene No. 24855 , Strand 

Start 1157 End 

Name OJ990930_16 . 9B05 . C14 . ol . gs Method 

Start 1157 End 

GI none Score 

Exons 1157.. 1513 



OJ990930_16.9B05.C14 
+ 

1513 
GENSCAN 
1513 
.97 



Seq. No. 11723 

Gene No. 24856 

Start 6279 

Name OJ990930_16 . 9B05 . C14 . o3 . gs 

Start 6279 

GI none 

Exons 6279.. 6518 



Seq. ID OJ990930_16.9B05.C14 

Strand + 

End 6518 

Method GENSCAN 

End 6518 

Score .58 



Seq. No. 11723 Seq. ID 

Gene No. 24857 Strand 

Start 1974 End 

Name OJ990930_16 . 9B05 . C14 . o2 . gs Method 

Start 1974 End 



OJ990930_16.9B05.C14 

6666 

GENSCAN 

3376 



12214 




GI 


none 








Score 


.56 




Exons 


1974 . . 2092 , 


2597 . 


O /" o o 

. 2 682, 


27 65 . 


.2877, 3053. .3376 




Seq. No. 


11723 








Seq. ID 


OJ990930 


1 /■ none pi / 
Id . 9BUO . C14 


Gene No. 


O / OCT 

24857 








Strand 






Start 


1974 








End 


6666 




Name 


OJ990930_16 


. 9B05. 


C14.ol 


,np 


Method 


AAT/NAP 




Start 


O A C C 

2455 








End 


6666 




GI 


6714290 








Score 


328 




Exons 


2455 . . 2523, 


2 / 40 . 


.2838, 


3053. 


.3382, 3496. .3575, 


jtf uo . . jyu / , 




4 413. . 4547 , 


664 4 . 


. 6666 










GI Descrip. 


[ACQ 13354) 


r* 1 *! c Til O 

FloHlo 


.15 [Arabidopsis thaliana] 




Seq. No. 


11723 








Seq. ID 


OJ990930 


_16.9B05.C14 


Gene No. 


24858 








Strand 






Start 


by2 o 








End 


8084 




Name 


ojyyuyoU id 


done 


C14 .o4 


.gs 


Method 


GENSCAN 




Start 


6928 








End 


8084 




GI 


none 








Score 


.51 




Exons 


/-non -j n r\ n 

6928 . . 7009, 


^7 "} ~7 O 

7379 . 


.7437, 


7454. 


.7475, 7923. .8084 




Seq. No. 


11724 








Seq. ID 


OJ990930 


_16.9B05.C16 


Gene No. 


24859 








Strand 






Start 


1 








End 


75 




Name 


OJ990930_16 


. 9B05 . 


C16.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


75 




GI 


2310496 








Score 


146 




Exons 


1 . . 75 














Seq. No. 


11724 








Seq. ID 


OJ990930 


_16.9B05.C16 


Gene No. 


24860 








Strand 






Start 


584 








End 


7156 




Name 


OJ990930 16 


. 9B05. 


C16-ol 


.gs 


Method 


GENSCAN 




Start 


584 








End 


7115 




GI 


none 








Score 


.94 




Exons 


584. .835, 924. .1024, 1156. .1390, 1426. 


.1450, 1675. .1744, 




2446. .2537, 


2611. 


.2659, 


2877. 


.3047, 3157. .3256, 


3604. .3706, 




3984. .4081, 


4174 . 


.4 329., 


4410. 


.4821, 4848. .5045, 


5108. .5127, 




5237. .5320, 


5399. 


.5560, 


5625. 


.5768, 5860.. .5974, 


6007. .6100, 




7061. .7115 














Seq. No. 


11724 








Seq. ID 


OJ990930 


_16.9B05.C16 


Gene No. 


24860 








Strand 






Start 


584 








End 


7156 




Name 


OJ990930 16 


. 9B05. 


C16.ol 


,tm 


Method 


TBLASTX : 1 


Maize 


Start 


584 








End 


4484 




GI 


none 








Score 


194 





Exons 584. .676, 650. .835, 654. .836, 699. .842, 706. .843, 902. .1003, 

903. .1025, 947. .1027, 957. .1025, 1150. .1290, 1154. .1291, 
1155. .1298, 1235. .1327, 1265. .1393, 1266. .1391, 1298. .1393, 
1309. .1407, 1500. .1535, 1500. .1526, 1502. .1552, 1672. .1746, 
1674. .1745, 2435. .2536, 2446. .2538, 2446. .2541, 2613. .2660, 
2613. .2660, 2614. .2661, 2614. .2661, 2872. .3027, 2881. .2997, 
2882. .3016, 3014. .3052, 3016. .3048, 3158. .3256, 3168. .3257, 
3295. .3474, 3330. .3476, 3330. .3476, 3604. .3756, 3605. .3754, 
3613. .3768, 3831. .3893, 3832. .3900, 3838. .3900, 3986. .4081, 
3987. .4088, 3993. .4085, 3994. .4089, 4168. .4335, 4173. .4211, 



12215 






4 J. / D . 1 4 J JO, 


AAll A AO. A 


A A 9 
44lD 


A A ft 0 




beq. wo. 


11724 






Seq. ID 




Gene No. 


24860 






Strand 




ot art 


584 






End 


7156 


Name 


OJ990930 16 


. 9B05.C16.ol 


.np 


Method 


AAT/NAP 


Start 


586 






End 


7156 


GI 


5731756 






Score' 


2072 


Exons 


586. .835, 927. .1016, 1151. .1390, 1500. 


.1548, 1675. .1744, 




2446. .2600, 


2824. .3056, 


3157 


..3253, 3330. .3473, 3604. .3756, 




3846. .3894, 


3984. .4081, 


4210 


..4329, 4410. .4766, 4847. .4921, 




5237. .5320, 


5399. .5560, 


5625 


..5768, 5860. .6100, 7061. .7156 


GI Descrip. 


(AL109819) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


11724 






Seq. ID 


OJ990930_16.9B05.C16 


Gene No. 


24860 






Strand 




o cart. 


584 






End 


7156 


Naine 


OJ990930 16 


. 9B05.C16.ol 


. tc 


Method 


TBLASTX: Cress 


buar l 


650 






End 


823 




none 






Score 


129 


Exons 


650. .823, 660. .821 








beq. no. 


11724 






Seq. ID 


OJ990930_16.9B05.C16 


Gene No . 


24860 






Strand 




Start 


584 






End 


7156 


Name 


OJ990930 16 


.9B05.C16.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


650 






End 


3456 


bl 


none 






Score 


181 


Exons 


650. .856, 654. .836, 936 


. . lUz 


B, 954. .1025, 1154. .1381, 




1155. .1292, 


1166. .1312, 


1262 


.-.1393, 1323.. 1391, 1668. .1751, 




1674. .1697, 


1680. .1745, 


1694 


..1753, 2435. .2533, 2448. .2519, 




2873. .2968, 


2878. .3036, 


2881 


..3000, 3342.. 3455, 3352.. 3456 


Seq. No. 


11724 






Seq. ID 


OJ990930_16.9B05.C16 


Gene No. 


24860 






Strand 




Of -,yf 

otart 


584 






End 


7156 


Name 


OJ990930 16 


.9B05.C16.o2 


.tc 


Method 


TBLASTX: Cress 


o L.ar t. 


2899 






End 


3639 


ul 


none 






Score 


116 * 


Exons 


2899. .2985, 


3185. .3235, 


3330 


..3476, 3352.. 3474, 3604.. 3639 


Seq. No. 


11724 






Seq. ID 


OJ990930_16.9B05.C16 


Gene No. 


24860 






Strand 




OLaiL 


584 






End 


7156 


Name 


OJ990930 16 


. 9B05.C16.o3 


.ts 


Method 


TBLASTX : Soybean 


otdil 


4168 






End 


4336 




none 






Score 


148 


Exons 


4168. .4335, 


4175. .4336 








Op/7 KJ~ 


11724 






Seq. ID 


OJ990930_16.9B05.C16 


Gene No. 


24860 






Strand 




Start 


584 






End 


7156 


Name 


OJ990930 16 


.9B05.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4444 






End 


4913 


GI 


none 






Score 


144 


Exons 


4444. .4569, 


4449. .4724, 


4458 


..4724, 4642. .4725, 4829. .4906, 



4848. .4913 



12216 




Seq. No. 


11724 






Seq. ID 


OJ990930_16.9B05, 


.C16 


Gene No. 


24860 






Strand 






o Lai u 


584 






End 


7156 




Name 


OJ990 930 16 


9B05 C16 o2 


. tm 


Method 


TBLASTX: Maize 




o tcti u 


4 60? ~ 






End 


4900 




\J -L 


none 






Score 


114 




Ej A. L/ 1 1 o 


4602 4766, 


4602 4769 


4 630 


..4770, 4661. .4801, 4829. .4900, 




4848 4898 












Seq. No. 


11724 






Seq. ID 


OJ990930_16.9B05. 


.C16 


OCllC inl> • 


24860 






Strand 






O Lai l 


584 






End 


7156 




Name 


OJ990930 16 


9B05 C16 o4 


. ts 


Method 


TBLASTX : Soybean 




O Lai L 


5396 ~~ 






End 


5675 




rir 

O J- 


none 






Score 


108 




IjAUIIO 


5396 5524, 


5396. 5527. 


5539 


..5565, 5625.-5675, 5625. .5675 


Seq. No. 


11725 






Seq. ID 


OJ990930_16.9B05. 


. C17 


UC11C L N W » 


24861 






Strand 


+ 




J Lai L. 


168 






End 


1917 






OJ990930 16 


.9B05.C17.ol 


.gs 


Method 


GENSCAN 




OLqI L 


T 68 ~~ 

J. U O 






End. 


1917 




rir 


n on c± 






Score 


.69 




TP it 7^1 o 




48. .1159, 1778. .1917 






Seq. No. 


11726 






Seq. ID 


OJ990930_16.9B05. 


.C18 




24862 






Strand 


+ 




Of- -a y-t- 

O LdX L 


11 






End 


5522 




Name 


OJ990930 16 


. 9B05.C18.ol 


.gp 


Method 


AAT/GAP 




Of- -a r-f 
O LClI. L 


11 






End 


1800 




GI 


2442798 






Score 


616 






11... 105, 223.-296, 1441 


. .158 


2, 1731. .1800 




Seq. No. 


11726 






Seq. ID 


OJ990930_16.9B05, 


.C18 


Gene No . 


24862 






Strand 


+ 




Start 


11 






End 


5522 




Name 


OJ990930 16 


. 9B05.C18.ol 


.gs 


Method 


GENSCAN 




O L a i. L 


244 






-.End 


5522 




GI 


none 






Score 


.72 






244. .296, 1850. .2018, 2097., 


2250, 2297 


..3265, 3388.. 362( 






3811. .3848, 


4069. .4180, 


5466 


. .5522 








11726 






Seq. ID 


OJ990930 16.9B05. 


.C18 


Gene No. 


24862 






Strand 


+ 




Start 


11 






End 


5522 




Name 


OJ990930 16 


.9B05.C18.ol 


.np 


Method 


AAT/NAP 




OLQl L 


1833 






End 


5004 






2702270 






Score 


1185 




Exons 


1833. .2018, 


2097. .2238, 


2315 


..3252, 3387. .3626, 3707. .3780, 




4069. .4166, 


4961. .5004 










GI Descrip. 


(AC003033) i 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


11726 






Seq. ID 


OJ990930_16.9B05, 


,C18 


Gene No. 


24862 






Strand 


+ 




Start 


11 






End 


5522 




Name 


OJ990930 16 


. 9B05.C18.o2 


.gp 


Method 


AAT/GAP 





12217 



Start 2572 End 3743 

GI 11144_1.R10'84 Score 1835 

Exons 2572.. 3265, 3388.-3626, 3707.. 3743 

GI Descrip. 1 2702270 4.0e-91 (AC003033) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 11726 . Seq. ID 

Gene No. 24 8 63 Strand 

Start 10532 End 

Name OJ990930_16 . 9B05 . C18 . o4 . gp Method 

Start 10437 End 

GI 27257_1.R1084 Score 

Exons 10437. .10604, 10680.. 10981 

GI Descrip. '4097948 2.0e-29 
sativa] 1 



OJ990930_1-6.9B05.C18 
+ 

13418 
AAT/GAP 
10981 
729 



(U72255) beta-1, 3-glucanase precursor [Oryza 





O r\ r~t \^r\ 

oSq ■ lNu . 


117 9 6 

± X / c. \J 


Seq. ID 


OJ990930 16.9B05. 


, C18 








Strand 


+ 






Start 


10532 


End 


13418 






Name 


OJ990930 16.9B05.C18.o2.np 


Method 


AAT/NAP 






Start 


10532 


End 


11738 






GI 


4097948 


Score 


1819 






Exons 


10532. .10604, 10680.. 11738 








„! 
i, t 


GI Descrip. 


(U72255) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




s sr 

Eirl 


Seq. No. 


11726 


Seq. ID 


OJ990930_16.9B05. 


.C18 


i* ■ I 


Gene No. 


24863 


Strand 


+ 






Start 


10532 


End 


13418 






Name 


OJ990930 16. 9B05.C18.o3.gs 


Method 


GEN SCAN 






Start 


10532 


End 


13042 






GI 


none 


Score 


.76 




rii 


Exons 


10532. .12038, 13008. .13042 










Seq. No. 


11726 


Seq. ID 


OJ990930_16.9B05. 


.C18 




Gene No. 


24863 


Strand 


+ 




"A 


Start 


10532 


End 


13418 




;s =5 


Name 


OJ990930 16. 9B05.C18.o5.gp 


Method 


AAT/GAP 




3 ; 

'"• -f 


Start 


10971 


End • 


11664 






GI 


65422 -1.R1084 


Score 


1239 






Exons 


10971. .11664 








Q 


GI Descrip. 


•4097948 1.0e-102 (U72255) 


beta-1, 3-glucanase precursor 


[Oryza 



sativa] 1 



Seq. No. 11726 Seq. ID 

Gene No. 24863 Strand 

Start 10532 End 

Name OJ990930_16 . 9B05 . C18 . 06 . gp Method 

Start 11742 End 

GI 90989_1.R1084 Score 

Exons 11742. .12038, 13008.. 13418 

GI Descrip. 1 4 5585 91 /gb | AAD22 663 . 1 1 AC006555_1 3.0e-28 (AC006555) putative 
beta-1, 3-glucanase [Arabidopsis thaliana] 
>gi_4 662 638_gb_AAD26909 . 1_AC007233_1 ( AC007233 ) putative 
beta-1, 3-glucanase [Arabidopsis thaliana] ' 



OJ990930_16.9B05.C18 
+ 

13418 
AAT/GAP 
13418 
1338 



Seq. No. 
Gene No. 



11726 
24863 



Seq. ID OJ990930_16.9B05.C1E 
Strand + 



12218 



Start 


10532 








End 


13418 


Name 


OJ990930 16 


. 9B05. 


.C18 .o3 


.np 


Method 


AAT/NAP 




11759 








End 


12133 


(Z T 
bl 


4585922 








Score 


178 


Exons 


11759. .12133 










bi uescnp. 


( AP007 9 11 Y 1 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


1 1 79 6 








Seq... ID 


OJ990930_16.9B05.C18 


Gene No. 


94R64 

*i O U *i 








Strand 






7ft Q6 








End 


8555 


Name 


UU ^ -/ JU xu 




P1 ft r\0 


. gs 


Method 


GEN SCAN 


0 tar r 


7896 








End 


8555 


P T 
bl 


none 








Score 


.58 


T7" v r\ t\ c 


7ft96 RD99 


8112. 


. .8151, 


8546. 


.8555 




O S CJ • IN U . 


1172 6 








Seq. ID 


OJ990930_16.9B05.C18 


Gene No. 


? 4 ft 6^ 








Strand 




Start 


X O \J U T 








End 


14416 


Name 


? JU xu 


. 9B05. 


.C18.o5, 


.tm 


Method 


TBLASTX: Maize 




X H O / 








End 


1871 


PT 


none 








Score 


139 


Exons 


1437. .1574, 


1438. 


. . 1578, 


1439. 


.1594, 1728. .1871, 1729. .I860, 




1 7^0 1 R70 












oeq . INO . 


1 1 70c 

1 X 1 Z D 








Seq. ID 


OJ990930_16.9B05.C18 


Gene No. 


9 4 ft 6^ 
fl O D D 








Strand 




Start 


X O D D 4 








End 


14416 


Name 


Pi TQQfl Q^n 1 £ 


. 9B05. 


.C18.o4, 


.tm 


Method 


TBLASTX: Maize 


0 car l 


1 Qfl9 








End 


2221 


P T 


none 








Score 


185 


Hixons 


1902. .2018, 


1902. 


. .2018, 


1903. 


.2019, 1943. .2023, 2081. .2221, 






2111. 


. .2221 








oeq. no. 


1 1 796 

X X f z, u 








Seq. ID 


OJ990930_16.9B05.C18 


Gene No. 


24865 








Strand 




Start 


X J U U *i 








End 


14416 


Name 






PI ft r\0 
. bio . oz . 


. LIU 


Method 


TBLASTX: Maize 


Of a r-4- 


2222 








End 


3500 


VjX 


none 








Score 


39 


IT von c 


9999 99S1 

Z. Z. Z. iL. • > Z,^. Jl ^ 


2310. 


. .3260, 


2319. 


.3248, 2320. .3264, 2542. .3264, 






3366. 


. .3500, 


3389. 


.3499 




Seq. No. 


11726 

X X f z. u 








Seq. ID 


OJ990930_16.9B05.C18 


Gene No. 


24ft 6S 








Strand 






1 JOD4 








End 


14416 


Name 


OJ990930 16 


. 9B05. 


,C18.o4, 


.ts 


Method 


TBLASTX: Soybean 


C +- -3 

OUal L 


2619 








End 


2813 


PT 

bl 


none 








Score 


259 




2619. .2813, 


2620. 


. .2811 








OCU • LN {J • 


11726 








Seq. ID 


OJ990930_16.9B05.C18 


Gene No. 


24865 








Strand 




Start 


13664 








End 


14416 


Name 


OJ990930 16 


.9B05. 


,C18.o2, 


. ts 


Method 


TBLASTX : Soybean 


Start 


2826 








End 


3557 


GI 


none 








Score 


127 


Exons 


2826. .3029, 


2829. 


, .3269, 


2830. 


.3264, 3395.. 3478, 3396.. 3557 



12219 



Seq. No. 11726 

Gene No. 24865 

Start 13664 

Name OJ990930_16 . 9B05 . C18 . ol . tw 

Start 10654 

GI none 

Exons 10654. .10743, 10664 .. 10984 , 
10994. .11080, 10999. .11079 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_16.9B05.C18 
14416 

TBLASTX: Wheat 

11080 

252 



10777. .10977, 10918. .11001, 



Seq. No. 11726 Seq. ID 

Gene No. 24865 . Strand 

Start 13664 End 

Name OJ990930_16 . 9B05 . C18 . ol . ts Method 

Start 10676 End 

GI none Score 
Exons 



OJ990930_16.9B05.C18 
14416 

TBLASTX : Soybean 

11650 

790 



1067 6. .11374, 10678. .11361, 11381. .11512, 11513. .11650, 
11518. .11646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11726 
24865 
13664 
OJ990930 
10677 
none 
10677 
11156 
11789 



16. 9B05.C18.ol. tin 



10733,' 
11377, 
11833 



10678. 
11380. 



,11154, 
,11442, 



Seq. ID 

Strand 
End 

Method 

End 

Score 
10679. .11155, 
11381. .11662, 



OJ990930 16.9B05.C18 



14416 

TBLASTX: Maize 
11833 
78 

11155. .11376, 
11518. .11661, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11726 
24865 
13664 
OJ990930 
10681 
none 
10681 
11068 
11795 



16.9B05.C18.ol.tc 



10734, 
11274, 
12037 



10682. 
11305. 



,10981, 
,11376, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_16.9B05.C18 
14416 

TBLASTX: Cress 

12037 

223 



10837. .10971, 11066. .11377, 
11381. .11500, 11516. .11656, 



Seq. No. 11726 Seq. ID 

Gene No. 24865 Strand 

Start 13664 End 

Name OJ990930_16 . 9B05 . C18 . o3 . ts Method 

Start 11786 End 

GI none Score 

Exons 11786. . 12037, 11788.. 12039 



OJ990930_16.9B05.C18 
14416 

TBLASTX : Soybean 

12039 

320 



Seq. No. 11726 Seq. ID 

Gene No. 24865 .. Strand 

Start 13664 End 

Name OJ990930_16 . 9B05 . C18 . o2 . tw Method 

Start 11801 End 

GI none Score 

Exons 11801. .11875, 11806 .. 11847, 

11932. .12036, 11933.. 12040 



OJ990930_16.9B05.C18 
14416 

TBLASTX: Wheat 
12040 
100 

11876. . 11968, 11884 . . 11967, 



Seq. No. 



11726 



Seq. ID OJ990930_16.9B05.C18 



12220 



# 



Gene No. 24865 Strand 

Start 13664 End 

Name OJ990930_16 . 9B05 . C18 . o3 . tm Method 

Start 11837 End 

GI none Score 

Exons 11837. .12037, 11884 12039, 11884 12036, 13007 

13007. .13060, 13277. .13318, 13277 13318 , 13278 

13279. .13320 



14416 

TBLASTX: Maize 
13322 
358 

13063, 
13322, 





o e q . in o . 


11 ILU 


Seq. ID 


OJ990930_16.9B05.C18 




bsne lno . 


9 A ft 6 S 


Strand 








J. O D 04 


End 


14416 




Name 


OJ990930 16.9B05.C18.o4.gs 


Method 


GENSCAN 




Start 


13664 


End 


14416 




C T 


none 


Score 


.56 




Exons 


1*5 66/1 1*5"7/1£ 1*5QflQ 1 TQQ'} 


14025. .14416 




beq. no. 


1 1 "7 O *7 


Seq. ID 


OJ990930_16.9B05.C19 




Gene No . 


O A Q ££. 
ZH O 00 


Strand 


+ 




Start 




End 


9135 




Name 


ujyyuyju ib.yrsuo.ciy.oz.np 


Method 


AAT/NAP 




Start 


5290 


End 


8926 




GI 


140506 


Score 


197 


'S Kf 


Exons 


ozyu..Dobi, /ooo../ouy, 0004 


. .8926 




, B s 

'»»! 


GI Descrip. 


nnAO 7\ "D T 17 T M TDM VI mr7\rprT07\CT7 1 ! 

FKUoAdIjIIj lJNlKUlN DlA-lUKAbh. gi | 


82531|pir 


IUQ0201 hypothetical 65K 


rfi 




protein (trnK intron) - rice 


chloroplast gi | 11959 | emb | CAA34008 


m 




(XloyUl) OKFd4^; ORF witnin 


trnK intron [Oryza sativa] 






gi | z z o o | pr i | | iouojood rrnj\ 


intron ORF 542 [Oryza sativa] 


! j 5 


Seq. No. 


11727 


Seq. ID 


OJ990930 16.9B05.C19 


: " j 


Gene No. 


24866 


Strand 


+ 




Of 3 T-4- 


^9 QD 


End 


9135 




Name 


ujyyuyou id . ytsuo . biy . oj . np 


Method 


AAT/NAP 


IS 


o tar u 


/ / 1 u 


End 


9135 


! s _ 1 






Score 


87 


i, i 

'*! 


Exons 


771 0. 776R Qn*;9 Q1 *3 R 

/ / iu . . / / do, yuoz. . yi jj 






Is si 


bi uescrip. 


f;*iTii 796/M 7T.ihnnm i rnrw73 


sativa] 




■•■3 


Cpn No 


11797 
ii / / 


Seq. ID 


OJ990930 16.9B05.C19 


f.„! 
r c i 


Gene No. 


24867 


Strand 


+ 


! s or 


Start 


9635 


End 


9866 




Name 


OJ990930 16.9B05.C19.o3.gs 


Method 


GENSCAN 




Start 


9635 


End 


9866 




GI 


none 


Score 


.9 




Exons 


9635.. 9700, 9741.. 9866 








Seq. No. 


11727 


Seq. ID 


OJ990930_16.9B05.C19 




Gene No. 


24868 


Strand 






Start 


2265 


End 


4233 




Name 


OJ990930 16.9B05.C19.ol.gp 


Method 


AAT/GAP 




Start 


1993 


End 


4233 




GI 


210 1.R1084 


Score 


2525 




Exons 


1993.. 2886, 3479.. 3708, 4030 


. .4233 






GI Descrip. 


'2952328 1.0e-173 (AF049889) 


1-aminocyclopropane-l-carboxylate 






oxidase [Oryza sativa] 1 








Seq. No. 


11727 


Seq. ID 


OJ990930_16 . 9B05 .C19 



12221 




Gene No. 


24868 








Strand 




Start 


2265 








End 




Name 


OJ990930_16 


. 9B05 


.C19 . ol , 


.gs 


Method 


GENSCAN 


Start 


2265 








End 


A 1 A O 

414 3 


GI 


none 








Score 


. 92 


Exons 


2265 . . 3024 , 


34 7 9 


o —t r\ o 

. .3708, 


a r\ o o 
4030 . . 


A 1 A O 

414 3 




Seq. No. 


11727 








Seq. ID 


OJy9U930 lb.9BUD.C19 


Gene No . 


O A Q CQ 

z 4 o bo 








Strand 




Start 


2265 








End 


4233 


Name 


OJ990930_16 


.9B05 


.C19.ol. 


.np 


Method 


AAT/NAP 


Start 


22bo 








End 


4143. 


GI 


o n c o o o o 

295232o 








Score 


1606 


Exons 


ZZ do . .zbob, 


3479 


. .3708, 


4030. . 


,4143 




GI Descrip. 


(AFU4 9o o 9 ) 


1-aminocyclopropane-l-carboxylate oxidase [Oryza 




sativa] 












Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24869 








Strand 




Start 


30 / / 








End 


8695 


Name 


/■> t n o. n o. o o i c 

OJ99U93U Id 


.9B05 


.C19.o2, 


. gs 


Method 


GENSCAN 


Start 


C C "7 ~7 

55 / / 








End 


8695 


GI 


none 








Score 


.72 


Exons 


5577 . .5865, 


6041 


. . 6155, 


7219 . . 


7312, 8059. .8112, 8690. .8695 


Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 




Start - 


11947 








End 


12491 


Name 


OJ990930JL6 


. 9B05 


-C19.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


2251 








End 


4125 


GI 


none 








Score 


88 


Exons 


2251 . . 2388 , 


22 65 


. . 2396, 


2457 . . 


,2888, 2458.. 2775, 2836.. 2889, 




3476 . . 3556, 


3478 


. . 3576, 


3613 . . 


,3711, 3614. .3706, 4018. .4125, 




/I AOn vl "1 1 O. 

4 030 . .4119, 


4031 


. . 4123 








Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 




Start 


1194 / 








End 


124 91 


Name 


OJ99U93U lb 


. 9B05 


.C19.ol. 


.tw 


Method 


TBLASTX: Wheat' 


Start 


ZZbo 








End 


2619 


GI 


none 








Score 


38 


Exons 


ZZ b3 . . 22o 9, 


2283 


. .2396, 


2313. . 


2390, 2457. .2618, 2458. .2619 


Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 




Start 


11947 








End 


12491 


Name 


OJ99U93U lb 


.9B05 


.C19.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


O O *"7 /I 

2274 








End 


4160 


GI 


none - 








Score . 


70 


Exons 


ooi>i ooo^ 

2274 . .2396, 


2275 


. .2391, 


2457. . 


2903, 2458.-2775, 3478. .3573, 




0/*Oj! O "7 1 1 

3604 . .3711, 


3614 


. .3709, 


4018. . 


4125, 4137. .4160 


Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 




Start 


11947 








End 


12491 


Name 


OJ990930 16 


.9B05 


.C19.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


2307 








End 


2810 



12222 




GI 


none 








Score 


90 


Exons 


2307 . . 2381, 


2460 


. . 2600, 


O A C 1 

24 61. 


.2601, 2586.. 2744, 2586. .2810, 




2596 . . 1 /o4 












Seq. No. 


11727 








Seq. ID 


OJ990930_16 . 9B05 . C19 


Gene No. . 


24870 








Strand 




Start 


11947 








End 


12491 


Name 


OJ990930_16 


. 9BUo 


. Li y . oz . 


, tm 


Method 


TBLASTX: Maize 


Start 


2811 








End 


4141- 


GI 


none 








Score 


115 


Exons 


2811 . . 2888, 


2812 


O ft A /I 


o4 /« . 


.3711, 3479. .3706, 3550. .3711, 




ylOlO A 1 O A 

4 Ulo . . 4 1 J4 , 


4 UjU 




/i n*7 "3 
4 u / o . 


.4141 




Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 




Start 


1 1 ft A "7 

11947 








End 


12491 


Name 


OJ990930 16 


none 


. CI 9 . Oz , 


, tw 


Method 


TBLASTX: Wheat 


Start 


7616 








End 


7799 


GI 


none 








Score 


95 


Exons 


7616 . . 7678 , 


I bl / 


. . / c»y l , 




.7789, 7665.. 7799 


Seq. No. 


11727 








Seq. ID 


OJ990930_16.9B05.C19 


Gene No. 


24870 








Strand 


- 


Start 


11947 








End 


12491 


Name 


OJ990930 16 


. 9B05 


.C19.o4. 


.gs 


Method 


GENSCAN 


Start 


11947 








End 


12491 


GI 


none 








Score 


.73 


Exons 


11947. .12192, 12414. .12491 






Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24871 








Strand 


+ 


Start 


504 








End 


830 


Name 


OJ990930 16 


.9B05 


.C22.ol. 


.gs 


Method 


GENSCAN 


Start 


504 








End 


830 


GI 


none 








Score 


.84 


Exons 


504 . .830 












Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24872 








Strand 


+ 


Start 


5464 








End 


9197 


Name 


OJ990930 16 


. 9B05 


,C22.o2, 


.np 


Method 


AAT/NAP 


Start 


5443 








End 


9197 


GI 


4056425 








Score 


476 


Exons 


5443. .5708, 


5821 


. .5914, 


8724 . 


.8781, 8 


868.. 8911, 9015.. 9197 


GI Descrip. 


(AC005322) 


ESTs 


gb|H36249, gb|AA59732 


and gb|AA651219 come from 




this qene. 


[Arabidopsis 


thaliana] 




Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 


Gene No, 


24872 








Strand 


+■• 


Start 


5464 








End 


9197 


Name 


OJ990930 16 


.9B05 


.C22.o3, 


.gs 


Method 


GENSCAN 


Start 


5464 








End 


9124 


GI 


none 








Score 


.92 


Exons 


5464 . .5708, 


5821 


. .5914, 


7463. 


.7555, 8 


724 . .8781, 9015. . 9124 


Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24873 








Strand 





12223 



Start 
Name 
Start 
GI 

Exons 



10735 End 11701 

OJ990930_16 . 9B05 . C22 . o4 . gs Method GEN SCAN 

10735 End 11685 

none Score .85 
10735. . 11685 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990930_16.9B05.C22 
+ 

11701 
AAT/GAP 
11701 
606 



11728 Seq. ID 

24873 Strand 
10735 End 
OJ990930_16. 9B05.C22.o2.gp Method 
11385 End 
LIB3434-037-P1-K1-B12 Score 
11385. .11701 

f 1174470/sp| P46978 | STT3_MOUSE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



Seq. No. 


11728 




Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24874 




Strand 




Start 


394 




End 


851 


Name 


OJ990930 16. 9B05.C22.ol 


.gp 


Method 


AAT/GAP 


Start 


• 394 




End 


851 


GI 


none 




Score 


904 


Exons 


394. .851 








Seq. No. 


11728 




Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24875 




Strand 




Start 


1033 




End 


4543 


Name 


OJ990930 16. 9B05.C22.o2 


.gs 


Method 


GENSCAN 


Start 


1033 




End 


4543 


GI 


none 




Score 


.47 


Exons 


1033. .1188, 1260. .1424, 


1467 


..1623, 2046. .2185, 2390. .2464, 




3090. .3376, 4489. .4543 








Seq. No. 


11728. 




Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24875 




Strand 




Start 


1033 




End ' 


4543 


Name 


OJ990930 16. 9B05.C22.ol 


. np 


Method 


AAT/NAP 


Start 


1107 




End 


1623 


GI 


3643598 




Score 


323 


Exons 


1107. .1623 








GI Descrip. 


(AC005395) putative poly(A) 


polymerase 


[Arabidopsis thaliana] 


Seq. No. 


11728 




Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24876 




Strand 




Start 


10332 




End 


10428 - 


Name 


OJ990930 16.9B05.C22.o3 


.np 


Method 


AAT/NAP 


Start 


10332 




End 


10428 


GI 


4680191 




Score 


51 


Exons 


10332. .10428 








GI Descrip. 


(AF111710) putative myb- 


-related protein [Oryza sativa subsp. 




indica] 








Seq. No. 


11728 




Seq. ID 


OJ990930_16.9B05.C22 


Gene No. 


24877 




Strand 





12224 






Start 


13016 








End 


13288 




Name 


OJ990930_16 


. 9B05 


. C22 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1065 








End 


1367 




GI 


none 








Score 


64 




Exons 


i rt/-r TITO 

1065 . . lllo , 


114 4 


. . 124 5, 


1160 . 


.1246, 1231. .1365, 1239. .1367 




Seq. No. 


11728 








Seq. . ID 


OJ990930_16.9B05..C22 




Gene No. 


24877 








Strand 


- 




Start 


13016 








End 


13288 ' 




Name 


OJ990930 16 


. 9B05 


. C22 . o2 


. tm 


Method 


TBLASTX : Maize 




Start 


1065 










1419 




GI 


none 








Score 


70 




Exons 


1065 . . 1118 , 


114 4 


. . 124 5, 


1157 . 


.1246, 12 


30. .1403, 1231. .1419, 






1239 . . 1412 














Seq. No. 


11728 








Seq. ID 


OJ990930__16.9B05.C22 




Gene No. 


24877 








Strand 


- 




Start 


13016 








End 


13288 




Name 


OJ990930 16 


An A C 

. 9B05 


. C22 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


1 A T T 

1071 








End 


1308 




GI 


none 








Score 


73 




Exons 


10 /I . . lllo, 


"1 1 A A 

114 4 


. .1245, 


TOOT 

1231 . 


.1308, 12 


39. .1307 


4sF 


Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 


:. s 


Gene No. 


.24877 








Strand 


- 


:cr 
ff\ 


Start 


' 13016 








End 


13288 




Name 


OJ990930_16 


. 9B05 


.C22 . ol , 


. ts 


Method 


TBLASTX : Soybean 


i c? 


Start 


1144 








End 


1564 




GI 


none 








Score 


54 v 


: J 
1, LI 


Exons 


1144 . . 1245, 


1168 


. . 1245, 


1231 . 


.1419, 12 


39. .1412, 1508. .1564 


m 


Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 




Gene No. 


24877 








Strand 






Start 


13016 








End 


13288 




Name 


OJ990930 16 


. 9B05 


. C22 . o2 , 


. ts 


Method 


TBLASTX: Soybean 


"~ . t 


Start 


5580 








End 


9170 




GI 


none 








Score 


129 




Exons 


5580 . .5711, 


5584 


. . 5709, 


5818 . 


.5916, 5822. .5914, 8721. .8837, 






o /33 . .0 fob, 


bo 67 


. . 8911 , 


9012 . 


.9170, 9014. .9112 


,3 SI 

; - 1 

'S B? 


Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 




Gene No. 


24877 








Strand 






Start 


13016 








End 


13288 




Name 


OJ990930 16 


. 9B05 


. C22 . o2 , 


. tc 


Method 


TBLASTX: Cress 




Start 


5599 








End 


5908 




GI 


none 








Score 


127 




Exons 


5599 . . 5709, 


5604 


. . 5711 , 


5818 . 


.5907, 5822.. 5908 




Seq. No. 


11728 








Seq. ID 


OJ990930_16.9B05.C22 




Gene No . 










Strand 






Start 


13016 








End 


13288 




Name 


OJ990930 16 


. 9B05 


,C22.o3. 


, tm 


Method 


TBLASTX :Maize 




Start 


5839 








End 


9166 




GI 


none 








Score 


105 




Exons 


5839. .5913, 


5840 


. .5941, 


8696. 


.8779, 8733.-8786, 8866. .8919, 






8867. .8911, 


8991 


. . 9164, 


9012. 


.9164, 9014. .9166, 9014. .9166 



12225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11728 
24877 
13016 

OJ990930_16. 9B05.C22.ol.tw 

8864 

none 

8864.. 8917, 8866.. 8919, 8867. 
9013.. 9189, 9014.. 9193, 9014. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990930 16.9B05.C22 



13288 

TBLASTX: Wheat 
9205 
80 

8911, 9012. .9191, 9012. .9188, 
9205 



11728 Seq. ID 

24877 Strand 
13016 End 
OJ990930_16 . 9B05 . C22 . ol . tm Method 
10939 End 
none Score 

10939. . 10983, 11112 11156, 11127 

11328. .11402, 11332. .11445, 11445 
11452. .11703 



OJ990930 16.9B05.C22 



13288 

TBLASTX: Maize 
11703 
38 

11339, 11137. .11340, 
11633, 11446. . 11661, 



11728 Seq. ID 

24877 Strand 

13016 End 
OJ990930_16 . 9B05 . C22 . o5 . gs Method 

13016 End 

none. Score 
13016.. 13288 



OJ990930_16.9B05.C22 

13288 
GENS CAN 
13288 
.67 



11729 Seq. ID 

24878 Strand 

1 End 4336 

OJ990930_16 . 9B05 . C23 . ol . np Method AAT/NAP 

1 End 4336 

4090943 Score ' 1714 

1..165, 780. .857, 1331. .1486, 1602. .1961, 2100. 
2358. .2423, 2786. .2864, 2957. .3112, 3205. .3303, 
3752. .3935, 4062. .4336 



OJ990930_16. 9B05.C23 
+ 



.2254, 
3572. 



3676, 



GI Descrip. (AF029984) COP1 homolog [Lycopersicon esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



11729 
24878 
1 

OJ990930_16. 9B05.C23.o2.tc 
1 

none 

1..153, 3. .191, 753. .842 

11729 
24878 
1 

OJ990930_16 . 9B05 . C23 . ol . gs 
13 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_16.9B05.C23 
+ 

4336 

TBLASTX: Cress 

842 

254 



OJ990930_16. 9B05.C23 
+ 

4336 
GENS CAN 
3931 
.89 



13. .165, 780. .857, 1331. .1486, 1602. .1961, 2100. .2254, 
2358. .2423, 2786. .2864, 2957. .3112, 3205. .3322, 3735. .3931 



11729 
24878 



Seq. ID OJ990930_16.9B05.C23 
Strand + 



12226 



Start 
Name 
Start 
GI 

Exons 



OJ990930_16. 9B05.C23.o3.tc 

1462 

none 

1462. .1488, 1599. .1742, 1607. 



End 

Method 
End 
Score 
.1741 



4336 

TBLASTX: Cress 

1742 

185 



i.i { 

i Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11729 

24878. 

1 

OJ990930_16 . 9B05 . C23 . o3 . tm 

2100 

none 

2100.. 2291, 2100.. 2255, 2102. 

11729 
24878 
1 

OJ990930_16.9B05.C23.ol.ts 

2214 

none 

2214.. 2291, 2353.. 2406, 2355. 
2956. .3111, 2957. .3112, 3197. 
3203.. 3304, 3205.. 3306, 3557. 
3571. .3690, 3746.. 3781 

11729 
24878 
1 

OJ990930_16.9B05.C23.ol.tc 

2781 

none 

2781. .2867, 2816. .2857, 2942. 
3222. .3305 



Seq. ID OJ990930_16.9B05.C23 

Strand " * + 

End 4 336 

Method TBLASTX : Maize 

End 2415 

Score 195 

.2263, 2353. .2415, 2355. .2414 

Seq. ID OJ990930_16.9B05.C23 

Strand + 

End 4336 

Method TBLASTX : Soybean 

End 3781 

Score 75 

.2423, 2781. .2867, 2783.-2866, 
.3304, 3198. .3287, 3198. .3305, 
.3676, 3558. .3677, 3566. .3691, 



Seq. ID OJ990930_16.9B05.C23 

Strand + 

End 4336 

Method TBLASTX : Cress 

End 3305 

Score 108 

.3112, 2962.. 3105, 3205.. 3300, 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11729 
24878 
1 

OJ990930_1 6 . 9B05 . C23 . o2 . tm 
2781 . 
none 

2781. .28 67, 2957. .3118, .2986. .3096 



Seq. ID OJ990930_16.9B05.C23 
Strand 
End 

Method 
End 
Score 



+ 

4336 

TBLASTX: Maize 

3118 

109 



11729 
24878 
1 

OJ990930_16.9B05.C23.ol.gp 

3189 

2310219 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3189.. 3303, 3572.. 3676, 3752.. 3965 

2702280 7.0e-63 (AC003033) photomorphogenesis repressor COP1 
[Arabidopsis thaliana] 



OJ990930_ 
+ 

4336 
AAT/GAP 
3965 
711 



16.9B05.C23 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11729 Seq. ID 

24878 Strand 

1 End 

OJ990930_16. 9B05.C23.ol.tm Method 

3201 End 



OJ990930_16.9B05.C23 
+ 

4336 

TBLASTX: Maize 
3935 



12227 






bl 


none 




Score 


132 




Exons 


3201.. 3305, 3201.. 3305, 3202.. 


3306, 3566.. 3691, 3566.. 3676, 






3571. .3690, 3751. .3933, 3752.. 


3934, 37S9..3935 




Seq. No. 


11729 




Seq. ID 


OJ990930_16.9B05.C23 




Gene No. 


24878 




Strand 


+ 




otart 


' 1 




End 


4336 




Name 


OJ990930 16.9B05.C23.o2.ts 




Method 


TBLASTX: Soybean 




O A 1 -v- -J- 

otart 


3782 




End 


3934 




GI 


none 




Score 


200 




Exons 


^7R9 ^Q^4 ^7R4 










Seq. No. 


11730 




Seq. ID 


OJ990930_16.9B05.C25 




Gene No. 


24879 




Strand 


+ 




Start 


80 




End 


6075 




Name 


OJ990930 16.9B05.C25.ol.gs 




Method 


GEN SCAN 




btan 


80 




End 


5835 




bl 


none 




Score 


.72 




Exons 


80. .278, 307. .601, 3635. .3* 


593, 


4618. .4741, 4919. .5139, 






5269. .5378, 5539. .5835 










beq. jno. 


11730 




Seq. ID 


OJ990930_16.9B05.C25 




uene ino . 


24879 




Strand 


+ 




Start 


80 




End 


6075 ■ -. - 


. Sir 


Name 


OJ990930 16. 9B05.C25.ol.gp 




Method 


AAT/GAP ' 


u\ 


otart 


4781 




End 


6075 * 




GI 


73779 1.R1084 




Score 


1726 


r i 5 


Exons 


.4781. .5139, 5269. .5378, 5539.. 


5657, 5745. . 6075 




GI Descrip. 


1 5669654 /gb|AAD4 64 12. 1 |AF096262_1 5 . Oe 


-09 (AF096262) ER6 proteii 


4! 




[Lycopersicon esculentum] 1 








i" i ; 


beq . ino . 


11730 




Seq. ID 


OJ990930_16.9B05.C25 




Gene No. 


24879 




Strand 


+ 




Start 


80 




End 


6075 


r "i 

srf 


Name 


OJ990930 16.9B05.C25.o2.np 




Method 


AAT/NAP 


:. i 


btart 


4965 




End 


5817 


hh 




6714413 




Score 


418 




Exons 


4965. .5139, 5269. .5378, 5539.. 


5657, 5745. .5817 


!. i 
r S S 


bi uescrip . 


(AC012328) unknown protein 


[Arabidopsis t ha liana] 




oeq . jno • 


11730 




Seq. ID 


OJ990930_16.9B05.C25 




Gene No. 


24880 




Strand 






Start 


1 




End 


105 




Name 


OJ990930 16.9B05.C25.ol.np 




Method 


AAT/NAP 




otaxt 


1 




End 


105 




H T 
bl 


2651303 




Score 


77 




Exons 


1. .105 










bi uescrip . 


(AC002336) putative potassium 


transporter [Arabidopsis thaliana 






11730 




Seq. ID 


OJ990930_16.9B05.C25 




Gene No. 


24881 




Strand 






Start 


6226 




End 


8701 




Name 


OJ990930 16. 9B05.C25.o2.tm 




Method 


TBLASTX : Maize 




Start 


4952 




End 


5142 




GI 


none 




Score 


287 




Exons 


4952. .5137, 4953. .5138, 5040.. 


5138, 5053.. 5142 



12228 




Seq. No. 11730 

Gene No. 24881 

Start 6226 

Name OJ990930_16 . 9B05 . C25 . o2 

Start 4976 

GI none 

Exons 4976.. 5137, 4977.. 5138, 
5742. .5813, 5743. .5814 

Seq. No. 11730 

Gene No. 24881 

Start 6226 

Name OJ990930_16 . 9B05 . C25 . o2 

Start 4977 

GI none 

Exons 4 977. .5138, 4 982. .5137, 




Seq. ID OJ990930_16.9B05.C25 
Strand 

End 8701 

. tc Method TBLASTX : Cress ' 

End 5814 

Score 171 
.5271. .'5390, 5527.. 5658, 5536.. 5661, 



Seq. ID OJ990930_16.9B05.C25 
Strand 

End 8701 

. t s Method TBLASTX : Soybean 

End 5811 

Score 146 
5271. .5390, 5536. .5661, 5743. .5811 





Seq. No. 


11730 


Seq. ID 


OJ990930_16. 9B05.C25 






24881 


Strand 






Start 


6226 


End 


8701 




Name 


OJ990930 16. 


9B05 . C2 5 . o3 . tm Method 


TBLASTX : Maize 




Start 


5271 


End 


5811 




GI 


none 


Score 


91 


a 


Exons 


5271. .5390, 


5536. .5661, 5734. .5811 




. ~jj 
'is? 
i a Fi 


Seq. No. 


11730 


Seq. ID 


OJ990930_16.9B05.C25 


5 


Gene No. 


24881 


Strand 






Start 


6226 


End 


8701* 


he: 


Name 


OJ990930 16. 


9B05 . C25 . o2 . gp Method 


AAT/GAP 


i . 1 


-Start 


6226 


End 


8701 


3'. 


GI 


2047 1.R1084 


Score 


1636 




Exons 


6226. . 6626, 


6828. .6925, 7169. .7282, 7352. .7409, 7541. .7630, 


m 




8177. .8268, 


8661. .8701 






GI Descrip. 


, 5733866/gb|AAD49754.1|AC007932 2 1 . Oe 


-118 (AC007932) Contains 


Q 




similarity to gb M73488 1-aminocyclopropane-l-carboxylate 


■V j 




deaminase from Pseudomonas sp. ESTs gb Z18033 and gb Z34214 






come from this gene. [Arabidopsis thaliana] 1 


!.*) 


Seq. No. 


11730 


Seq. ID 


OJ990930_16. 9B05.C25 


!. 


Gene No. 


24881 


Strand 




i 3C ! 


Start 


6226 


End 


. 8701 




Name 


OJ990930 16. 


9B05 . C25 . o2 . gs Method 


GENSCAN 




Start 


6307 


End 


8268 




GI 


none 


Score 


.91 




Exons 


6307. .6386, 


6436. .6626, 6828. .6925, 7169. .7282, 7352. .7409, 






7541. .7630, 


8177. .8268 





Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



11730 
24881 
6226 

OJ990930_16. 9B05.C25.ol.tm 
6408 



OJ990930 16.9B05.C25 



none 
6408. 
6830. 
7384. 



.6629, 6409. 
.6925, 7168. 
,7413, 7512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6633, 6410. .6628, 6411. .6632, 6830 
7278, 7169. .7282, 7332. .7412, 7350 
7631, 75*43.. 7632, 7543.. 7629, 8181 



8701 

TBLASTX : Maize 

8701 

277 



,6922, 
,7412, 
,8270, 



8182. .8268, 8659. .8688, 8660. .8701 



1-2229 




Seq. No. 11730 
Gene No. 24881 
Start 6226 

Name OJ990930_16 . 9B05 . C25 . ol 

Start 6422 
GI none 

Exons 6422. .6628/ 6426. .662 9, 

7169. .7282, 7171. .7296, 
7541. .7582, 7541. .7582, 




Seq. ID OJ990930_16.9B05.C25 

Strand - - 

End 8701 
.ts Method TBLASTX : Soybean 

End 7 644 

Score 198 
6822.. 6926, 6830.. 6925, 7169.. 7279, 
7215. .7283, 7332. .7439, 7353. .7412, 
7543.-7584, 7588. .7644, 7588.-7629 



Seq. No. 11730 

Gene No. 24881 

Start 6226 

Name OJ990930_16 . 9B05 . C25 . o3 . np 

Start 6425 

GI 5733866 

Exons 6425 . . 6626, 
8177. .8268, 

GI Descrip. 



OJ990930 16.9B05.C25 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6925, 7169.. 7282, 7352. 
8701 

(AC007932) Contains similarity to gb|M73488 

1-aminocyclopropane-l-carboxylate deaminase from Pseudomonas sp. 
ESTs gb|Z18033 and gb|Z34214 come from this gene. [Arabidopsis 
thaliana] 



6828. 
8661. 



8701 
AAT/NAP 
8701 
703 

,7409, 7541. .7630, 



Seq. No. 11730 Seq. ID 

Gene No. 24881 Strand 

Start 6226 End 

Name OJ990930__16 . 9B05 . C25 . ol . tc Method 

Start 6437 End 

GI none Score 
Exons 



OJ990930_16. 9B05:C25 
8701 

TBLASTX: Cress 

6889 

100 



6437. .6574, 6440. .6628, 6441. .6629, 6830. .6889 



Seq. No. 


11731 


Seq. ID 


OJ990920JL9. 9B02 


C3 


Gene No . 


24882 


Strand 


+ 




Start 


1 


End 


1538 




Name 


OJ990920 19.9B02.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1187 




GI 


6742729" 


Score 


951 




Exons 


1..1187 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


11731 


Seq. ID 


OJ990920_19.9B02 


.C3 


Gene No. 


24882 


Strand 


+ 




Start 


1 


End 


1538 




Name 


OJ990920 19. 9B02.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


352 




GI 


none 


Score 


169 




Exons 


2. .232, 31. .231, 268. .351, 


269. .352 






Seq. No. 


11731 


Seq. ID 


OJ990920_19.9B02 


.C3 


Gene No. 


24882 


Strand 


+ 




Start 


1 


End 


1538 




Name 


OJ990920 19. 9B02.C3.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


1494 




GI 


none 


Score 


.63 




Exons 


32. .161, 755. .1151, 1195.. 


1276, 1345.. 


1494 





12230 



Seq. No. 11731 

Gene No. 24882 

Start 1 

Name OJ990920_19 . 9B02 . C3 . ol . tm 

Start 260 

GI . none 

Exons 260.. 745., 277.. 453, 571.. 738, 584.. 739 



Seq. ID OJ990920_19.9B02.C3 



Strand 
End 

Method 

End 

Score 



+ 

1538 

TBLASTX: Maize 

745 

300. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



11731 
24882 
1 

OJ990920_19 . 9B02 . C3 . ol . tw 

356 

none 



Seq. ID OJ990920_19.9B02.C3 
Strand + 
End 1538 
Method TBLASTX : Wheat 
End 1530 
Score 369 

356. .757, 400. .756, 744. .845, 748. .897, 916. .1077, 933. .1073, 
1081. .1272, 1101. .1256, 1261. .1308, 1315. .1353, 1377. .1454, 
1378. .1482, 1483. .1530 



Seq. No. 11731 

Gene No. 24882 

Start 1 

Name OJ990920_19 . 9B02 . C3 . ol . tc 

Start 643 

GI none 
Exons 



Seq. ID OJ990920 19.9B02.C3 



Strand 
End 

Method 

End 

Score 



+ 

1538 

TBLASTX: Cress 

1068 

104 



643. .756, 647. .757, 744. .845, 748.-897, 916. .1068, 933. .1055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11731 Seq. ID 

24882 Strand 

1 End 

OJ990920_19. 9B02.C3.o2.np Method 

1084 End 

4586022 Score 
1084. .1538 

(AC007170) En/Spm-like transposon protein [Arabidopsis thaliana] 



OJ990920_19.9B02.C3 
+ 

1538 
AAT/NAP 
1538 
160 



11732 Seq. ID 

24883 Strand 
1 End 
OJ990920_19 . 9B02 . C4 . ol . np Method 
1 End 
2384728 Score 
1..250, 1869. .1945, 2046. .2093 

(AF015883) hydroxyproline-rich glycoprotein gas28p precursor 
[Chlamydomonas reinhardtii] 



OJ990920_19.9B02.C4 
+ 

4967 
AAT/NAP 
2093 
103 



Seq. No. 11732 

Gene No. 24883 

Start 1 

Name OJ990920_19 . 9B02 . C4 ..o2 . gs 

Start 1686 

GI none 

Exons 1686. . 1815, 
4512. .4683, 



1904.. 2637, 2716. 
4789. .4884 



Seq. ID OJ990920_19.9B02.C4 

Strand + 

End 4 967 

Method GENSCAN 

End 4884 

Score .87 

.3177, 3260. .4092, 4175. .4345, 



Seq. No. 
Gene No. 
Start 



11732 
24883 
1 



Seq. ID OJ990920_19.9B02.C4 
Strand + 
End 4 967 



12231 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990920_19 . 9B02 . C4 . ol . gp Method 
4501 End 
LIB3431-001-P1-N1-B5 Score 
4501. .4683, 4789. .4967 
' 4 680203/gb | AAD27566.il AF114171J7 1 
protein [Sorghum bicolor] ' 



AAT/GAP 
4967 
587 

,0e-39 (AF114171) TNP2-like 



117.32 Seq. ID 

24884 Strand 

86 End 

OJ990920_19 . 9B02 . C4 . ol . gs Method 

86 End 

none Score 
86. .471 



OJ990920_19.9B02.C4 
471 

GENSCAN 

471 

.56 



Q q rr KI r\ 

osy . iMvj . 


11733 




Seq. ID 


OJ990920_ 


19. 


9B02 


C5 


bene inu . 






Strand 


+ 








Start 


14836 




End 


16306 








Name 


OJ990920 19.9B02.C5. 


o4 . gs 


Method 


GENSCAN 








Cf v~+- 
otalL 


X H O *J \J 




End 


16306 










none 




Score 


.81 








XT' \s /~\ c? 


14 8^6 1 SI SQ 1 S947 


. 16054 , 


16137. .16306 








O C • LN KJ • 


11733 




' Seq. ID 


OJ990920__ 


19. 


9B02 


C5 




__. *i O O \J 




Strand 










Of 3 


1 1 974 




End 


14356 








Name 


OJ990920 19.9B02.C5 


o3 . gs 


Method 


GENSCAN 








Start 


11274 




End 


'14356 








GI 


none 




Score 


.48 








Exons 


11274. .11436, 11558 


.11709, 


12061. .12125, 13825. 


.13996, 






14201. .14356 














Seq. No. 


11734 




Seq. ID 


OJ990920_ 


19 


9B02 


,C6 


Gene No. 


24887 




Strand 


+ 








Start 


283 




End 


378 








Name 


OJ990920 19.9B02.C6 


ol . gs 


Method 


GENSCAN 








Start 


283 




End 


378 








GI 


none 




Score 


.6 








Exons 


283. .378 














Seq. No. 


11735 




Seq. ID 


OJ990920_ 


19 


9B02 


,C8 


Gene No. 


24888 




Strand 










Start 


37 




End 


81 








Name 


OJ990920 19.9B02.C8 


ol . gs 


Method 


GENSCAN 








Start 


37 




End 


81 








GI 


none 




Score 


.89 








Exons 


37. .81 















Seq. No. 11736 . t Seq. ID OJ990920_19 . 9B02 . C10 

Gene No. 24889 Strand + 

Start 1482 End 5286 

Name OJ990920_19 . 9B02 . C10 . ol . np Method AAT/NAP 

Start 1482 End 5286 

GI 6721547 Score 92 

Exons 1482.. 1566, 5226.. 5286 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



12232 




Seq. No. 


11736 




Seq. ID 


OJ990920JL9. 9B02.C10 


Gene No. 


24890 




Strand 




Start 


4387 




End 


5061 






. gs 




O JD LN O \^r\ IN 




4387 ~ 




HjIIvj. 






none 




OL-UI C 


4 1 


IT von Q 


4387 4465 4911 SOfil 










11737 






OlTQCJOQ^O 1 Q QR09 PI 9 


Gene No . 


24891 




Strand 




Start 


1874 




End 


6718 


Name* 


OJ990920 19.9B02.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1874 




End 


2980 


GI 


34587 1.R1084 




Score 


1544 


Exons 


1874. .2351, 2501. .2731, 


2864. 


.2980 




GI Descrip. 


, 5881784/emb|CAB55758. 1 


I 2.0e 


-26 (AJ249442) putative AUXl-like 



permease [Arabidopsis thaliana] 1 



ffl 



U 



Seq. No. 11737 

Gene No. 24891 

Start 1874 

Name OJ990920_19 . 9B02 . C12 . o2 . tm 

Start 2522 

a j GI none 

*i Exons 2522.. -2611, 2656.. 2733, 2657. 

2861.. 2962, 2863.. 2964 ' 

Seq. No. 11737 

Gene No. 24891 

Start 1874 

Name OJ990920_19 . 9B02 . C12 . ol . gs 

Start 2531 

GI none 

Exons 2531.. 2731, 
5818. . 6283 



Seq. ID OJ990920_19.9B02.C12 

Strand + 

End 6718 

Method TBLASTX : Maize 

End 2964 

Score 107 

.2749, 2675/. 2734, 2861. .2962, 



Seq. ID OJ990920_19.9B02.C12 

Strand + 

End 6718 

Method GENSCAN 

End 6283 

Score .74 



2864. .3049, 3470. .3582, 3759. .3942, 4054. .4151, 



Seq. No. 11737 
Gene No. 24891 
Start 1874 

Name OJ990920_19 . 9B02 . C12 . ol . np 

Start 2540 
GI 1531758 

Exons 2540.. 2731, 2864.. 3049, 3470 

5818. .6283, 6678. .6718 
GI Descrip. (X98772) AUX1 [Arabidopsis thaliana] gi | 3335360 | gb | AAC27161 

(AC003028) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_19.9B02.C12 
+ 

6718 
AAT/NAP 
6718 
1688 



,3582, 3759. .3942, 4054. .4151, 



II 



Seq. No. 11737 

Gene No. 24891 

Start 1874 

Name OJ990920_19 . 9B02 . C12 . o3 . ts 

Start 2656 

GI none 

Exons 2656.. 2733, 
3469. .3510 



Seq. ID OJ990920_19.9B02.C12 

.^Strand + 

End 6718 

Method TBLASTX : Soybean 

End 3511 

Score 142 
2660. .2749, 2861. .3049, 2863. .3045, 3467. .3511, 



Seq. No. 11737 Seq. ID OJ990920_19.9B02.C12 

12233 




Gene No. 


24891 








Strand 


+ 


OLal L 


1 9.1 A 








End 


6718 


Name 


O TQQD Q90 1 Q 




PI 9 


. LI- 


Method 


TBLASTX: Cress 


O Lai L 


9 6^7 








End 


3052 




none 








Score 


120 


IT vnn c? 

Hi Av_H ID 


9 6S7 97 4 Q 


9fi74 


' 974 ft 
• . z. / *± 0 , 


9ft 61 


.3052, 2863.. 3051 




117^7 
11 1 J f 








Seq. ID 


OJ990920_19.9B02.C12 




948 91 








Strand 


+ 


Start 


1874 








End 


6718 


Name 


OJ990920 19 


. 9B02 


.C12.o4 


tm 


Method 


TBLASTX: Maize 


Start 


3462 








End 


3869 


GI 


none 








Score 


207 


Exons 


3462. .3515, 


3467 


. .3580, 


3467. 


.3580, 3469. .3582, 3490. .3594, 




3749. .3784, 


3757 


. .3867, 


3795. 


.3869 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990920_19.9B02.C12 
Strand 
End 

Method 
End 
Score 

3769.-3942, 3795. .3938, 3820. .3942, 4051. .4152, 4053. .4163 



11737 
24891 
1874 

OJ990920_19.9B02.C12.ol.tc 

3769 
none 



+ 

6718 

TBLASTX: Cress 

4163 

308 



Seq. No. 11737 Seq. ID 

Gene No. 248 91 Strand 

Start 1874 End 

Name OJ990920_1 9 . 9B02 . C12 . o2 . ts ■ Method 

Start 3778 End 

GI none Score 

Exons 3778.. 3942, 3795.. 3953, 4051.. 4152, 
5819. .5956 



OJ990920_19.9B02.C12 
+ 

6718 

TBLASTX: Soybean 
5958 
291 

4053. .4163, 5818. .5958, 



Seq. No. 11737 

Gene No. 24891 

Start 1874 

Name OJ990920_1 9 . 9B02 . C12 . ol . tm 

Start 3870 

GI none 

Exons 3870.. 3941, 3871.. 3942, 3871. 

4051. .4092, 4053. .4163, 4271. 



Seq. ID OJ990920_19.9B02.C12 

Strand + 

End 6718 

Method TBLASTX : Mai ze 

End 6120 

Score 103 

.3942, 3885..3956, 4051. .4152, 
.4327, 5818. .6120, 5819. .6118 



Seq. No. 11737 Seq. ID 

Gene No. 24891 Strand 

Start 1874 End 

Name OJ990920JL 9 . 9B02 . C12 . o2 . gp Method 

Start 5809 End 

GI 37382_1.R1084 Score 

Exons • 5809. . 6283 

GI Descrip. f 1531758/emb | CAA67308 | 3.0e-93 (X98772) AUX1 [Arabidopsis 

thaliana] >gi_3335360 (AC003028) unknown protein [Arabidopsis 
thaliana] f 



OJ990920_19.9B02.C12 
•f 

6718 
AAT/GAP 
6283 
820 



Seq. No. 11737 

Gene No. 24891 

Start 1874 

Name OJ990920 19 . 9B02 . C12 . o4 . tc 



Seq. ID OJ990920_19.9B02.C12 

Strand + 

End 6718 

Method TBLASTX : Cress 



12234 




Start 


Do lo 


End 


ZL C\ A A 

594 4 


GI 


none 


Score 


IOC 

195 


Exons 


joio . . Dy4 J, Doiy..Dy44 






Seq. No. 


11737 


Seq. ID 


OJ990920_19.9B02.C12 


Gene No. 


24891 


Strand 


+ 


Start 


1 Q "7 /I 
1 0 / 4 


bna 


a n 1 q 
b / lo 


Name 


0J9 yuyzU ly.yBUz.ciz. oz-. tc 


Method 


mnT 7\ OrpV • O v n « 

TBLASTX : Cress 


Start 


594 4 


End 


a i o n 
61 9U 


GI 


none 


Score 


O/l 


Exons 


d y 4 4 . .blob, oy4o. .biyu 






Seq. No. 


11737 


Seq. ID 


OJ990920_19.9B02.C12 


Gene No. 


24891 


Strand 


+ 


Start 


1 Q 1 A 
lb / 4 


bna 


0 / lo 


Name 


ojyyuyzu iy . yBUz.ciz.oi.ts 


Method 


TBLASTX : boyoean 


Start 


o yo y 


End 


C O O A 

bzou 


GI 


none 


Score 


DUO 


Exons 


c qcq con a coed coon 

oyoy. . bz / b, oybu. . bzou 






Seq. No. 


11737 


Seq. ID 


OJ990920_19.9B02.C12 


Gene No. 


24891 


Strand 


+ 


Start 


lo / 4 


hnd 


an 1 o 
b / lo 


Name 


OJ990920 19.9B02.C12.o3.tm 


Method 


TBLASTX : Maize' 


Start 


6121 


End 


✓~ 0 0 n 

6283 


GI 


none 


Score 


OTA 

27 0 


Exons 


6121. .6282, 6122. . 6283 






Seq. No. 


11738 


Seq. ID 


OJ990920 19.9B02.C13 


Gene No. 


O A o o o 

Z 4 o 9z 


Strand 


+ 


Start 


1 


End 


830 


Name 


OJ990920_19. 9B02.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


0 0 n 


GI 


i c *d i n a o 
loJl / jo 


Score 


0 n 0 

z yz 


Exons 


1 . . JU, oyl . . O JU 






GI Descrip. 


(Xyy / /z) AUXl L Arabidopsis 


thaliana] gi 


i Tjococn t i uncoil ici i 

. | JJooobU t go 1 AACz /lbl . 1 




(ALUUoUZoj unicnown protein 


[Arabidopsis 


; thaliana] 


Seq. No. 


11738 


Seq. ID 


OJ990920 19.9B02.C13 


Gene No. 


24892 


Strand 


+ 


otart 


i 






Name 


uj y yuyzu iy. yBuz.cu.oi.gs 


Method 


GEN SCAN 


b tart 


dU 


End 


O O *7 
OZ / 


GI 


none 


Score 


Q 1 
. O 1 


Exons 


oU . . zl J, oy / . . OZ / 






Seq. No. 


i i n o o 
11 /Jo 


Seq. ID 


ojyyuyzu 19. yBUz.cu 


Cono NT o 




c+- ran H 




Start 


69 


End • , 


4926 


Name 


OJ990920 19. 9B02.C13.ol.gp 


Method 


AAT/GAP 


Start 


69 


End 


1183 


GI 


37382 1.R1084 


Score 


1095 


Exons 


69. .91, 596. .1183 






GI Descrip. 


, 1531758/emb|CAA67308| 3.0e 


-93 (X98772) 


AUXl [Arabidopsis 



thaliana] >gi_3335360 (AC003028 ) unknown protein [Arabidopsis 
thaliana] ? 



12235 



n 



Seq. No. 


11738 


Gene No. 


24893 


Start 


69 


IN alllc 




J Lai L 


578 ~~ 


VJ J. 


none 


P von •=> 


578 .649. 


Seq. No. 


11738 


Gene No. 


24893 


Start 


69 


KI m ^ 


OJ990920 ' 


J Lai L 


588 ~~ 




none 


Exon *5 


588 . . 665, 


Seq. No. 


11738 


Gene No. 


24893 


Start 


69 


Name 


OJ990920 ' 


Stfl rt 


591 ~ 




none 


Fvnnc 
J_i *\ \J 1 1 o 


591 665. 




117^8 






Start 


69 


Name 


OJ990920 : 


Start 


992 


GI 


none 


Exons 


992. .1127, 




3864 . .395! 



Seq. ID 
Strand 
End 

9B02.C13.o2.tm Method 
End 
Score 

578.-649, 581. .781, 588. .665, 708. .782 

Seq. ID 
Strand 
End 

9B02.C13.o2.ts Method 
End 
Score 



,788 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_19.9B02.C13 
4926 

TBLASTX: Maize 

782 

93 



OJ990920_19.9B02.C13 
4926 

TBLASTX : Soybean 

811 

113 



OJ990920_19.9B02.C13 
4926 

TBLASTX: Cress 

797 

107 



1237. 
4814 



1300, 
.4917 



2340. 



Seq. ID OJ990920_19.9B02.C13 
Strand 

End 4926 

Method GENSCAN 

End 4 917 

Score .52 
.2434, 2793.-2896, 3695.. 3793, 



Si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11738 
24893 
69 

OJ990920_19 . 9B02 . C13 . ol . tm 
2979 



OJ990920 19.9B02.C13 



none 
2979. 
3680. 
3865. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3035, 3078. .3176, 3082. .3177, 3082. .3171, 3670. .3753, 
3796/ 3692. .3796, 3858. .3944, 3862. .3936, 3864. .3950, 
3948, 4811. .4918, 4812. .4925, 4813. .4926, 4813. .4920 



4926 

TBLASTX: Maize 

4926 

118 



Seq. No. 11738 

Gene No. 24893 

Start 69 

Name OJ990920_19 . 9B02 . C13 . ol 

Start 2979 

GI none 

Exons 2979.. 3035, 3078.. 3176, 
3680.. 3796, 3692.. 3796, 
3865. .3948, 4811. .4918, 

Seq. No. 11739 

Gene No. 24894 

Start 7628 

Name OJ990920 19 . 9B02 . C14 . ol 



Seq. ID OJ990920_19.9B02.C13 
Strand 

End 4926 
.ts Method TBLASTX : Soybean 

End 4 92 6 

Score 118 
3082. .3177, 3082. .3171, 3670. .3753, 
3858..3944, 3862.. 3936, 3864.. 3950, 
4812. .4925, 4813. .4926, 4813. .4920 

Seq. ID OJ990920_19.9B02.C14 

Strand + 

End 8065 

.np Method AAT/NAP 



12236 






Start 


7628 




End 


8065 




GI 


3582339 




Score 


504 




Exons 


7628. .8065 










GI Descrip. 


(AC005496) unknown protein [Arabidopsis thaliana] 




Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 




Gene No. 


24895 




Strand 


■+■ 




Start 


11166 




End 


14657 




Name 


OJ990920 19.9B02.C14.o3 


.np 


Method 


AAT/NAP 




Start 


11166 




End 


14657 




GI 


6759449 




Score 


180 




Exons 


11166. .11233, 12506. .12666, 


12745. . 13018, 14556.. 14657 




GI Descrip. 


(AL137189) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 




Gene No. 


24895 




Strand 


+ 




btart 


11166 




End 


14657 




Name 


OJ990920 19.9B02.C14.o2 


.gs 


Method 


GENSCAN 




O -1- -> +- 

otart 


12078 




End 


13731 






none 




Score 


.95 




Exons 


12078. .12426, 12506 .. 12666, 


12745. .13098, 13456. .13731 




Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 


!-•* 


Gene No. 


o y b 




Strand 




-5 


Start 


10448 




End 


11370 


i s fi 


Name 


OJ990920 19.9B02.C14.o3 


.tm 


Method 


TBLASTX: Maize 


i-} i 


Start 


305 




End 


2565 


1 l: 


GI 


none 




Score 


103 


.3 Ej 


Exons 


305.. 400, 310.. 399, 318 


.419, 318. .401, 


320. .415, 1453. .1575, 


i . : 




1454. .1576, 1708. .1791, 


1714 


..1788, 1718. .1792, 1718. .1792, 


y 




1900. .1950, 1901. .1930, 


1901 


..1951, 1902. .1988, 1945. .1983, 






2431. .2538, 2494. .2565 








.3 £j. 


Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 


: e 


Gene No . 


24896 




Strand 






Start 


10448 




End 


11370 




Name 


OJ990920 19.9B02.C14.o3 


ts 


Method 


TBLASTX : Soybean 




Start- 


305 




End 


2565 


'id 


C T 


none 




Score 


103 




Exons 


305.. 400, 310.. 399, 318 


.419 


, 318. .401, 


320. .415, 1453. .1575, 


"1 




1454. .1576, 1708. .1791, 


1714 


..1788, 1718. .1792, 1718. .1792, 






1900. .1950, 1901. .1930, 


1901 


..1951, 1902. .1988, 1945. .1983, 






2431. .2538, 2494. .2565 










Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 




Gene No. 


24896 




Strand 






ot art 


10448 




End 


11370 




Name 


OJ990920 19.9B02.C14.ol 


tw 


Method 


TBLASTX: Wheat 




otart 


7591 




End 


7852 






none 




Score 


69 




Exons 


7591. .7668, 7592. .7669, 


7664 


..7852, 7675. .7848 




Seq. No. 


11739 




Seq. ID 


OJ990920_19.9B02.C14 




Gene No. 


24896 




Strand 






Start 


10448 




End 


11370 




Name 


OJ990920 19.9B02.C14.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7631 




End 


8059 



12237 






\J X 


none 




Score 


4 4 








TT von q 


7631. .7684, 7693. .8058, 7694 


ROSQ 










Seq. No. 


11739 




Seq. ID 


OJ990920 


_19.9B02 


.C14 




Gene No. 


24896 




Strand 












* 10448 






11370 








Name 


OJ990920 19.9B02.C14 


. ol . tm 




TRT.A9TX • 


Ma "i t 
via X Z,c 








7654 




Hi I 1U. 


RO^Q 
o v j z> 










none 




Score 


U X z> 








Exons 


7654. .8058, 7655. .8059 












Seq. No. 


11739 




Seq. ID 


OJ990920 


_19.9B02 


.C14 




Gene No. 


24896 




Strand 










O Lai U 


10448- 




End 


11370 








Name 


OJ990920 19.9B02.C14 


.ol.tc 


Method 


TBLASTX: 


LT6S S 






Of a ~rf- 


7693 




End 


8065 








ox 


none 




Score 


211 








Hi JVV^rl 1 0 


7693. .7815, 7694. .7816, 7825 


. .8055, 7829. .8065 








OcL]> IN U . 


11739 




Seq. ID 


OJ990920 


1 Q QRD9 


m 4 






24896 




Strand 










Cf a r-f- 


10448 




End 


11370 








Name 


OJ990920 19.9B02.C14 


.o2.tm 


Method 


TBLASTX : 


LYla lZc 




.SKI. 


Q+- a rf 
O tail 


10236 




End 


10803 






I. 3 ! 


GI . 


none 




Score 


168 






a cr 


Exons 


10236. .10418, 10258. 


.10425, 


10262. .10429, 10262 


. .10420, 




: f: 
!-; s 




10264. .10422, 10402. 


.10488, 


10415. .10525, 10422 


1 04 ft 7 




j S [[ 




1049^ 1 f|R?4 1 HRnn 

IUil J t . 1U J<i.4 f 1UJUU i 


. 1U04 J; 


10500. .10649, 10501 


. . 1UDDZ; 








10508. .10681, 10614. 


.10697, 


10630. .10695, 10649 


. .XUO/o, 








10674. .10706, 10722. 


. 10784, 


10724 . . 10753, 10748 


1 01 ft Q 








10749. .10790, 10750. 


.10803 










i* i ! 


O • LM (J • 


11739 




Seq. ID 


OJ990920 


1 Q QDf)9 
X _7 • UDUl 


n 4 






24896 




Strand 










Start 


10448 




End 


11370 






M 


Name 


OJ990920 19.9B02.C14 


.o2.ts 


Method 


TBLASTX: 


Soybean 




i : 
a: 


Cf arf 

o uai l. 


10258 




End 


10803 










none 




Score 


38 






saF 


LAUllO 


10258. .10287, 10300. 


.10422, 


10314. .10349, 10325 


1 04 ?Q ' 

■ .XVJ*i^._7, 








10424. .10489,' 10429. 


. 10521, 


10502. .10648, 10509 










10509. .10649, 10722. 


.10748, 


10759. .10803, 10760 


1078 9 






c rr Mn 


11739 




Seq. ID 


OJ990920 


X _? . -70 U ^ 


n 4 




o r\ a M r^i 
VjfcJIlfcr LNU . 


24896 




Strand 










Of- a r-t- 
O lal L 


10448 




End 


11370 








Name 


OJ990920 19.9B02.C14 


.o2.tc 


Method 


TBLASTX: 


Cress 






Start 


10320 




End 


10803 








\J X 


none 




Score 


43 








IT vAn c 

Hi AU1 lO 


10320. . 10349, 10334 . 


. 10429, 


10354. .10422, 10414 


1 04 R R 

■ . X U *i O (J , 








10424. .10525,' 10428. 


.10487, 


10430. . 1041 


39, 10444 


1 0 4 








10471. .10650, 10502. 


.10648, 


10509. .10649, 10614 


. . 10679, 








10683. .10706, 10722. 


.10748, 


10756. .10803, 10757 


. .10789 






Seq. No. 


11739 




Seq. ID 


OJ990920 


_19.9B02 


.C14 




Gene No. 


24896 




Strand 










Start 


10448 




End 


11370 








Name 


OJ990920 19.9B02.C14 


. o2 .np 


Method 


AAT/NAP 







12238 



Start 10448 End 11370 

GI 133999 Score 274 

Exons 10448. .10632, 10707 .. 10842, 11220.. 11370 

GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 

ribosomal protein S7 - rice chloroplast gi | 12037 | emb | CAA33 94 2 | 
(X15901) ribosomal protein S7 [Oryza sativa] 

gi|12065|emb|CAA33919| (X15901) ribosomal protein S7 [Oryza 
sativa] gi | 226657 | prf | | 1603356CH ribosomal protein S7 [Oryza 
sativa] 



Seq. No. 11740 

Gene No. 24897 

Start 157 

Name OJ990920_19 . 9B02 . C15 . ol . gs 

Start 157 

GI none 

Exons 157. .222, 572. .652, 764. .972, 
2068. .2116, 2381. .2395 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1125 



OJ990920 19.9B02.C15 



2499 
GENSCAN 
2395 
.83 

1221, 1625. 



1755, 





Seq. No. 


11740 


Seq. ID 


OJ990920_19.9B02.C15 






24897 


Strand 








157 


End 


2499 




Name 


OJ990920 19.9B02.C15.ol 


. gp Method 


AAT/GAP 


1**1 


Cf- a -r-f- 
OLall 


581 


End 


1756 


'is! 




2800109 • 


Score ;T ■ 


773 


u \ 


Exons 


581. .652, 798. .856, 888 


..972, 1125. .1221, 1489. .1542, 1625. 


ru 


Seq. No. 


11740 


Seq. ID 


OJ990920_19 . 9B02 . C15 


:= =S 


Gene No. 


24897 


Strand 






Start 


157 


End 


2499 




Name 


OJ990920 19. 9B02.C15.ol 


. np Method 


AAT/NAP 




Start 


809 


End 


2499 




GI 


6759450 


Score 


105 




Exons 


809. .972, 1125. .1221, 1489. .1542, 1625 


..1722, 2468. .2499 


: : t 


GI Descrip. 


(AL137189) hypothetical 


protein [Arabidopsis thaliana] 


" i-S 

is ss 


Seq. No. 


11741 


Seq. ID 


OJ990920_19.9B02.C16 


III 


Gene No. 


24898 


Strand 






Start 


1 


End 


2765 


I 
-t 


Name 


OJ990920 19.9B02.C16.ol 


. np Method 


AAT/NAP 




Start 


1 


End 


2709 




GI 


6759450 


Score 


1162 




Exons 


1..167, 723. .933, 1645. 


.2115, 2433. .2709 




GI Descrip. 


(AL137189) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


11741 


Seq. ID 


OJ990920_19.9B02.C16 




Gene No. 


24898 


Strand 






Start 


1 


End 


2765 




Name 


OJ990920 19. 9B02.C16.ol 


. tm Method 


TBLASTX : Maize 




Start 


7 


End 


167 




GI 


none 


Score 


176 




Exons 


7. .162, 7. .165, 15. .167 







Seq. No. 11741 Seq. ID 

Gene No. 24898 Strand 

Start 1 End 

Name OJ990920_19 . 9B02 . CI 6 . ol . gs Method 



OJ990920_19.9B02.C16 

2765 
GENSCAN 



12239 






OCaXl 


i n 

J. u 




End 


2765 - 




P T 


none 




Score 


. 91 






10 1 67 79^ 1 64 s 


. 2115 


, 2433.. 2765 




Seq. No. 


11742 




Seq. ID 


OJ990920_19. 9B02 .C17- 




Gene No. 


24899 




Strand 


+ 




Q+- o r-+- 

OLdl I 


90^ 

U -J 




End 


1210- 




Name 


P)TQQnQ90 1Q QRD9 PI 7 n1 


. gs 


Method ■ 


GENSCAN 




otdlU 






End 


1210 




p t 


none 




OLUiC 






Exons 


90^ 9ft 7 114 7 1910 










Seq. No. 


11742 




Seq. ID 


OJ990920_19.9B02.C17 




Gene No. 


24900 




Strand 


+ 




C j- -a r- f- 


91 S4 




End 


2554 




Name 


n.TQQnQ?D 1 q qrd9 PI 7 ol 


. gp 


Method 


AAT/GAP 




o ua.ru 


91 ^4 ~~ 




End 


2554 




TT 






Score 


798 




Exons 


9 1 S4 9 R ^4 










oeq. in o ■ 


117 4 9 




Seq. ID 


OJ990920 19.9B02.C17 




Par-IP No 


24901 




Strand 


+ 




Start 


11802 




End 


12369 


•t IX* 


Name 


OJ990920 19. 9B02.C17.o2 


.gp 


Method 


AAT/GAP 




Of 2 T"H 


1 1 ft H9 
J. ± 0 uz 




End 


12369 


: 1 t 




oci i i i D1 HQ/1 




Score 


1060 


•3 • ■ 


Exons 


IIQfl 9 1 9 7 £ Q 








ry 


GI Descrip. 




1.0e-12 (AJ004959) hypothetical protein 


ill! 














Seq. No. 


11742 




Seq. ID 


OJ990920_19. 9B02.C17 


ril 


Gene No. 


24902 




Strand 








9 669 




End 


5043 




Name 


PiTQQDQ9n 1 Q QR09 P17 r>9 


.gs 


Method 


GENSCAN 


,3 


Of a v-+- 


9 669 _ 




End 


3710 


tI 




none 




Score 


.86 




IT 1 V O 


9669 71 1 R 77Q6 7467 


3546. 


.3710 






Con Wo 

o c q . in u . 


117 4 9 




Seq. ID 


OJ990920_19.9B02.C17 


Q 


Gene No. 


24902 




Strand 






Start 


2662 




End 


5043 




Name 


OJ990920 19.9B02.C17.ol 


. np 


Method 


AAT/NAP 






2668 




End 


5043 




P T 


6651294 




Score 


513 




HiAorio 


2668. .3152, 3430. .3463, 


3546. 


.3750, 5021.. 5043 




bi uescrip. 


(AF162441) cis-prenyltransf erase homolog [Arabidopsis thaliana; 




oeq . ino . 


11742 




Seq. ID 


OJ990920_19.9B02.C17 




bene ino . 


24903 




Strand 






rt" 


5746 




End 


11472 




Name 


OJ990920 19. 9B02.C17.o3 


. gs 


Method 


GENSCAN 




Start 


5746 




End 


11472 




GI 


none 




Score 


.52 




Exons 


5746. .5792, 5889. .6025, 


6471. 


.6655, 8141. .8266, 8605. .8675, 






8994. .9084, 9409. .9506, 


9750. 


.9887, 10027. .10105, 104 67 . . 10589, 






11018. .11060, 11159. .114 72 







12240 






beq. no. 


I 1 H A O 

I I / 4 Z 


Seq. ID 


OJ990920_19.9B02.C17 




Gene No . 


o a on "5 


Strand 






Start 




End 


11472 




Name 


OJ990920 19.9B02.C17.o2.np 


Method 


AAT/NAP 




Of 2 y~4- 


8102 


End 


11436 




Lil 


1170639 


Score 


241 




Exoris 


8102. .8312, 8749. .8884, 8994 


..9084, 9409.. 9506, 9750.. 9857, 






10027. .10108, 10193. .10300,- 


10467. .10589, 11116. .11436 




uescrip. 


3-DE0XY-D-MANN0-0CTUL0S0NIC- 


ACID TRANSFERASE (KDO TRANS FERAi 




gi | 1073787 | pir | | F64084 3-deoxy-d-manno 


-octulosonic-acid 






transferase (kdtA) homolog - 


Haemophilus influenzae (strain 






KW20) gi|1573651 (U32748) 3- 


deoxy-d-manno-octulosonic-acid 






transf erase (kdtA) [Haemophilus influenzae Rd] 




beq. wo. 


11742 


Seq. ID 


OJ990920_19.9B02.C17 




Gene No. 


24904 


Strand 






Start 


11959 


End 


18138 




Name 


OJ990920 19. 9B02.C17.o4.gs 


Method 


GENS CAN 




C -|- -a 

otart 


11959 


End 


17938 




Vjl 


none 


Score 


.59 




V /*\ C» 


11959. .12707, 12881. .13207, 


14133. . 14 228, 14 564 .. 14 671, 






15207. .154 37, 17830. .17938 






i : 


beq. no. 


11742 


Seq. ID 


OJ990920_19.9B02.C17 


•5 o: 


Gene No . 


24904 


Strand 




Q 


Start 


11959 


End 


18138 


cn 


Name 


OJ990920 19.9B02.C17.o3.np 


■' "Method 


AAT/NAP 


;s : ; 
i sf 


btart 


11962 


End 


17915 




bl 


6579208 


Score 


1253 




Exons 


11962. .12692, 12796. .12997, 


13110. .13207, 15207. .15350, 


l 3 Le 




17830. .17915 






:. '1 
|=! 1 


GI Descrip. 


(AC011438) T23G18.9 [Arabidopsis thaliana] 


; sr 


beq. no. 


11742 


Seq. ID 


OJ990920__19.9B02.C17 


Q 


bene lno . 


24904 


Strand 






Start 


11959 


End 


18138 


L J. 


Name 


OJ990920 19.9B02.C17.o3.gp 


Method 


AAT/GAP 




b l an. 


15287 


End 


-18138 


Sap 


ul 


60013 1.R1084 


Score 


829 


L 5 i 


TP v /"\ T*> c 


15287. .154 37, 17830. .18138 






U 


bi uescrip . 


'5734 616/dbj I AP000391 . 1 | AP000391 8 . Oe- 


61 Oryza sativa genom. 






DNA, chromosome 6, clone : P0538C01 ' 






beq . NO . 


11742 


Seq. ID 


OJ990920_19.9B02.C17 




bene no. 


24905 


Strand 






Start 


22159 


End 


22239 




Name 


OJ990920 19.9B02.C17.ol.tm 


Method 


TBLASTX: Maize 




Cf 3 yf 


2634 


End 


3770 






none 


Score 


144 




Exbns 


2634.. 2747, 2665.. 2865, 2666 


..2791, 2668. .2874, 2857. .3117, 






2869.. 3051, 2933.. 3106, 3544 


..3618, 3546.. 3770, 3547.. 3624, 






3673. .3747 








Seq. No. 


11742 


Seq. ID 


OJ990920_19.9B02.C17 




Gene No. 


24905 


Strand 






Start 


22159 


End 


22239 




Name 


OJ990920 19.9B02.C17.o4.ts 


Method 


TBLASTX: Soybean 



12241 




Start 


zbbj 






End 


3114 


GI 


none 






Score 


71 


Exons 




9 £7 1 9 ft ft ^ 
ZD/1. .ZOOj, 


9 ft A ft 
Z 0 41 O . 


.3078, 2936.. 3079, 3076.. 3114 


beq. no. 








Seq. ID 


OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 




Start 


22159 






.End 


22239 


Name 


uj y y u yz u iy . 


y du z . x / , o j i 




■ Method 


TBLASTX: Soybean 


Start 


-j/i on 






End 


3761 


GI 


none 






Score 


53 


Exons 


o/ion o/i Cii 
o4zU . . o4 fc>4 , 


. . o4 DO, 


"5 A T 1 


.3466, 3540. .3638, 3543. .3761, 














Seq. No. 


11742 






Seq. ID 


OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 




o rarr. 








End 


22239 


Name 


ujyyuyzu iy. 


QR09 P1 7 


. L C 


Method 


TBLASTX: Cress 


btart 


OCyl O 

41 O 






End 


3770 


GI 


none 






Score 


51 


Exons 


■30 4 0. .31 1 U , 


JJJ^ . . jDIO, 


jD / j • 


.3741 




Seq. No. 


11 M^: 






Seq. ID 


OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 




Start 


22159 






End 


22239 


Name 


uj y yuy^u i y . 


On Pi 9 pi l r\0 
ybuz . GI / . OZ < 


. tm 


Method 


' TBLASTX: Maize 


Start 


0 OZU 






End 


9088 


GI 


none 






Score 


60 


Exons 


OD^U. .0000/ 


O OZ 1 . .00/ / , 


nice 
O / DO . 


.8904, 8763. .8906, 8764. .8901, 




QQA1 QQ1/1 

ooUl . . o yi4 , 


0 y o y . . y uo 1 , 


0 y y 0 . 


.9088, 8! 


994. .9059, 8999. .9079 


Seq. No. 


11742 






Seq. ID 


OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 




Start 


i o y 






End 


22239 


Name 


uj y y u y^u i y . 


9B02.C17.o2, 


. ts 


Method 


TBLASTX: Soybean 


o tart 


I 1 Q A A 

I I y 4 4 






End 


12351 


GI 


none 






Score 


242 


Exons 


1 1 y *i . . izjji 


., 11960. .12349 






Seq. No. 


11742 






Seq. ID 


'OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 






22159 






End 


22239 


Name 


OJ990920 19. 


9B02.C17.o2, 


. tc 


Method 


TBLASTX: Cress 


o tar l 


11965 






End 


12318 


Gl 


none 






Score 


108 


Exons 


11965. . 12318, 12092. . 12256 






OcCJ. IN O . 


11742 






Seq. ID 


OJ990920_19.9B02.C17 


Gene No. 


24905 






Strand 




Start 


22159 






End 


22239 


Name 


OJ990920 19. 


9B02.C17.o3., 


. tm 


Method 


TBLASTX: Maize 


Start 


12115 






End 


12693 


GI 


none 






Score 


168 


Exons 


12115. .124 02, 12430. .12693 







Seq. No. 11742 Seq. ID OJ990920_19.9B02.C17 

Gene No. 24905 Strand 

Start 22159 End 22239 



12242 



Name 

Start 

GI 

Exons 



OJ990920__19 . 9B02 . C17 . ol . ts Method TBLASTX : Soybean 



12400 

none 

12400. 

12809. 

15205. 



End 15459 
Score 210 

,12651, 12410. .12649, 12424 12651, 12 664 .. 12708 , 
.13003, 12810. .12998, 13087 13209, 13110 .. 13208 , 
,15459, 15206. .15448 



Seq. No. 11742 
Gene No. 24905 
Start 22159 

Name OJ990920_19 . 9B02 . C17 . ol . tc 

Start 12602 
GI none 
Exons 12602. .12646, 12604 

12786. .12998, 12791 

15221. .15448 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990920 19.9B02.C17 



12648, 12662. 
13003, 13086. 



22239 

TBLASTX: Cress 
15459 
49 

12694, 12664. .12708, 
13205, 15208. .15459, 



Seq. No. 11742 
Gene No. 24905 
Start . 22159 

Name OJ990920_19 . 9B02 . C17 . o4 . np 

Start 22159 
GI 6630699 
Exons 22159. .22239 

GI Descrip. (AP000969) hypothetical 

gi | 6721536 | dbj | BAA8 9566 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_19.9B02.C17 

22239 
AAT/NAP 
22239 
95 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



Seq. No. 11743 Seq. ID 

Gene No. 24906 Strand 

Start 392 End 

Name OJ990920_19 . 9B02 . C18 . ol . gs ■ Method 

Start 392 End 

GI none Score 

Exons 392 . . 647 



OJ990920_19.9B02.C18 
+ 

647 

GEN SCAN 

647 

.43 



Seq. No. 11743 Seq. ID 

Gene No. 24 907 Strand 

Start 1 End 

Name OJ990920_19 . 9B02 . C18 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1 . .561 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990920_19.9B02.C18 
599 

AAT/NAP 

561 

323 



Seq. No. 11743 

Gene No. 24907 

Start 1 

Name OJ990920_19 . 9B02 . C18 . ol . tw 

Start 347 

GI none 

Exons 347.. 559, 348.. 599 

Seq. No. 11744 

Gene No. 24908 



Seq. ID OJ990920_19.9B02.C18 
Strand 

End 599 

Method TBLASTX : Wheat 

End 599 

Score 199 



Seq. ID OJ990920_19.9B02.C19 
Strand + 



12243 




Start 


178 






End 


3966 




Name 


OJ990920 19. 


9B02.C19.ol 


. gs 


Method 


GENSCAN 




Start 


178 






End 


3898 




GI 


none 






Score 


.55 




Exons 


178.. 252, 594.. 764, 928 


. .2912, 


2932. . 


3046, 3176.. 3898 




Seq. No. 


11744 






Seq. ID 


OJ990920_19. 9B02 


.C19 


Gene No. 


24908 






Strand 


. + 




Start 


178 






End 


3966 




Name 


OJ990920 19. 


9B02.C19.ol 


. np 


Method 


AAT/NAP 




Start 


787 






End 


3966 




GI 


4680179 






Score 


3742 




Exons 


787. .3966 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


11744 






Seq. ID 


OJ990920_19. 9B02 


.C19 


Gene No. 


24909 






Strand 






Start 


4035 






End 


4522 




Name 


OJ990920_19. 


9B02.C19.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


783 






End 


1142 




GI 


none 






Score 


154 




Exons 


783.. 962, 78 


14. .969, 1057. .1140, 1068.. 


. 1142 




Seq. No. 


11744 






Seq. ID 


OJ990920_19. 9B02 


.C19 


Gene No. 


24909 






Strand 






Start . 


4035 






End 


4522 




Name 


OJ990920_19. 


9B02.C19.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


1018 . 






End 


1215 




GI 


none 






Score 


207 




Exons 


1018 . . 1215, 


1053. . 1214 










Seq. No. 


11744 






Seq. ID 


OJ990920_19.9B02 


.C19 


Gene No. 


24909 






Strand 






Start 


4035 






End 


4522 




Name 


OJ990920 19. 


9B02.C19.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1143 






End 


1629 




GI 


none 






Score 


61 




Exons 


1143. . 1601, 


1146. .1385, 


1147. . 


1629, 1171. .1620 




Seq. No. 


11744 






Seq. ID 


OJ990920_19.9B02 


.C19 


Gene No. 


24909 






Strand 






Start 


4035 






End 


4522 




Name 


OJ990920 19. 


9B02.C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1216 






End 


1683 




GI 


none 






Score 


374 




Exons 


1216. . 1683, 


1288. . 1464 










Seq. No. 


11744 






Seq. ID 


OJ990920_19.9B02 


.C19 


Gene No. 


24909 






Strand 






Start 


4035 






End 


4522 




Name 


OJ990920 19. 


9B02.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1570 






End 


1938 




GI 


none 






Score 


56 




Exons 


1570. .1602, 


1570. . 1602, 


1587. . 


1682, 1606. .1938, 1606. .1914, 




1722. . 1937 












Seq. No. 


11744 






Seq. ID 


OJ990920_19.9B02 


.C19 



12244 




Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . C19 . 06 

Start 1678 

GI none 

Exons 1678.. 1974, 1678.. 1935, 

Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . C19 . o5 

Start 1699 

GI none 

Exons 1699.. 2046, 1731.. 1901 

Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . CI 9 . o2 

Start 1980 

GI none 

Exons 1980.. 2405, 1981.. 2406 

'Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . C19 . o3 

Start 1987 

GI none 

Exons 1987.. 2232, 2016.. 2231 

Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . CI 9 . o2 

Start 2050 

GI none 

Exons 2050.. 2403, 2053.. 2406, 

Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920__19 . 9B02 . C19 . o4 

Start 2449 

GI none 

Exons 2449.-2859, 2601.. 2858, 

Seq. No. 11744 

Gene No. 24909 

Start 4035 

Name OJ990920_19 . 9B02 . C19 . ol 

Start . 2680 

GI none 

Exons 2680.. 2853, 2828.. 2980, 

Seq. No. 11744 

Gene No. 24909 






Strand 








End 


4522 




L. W 


Method 


TBLASTX: Wheat 






End 


1974 






Score 


320 




1722 . 


.1937, 1739.. 1954 






Seq. ID 


OJ990920JL9. 9B02 


. C19 




Strand 








End 


4522 




tm 


Method 


TBLASTX: Maize 






End 


2046 






Score 


279 






Seq. ID 


OJ990920_19.9B02 


. C19 




Strand 








End 


4522 




tw 


Method 


TBLASTX: Wheat 






End 


2406 






Score 


588 






Seq. ID 


OJ990920_19. 9B02 


. C19 




Strand 








FnH 


4 522 






Method 


TBLASTX : Soybean 






End 


2232 






Score 


211 






Seq. ID 


OJ990920_19.9B02 


.C19 




Strand 








End 


4522 




tm 


Method 


TBLASTX: Maize 






End 


2406 






Score 


456 




2055 . 


.2405 








Seq. ID 


OJ990920_19.9B02 


.C19 




Strand 








End 


4522 




tw 


Method 


TBLASTX: Wheat 






End 


2956 






Score 


376 




2693 . 


.2860, 2860.. 2952, 2861.. 2956 




Seq. ID 


OJ990920_19. 9B02 


.C19 




Strand 








End 


4522 






Method 


TBLASTX: Cress 






End 


2980 






Score 


99 




2863. 


.2964 








Seq. ID 


OJ990920_19.9B02 


.C19 




Strand 







12245 





A fl "5 c: 
fi U jj 








End 


4522 




Nam© 


Pi TQQH QO fi 1 Q 

uj y y u yz u ± y 


on n 9 


P1 Q <-v9 

. li y . oz 


. uS 


Method 


TBLASTX : Soybean 






on &i 

Z / O / 








End 


3004 




p t 


none 








Score 


95 




Exons 


Z / 0 / . . ZOjj, 


z / / J 


. . Z O J J f 


9 fl £1 
Z 0 D 1 . 


.3004, 2866. .3003, 2873. .3004 


Seq. No. 


11744 








Seq. ID 


OJ990920_19. 9B02 


.C19 


Gene No. 


24909 








Strand 






Of--) -W.-J- 


4 n i ^ 








End 


4522 




Name 


Pi TO Qfi QOH 1 Q 

uj y y u yzu i y 


. yjDJz 


PI Q r\ A 

. Li y . 04 


. LUl 


Method 


.-. TBLASTX: Maize 




btart 










End 


3094 




p t 


none 








Score 


51 




Exons 


9 R 9 1 Ofic.'J 
Z 0 Z ± . jj, 


Z O Dl . 


"3fi Q/l 

. . ju y 4 , 


9 fl £ £ 
Z 0 D 0 . 


.3090, 2873.. 3091 




Seq. No. 


11744 








Seq. ID 


OJ990920_19.9B02. 


.C19 


Gene No. 


24909 








Strand 








a 

iujj 








End 


4522 




Name 


Pi TQQn QOfl 1 Q 

uj y y u yzu 1 y 


cmn 9 


P1 Q ^1 

. Li y . 01 


f t*T 

. tw 


Method 


TBLASTX: Wheat 






lUDj 








End 


3589 




P T 


none 








Score 


647 




Exons 


z y o j . . jjoy; 


j u 1 y , 


^7 £ 
. . JJ / 0 










oeq . no . 


1 1 / 4 4 








Seq. ID 


OJ990920_19.9B02, 


.C19 


Gene No. 


24909 








Strand 






Start 


4035 








End 


4522 




Name 


Pi TQQn 09 0 1 Q 

uj y y u yzu 1 y 




PI Q s\ 1 

. li y . 01 


f-TTI 
. Lill 


Method 


TBLASTX: Maize 




Start 


jl 4 j 








End 


3739 






none 








Score 


215 




Exons 


ji^j . . ozyo, 


Ol4 D . 


. . j j U 4 , 


■31 CI 


.3297, 3300.. 3359, 3301.. 3729, 




jjuz . . j / jy, 


j O 4 4 ■ 


> * j / JU 










Seq. No. 


11744 








Seq. ID 


OJ990920_19. 9B02. 


.C19 


Gene No. 


24909 








Strand 






C f- 3 r-f- 


ft U JJ 








End 


4522 




Name 


P TQQ fl Q9 fi 1 Q 

uj y y u yz u x y 


. ybuz < 


PI Q /-s c, 

,Liy . 0 j 


. tw 


Method 


TBLASTX: Wheat 




otart 


j j o y 








End 


3922 




P T 


none 








Score 


368 




IT 1 v ft c* 


•5COQ OTO Q 

jjur. . J / O y , 


j j y u , 


7 Q9 9 
, . j y z z / 


j 0 z y . 


.3901 






Seq. No. 


11744 








Seq. ID 


OJ990920_19.9B02. 


.C19 


Gene No. 


24909 








Strand 






Of a y-\- 


ft U J J 








End 


4522 




Name 


Pi TQQfi Q9 fi 1 Q 
ujyyuyzu -xy 


GRD 9 

. youz . 


PI Q r>>7 


. um 


Method 


TBLASTX: Maize 




Cf- a v~f- 

otart 


07 yjr 

j / 4 0 








End 


3907 




PT 


none 








Score 


182 




Exons 


77 a c *? on 1 
j / 4 d . . jy u 1 , 


074 Q 

j / 4 y , 


. . j y u / 










Seq. No. 


11744 








Seq. ID 


OJ990920JL9. 9B02. 


,C19 


Gene No. 


24909 








Strand 






Cf 3 yr-\- 

o tar t. 


A fi 

fl U jj 








End 


4522 




Name 


P TQQfi QOn 1 Q 

ujyyuyzu iy 


QD f| O 

. ytsuz . 


P1 Q ^9 

li y . oz 


.gs 


Method 


GENSCAN 




Start 


4035 








End 


4522 




GI 


none 








Score 


.89 




Exons 


4035. .4103, 


4382. 


.4522 










Seq. No. 


11745 








Seq. ID 


OJ990920_19.9B02. 


C20 


Gene No. 


24910 








Strand 







12246 






Start 


1 


End 


1109 










Name 


OJ990920 19.9B02.C20.ol.np 


Method 


nflT /NAP 












1 


End 














6907086 


Score 












Exons 


1..284, 343. .1109 
















(AP001129) hypothetical protein [Oryza 


sat i va J 












11746 


Seq. ID 


n t q q n o 1 9 n 


1 Q 


QR09 


no i 




Gene No. 


24911 


Strand 












Start 


971 


End 


1055 










Name 




Method 


AAT/NAP 










Q+- a 


971 


End 


1055 












6721547 


Score 


89 










Exons 


971. .1055 
















(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 




Seq. No. 


11746 


Seq. ID 


OJ990920_ 


19. 


9B02 


.C21 




Gene No. 


24912 


Strand 












Of 3r f 


971 


End 


1055 










Name 


OJ990920 19.9B02.C21.ol.gs 


Method 


GENSCAN 












971 


End 


1055 












none 


Score 


.49 










Exons 


971. . 1055 












a 


oeq. NO. 


11747 


Seq. ID 


OJ990920__ 


19. 


9B02 


.C22 




Gpnp No 


24913 


Strand 


+ 










Start 


1 


End 


1190 , 








rti 


Name 


OJ990920 19.9B02.C22.ol.np 


Method 


AAT/NAP 








; : 3? 


Start 


1 


End 


1190 








* ; * 
'-r 


GI 


4680203 


Score 


443 










Exons 


1..21, 399. .1190 












n\ 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 









Q 



Seq. No. 11747 Seq. ID 

Gene No. 24913 Strand 

Start 1 End 

Name OJ990 920_1 9 . 9B02 . C22 . ol . gs Method 

Start 399 End . 

GI none Score 

Exons 399.. 1179 



OJ990920_19.9B02.C22 
+ 

1190 
GENSCAN 
1179 '' 
.66 



Seq. No. 11747 

Gene No. 24913 

Start 1 

Name OJ990 920_19 . 9B02 . C22 . ol . tw 

Start 753 

GI none 

Exons 753.. 1154, 851.. 874, 992.. 1153 



Seq. ID OJ990920_19.9B02.C22 
Strand 
End 

Method 
End 
Score 



+ 

1190 

TBLASTX: Wheat 

1154 

218 



Seq. No. 11747 

Gene No. 24913 

Start 1 

Name OJ990920_19 . 9B02 . C22 . ol . ts 

Start 851 

GI none 
Exons 



Seq. ID OJ990920_19.9B02.C22 

Strand + 

End 1190 

Method TBLASTX : Soybean 

End 1170 

Score 268 



851. .874, 876. .1154, 878. .1144, 909. .1169, 931. .1170 



12247 



Seq. No. 11748 Seq. ID 

Gene No. 24914 Strand 

Start 506 End 

Name OJ990920_19 .9B02 . C24 . ol . gs Method 

Start 506 End 

GI none Score 

Exons 506. .703 



OJ990920_19.9B02.C24 
+ 

703 

GENSCAN 

703 

.86 



Con M/~> 


11748 








O.TQQnQPD 1 Q 
wu z? y \j z/ ^ u j. • 




Gene No. 


24915 






Strand 


+ ~ 




Start 


6802 






End 


12741 




Name 


OJ990920 19 


.9B02, 


.C24 .o3.gs 


Method 


GENSCAN 




Start 


6802 






End 


12024 




GI 


none 






Score 


.57 




Exons 


6802. . 6983, 


9411, 


..9812, 9900 


. .10026, 


10646. .11487, 


11940. .12024 


Seq. No. 


11748 






Seq. ID 


OJ990920_19. 


9B02 .C24 


Gene No. 


24915 






Strand 


+ 




Start 


6802 






End 


12741 




Name 


OJ990920 19 


.9B02, 


.C24 .ol.np 


Method 


AAT/NAP 




Start 


6835 






End 


12741 




GI 


4539396 






Score 


293 




Exons 


6835. . 6950, 


9782. 


,.9812, 9900 


. . 10026, 


10646. .10822, 


12679. . 12741 


GI Descrip. 


(AL035526) : 


myb-like protein 


[Arabidopsis thaliana] 





gi I 5823339 |gb|AAD53108.1|AF176003_l (AF176003) putative 
transcription factor [Arabidopsis thaliana] 



Seq. No. 11748 Seq. ID 

Gene No. 24915 Strand 

Start 6802 End 

Name OJ990920_19 . 9B02 . C24 . ol . gp Method 

Start 9374 End 

GI 1631475 Score 

Exons 9374.. 9661 



OJ990920_19.9B02.C24 
+ 

12741 
AAT/GAP 
9661 
519 



Seq. No. 11748 
Gene No. 24916 
Start 24302 

Name OJ990920_19 . 9B02 . C24 . o7 . gs 

Start 24302 
GI none 
Exons 24302 
25733 

26593. .26652, 2674 6 .. 2 6819, 26918 .. 26968 , 27139 
27291. .27351, 27414. .27479 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_19. 9B02.C24 
+ 



27782 
GENSCAN 
27479 * 
.71 



,24310, 24901. .25083, 25276 25432, 25463, 
,25956, 26037. .26106, 26164 .. 26293, 26394. 



,25678, 
,26500, 
,27188, 



Seq. No. 11748 
Gene No. 24916 
Start 24302 

Name • OJ990920_19 . 9B02 . C24 . o4 . np 

Start 25169 
GI 3582344 
Exons 25169 
26187 

26918. .26968, 27139 .. 27188 , 27291 .. 27363, 27661 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_19.9B02.C24 
+ 



27782 
AAT/NAP 
27782 
577 



.25461, 25629..2S654, 25733 .. 25956, 26037. 
,26293, 26391. .26500, 26593 .. 26652, 26746. 



,26111, 
,26819, 
,27782 



GI Descrip. (AC005496) putative CDC6 protein [Arabidopsis thaliana] 



12248 




Seq. No. 


11748 


Seq. ID 


OJ990920_19;9B02.C24 


Gene No. 


24917 


Strand 




o L alTt. 


lUJO 


End 


3678 


Name 


riTQQfiQ9n 1 Q Qnn9 c*oa r^o rra 


Method 


GENSCAN 


otart 


1 n c; q 


End 


3678 


C T 
bl 


none 


Score 


.62 


Exons 




..2942, 3045. .3140, 3570. .3678 


Seq. No. 


11748 


Seq. ID 


OJ990920_19.9B02.C24 


Gene No. 


24918 


Strand 




Of 3 y-+- 


15435 


End 


17011 


Name 


OJ990920 19. 9B02.C24 .ol.tw 


Method 


TBLASTX: Wheat 


b tart 


2699 


End 


15765 




none 


Score 


244 


Exons 


2699. .2752, 15471 .. 15761, 15474 .. 15764 , 


15484. .15765 


oeq. no. 


11748 


Seq. ID 


OJ990920_19 . 9B02 . C24 


belle LNO . 


24918 


Strand 




Start 


15435 


End 


17011 


Name 


OJ990920 19.9B02.C24.o2.gp 


Method 


AAT/GAP 


o t art 


15108 


End 


16017 




1 O H I D 1 . KlUo4 


Score 


1768 


Exons 


151087. 16017 






GI Descrip. 


•2088653 7.0e-42 (AF002109) 


Hslpro-1 related protein isolog 




[Arabidopsis thaliana] ' 






O « « XT y~- 

oeq. No. 


11748 


Seq. ID 


OJ990920_19 . 9B02 . C24 


bene no. 


24918 


Strand 




Start 


15435 


End 


17011 


Name 


OJ990920 19. 9B02.C24 .ol.tm 


Method 


TBLASTX: Maize 


o t art 


15415 


End 


16185 


bi 


none 


Score 


481 


Exons 


15415. .15909, 15480. .15908, 


15842. .15886, 15859. .15930, 




15882. . 16172, 15984 . .16127, 


16009. .16185, 1604 6. .16147, 




16051. . 16173 






Seq. No. 


11748 


Seq. ID 


OJ990920_19.9B02.C24 


Gene No. 


24918 


Strand 






15435 


End 


17011 


Name 


OJ990920 19.9B02.C24.o5.gs 


Method 


GENSCAN 


o t art 


15435 


End 


16859 


r* t 


none 


Score 


1 


Exons 


15435.. 16859 . 






oeq. in o . 


11748 


Seq. ID 


OJ990920_19.9B02.C24 


fTI o r*i o Mo 


24918 


Strand 




Start 


15435 


End 


17011 


Name 


OJ990920 19.9B02.C24.o2.np 


Method 


AAT/NAP 


OLqlI 


15474 


End 


16886 


bl 


2088653 


Score 


918 


Exons 


15474. .16376, 16429. .16886 






GI Descrip. 


(AF002109) putative nematode 


-resistance 


! protein [Arabidopsi; 




thaliana] 






Seq. No. 


11748 


Seq. ID 


OJ990920_19 . 9B02 . C24 


Gene No. 


24918 


Strand 




Start 


15435 


End 


17011 



12249 




Name 


ujyyuyzu iy.ytsuz.GZ4 


. 01 . t c 


Method 


TBLASTX: Cress 




btart 


10400 




End 


16028 




GI 


none 




Score 


58 




Exons 


10 4 O 0 . . lOO / 0 , 1 Jflo / . 


i c c c 9 
. 1000Z , 


15609. .15719, 15610. . 15681, 






1 CT/n 1 CQQ1 1 C*7C1 

1 0 / 4 / . . lOo o 1 / 10/01. 


1 CQQO 

. lOo 0 Z , 


15888. .16028 




Seq. No. 


i i 7 a Q 
1 1 / 4 o 




Seq. ID 


OJ990920_19. 9B02. 


. GZ 4 


Gene No . 


9 /I Q1 Q 

Z4 yio 




Strand 






Start 


15435 




End 


17011 




Name 


OJ990920_19.9B02.C24 


.ol.ts 


Method 


TBLASTX : Soybean 




otart 


1 ^ A Q £ 
1 04 o 0 




End 


16730 




GI 


none 




Score 


52 




Exons 


i04oo. .iodjo, i04yy. 


1 c c 7 c. 
. 100 / 0 , 


15586. .15696, 1572 6 .. 16145 , 






lo/Di. . i o y uu , i oi 4 o . 


1 £ "3 7 £ 
. 1 DO / 0 , 


16198. .16377, 1 6512 . . 167 18 , 






1DOD-?. . ID / jU 










beq. no. 


11 / 4 0 




Seq. ID 


OJ990920_19.9B02, 


> GZ 4 


Gene No . 


z 4 y i o 




Strand 






Start 


15435 




End 


17011 




Name 


OJ990920_19.9B02.C24 


,o3.tm 


Method 


TBLASTX: Maize 




btart 


1 04 U 1 




End 


17011 




GI 


none 




Score 


63 




Exons 


1 c/i ni i £/i c/i i£/im 
104U1. .10404, 104U1. 


. 1 bOUZ , 


164 02. .164 82, 16521 .. 167 18 , 






looby . . id / do, loooo. 


1 £7 £ /I 
. ID / 04 , 


16800. .16865, 16803 .. 16859, 






1 Do U / . . lOoOO, iDyDl. 


1 7A1 1 

. 1 / u 1 1 








Seq. No. 


11748 




Seq. ID C 


OJ990920JL9.9B02. 


.C24 


Gene No. 


24918 




Strand 






Start 


1 0 4 O 0 




End 


17011 




Name 


ujyyuyzu iy.ybuz.Gz4 


. o3 . gp 


Method 


AAT/GAP 




o tart 


1 04 JZ 




End 


16972 




GI 


none 




Score 


1010 




Exons 


1 c/i on *l C Q7 9 

1 04 OZ . . i o y / z 










Seq. No. 


11748 




Seq. ID 


OJ990920_19.9B02, 


.C24 


Gene *No. 


24919 




Strand 






btart 


90007 

Z JO 0 / 




End 


24256 




Name 


nTQQnoon 1 q Qiano coa 
ujyyuyzu iy.youz.GZ4 


. 00 . tm 


Method 


TBLASTX: Maize - 




btart 


Z OO 0 / 




End 


24256 




C T 

bl 


none 




Score 


114 




Exons 


ZOOD / . . Z 4 U 0 0 , ZOOOO. 


. Z 4 U 4 U , 


24064. .24252, 24083. .24256 




beq. no. 


11740 
11/40 




Seq. ID 


OJ990920_19.9B02< 


no a 

. GZ 4 


Gene No . 


9 A Q9 n 

z 4 y z u 




Strand 






Start 


25545 




End 


26115 




Name 


OJ990920_19 . 9B02 . C24 


. o2 . tm 


Method 


TBLASTX: Maize 




O -1 1 v~ 4- 

btart 


Z 0 04 0 




End 


26115 




C T 

GI 


none 




Score 


138 




Exons 


OCC/IC OC^CO OCCCQ 

Z0040. .Z000Z, ZOOOo. 


. Z 0 DO O / 


25567. .25653,. 25709 .. 25906, 






zo/oi. . z 0 y 1 y , zo/oz. 


9 c Q 1 7 

. z 0 y 1 / f 


25732. .25929, 2 6022 .. 26114 , 






ocno^ ochqq 9cm/i 
Z OUZ 0 . . Z OU00 , ZdUo4 . 


O CI 1 A 

. Z 01 14 , 


26035. .26115 




Seq. No. 


11748 




Seq. ID 


OJ990920_19.9B02. 


.C24 


Gene No. 


24921 




Strand 






Start 


26385 




End 


26795 




Name 


OJ990920 19.9B02.C24 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


26385 




End 


26795 





12250 



PT 


none 


Score 


123 




Exons 


9fi^ftR 96S01 ?fi^8fi 96^01 


26389. .26502, 2638 9 .. 26502 , 






9£^ft*3 9fififi^ 96SQ1 9fifi c ifi 


26602. .26688, 2674 7 .. 26794 , 














oeq. wo. 


11749 


Seq. ID 


OJ990910JL3. 9B12. 


CI 


Gene No. 


24922 


Strand 






Start 


262 


End 


4947 




Name 


OJ990910 13. 9B12.Cl.ol.np 


Method 


AAT/NAP 




Of a rf 


262 


End 


3956 




P T 

bi 


4680204 


Score 


1046 




Exons 


262. .399, 750. .969, 1066. .1239, 1349.. 


2445, 2520. .3956 




bi uescrip . 


(AF114171) hypothetical protein [Sorghum bicolor] 




oeq . jno . 


11749 


Seq. ID 


OJ990910JL3. 9B12. 


CI 


Gene No. 


24922 


Strand 






Start 


262 


End 


4947 




Name 


OJ990910 13.9B12.Cl.ol.gs 


Method 


GEN SCAN 




C4- 3 yf 

o t ar u 


267 


End 


4947 




bl 


none 


Score 


.53 




Exons 


267. .429, 509. .607, 702. .774 


, 859.-969 


, 1066. .1239, 1349.. 




2036.. 2178, 2304.. 2445, 2520 


..3941, 4837. .4947 




Seq. No. 


11749 


Seq. ID 


OJ990910_13.9B12. 


CI 


Gene No. 


24922 


Strand 






otdl U 


262 


End 


4947 




Name 


OJ990910 13.9B12.Cl.o2.tw 


Method 


TBLASTX: Wheat 




otart 


900 


End 


1422 




bl 


none 


Score 


68 




Exons 


900. .971, 1071. .1253, 1078.. 


1203, 1342 


. .1422 




Cart NT y-\ 

oeq. ln o . 


11749 


Seq. ID 


OJ990910_13.9B12. 


CI 


Gene No. 


24922 


Strand 






Start 


262 


End 


4947 




Name 


OJ990910 13. 9B12.Cl.ol.tw 


Method 


TBLASTX: Wheat 






2910 


End 


3313 




P T 
bl 


none 


Score 


77 




Exons 


2910.. 3080, 3043. .3210, 3075 


..3311, 3162.. 3311, 3173.. 3313 




7 3203. .3313 








o e q . ln o . 


11750 


Seq. ID 


OJ990910_13.9B12. 


C2 




24923 


Strand 


+ 




Start 


451 


End 


710 




Name 


OJ990910 13. 9B12.C2.o3.gp 


Method 


AAT/GAP 




o L dX U 


451 


End 


710 




PT 
b 1 


LIB34 31-028-P1-N1-A10 


Score 


428 




Exons 


451. .521, 549. .710 








bi uescrip. 


' 4 680203/gb|AAD27566. 1 IAF114171J7 3.0e 


-33 (AF114171) TNP2- 




protein [Sorghum bicolor] 1 








Qort Mo 
Octj. LN <J . 


11750 


Seq. ID 


OJ990910_13.9B12. 


C2 


Gene No. 


24924 


Strand 






Start 


514 


End 


710 




Name 


OJ990910 13. 9B12.C2.ol.gs 


Method 


GENSCAN 




Start 


514 


End 


641 




GI 


none 


Score 


.71 




Exons 


514. .641 









12251 




Seq. No. 


11750 


Seq. ID 


OJ990910_13.9B12 


.C2 


Gene No. 


24924 


Strand 






OLOI L. 


M 4 

.J X *i 


FnH 


710 




Name 


n.TQQOQIO 11 QR1 9 P9 ol no 


lie LilUU 


AAT /MAP 




q+- a -rf- 


JJJ 




710 

/ X \J 






4 680903 


Qoot*o 


1 94 ■ 




F, von 


535 710 








CZT 0.0 C! f V "1 O 
O X Uc o L-X XLJ • 


fAF114171^ TNP9-1 l k-p nrofpiri 


F Qr^i t~ rrH i im 
l oui y iiuiu 


JjltUilJl J 




Seq. No. 


11751 


Seq. ID 


OJ990910_13. 9B12 


.C3 


Conp Mo 


24925 


q+- r And 

J Ul ul XKJL 


-j- 




u tdl L. 


873 


End 


Q1 

JlO 






O.TQQOQIO 13 QR1 9 P3 nl n«! 


LiC LiiUU 






Start 


873 ~~ 


End 


91 a 

x u 




ox 


none 


OLUl c 


Q7 






873 . 918 








Seq. No. 


11752 


Seq. ID 


OJ990910JL3.9B12 


C4 


Gene No. 


24926 


Strand 


+ 




Start 


1 


End 


664 




Ma 

LN dine 


OJ990910 13.9B12.C4.ol.gp 


Method 


AAT/GAP 






1 


End 


664 




OX 


342 1.R1084 


Score 


1197 




Exons 


1. .664 








uj. uescxxp. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 






sativa] 1 








Seq. No. 


11752 


Seq. ID 


OJ990910_13.9B12 


.C4 


Gene No. 


24926 


Strand 


+ 




O L. a. X U 


1 


End 


664 




Name 


OJ990910 13.9B12.C4.ol.np 


Method 


AAT/NAP 




o u a. x u 


1 


End 


664 




GI 


6742729 


Score 


1009 




F* von q 


1. .664 








X UcoLIip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


11752 


Seq. ID 


OJ990910_13.9B12 


.C4 


f^cinp Mo 


24926 


Strand 


+ 






1 


End 


664 




Name 


OJ990910 13.9B12.C4.ol.tw 


Method 


TBLASTX: Wheat 






33 


End 


663 




GI 


none 


Score 


318 




LAUl 1 O 


33. .641, 33. .662, 34 . . 663 








Seq. No. 


11752 


Seq. ID 


OJ990910_13. 9B12 


.C4 


fipnf 1 Mo 


24926 


Strand 


+ 




o u a x l. 


1 


End 


664 




Name 


OJ990910 13. 9B12.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


76 


End 


390 




GI 


none 


Score 


316 




Exons 


76. .390, 87. .362, 160. .390 








Seq. No. 


11752 


Seq. ID 


OJ990910_13.9B12 


.C4 


Gene No. 


24926 


Strand 


+ 




Start 


1 


End 


664 




Name 


OJ990910 13.9B12.C4.ol.tc 


Method 


TBLASTX: Cress 





12252 




Start 


317 




End 


£ £ ^ 


GI 


none 




Score 


1 CO 

10Z 


Exons 


317. .499, 321. .641, 321. .662, 325. .663, 


jjI. . OOj 


Seq. No. 


11753 




Seq. ID 


n.TQQDQin 1 ^ QR1 9 Pfi 


Gene No. 


24927 




Strand 


+ _ 


Start 


866 




End 


950 


Name 


.OJ990910 13 


.9B12.C6.ol.np 


Method 


AAT /MAP 


Start 


866 




End 




GI 


5080816 




Score 


OZ 


Exons 


o ere qca 

odd.. you 








GI Descrip. 


(AC007258) 


Putative ATPase 


[Arabidopsis 


1 f ha 1 i ana 1 


Seq. No. 


11753 




Seq. ID 


OJ990910_13.9B12.C6 


Gene No. 


24928 




Strand 




btart 


847 




End 


ft Q4 


Name 


OJ990910 13 


.9B12.C6.ol.gs 


Method 




Start 


847 




End 


ft QA 


GI 


none 




Score 




Exons 


O A H O fl A 








Seq. No. 


11754 




Seq. ID 


OJ990910_13.9B12.C7 


Gene No. 


24929 




. Strand 




Start 


6976 




End 


12179 


Name 


OJ990910 13 


.9B12.C7.o2.gs 


Method 


GENSCAN 


Start 


6976 




End 


12086 


GI 


none 




Score 


.81 


Exons 


6976. .7293, 


7376. .7507, 8379. .8519, 8662. .8838, 9266. .9383, 




9702. .10168 


, 11701. .11854, 


11944. .12086 


Seq. No. 


11754 




Seq. ID 


OJ990910_13. 9B12.C7 


Gene No. 


24929 




Strand 




Start 


6976 




End 


12179 


Name 


OJ990910 13 


. 9B12.C7.ol.np 


Method 


AAT/NAP 


Start 


8214 




End 


11867 


GI 


5091616 




Score 


236 


Exons 


8214 . .8286, 


8379. .8485, 8652. .8838, 8922. .9062, 9112. .9191, 




y o /z . .ybo4, 


11819. .11867 






GI Descrip. 


(AC007454) 


F23M19.3 [Arabidopsls thaliana] 


Seq. No. 


11754 




Seq. ID 


OJ990910_13.9B12.C7 


Gene No. 


24929 




Strand 




Start 


6976 




End 


12179 


Name 


OJ990910 13 


.9B12.C7.o2.tm 


Method 


TBLASTX : Maize 


Start 


9525 




End 


9886 


GI 


none 




Score 


65 


Exons 


9525. .9620, 


9525. .9620, 9532. .9645, 9698.-9886, 9701. .9883 


Seq. No. 


11754 - 




Seq. ID 


OJ990910_13.9B12.C7 


Gene No. 


24929 




Strand 




OLCti L 


6976 




End 


12179 


Name 


OJ990910 13 


.9B12.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


9525 




End 


9905 


GI 


none 




Score 


66 


Exons 


9525. .9620, 


9532. .9642, 9698. .9883, 9701. .9904, 9813. .9905 


Seq. No. 


11754 




Seq. ID 


OJ990910_13.9B12.C7 



12253 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24929 Strand 

6976 End 12179 

OJ990910_13. 9B12.C7 .o2.np Method AAT/NAP 

10276 End 12179 

4530126 . Score 228 

10276. .10374, 11468 .. 11635, 11708 11854 , 11944. .12179 

(AF078082) receptor-like protein kinase homolog RK20-1 

[Phaseolus vulgaris] 



Seq. No. 11754 
Gene No. 24929 
Start 6976 

Name OJ990910_13 . 9B12 . C7 . ol . tm 

Start 11460 
GI none 
Exons 11460, 

11745. 

11944. 



,11615, 11475. 
,11855, 11746. 
,12081, 12083, 



,11615, 
,11862, 
,12154, 



Seq. ID OJ990910_13. 9B12.C7 
Strand 

End 12179 

Method TBLASTX : Mai ze 

End 12154 

Score 78 
11743. .11853, 11744 . .11854, 
11939. .12076, 11943. .12080, 
12083. .12145 



Seq. No. 11754 

Gene No. 24929 

Start 6976 

Name OJ990910_13. 9B12 . C7 . ol . ts 

Start 11478 

GI none 

Exons 11478. .11570, 11604 11627 , 
11946. .12080, 11947. .12081, 



Seq. ID 
Strand 
End 

Method 

End 

Score** 
11749. . 11853, 
12053. . 12154 



OJ990910 13.9B12.C7 



12179 

TBLASTX : Soybean 
12154 
67 

11750. .11854, 



Seq. No. 11754 

Gene No. 24929 

Start 6976 

Name OJ990910_13 . 9B12 . C7 . ol . tw 

Start 11729 

GI none 
Exons 



Seq. ID OJ990910_13. 9B12.C7 
Strand 
End 

Method 
End 
Score 



12179 

TBLASTX: Wheat 

12109 

96 



11729. .11854, 11743. . 11853, 11770 .. 118 62 , 11939 .. 1207 6, 
11944. .12060, 11946. .12080, 11947 12081, 12083. .12109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11754 
24929 
6976 

OJ990910 

11749 

none 



13.9B12.C7.ol.tc 



Seq. ID OJ990910_13.9B12.C7 
Strand 
End 

Method 
End 
Score 



12179 

TBLASTX: Cress 

12154 

58 



11749. .11853, 11961. .12080, 12092. .12154 



Seq. No. 11755 

Gene No. 24930 

Start 87 

Name OJ990910_13 .-9B12 . C10 . ol . gs 

Start 87 

GI none 

Exons 87 . .168 



Seq. ID OJ990910_13.9B12.C10 

Strand + 

End 168 

Method GENSCAN 

End 168 

Score .56 



Seq. No. 11756 Seq. ID 

Gene No. 24931 Strand 

Start 261 End 

Name OJ990910_13 . 9B12 . Cll . ol . np Method 



OJ990910_13.9B12.C11 
+ 

1061 
AAT/NAP 



12254 





9 £ 1 
Z 0 1 


End 


1061 


C T 

bl 


DUUDj to 


Score 


1367 


Exons 


Z 01 . . 1 U 0 1 






GI Descrip. 


VAJrUU U3 3 y y olullldi L.O UKr j 


protein - : 


rice tungro bacilliform 




Virus CtKlUUKr o d. \b4U/o3; 


[Oryza sativa] 


Seq. No. 


. 11756 


Seq. ID 


OJ990910_13.9B12.C11 


Gene No. 


24931 


Strand 


+ 


btarc 


Z 0 1 


End 


1061 


Name 


vjjyyuyiu 13 . ytsi^. . bii . 01 . iw 


Method 


TBLASTX: Wheat 


bt art 


"3 £ "3 


End 


647 




none 


Score 


205 




jOj • .Oft / 






o e q ■ in o . 


i 1 1 m 

11/3/ 


Seq. ID 


OJ990910_13.9B12.C12 


flonD Mo 
ucilc v*{J . 




Strand 


+ 


Start 


1 


End 


358 


Name 


OJ990910_13 . 9B12 . C12 . ol . np 


Method 


AAT/NAP 


Of 2 v>+- 


i 
i 


End 


355 


r* t 
bl 


OUUDj / 0 


Score 


556 


Exons 


1 R ^ 






bi uescrip. 


^ flDOnnRRQ^ Q i m i lav -ho HPTT^ 


protein - : 


rice tungro bacilliform 




VliUS ot\l UUi\l O Z \L/4U / o D ) 


[Oryza sativa] 


Seq. No. 


11757 


Seq. ID 


OJ990910 13.9B12.C12 


Gene No. 


24932 


Strand 


+ 


otart 


1 


End 


358 


Name 


ujyyuyiu 13 . ytfiz .biz . 01 . gs 


Method 


GENSCAN 


btart 


D 0 


End 


358 


P T 
bl 


none 


Score 


1 


Exons 


-ICQ 
DO . . JJO 






beq . ino . 


1 1 / 3 / 


Seq. ID 


OJ990910_13.9B12.C12 




Z 4 .7 3 3 


Strand 


+ 


Start 


1928 


End 


6531 


Name 


OJ990910 13.9B12.C12.o3.np 


Method 


AAT/NAP 


o cart 


1928 


End 


6531 


C T 
bl 


6006374 * 


Score 


5309 


Exons 


1928. .5432, 6504. .6531 






P. T Ho eny i t"\ 
bl UcSCiip. 


(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza sativa] 




oeq. ino . 


11757 


Seq. ID 


OJ990910_13.9B12.C12 




24934 


Strand 




Start 


714 


End 


1241 


Name 


OJ990910 13.9B12.C12.ol.gp 


Method 


AAT/GAP 


C+- a r*+- 
otaiL 


714 


End 


1241 


P T 
b 1 


21466 1.R1084 


Score 


961 


Exons 


714. .1241 






bi uescripi 


? 6006355/dbj | AP000559. 1 IAP000559 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P04 93C11 f 




Seq. No. 


11758 


Seq. ID 


OJ990910_13.9B12.C13 


Gene No. 


24935 


Strand 




Start 


1 


End 


3370 


Name 


OJ990910 13.9B12.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3370 



12255 



GI 5441880 Score 1737 

Exons 1..22, 598. .705, 1307. .1627, 1886. .1917, 2359. .3370 

GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Qpn NO 

k_J ^ ■ IN • 


11758 








Seq. ID 


OJ990910 


_13. 9B12 


.C13 


flpnp No 


24935 








Strand 








Start 


1 








End 


3370 






Name 


OJ990910 13. 


9B12. 


C13.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2132 








End 


2509 






GI 


none 








Score 


65 






R von 


2132 2305 


2143 . 


.2283, 


2238 


..2306, 2330. .2506, 


2355. .2507, 




2360 2509 
















Seq. No. 


11758 








Seq. ID 


OJ990910 


13. 9B12 


. C13 


ftprip No 


24935 








Strand 








Start 


1 








End 


3370 






Name 


OJ990910 13. 


9B12. 


C13.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2207 








End 


.2803 






rir 


none 








Score 


181 






LAU1 1 0 




919^ 


9 &9A 




..2803, 2676..2798 






O C ^ . IN L> • 


1 1 7RQ 








Seq. ID 


OJ990910 


_13.9B12 


.C14 


ci n o T\To 

OCl ltS IN U • 


*i -7 J U 








Strand 


+ 








± .7 *J 








End 


3330 






LNdiuc; 




QR1 9 


PI 4 n9 


gs 


Method 


GENSCAN 






Start 


2193 








End 


3330 






GI 


none 








Score 


.85 






R von ^ 


2193. .2255, 


2917. 


.3330 












kj \IZ V_J ■ w a 


11759 








Seq. ID 


OJ990910 


_13. 9B12 


.C14 


C»np No 


24937 








Strand 








Start 


3679 r . 








End 


7250 






Name 


OJ990910 13. 


9B12. 


C14.o2. 


np 


Method 


AAT/NAP 






Start 


3679 








End 


7250 






GI 


6735375 








Score 


1459 






Exons 


3679. .3836, 


4778. 


.5534, 


5882 


..5968, 6053. .6136, 


6218. .6304, 




6392. .6484, 


6957. 


.7010, 


7091 


. .7250 








GI Desrrio 


(AL137082) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


11759 








Seq. ID 


OJ990910 


_13. 9B12 


.C14 


Qprip No 


24937 








Strand 


+ 






Start 


3679 








End 


7250 






Name 


OJ990910 13. 


9B12. 


C14 .o3. 


gs 


Method 


GENSCAN 






Start 


3679 








End 


7182 






GI 


none 








Score 


.94 






Exons 


3679. .3836, 


4778. 


.5534,' 


5882 


..5968, 6053.. 6136, 


6218. .6304, 




6392. .6478, 


6957. 


.7010, 


7091 


. .7182- 








Seq. No. 


11759 








Seq. ID 


OJ990910 


JL3.9B12 


.C14 


Gene No. 


24938 








Strand 








Start 


1 








End 


7250 






Name 


OJ990910 13. 


9B12. 


C14.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


7250 






GI 


2252630 








Score 


47 






Exons 


1..184, 3491 


..3643, 7222 


. .7250 









12256 



GI Descrip. (U95973) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 11759 

Gene No. 24938 

Start 1 

Name OJ990910_13 . 9B12 . C14 . ol . gs 

Start 859 

GI none 

Exons 859.-996 



Seq. ID OJ990910_13.9B12.C14 
Strand 

End 7250 

Method GEN SCAN 

End ' 996 

Score . 68 



Seq. No. 11759 

Gene No. 24938 

Start 1 

Name OJ990910_13 . 9B12 . C14 . ol . tc 

Start 3679 

GI none 

Exons 3679.. 3837, 3679.. 3861, 3687, 



Seq. ID OJ990910_13.9B12.C14 
Strand 

End 7250 

Method TBLASTX: Cress 

End 4 955 

Score 221 

,3902, 4779.-4955, 4781. .4951 



Seq. No. 11759 

Gene No. 24938 

Start 1 

Name OJ990910_13 . 9B12 . C14 . o3 . tm 

Start 3693 

GI none 

Exons 3693..3776, 3694.. 3777, 3763. 
4779.. 4955 



Seq. ID OJ990910_13.9B12.C14 
Strand 

End 7250 

Method TBLASTX : Mai ze 

End 4955 

Score 125 

.3837, 3778. .3861, 4778. .4951, 



Seq. No. 11759 
Gene No. . 24938 

Start 1 

Name OJ990910_13 . 9B12 . C14 . ol . ts 

Start 3763 

GI none 
Exons 



Seq. ID OJ990910_13.9B12.C14 
Strand 

End 7250 

Method TBLASTX : Soybean 

End 6243 

Score 104 



3763. .3846, 4754. .5059, 4779. .4955, 5084. .5332, 5085. .5333, 
5357. .5536, 5364. .5537, 5395. .5538, 5879.-5974, 5899. .5973, 
6050. .6139, 6052. .6138, 6215. .6241, 6217. .6243 



Seq. No. 11759 

Gene No. 24 938 

Start 1 

Name OJ990910__13 . 9B12 . C14 . ol . tm 

Start 5051 

GI none 

Exons 5051.. 5341, 5054.. 5284, 5058, 
5364. .5522, 5367. .5522, 5368. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ.990910 13.9B12.C14 



7250 

TBLASTX: Maize 
5523 
188 

.5327, 5086. .5334, 5331. .5369, 
.5523, 5368.. 5523 



Seq. No. 11759 
Gene No. 24938 
Start 1 

Name OJ990910_13 . 9B12 . C14 . o2 . tc 

Start 5448 
GI none 

Exons S448..5537, 5451.. 5537, 5879, 

6052. .6138, 6215.. 6304, 6215, 
6386..6478, 6388.. 6480, 6390. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5995, 5881 
.6304, 6217 



OJ990910 13.9B12.C14 



7250 

TBLASTX: Cress 
6492 
136 

5970, 6050. 
6306, 6217. 



6139, 
6306, 



6479, 6391. .6492 



Seq. No. 



11759 



Seq. ID OJ990910_13.9B12.C14 



12257 






VJCl IC LNtJ ■ 


9 4 Q3R 

t.4 ^ JO 






Strand 








O L. Cl X. U 


1 
X 






End 


7250 






Name 


O.TQQ0Q1 D 1 ? 


9R1 9 PI 4 r>9 




Method 


TBLASTX : 


LuCL X Z, C 




Start 


5868 






End 


7190 






GI 


none 






Score 


168 








Sftfift 


5879 5974 

JO f Zs * • Zs 1 *± j 


5880 


..5975, 5881. .5976, 


5Rft1 5976 






604ft 61 37 


6050 61 39 


605 9 


..6138, 6215.. 6304, 


691 5 63 01 






691 7 6306 


63ft3 647ft 


63ft 6 

\J o o o 


..6478, 6391. .6489, 


6399 64ftft 






640-0 64ft9 


6956 7012 


6957 


..7013, 6958. .7023, 


7075 71 R9 






7076 7180 


7089 7190 












OCl^. IN U> • 


1 1 7 SQ 

X X / >J Z? 






Seq. ID 


OJ990910 


1 3 9R1 9 PI 4 




Uciic In {J • 


94 93ft 






Strand 








Start 


1 






End 


7250 






Name 


OJ990910 13 


.9B12.C14.o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


6245 






End 


7182 






ox 


none 






Score 


74 






I_i A. w 1 1 o 


694S 6304 


6383 6478 


638 6 


. .6478, 6390. .6488, 


6390 64Rft 






6391 649? 


6956 701? 

U J J U • • 1 \J X. C f 


6957 


. .7013, 6957. .7022, 


7 07 S 717 3 






707 S 71 ft? 


707 6 7180 












OC^i LNVJ ■ 


117 60 






Seq. ID 


OJ990910 


1 3 9R1 9 PI 5 




Gene No. 


24939 






Strand 


+ 




I s a E 


Start 


1 






End 


507 




:■ E 




OJ99091 0 13 

■VJU J O J X \J X J 


.9B12.C15.ol 


.np 


Method 


AAT/NAP 




,5 Z l 

f.i E 


Cf a >-+- 


1 ~ 

X 






End 


507 






ot 
ox 


£7 ^7 S 






Score 


327 




tr? 


Exons 


1 996 369 


. .507 










L J 




( AT.1 37 Oft 9 ) 


putative protein 


[Arabidopsis t ha liana] 




Seq. No. 


11760 






Seq. ID 


OJ990910 


_13.9B12.C15 




Gene No. 


24940 






Strand 


+ 




s 


Start 


420 






End 


1210 






IMdllLC 


O.T99091 0 13 

\JUZsZs\JZsX\J X J 


.9B12.C15.ol 


.gp 


Method 


AAT/GAP 




:sf 


u Ldi L 


4 90 ~~ 

1 VJ 






End 


1210 




H! 


(IT 
O X 








Score 


805 






F 1 von ^ 


490 Si R ft 


86. .1210 










ill 


i*J . \J . 


117 60 






Seq. ID 


OJ990910 


_13.9B12.C15 




Gene No. 


24941 






Strand 


+ 






Start 


4725 






End 


8215 






Naitie 


OJ990910 13 


.9B12.C15.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


59 






End 


515 






GI 


none 






Score 


109 






F 1 von <^ 


59. .142, 75 


..143, 76. .141, 136. .237, 137. .226, 


139. .237, 






359. .508, 415. .513, 423 


. .515 










Cpn Mo 


11760 






Seq. ID 


OJ990910 


__13.9B12.C15 




Gene No. 


24941 






Strand 


+ 






Start 


4725 






End 


8215 






Name 


OJ990910 13 


.9B12.C15.o2 


gs 


Method 


GENSCAN 






Start 


4725 






End 


7853 






GI 


none 






Score 


.65 






Exons 


4725. .4927, 


6772. . 6853, 


6953 


..7063, 7413. .7509, 


7652. .7758, 






7848. .7853 














Seq. No. 


11760 






Seq. ID 


OJ990910 


_13.9B12.C15 



12258 



P Ana K7 r\ 


9 A CM 1 
Z 4 f± ± 


Strand 


+ 


Start 


4725 


End 


8215 


Name 


OJ990910 13. 9B12.C15.o2.np 


Method 


AAT/NAP 


O Lai L 


4779 


End 


8215 


pT 


5080816 


Score 


734 


TP v /~s r^i <r» 


4779.-4934, 6251. .6316, 6583.. 


6644, 6772. .6853, 6953. .7063, 




7214. .7291, 7413. .7509, 7652.. 


7758, 81£ 


S4. .8215 


P T r^i /~\ e? /"> v n t~\ 

ui uescnp. 


(AC007258) Putative ATPase [Arabidopsis thaliana] 


o8q . INO . 


11761 


Seq. ID 


OJ990910_13.9B12.C16 


bsne no . 


24942 


Strand 


+ 


Start 


590 


End 


6808 


Name 


OJ990910 13. 9B12.C16.ol.gp 


Method 


AAT/GAP 




590 


End 


1091 


PT 


LIB3475-010-P1-K1-A11 


Score 


327 


Exons 


590. .614, 724. .829, 903. .980, 


1054. .1091 




• 50808 16/gb | AAD39325. 1 | AC00725 


>8 14 1.0e-32 (AC007258) Putative 




ATPase [Arabidopsis thaliana] 1 






o e . LN O . 


11761 


Seq. ID 


OJ990910_13.9B12.C16 


ucne no . 


24942 


Strand 


+ 


Start 


590 


End 


6808 


Name 


OJ990910 13. 9B12.C16.o2.gp 


Method 


AAT/GAP 




663 


End 


1164 


P T 


LIB3475-010-P1-K1-A11 


Score 


446 


Exons 


663. .829, 903. .980, 1054. .1164 




GI Descrip. 


' 50808 16/gb|AAD39325. 1 IAC00725 


18 14 1.0e-32 (AC007258) Putative 




ATPase [Arabidopsis thaliana] 1 






beq . no . 


11761 


Seq. ID 


OJ990910_13.9B12.C16 


Gene No . 


24942 


Strand 


+ 




590 


End 


6808 


Name 


OJ990910 13. 9B12.C16.ol.np 


Method 


AAT/NAP 


Start 


915 


End 


6050 




5080816 


Score 


2718 




915. .980, 1054. .1170, 1589. .1736, 1819. 


.1925, 2068. .2210, 




2333.. 2434, 2512.. 2575, 2659.. 


2871, 3277. .3442, 3576. .3655, 




4272. .4511, 4921. .5139, 5214.. 


5381, 5457. .5819, 5916. .6050 




(AC007258) Putative ATPase [Arabidopsis thaliana] 


O C • NO. 


11761 


Seq. ID 


OJ990910_13.9B12.C16 


ocilc NO . 


24942 


Strand 


+ 


Start 


590 


End 


6808 


Name 


OJ990910 13. 9B12.C16.ol.gs 


Method 


GENSCAN 


O Ldl L 


1054 


End 


6529 


PT 
bl 


none 


Score 


.86 


CjXOIIo 


1054. .1170, 1589. .1744, 1821.. 


1925, 2068. .2210, 2333. .2434, 




2512. .2575, 2659. .2851, 3576.. 


3655, 4272. .4511, 5214. .5381, 




5457. .5819, 5916. .6022, 6229.. 


6529 






11761 


Seq. ID 


OJ990910_13.9B12.C16 


Gene No. 


24942 


Strand 


+ 


Start 


590 


End 


6808 


Name 


OJ990910 13. 9B12.C16.o4 . tm 


Method 


TBLASTX: Maize 


Start 


2710 


End 


3480 


GI 


none 


Score 


107 


Exons 


2710. .2793, 2711. .2791, 2712.. 


2792, 2791.. 2865, 2793.. 2867, 



12259 



3285. .3440, 3285. .3452, 3286. .3462, 3286. .3480 



Seq. No. 11761 

Gene No. 24942 

Start 590 

Name OJ990910_13 . 9B12 . C16 . o3 . ts 

Start 3285 

GI none 

Exons 3285.. 3461, 3286.. 3480, 
3578. .3655, 4269. .4364 



Seq. ID OJ990910_13.9B12.C16 

Strand + 

End 6808 

Method TBLASTX : Soybean 

End * 4364 

Score 231 
3286. .3480, 3574. .3654, 3575. .3655, 



Seq. No. 


11761 








Seq. ID 


OJ990910_13.9B12.C16 


Gene No . 


24942 








Strand 


+ 


Start 


590 








End 


6808 


Name 


OJ990910 13 


. 9B12. 


C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3581 








End 


4519 


GI 


none 








Score 


104 


R von q 


3581. .3655, 


3583. 


.3651, 


4272. . 


4511, 4274. .4519, 4275. .4514 


Seq. No. 


11761 








Seq. ID 


OJ990910_13.9B12.C16 


Gene No. 


24942 








Strand 


+ 


Start 


590 








End 


6808 


Name 


OJ990910 13 


.9B12. 


C16.o3 


.gp 


Method 


AAT/GAP 


Start 


4278 








End 


5128 


GI 


2312442 








Score. 


829 


E von q 


4278. .4511, 


4 921. 


.5128 








VJ -L ^ _> J- _l_ k_/ « 


5080816/gb|AAD39325.1 |AC00725£ 


I_14 2.0e 


-60 (AC007258) Putative 




ATPase [Arabidopsis thaliana] 






Seq. No. 


11761 








Seq. ID 


OJ990910_13.9B12.C16 


Gene No. 


24942 








Strand 


+ 


Start 


590 








End 


6808 


Name 


OJ990910 13 


. 9B12. 


C16.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4367 








End 


5531 


GI 


none 








Score 


129 


Exons 


4367. .4519, 


4368. 


.4514, 


4947. . 


5111, 4954. .5142, 5205. .5381, 




5210. .5377, 


5454. 


.5531 








Seq. No. 


11761 








Seq. ID 


OJ990910 13.9B12.C16 


Gene No. 


24942 








Strand 


+ 


Start 


590 








End 


6808 


Name 


OJ990910 13 


. 9B12. 


C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4947 








End 


5646 


GI 


none 








Score 


299 


Exons 


4947. .5156, 


4954. 


.5142, 


5012. . 


5146, 5139.. 5198, 5185.. 5382, 




5205. .5381, 


5206. 


.5382, 


5213. . 


5389, 5454. .5645, 5454. .5639, 




5456. .5644, 


5566. 


.5646 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11761 Seq. ID 

24942 Strand 

590 End 

OJ990910_13. 9B12.C16.o4 . gp Method 

5241 End 

16650 1.R1084 Score 



OJ9909.10_13.9B12.C16 
+ 

6808 
AAT/GAP 
6037 
1080 



5241. .5381, 5457. .5819, 5916. .6037 

'5080816/gb|AAD39325.1 |AC007258_14 2.0e-77 (AC007258) Putative 
ATPase [Arabidopsis thaliana] 1 



12260 



Seq. No. 


11761 








Seq. ID 


OJ990910 


_13.9B12.C16 


Gene No. 


24942 








Strand 


+ 




Start 


590 








End 


6808 




Name 


OJ990910 13 


9B12 


. CI 6 . ol 


. t c 


Method 


TBLASTX: 


ere s s 


Start 


5276 _ 








End 


5579 




GI 


none 








Score 


114 




Exons 


5276 5389 


5292 


5381, 


5454 . 


.5579, 5456. .5548 




O C . LiU • 


11761 








Seq. ID 


OJ990910 


1 *3 qd*i o pi £ 


Gene No. 


24942 








Strand 


+ 




Start 


590 








End 


6808 




Name 


OJ990910 13 


9B12 


. CI 6 . ol 


. ts 


Method 


TBLASTX: 


ouyucau 


Start 


5637 _ 








End 


6530 


GI 


none 








Score 


140 




TT von s 


5637 5783 


5639 


5788 


5639 
«j u j ^ . 


.5803, 5640.. 5819, 






5909 6010, 


5913 


6011, 


6216 . 


.6287, 6232.. 6324, 


6933 6399 




6301 6516, 


6326 


6520, 


6339 . 


.6530 






Seq. No. 


11761 








Seq. ID 


OJ990910 


_13.9B12.C16 


Gene No. 


24942 








Strand 


+ 




Start 


590 








End 


6808 




Name 


OJ990910 13 


9B12 


CI 6 o2 


•f-rn 


Method 


TBLASTX: 


l v Jd -Lie 


utui I 


57 5? ~~ 








End 


6670 




GI 


none 








Score 


103 






Rfi9n 


R7 R3 




R7 R4 


.5819, 5904. .6011, 


cQi o c n /f n 






U Z. jL. J 




6933 


.6511, 6607.. 6657, 


O y . . D D / U 


Seq. No. 


11761 








Seq. ID 


OJ990910 


_13.9B12.C16 




24 942 








Strand 


+ 




Start 


590 








End 


6808 




Name 


OJ99091 D 1 3 


9B12 


^ J. U • \J -J 


9P 


Method 


AAT/GAP 




Start 


6344 ~ 








End 


6808 




GI 


3767869 








Score 


833 




Exons 


6344 6808 














Seq. No. 


11762 








Seq. ID 


OJ990910 


_13.9B12.C17 


Gene No. 


24943 








Strand 


+ 




Start 


4036 








End 


7971 




Name 


OJ990910 13 


9B12 


C17 . ol 




Method 


GEN SCAN 




Start 


4036 ~~ 








End 


7971 




GI 


none 








Score 


.68 




Exons 


4036 4127 


5073 . 


. 5217 , 


5775 . 


.5868, 6051.. 6222, 


fifiR 3 fifi 1 3 

ODO J . . DOI J/ 




7055 7215 


74 08 


7 971 










Seq. No. 


11762 








Seq. ID 


OJ990910 


_13.9B12.C17 


Gene No. 


24944 








Strand 


+ 




Start 


8985 








End 


9823 




Name 


OJ990910 13. 


9B12. 


C17.ol. 


gp 


Method 


AAT/GAP 




Start 


8985 








End 


9823 




GI 


5461 1.R1084 








Score 


1578 




Exons 


8985. .9823 















GI Descrip. 1 4587611/gb | AAD25839 . 1 | AC006951_18 3.0e-53 (AC006951) putative 
40S ribosomal protein S17 [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



11762 
24945 



Seq. ID OJ990910_13.9B12.C17 
Strand + 



12261 




Start 


10067 


End 


14164 


Name 


OJ990910_13. 9B12.C17.o3.gs 


Method 


GENSCAN 


Of 3 >-+- 

O Lai (_ 


X U \J \J f 


End 


14164 


O X 


none 


Score 


.57 


Exons 


1 0067 109(14 1 D949 1 fH79 


11358. .11536, 11627. .11713, 




11PQ4 1 9DS4 19967' 19^44 


12516. .12589, 12678 .. 12742 , 




1 ^ 9 7 1 ^ ^ 4 fi 1 4 f) 9 4 14164 






Can 


i 1 Tco 

11 / 


Seq. ID 


OJ990910_13.9B12.C17 


flpin No 

UCllC L\U • 


24 94 6 


Strand 


+ 


Start 


15636 


End 


16929 


Name 


OJ990910 13. 9B12.C17.o2.gp 


Method 


AAT/GAP 


O Odi L 




End 


16929 


ox 


9 4 H S 1 9 Rl Oft 4 


Score 


1096 


Exons 


1 S6^6~~ 1 S7^D 1644D 1 6Q9 9 








1 97 ^Q9 1 Q /^mH I rAAfl4 1 9 0^- 


20 (AJ001161) rpS28 [Hordeum 




T7n 1 rr ^ r*^ 1 ! 

V Li X y a X " J 






Seq. No. 


11762 


Seq. ID 




Gene No. 


24947 


Strand 




O LCti L 


9129 


End 


9713 


Name 


O.TQQDQID 1^ QR1 9 PI 7 n9 n=i 


Method 


GENSCAN 


OLdiL 


Q1 9 Q _ 


; End 


9713 


PT 
\z X 


none 


Score 


.44 


XP /"\ T~\ C 

Lxons 


Q19Q Q9fi£ Q^4ft Q71^ 






oeq . 1NO . 


117 £9 


Seq. ID 


OJ990910_13.9B12.C17 


Gene No. 


24947 


Strand 




Start 


9129 


End 


9713 


Name 


OJ990910 13. 9B12.C17.ol.np 


Method 


AAT/NAP 


Q+- a r-+- 
o Lai T_ 


9281 


End 


9713 




5758304 


Score 


502 


Exons 


9281. . 9713 






ox ucoli • 


(AF161704) 40S ribosomal protein S17 


[Lycopersicon esculentum] 




11762 


Seq. ID 


OJ990910_13.9B12.C17 


Gene No. 


24948 


Strand 




Start 


15633 


End 


19565 




OJ990910 13.9B12.C17.ol.tm 


Method 


TBLASTX: Maize 


O LClX U 


9286 


End 


9870 




none 


Score 


69 


LAUl i O 


9286.-9339, 9288.. 9344, 9339 


..9713, 9343. .9714, 9556. .9714, 




9642. .9716, 9829. .9870 






Seq. No. 


11762 


Seq. ID 


OJ990910_13.9B12.C17 


Gene No. 


24948 


Strand 




O Lai. L 


15633 


End 


19565 . 


Name 


OJ990910 13.9Bl2.C17.ol.tc 


Method 


TBLASTX: Cress 


OLdl L 


9339 


End 


9714 


ox 


none 


Score 


256 


Exons 


9339. .9713, 9367. .9714 






Seq. No. 


11762 


Seq. ID 


OJ990910_13.9B12.C17 


Gene No. 


24948 


Strand 




Start * 


15633 


End 


19565 


Name 


OJ990910 13.9B12.C17.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9342 


End 


9722 



12262 




GI 


none 




Score 


282 




Pyrin q 


9342. .9713, 9367. .9714, 938 


1..9722, 9568. .9714 




Seq. No. 


11762 




Seq. ID 


OJ990910_13. 9B12 


.C17 


Gene No. 


24948 




Strand 






OLai L 


15633 




End 


19565 




Name 


OJ990910 13.9B12.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




c -(- 3 r-+- 
oLdl L 


9402 




End 


9719 






none 




Score 


142 




LiAUl 1 O 


9402. .9596, 9402. .9713, 9457. .9714, 9556. .9717, 9642. .9719 


O H • in . 


11762 




Seq. ID 


OJ990910_13.9B12 


.C17 


Gene ■ No. 


24948 




Strand 






Start 


15633 




End 


19565 




Name 


OJ990910 13.9B12.C17 


.o4 .gs 


Method 


GEN SCAN 




O Lai L 


15633 




End 


19088 




O J- 


none 




Score 


.81 






15633. .15794, 16378. 


.16754, 


17535. .18 


234, 18345. .18446, 






18524. .18616, 18733. 


.18879, 


18998. .19088 




Seq. No. 


11762 




Seq. ID 


OJ990910_13. 9B12 


.C17 


Gene No. 


24948 




Strand 






O Lai L 


15633 




End 


19565 




Name 


OJ990910 13.9B12.C17 


. o4 . tc 


Method 


TBLASTX: Cress 




OLdi L 


16402 




End 


16656 






none 




Score 


' 146 




Exons 


16402. .16554, 16404. 


.16535, 


16531. .16656, 16537 .. 16593 




o e q . ln o . 


11762 




Seq. ID 


OJ990910_13. 9B12 


.C17 


Gene No. 


24948 




Strand 






Start 


15633 




End 


19565 




Name 


OJ990910 13.9B12.C17 


,o2.tw 


Method 


TBLASTX: Wheat 




O Lai L 


16430 




End 


16639 




ox 


none 




Score 


155 




Pvnn q 

LiAUllO 


16430. .16528, 16434. 


.16550, 


16434. .16598, 164 38 .. 16593, 






16519 16635 16598 


16639 

• J. \j \j j y 








Seq. No.' 


11762 




Seq. ID 


OJ990910_13. 9B12 


.C17 


Gene No. 


24948 




Strand 






Start 


15633 




End 


19565 




ln aiuc 


OJ990910 13.9B12.C17 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


16437 




End 


16645 




GI 


none 




Score 


227 




1— l/V UllO 


16437. .16598, 16441. 


.16593, 


16516. .16644, 16598. .16645 




Seq. No. 


11762 




Seq. ID 


OJ990910_13.9B12 


.C17 


Gene No. 


24948 




Strand 






Start 


15633 




End 


19565 




Name 


OJ990910 13..9B12.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




O Lai L 


16437 




End 


16654 




GI 


none 




Score 


144 




Exons 


16437. .16550, 16437. 


.16652, 


16438. .16593, 16598. .16654 




Seq. No. 


11762 




Seq. ID 


OJ990910_13. 9B12 


.C17 


Gene No. 


24948 




Strand 






Start 


15633 




End 


19565 




Name 


OJ990910 13.9B12.C17 


. o2 . np 


Method 


AAT/NAP 





12263 




Of- -a v-f- 


17530 






End 


19565 




(IT 


3688186 




Score 


672 




Exons 


17530. . 


17880, 18345. 


1 ft 4 4 

■ X O *i *i \J , 


18524. .18 


616, 18733. .18879, 






18998. . 


19088, 19182. 


1 Q970 
. x / u , 


19360. .19425, 19530. .19565 






(AL031804) putative 


kj J_ ULCJ.11 


[Arabidopsis thaliana] 




Seq. No. 


11762 






Seq. ID 


OJ990910_13.9B12 


.C17 


Gene No. 


24948 






Strand 






C -4- y-4- 


15633 






End 


19565 




Name 


OJ990910 13.9B12.C17 


• Oj • tlU 


Method 


TBLASTX: Maize 




o tar u 


17632 






End 


17802 




P T 


none 






Score 


202 




Exons 


17632. . 


17796, 17636. 


. X / 1 Zs 1 f 


17639. .17800, 17641. .17802 




Corf 

o tr q • IN (J • 


11762 






Seq. ID 


OJ990910JL3.9B12 


. C17 


OCilC LN tJ . 


24948 






Strand 








15633 






End 


19565 




Name 


OJ990910 13.9B12.C17 


nl i- «? 

. X ■ L. O 


Method 


TBLASTX : Soybean 




Start 


17641 






End 


19426 




GI 


none 






Score 


79 




Exons 


17641. . 


17796, 17642. 


17728 


18333. .18458, 18348 .. 184 4 9, 






18515. . 


18619, 18534. 


1 ft 61 4 

• X O V X H , 


18733. .18783, 18787 .. 18879, 






18827. . 


18880, 18998. 


• x y \j *j x , 


18999. .19052, 1904 9 .. 19087 , 






19053. . 


19088, 19175. 


1 Q97D 
. x Z/Z. / U , 


19176. .19271, 19357. .19425, 






19361. . 


19426 










oeq . lno . 


11762 






Seq. ID 


OJ990910_13.9B12 


PI 7 


Gene No. 


24948 






Strand 






Start 


15633 






End 


19565 




Name 


OJ990910 13.9B12.C17 


■ U£. • LIU 


Method 


TBLASTX: Maize 






18188 






End 


18756 




TT 

ox 


none 






Score 


52 




Exons 


18188. . 


18235, 18193. 


1 ft9^4 


18340. . 18447, 18342 .. 184 4 9, 






18515. . 


18619, 18528. 


1 ft fil 7 
• JLOD1 f f 


18733. . 18756 




oeq» ln o . 


11762 






Seq. ID 


OJ990910_13.9B12 


PI 7 

• \j x / 


Gene No. 


24948 






Strand 






Start 


15633 






End 


19565 




Ma mo 

LNdlLlC. 


OJ990910 13.9B12.C17 




Method- 


. TBLASTX: Cress 




CLdl I 


18342 






End 


18825 






none 






Score 


54 






18342. . 


18440, 18348. 


1 ft 4 4 Q 


18515. .18619, 18525. . 18617, 






18727. . 


18822, 18733. 


. 18825 








Con "Mo 


11762 






Seq. ID 


OJ990910_13.9B12 


PI 7 


Gene No. 


24948 






Strand 






Start 


15633 






End 


19565 






OJ990910 13.9B12.C17 


o3 • tw 


Method 


TBLASTX: Wheat 




O Lai U 


-18844 






End 


19405 




ox 


none 






Score 


90 




Lxons 


18844 . . 


18879, 18998. 


1 Q0P7 


18999. .19088, 19175. .19270, 






19176. . 


19271, 19357. 


..19404, 


19364. .19405 




Seq. No. 


11762 






Seq. ID 


OJ990910_13.9B12 


.C17 


Gene No. 


24948 






Strand 






Start 


15633 






End 


19565 




Name 


OJ990910 13.9B12.C17 


. o3 . tm 


Method 


TBLASTX: Maize 





12264 








End 


19425 






P T 

bl 


none 


Score 


86 






Exons 


i Qnoi 1 Qflftft 1 QO^I 1 QHQ^ 


19031. .19087, 19175 


1 Q970 
. . 1 :7Z / U , 






i Qi 7fi 1 Q9 7 1 1 Q1 ft 7 1 Q9 7 9 


19350. .19424, 19357 


. . 1 y *± z 0 , 
















beq. no. 


11/ OZ 


Seq-. ID 


OJ990910 


1 ^ QR1 9 
Ij. _? 0 1 Z 


pi 7 
. bi / 


Gene No. 


24948 


Strand 








Start 


15633 


End 


19565 






Name 


nTQQnCilO 1 "3 QRl 9 Pi 7 1- r« 

ujyyuyiu 1 o . ;?diz.ui/ .oj. lc 


Method 


TBLASTX : < 


Cress 




otart 




End 


19430 






bl 


none 


Score 


57 






Exons 


i qn/lfi 1 Q0R7 1Q17R 1Q97H 


19176. .19271, 19357 


1 Qd 9 R 






i Q-3C1 1Q496 1 Q'SfiO 1Q4^H 










beq. no. 


I 1 ic-j 

II / Oj 


Seq. ID 


OJ990910 


1 ^ QR1 9 

IO. Z) D J. £. 


P1 ft 


Gene No. 


24949 


Strand 








Start 


103 


End 


1488 






Name 


PiTQQOQIO 1 ^ QR1 9 PI ft nl nr> 

j^U Jlu -L O . -70.1.^.^X0 . Ul . i iy> 


Method 


AAT/NAP 






b cart: 


1U J 


End 


1488 






P T 


cn o c o c 
D / jj jOj 


Score 


63 






Exons 


i 1 Q7 1 d 4 Q 1 4QQ 
1U J . . 1 _7 / , 1 ft *± .7 • . 1400 










,, s ^ bi uescnp. 


/ZiTl^7nft9\ ■rm+-rai--!T7'0 nmf ai n 
(nLl J / UO^ j pULaLlVc piOLclIl 


[Arabidopsis thaliana] 




Seq. No. 


11763 


Seq. ID 


OJ990910 


_13. 9B12 


.C18 


Lf! Gene No. 


24949 


Strand 


- 






: ; J b L 3 r L 


i n ^ 

IUj 


End 


1488 






Name 


ujyyuyiu 10 . ytsiz . bio . 01 . gp 


Method 


AAT/GAP 






*ss? r-i j . „ j_ 

. ; btart 


JJ O 


End 


1354 








none 


Score 


1076 






! :5? Exons 


"3 R ft 71 0 1 1 d ^ 1 "3 R d 
. / 1U f 114 J . . 1 0 O fi 










Seq. No. 


11764 


Seq. ID 


OJ990910 


JL3.9B12 


.C19 


Gene No . 


24950 


Strand 


+ 






; s xr Of ar f 
., . DLalL 


16 / 0 


End 


2373 






" rt Name 


PiTQQflQI H 1 ^ QT31 9 PI Q r\l rra 

ujyyuyiu ij, yDiz.Liy.oi.gs 


Method 


GEN SCAN 






r - otart 


1 97 Q 
1 Z / o 


End 


2373 






• s s pt 


none 


Score 


.49 






•* w t iiiXons 

'•sat 


197ft 1 "3 0 1 1Q7fl 1 QQfi 9 ^ "3 R 

1Z / O . , 1 jUl/ 1? /U • . 13^0; i JJJ 


. .2373 








Seq. No. 


11764 


Seq. ID 


OJ990910 


_13.9B12 


.C19 


Gene No. 


24951 


Strand 


+ 








7 1 7 £ 
/ 1 i D 


End 


7768 






Name 


nTQQncti n i "3 qdi o pi q 
ujyyuyiu 10. i7Diz.Liy.oj.gs 


Method 


GENS CAN 






q j_ _ „j_ 

otart 


7 1 7 £ 

/I/O 


End 


7768 






p t 

bl 


none 


Score 


.81 






Exons 


7 1 7 fi lOTfi 797H 7^17 7 fiQ R 


. .7768 








o e q . ln o . 


I 1 7 fid 

II / 


Seq. ID 


OJ990910^ 


_13.9B12 


PI Q 




24952 


Strand 








Start 


4482 


End 


6161 






Name 


OJ990910 13.9B12.C19.ol.np 


Method 


AAT/NAP 






Start 


4482 


End 


6161 






GI 


6907086 


Score 


1228 






Exons 


4482. .4860, 5081. .5334, 5392 


. .6161 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 







12265 




Seq. No. 


11764 


Seq. ID 


OJ990910_13 , 


. 9B12 


. C19 


Gene No. 


24953 


Strand 








Start 


6868 


End 


10510 






Name 


OJ990910 13.9B12.C19.o2.np 


Method 


TV TV m / XT TV 1~\ 

AAT/NAP 






Start 


6868 


End 


10252 






GI 


4680186 


Score 


177 






Exons 


6868. .7285, 7757. .7819, 10084 


. .10252 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


11764 


Seq. ID 


OJ990910_13. 


.9B12 


.C19 


Gene No. 


2 4 953 


Strand 








Start 


6868 


End 


10510 






Name 


OJ990910 13.9B12.C19.o4.gs 


Method 


GENSCAN 






Start 


8406 


End 


10510 






GI 


none 


Score 


. 65 






Exons 


8406. .8879, 8958. .9514, 10117 


. .10510 








Seq. No. 


11765 


Seq. ID 


OJ99Q910 1J, 


An 1 o 

, 9B12 


. C20 


Gene No. 


24954 


Strand 








Start 


493 


End 


939 






Name 


OJ990910 13. 9B12.C20.ol.np 


Method 


TV Tim / VI 7\ T"> 

AAT / NAP 






Start 


469 


End 


n n 

939 






GI 


4680203 


Score 


219 






Exons 


469. .939 










GI Qescrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


11765 


Seq. ID 


OJ990910 13. 


. 9B12 


.C20 


Gene No. 


24954 


Strand 


- 






Start 


493 


End 


939 






Name 


OJ990910 13.9B12.C20.ol.gs 


Method 


GENSCAN 






Start 


493 


End 


896 






GI 


none 


Score 


.98 






Exons 


493. .896 










Seq. No. 


11765 


Seq. ID 


OJ990910_13. 


, 9B12 


. C20 


Gene No. 


24954 


Strand 








Start 


493 


End 


939 






Name 


OJ990910 13. 9B12.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


547 


End 


936 






GI 


none 


Score 


75 






Exons 


547. .666, 667. .771, 668. .772, 


790. .843 


, 843. .887, i 


S44. . 


8 94 , 




909. .935, 910. .936 










Seq. No. 


11765 


Seq. ID 


OJ990910_13. 


, 9B12 


.C20 


Gene No. 


24954 


Strand 








Start 


493 


End 


939 






Name 


OJ990910 13. 9B12.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


610 


End 


858 






GI 


none 


Score 


95 






Exons 


610. .858, 674. .856 










Seq. No. 


11766 


Seq. ID 


OJ990910_13. 


9B12 


.C21 


Gene No. 


24955 


Strand 








Start 


1 


End 


4955 






Name 


OJ990910 13.9B12.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4026 






GI 


4680203 


Score 


1680 







12266 




L| * \r j~\ 


1..371, 648. .871, 1031. 


.2692, 


3943. .4026 




\3 X Ucbtlip. 


(AF114171) TNP2-like protein 


r C? r\ t~ iT Vl 1 1 m 
L 0\J X y 1 1LL1U 


JJ1LU1UI J 




Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene No. 


24955 




O i_ Ct 1 1U 






0-1-0 


1 




Ej 1. IvJ 






Name 


OJ990910 13. 9B12.C21.ol 


.gs 


lit; uiiuli 


\J Hi IN O V_frt IN 




C -I- -J y~4- 


7 






" 'd 9 S R 
1 J J J 




P T 


none 






77 




Exons 


1 IfcA R££ 9£Q9 AAQ1 
/ . . / Of* , ODD. .ZDyt, HHOJ 


. .4725 


d ft7 1 i 


1 QS S 

i .7 ~> 




Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene No. 


24956 




Strand 






oT.ar L 


5453 




End 


1 0QH7 
j. \j z? \j t 




Name 


OJ990910 13.9B12.C21.ol 


.tw 


Method 


TRT.A^TX • Whci^"t- 

1 DJurtO 1 /\ . IfVilca L 






10 




End 


7 SQ 






none 




Score 


46 




Exons 


in 9i n 90 1^7 9i^ 


715, 217. .759 






Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene No. 


24956 




Strand 








5453 




End 


1 0QD7 

X\J Zf\J I 




Name 


OJ990910 13. 9B12.C21.o2 


.tc 


Method 


TRT acjTY • r-rta q q 
IDLinOlA. Ulcbb 






46 




End 


4 7 9 






none 




Score 


A A 




Exons 


/I £ ni n en 1 ci Oic: 
4 0 . . Z ± U , OU. .ij/, Z 13 . . 


472, 217.. 468 






Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene No. 


24956 




Strand 






o tan 


5453 




End 


1 0QH7 




Name 


OJ990910 13.9B12.C21.o2 


,tm 


Method 


TRT • Ma t -70 
1 DXjH.O I A . IXld lZc 




oldit 


403 




End 


/ J. o 






none 




Score 


1 S7 




Exons 


ACil 717 AO 7 7 1 R 










Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene' No. 


24956 




Strand 






OLdl I 


5453 




End 


1 DQD7 
x \j y \j t 




Name 


OJ990910 13.9B12.C21.o4 


.ts 


Method 






C+- a v-f- 


415 




End 


7QR 






none 




Score 


GO 




Exons 


/i q fififl Zl 1 ^41 £70 


. .798 








Seq. No. 


11766 




Seq. ID 


OJ990910JL3.9B12 


.C21 


Gene No. 


24956 




Strand 








5453 




End 


10907 




Name 


OJ990910 13.9B12.C21.o4 


. tw 


Method 


TBLASTX : Wheat 




C -|- -3 v-+- 


885 




End 


1089 






none 




Score 


47 • • 




Exons 


885.-968, 916. .957, 969 


. .1088 


, 972. .1088, 973. .1089 




Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12 


.C21 


Gene No. 


24956 




Strand 






Start 


5453 




End 


10907 




Name 


OJ990910 13. 9B12.C21.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


894 




End 


1109 




GI 


none 




Score 


87 





12267 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



894. '.1085, 895.. 1083, 909.. 1109 



11766 
24956 . 
5453 

OJ990910_13.9B12.C21.o3.ts 

1200 

none 



11766 
24956 
5453 

OJ990910_13. 9B12.C21.ol.tm 

1269 

none 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Soybean 

End 1434 

Score 81 



1200. .1433, 1209. .1409, 1273. .1434 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Mai ze 

End 1718 

Score 82 



1269. .1463, 1285. .1488, 1470. .1712, 1486. .1713, 1587. .1718 



Seq. No. 11766 

Gene No. 24956 

Start 5453 

Name OJ990910_13 . 9B12 . C21 . o3 . tw 

Start 1308 

GI none 
Exons 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Wheat 

End 1649 

Score 80 

1308. .1463, 1309. .1557, 1507. .1602, 1509. .1604, 1617. .1649 



Seq. No. 11766 

Gene No. 24956 

Start 5453 

Name OJ990910_13 . 9B12 . C21 . ol . tc 

Start 1557 

GI none 
Exons 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Cress 

End 1904 

Score 93 



1557. .1904, 1558. .1710, 1750. .1899 



Seq. No. 11766 

Gene No. 24956 

Start 5453 

Name OJ990910_13 . 9B12 . C21 . o2 . ts 

Start 1638 

GI none 
Exons 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Soybean 

End 1905 

Score 90 



1638. .1901, 1656. .1880, 1657. .1905 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Wheat 

End 2333 

Score 83 

1653.. 1778, 1785.. 1904, 1798.. 1881, 1917.. 2333, 2044.. 2244 



Seq. No. 11766 

Gene No. 24956 

Start 5453 

Name OJ990910_13 . 9B12 . C21 . o2 . tw 

Start 1653 

GI none 
Exons 



Seq. No. 11766 

Gene No. 24956 

Start 5453 

Name OJ990910_13 . 9B12 . C21 . ol . ts 

Start 1924 

GI none 
Exons 



Seq. ID OJ990910_13.9B12.C21 
Strand 

End 10907 

Method TBLASTX : Soybean 

End 2261 

Score 196 



1924. .2208, 1926. .2207, 2206. .2256, 2214. .2261 



12268 




Seq. No. 


11766 




Seq. ID 


OJ990910_13.9B12, 


.C21 


bene ino . 


9 4 QSfi 




Strand 






oUdit 


^4 

J H JJ 




End 


10907 




Name 


PiTQQnQin 1^ QR1 9 


.C21 


.o2.gs Method 


GENSCAN 






^4 ^ ~~ 




End 


10907 




P T 


none 




Score 


.43 




Exons 


^4^^ ^^79 R696 

Jl JJ . • J J / , jDtD 


..5855, 6435.. 6511, 10807.. 10907 




Seq. No. 


11767 




Seq. ID 


OJ990910_13. 9B12. 


,C22 


Gene No. 


24957 




Strand 


+ 




jtalL 


*i 




End 


3958 




Name 


OJ990910 13.9B12 


.C22 


.ol.np Method 


AAT/NAP 




Q4- v-f- 


1 




End 


3933 






4835767 




Score 


530 




Exons 


1..331, 3409. .3933 








ui uesciip. 


(AC007202) T8K14 


.16 


[Arabidopsis thaliana] 




Seq. No. 


11767 




Seq. ID 


OJ990910__13.9B12, 


.C22 


ucllc 1NO . 


24957 




Strand 


+ 




Of arf 


1 




End 


3958 




Name 


OJ990910 13.9B12 


.C22 


,o2.ts Method 


TBLASTX : Soybean 




Of ^ 

otart 


3 




End 


3504 




PT 

ul 


none 




Score 


62 




Exons 


3. .92, 157. .276, 


158 


..286, 3403. .3504 






beq. no. 


11767 




Seq. ID 


OJ990910_13. 9B12. 


coo 


Gene No. 


24957 




Strand 


+ 




Start 


1 




End 


3958 




Name 


OJ990910 13.9B12 


.C22 


.ol.tm Method 


TBLASTX: Maize 




otart 


179 




End 


3883 




P T 
bl 


none 




Score 


129 




Exons 


179. .286, 184. .276, 


3403. .3492, 3511.. 


3639, 3515. .3643, 






3536.-3646, 3641 


..3670, 3647. .3739, 3742. .3804, 3766. .3i 


382 , 




3767. .3883 










Seq. No. 


11767 




Seq. ID 


OJ990910JL3. 9B12, 


.C22 


UfcJllC LN<J . 


24957 




Strand 


+. 




Of a y-f- 


1 




End 


3958 




Name 


OJ990910 13.9B12 


.C22 


.ol.gs Method 


GENSCAN 




OLal L 


206 




End 


3958 




PT 
bl 


none 




Score 


.49 




Exons 


206. .331, 3409.. 


3516 


, 3554.. 3958 






Seq. No. 


11767 




Seq. ID 


OJ990910_13.9B12. 


.C22 


ucllc 1N\J . 


24957 




Strand 


+ 




Of n 

o t ar i. 


1 




End 


3958 




Name 


OJ990910 13.9B12 


.C22 


.ol.ts Method 


TBLASTX : Soybean 




Of =a r-f- 


3511 




End 


3883 ■ 




P T 


none 




Score 


253 




Exons 


3511. .3675, 3515 


. .37 


66, 3793. .3882, 3794. .3883 




Seq. No. 


11768 




Seq. ID 


OJ990910_13. 9B12. 


■ C23 


Gene No. 


24958 




Strand 


+ 




Start 


52 




End 


190 




Name 


OJ990910 13.9B12 


.C23 


.ol.gs Method 


GENSCAN 




Start 


52 




End 


190 





12269 




(IT 
ui 








Exons 


1 QO 






Seq. No. 


11769 Seq. ID 


OJ990910_13.9B12 


.024 


Gene No. 


24959 Strand 






C -|- -5 y-f- 


7 0 FnH 


4 77 




Name 




uJMNDl^rtlN 






/ U - HiiiU. 


4 77 












Exons 


70 Ififi ?RQ 477 






Seq. No. 


11770 Seq. ID 


OJ990910_13.9B12 


.026 


Gene No. 


24960 Strand 


+ 




C -(- -j -r f- 




9 QQO 

ID _7 U 




Name 


O.TQQ0Q1 0 1 "3 QR1 9 P9fi ol rm MpfhoH 


z\zxt /pap 

t\t\ 1 / uriir 




jLalL 


IDIj ljIICI 


9 "34 6 






94497^6 Qnnr-e* 


4 4^ 






1 ci 1; 1 fii a 9^0^ 9?4fi 

IDlJ . . 101Q r ljUj , . ^ Jl D 






o c q • in u . 


1 1 770 q prr Tn 


Pj.TQQOQI 0 1 ^ QR1 9 




C2c*T\& Wo 


24960 Strand 


+ ~ 




Start 


1615 End 


2990 




Name 


OJ990910 13. 9B12.C26.ol.np Method' 


AAT/NAP 




O LdX C 


1652 End 


2990 




P T 


6907106 Score 


373 




TP v /"\ yi c 


1652. .2094, 2512. .2634, 2745. .2990 






ux uescrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


or ine 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Can M r\ 

o e q . ln o . 


11770 Seq. ID 


OJ990910_13.9B12 


. 0 


ucUc LNLJ * 


24961 Strand 


+ 




Start 


3080 End 


3442 




Name 


OJ990910 13.9B12.C26.o2.gp Method 


AAT/GAP 




O Lai. U 


3080 End 


3442 




fir 


20886 2.R1084 Score 


539 




Exons 


3080. .3442 






U X LVtrov^XXLy. 


'5257255/dbj | AP000364 . 1 | AP000364 8.0e- 


24 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 f 








11770 Seq. ID 


OJ990910_13.9B12 


.026 


Gene No. 


24962 Strand 


+ 




Start 


11307 End 


12060 




Name 


OJ990910 13. 9B12.C26.o2.np Method 


AAT/NAP 






11307 End 


12060 




PT 
O X 


5823278 Score 


409 






11307. .12060 






ul UtroOXXLj. 


(AF175270) osmotin-like protein [Benincasa hispida] 




D c q • LN (J . 


11770 Seq. ID 


OJ990910_13. 9B12 


.026 




24962 Strand 


+ 




Start 


11307 End 


12060 




Name 


OJ990910 13.9B12.C26.o4.gp Method 


AAT/GAP 




Start 


11328 End 


11598 




GI 


2442546 Score 


490 




Exons 


11328. .11598 






GI Descrip. 


2501182/sp|Q41350 I0LP1 LYCES 1.0e-08 OSMOTIN-LIKE PROTEIN 




PRECURSOR >gi_2129934_pir JC5237 osmotin-like protein ■ 


- tomato 



12270 



>gi_1220537 (L76632) osmotin-like protein [Lycopersicon 
esculentum] 



Seq. No. 


11770 










Seq. ID 


OJ990910_13.9B12.C26 


Gene No. 


24963 










Strand 




Start 


1766 










End 


10232 


Name 


OJ990910. 13. 


yBlz 


. Czb . OZ 


.gs 


Method 


GENSCAN 


Start * 


1766 










End 


10232 


GI 


none 










Score 


.74 


Exons 


1766. . 


2533, 


o c a o 


O fl fi o 


30 70 . 


.3183, 3398. .3499, 4572. .4617, 




4736. . 


4792, 


5608 


. .5663, 


6093. 


.6162, 6376.. 6471, 7656.. 7702, 




7746. . 


7829, 


7886 


.8360, 


10170 


. .10232 




Seq. No. 


11770 










Seq. ID 


OJ990910__13.9B12.C26 


Gene No. 


24964 










Strand 




Start 


11343 










End 


12066 


Name 


OJ990910 13. 


9B12 


C26.o2 


tm 


Method 


TBLASTX: Maize 


Start 


11343 










End 


11532 


H T 


none 










Score 


261 


Exons 


11343. 


.11531 


, 11344.. 11532 






Seq. No. 


11770 










Seq. ID 


OJ990910_13.9B12.C26 


Gene No. 


24964 










Strand ■ 




Start 


11343 










End 


12066 


Name 


OJ990910 13. 


9B12 


C26.ol 


tc 


Method 


TBLASTX: Cress 


Start 


11383 










• End 


12009 


GI 


none 










Score 


192 


Exons 


11383. 


.11562, 11385. .11540, 11583 .. 11666, 11584 .. 11667 , 



11691. .11726, 11695. .11739, 11782. .11841, 118 90. .12009 



Seq. No. 


11770 






Seq. ID 


OJ990910_13. 9B12 


.C2 6 


Gene No. 


24964 






Strand 






Start 


11343 






End 


12066 




Name 


OJ990910 13.9B12.C26 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11383 






End 


12066 




GI 


none 






Score 


180 




Exons 


11383. . 


11541, 11385. 


.11468, 


114 90. .11540, 11583. .11666, 






11584 . . 


11679, 11691. 


.11729, 


11695. .11739, .11782. . 11841, 






11890. . 


12009, 11995. 


.12066 








Seq. No. 


11770 






Seq. ID 


OJ990910_13. 9B12 


.C26 


Gene No. 


24964 






Strand 






Start 


11343 






End 


12066 




Name 


OJ990910 13.9B12.C26 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11533 






End 


11841 




GI 


none 






Score 


250 




Exons 


11533. . 


11766, 11565. 


.11768, 


11769. . 11840, 11770. . 11841 




Seq. No. 


11771 






Seq. ID 


: OJ990910_13. 9B12 


.C27 


Gene No. 


24965 






Strand 


+ 




Start 


35 






End 


2536 




Name 


OJ990910 13.9B12.C27 


. ol . gs 


Method 


GENSCAN 




Start 


35 






End 


2536 




GI 


none 






Score 


.56 




Exons 


35. .58, 


1205. . 1255, 


1301. .1494, 1932. . 


2113, 2397.. 2536 




Seq. No. 


11771 






Seq. ID 


OJ990910_13.9B12 


.C27 



12271 



Gene No. 


24965 


Strand 


+ 




Start 


35 


End 


2536 




Name 


ojyyuyiu io . ytsiz . / . 01 . np 


Method 


AAT/NAP 




Start 


1085 


End 


2113 




GI 


577761 / 


Score 


85 




Exons 


108 5. . 1 1 J o , looo. . z 1 1 o 








GI Descrip. 


(AJz4oyuU) CAAJUo/o.l protein 


[Oryza sativa] 




Seq. No. 


1 1 / / 1 


Seq. ID 


OJ990910_13. 


, ybiz . uz / 


Gene No. 


z 4 y bo 


Strand 






Start 


1196 


End 


1690 




Name 


OJ990910 13. 9B12.C27.ol.gp 


Method 


AAT/GAP 




Start 


1196 


End 


1690 




GI 


uC-osflcypl26f lObl 


Score 


952 




Exons 


1196. .1690 








GI Descrip. 


1 3915039/sp|Q41144 |STC RICCO 


1.0e-15 SUGAR CARRIER 


DDPiTUTM C* 

rKUlblN L, 




>gi 169718 (L08196) sugar carrier protein [Ricinus 


communis] T 


Seq. No. 


11772 


Seq. ID 


OJ990910_13, 


. y bi z . t^z o 


Gene No . 


24967 


Strand 


+ 




Start 


Z O J 


End 


1613 




Name 


OJ990910 13. 9B12.C28.ol.gp 


Method 


AAT/GAP 




Start 


283 


End 


870 




GI 


2310235 


Score 


295 




Exons 


283. .320, 731. .870 








GI Descrip. 


5852182/emb|CAB55420. 1 | 9.0e- 


13 (AL117265) zhb0012. 


, 1 [Oryza 




sativa] 








Seq. No. 


1 i / 1 Z 


Seq. ID 


OJ990910_13, 


. 9B12.C28 


Gene No. 


24967 


Strand 


+ 




Start 


283 


End 


1613 




Name 


OJ990910 13. 9B12.C28.ol.gs 


Method 


GEN SCAN 




Start 


731 


End 


1543 




GI 


none 


Score 


.84 




Exons 


731. .1543 








Seq. No. 


11772 


Seq. ID 


OJ990910JL3. 


. ybiz . L-z o 


Gene No. 


24967 


Strand 


+ 




Start 


283 


End 


1613 




Name 


OJ990910 13.9B12.C28.ol.np 


Method 


AAT/NAP 




Start 


737 


End 


1613 




GI 


4680203 


Score 


981 




Exons 


737. .1613 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


11772 


Seq. ID 


OJ990910_13. 


. 9B12.C28 


Gene No. 


24967 


Strand 


+ 




Start 


283 


End 


1613 




Name 


OJ990910 13.9B12.C28.ol.tw. 


Method 


TBLASTX: Wheat 


Start 


1082 


End 


1433 






none 


Score 


103 




Exons 


1082. .1189, 1172. .1423, 1180. 


.1422, 11! 


32. . 1433 




Seq. No. 


11772 


Seq. ID 


OJ990910_13. 


, 9B12 .C28 


Gene No. 


24967 


Strand 


+ 




Start 


283 


End 


1613 




Name 


OJ990910 13. 9B12.C28.ol.ts 


Method 


TBLASTX: Soybean 



12272 






Start 


1205 


End 


1495 








GI 


none 


Score 


238 








Exons 


1205. .1423, 1213. .1419, 1430 


. .14 90 










Seq. No. 


11773 


Seq. ID 


OJ990910 


JL3.9B12. 


C2 9 




Gene No. 


24968 


Strand 










Start 


70 


End 


123 








Name 


OJ990910_13 . 9B12 . C2 9 . ol . gs 


Method 


GENSCAN 








Start 


70 


End 


123 








GI 


none 


Score 


. 81 








Exons 


70 . . 123 












Seq. No. 


11774 


Seq. ID 


OJ990910 


13 . 9B12 


C30 




Gene No. 


24969 


Strand 


+ 








Start 


1 


End 


357 








Name 


OJ990910 13.9B12.C30.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


357 








GI 


342 1.R1084 


Score 


608 








Exons 


1. .357 












GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[0r\ 






sativa] 1 












Seq. No. 


11774 


Seq. ID 


OJ990910 


13 . yB12 


C3U 


.3 CL 

! i 

t 3C 


Gene No. 


24969 


Strand 


+ 






a; 
'., i 


Start 


1 


End 


357 






U i 


Name 


OJ990910_13 . 9B12 .C30 . ol .np 


Method 


AAT/NAP 






:*j E 


Start 


1 


End 


357 






! y 


GI 


4680203 


Score 


369 








Exons 


1 . . 357 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






: U 


Seq. No. 


11774 


Seq. ID 


OJ990910 


_13.9B12 


C30 




Gene No. 


24969 


Strand 


+ 








Start 


1 


End 


357 






•; 


Name 


OJ990910 13.9B12.C30.ol.tw 


Method 


TBLASTX: Wheat 






Start 


24 


End 


357 








GI 


none 


Score 


105 






i. "j 


Exons 


24. .128, 25. .144, 139. .183, 


143. .178, 


186. .281, 


190. .249, 


3 3> 

□ 




228. .356, 229. . 357 ' 










Q 


Seq. No. 


11774 


Seq. ID 


OJ990910 


_13. 9B12 


C30 




Gene No. 


24969 


Strand 


+ 








Start 


1 


End 


357 








Name 


OJ990910 13.9B12.C30.ol.gs 


Method 


GENSCAN 








Start 


73 


End 


282 








GI 


none 


Score 


.71 








Exons 


73. .282 












Seq. No. 


11775 


Seq. ID 


OJ990920 


JL2.9B15 


CI 




v^ene jno . 


24970 


Strand 


+ 








Start 


1 


End 


670 








Name 


OJ990920 12.9B15.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


670 








GI 


4234852 


Score 


214 








Exons 


1..256, 608. .670 












GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 







12273 




Seq. No. 


11776 ' 




Seq. ID 


OJ990920_12.9B15 


.C2 


Gene No. 


24971 




Strand 


+ 






ZU 1 




Cjiia 


J Z 'i 




Naine 


Pt TGQHQOn 1 9 










otart 


9 n i 




Lna 


^94 
.3 c. H 




P T 
LjX 


none 




Score 


1 A 




Exons 


9D1 

^.UX . . J Z ft 










Seq. No. 


11777 




Seq. ID 


OJ990920_12. 9B15 


C4 


Gene No. 


24972 




Strand 


+ 




btart 


J 1 0 




i^nci 


A fiP 
f± 0 o 




Name 


pi tq on qo n I 9 


QDl C. C A r\ 1 rro 




P 17 M C p 7\ M 




otart 


JlD 




Dim 


A P P 




p t 


none 




Score 


70 

. / o 




Exons 


O 1 £ /OR 
.310. . *i O O 










oeq . iNo . 


1 1 Tip 
X 1 / / O 




Cart T Pi 

oeq . x u 


P>TQQnQ9n 19 QR1 R 




bene lno ■ 






Strand 






Start 


1 




End 


1784 




Name 


OJ990920 12 


.9B15.C5.ol.np 


Method 


AAT/NAP 




orar z. 


1 




End 


1784 




P T 


3702321 




Score 


155 




Exons 


1..44, 649. 


.705, 809. .945, 


1465. .1567, 


1661. .1784 




GI Descrip. 


(AC005397) 


eukaryotic translation initiation factor 3 delta 




subunit [Arabidopsis thaliana] 






Seq. No, 


11778 




Seq. ID 


OJ990920_12. 9B15 


C5 


Gene No. 


24974 




Strand 






Start 


1717 




End 


1939 




Name 


OJ990920 12 


.9B15.C5.ol.gs 


Method 


GENS CAN 




btart 


1717 




End 


1939 




P T 


none 




Score 


.72 






1717. .1839, 


1910. . 1939 








Seq. No. 


11778 




Seq. ID 


OJ990920_12. 9B15 


C5 


Gene No. 


24975 




Strand 






o l art 


3037 




End 


5899 




Name 


OJ990920 12 


.9B15.C5.o2.gs 


■Method 


GENSCAN 




Of ~~ f- 


3037 




End 


5256 




p t 


none 




Score 


.74 




Exons 


3037. .5256 










oeq . ino . 


11778 




Seq. ID 


OJ990920_12.9B15 


C5 


Gene No. 


24975 




Strand 






Start 


3037 




End 


5899 




Name 


OJ990920 12 


.9B15.C5.o2.np 


Method 


AAT/NAP 




Of--, v- f- 


3513 




End 


5899 




P T 


6721547 




Score 


204 




Exons 


3513. .4038, 


4066. .5021, 5876. .5899 






oi uescxrxp. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB0134 48) 


Seq. No. 


11778 




Seq. ID 


OJ990920_12.9B15 


C5 


Gene No. 


24975 




Strand 






Start 


3037 




End 


5899 




Name 


OJ990920 12 


.9B15.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3997 




End 


4368 




GI 


none 




Score 


108 





12274 



Exons 



3997. .4146, 4051. .4242, 4063. .4236, 4216. .4317, 4230. .4319, 
4321. .4368 



Seq. No. 
Gene No. 
Start, " 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11778 Seq. ID 

24975 Strand 

3037 End 

OJ990920_12. 9B15.C5.o3.np Method 

4654 End' 

2792216 Score 
4654. .4858, 4899. .5283 . 

(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 



OJ990920__12.9B15.C5 

5899 
AAT/NAP 
5283 
223 



11779 



Seq. ID OJ990920_12.9B15.C7 



24 976 Strand 

637 End 1926 

OJ990920_12. 9B15.C7.ol.np Method AAT/NAP 

637 End 1926 

4680207 Score 59 
637. .959, 1902. .1926 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. . 11780 Seq. ID OJ990920_12 . 9B15 . C10 

Gene No. 24977 Strand + 

Start 531 End 633 

Name OJ990920_12 . 9B15 . C10 . ol . np Method AAT/NAP 

Start 531 End 633 

GI 5922620 Score 83 

Exons 531 . . 633 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990920_12. 9B15.C10 
+ 

1222 
AAT/NAP 
1222 
159 



Seq. No. 11780 Seq. ID 

Gene No. 24 978 Strand 

Start 909 End 

Name O J990 92 0_1 2 . 9B1 5 . CI 0 . o2 . np . Method 

Start 909 End 

GI 5922620 Score 

Exons 909.. 947, 1106.. 1222 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1i (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12. 9B15.Cll.ol.np 



Seq. ID OJ990920_12.9B15.C11 

Strand + 

End 18 97 

Method AAT/NAP 

End 1879 

Score 111 



11781 
24979 
1 

OJ990920 
1 

4056454 

1..42, 885. .1410, 1596. .1879 . 

(AC005990) Contains repeated region with similarity to gb|U43627 
extensin (atExtl) gene from Arabidopsis thaliana. ESTs 



12275 



gb|Z34165 and gb|Z18788 come from this gene, 
thaliana] 



[Arabidopsis 



Q o rr Mo 


1 1 7 ft 1 






O.TQQO Q?fl 


O T~l o Mo 


Z, *i .? / y 




Of- r a nr l 


-|- 


uLdlL 


1 

X 




Hi 1 lyJi 


1 ft Q7 

X O Zf I 


Name 




- 

o J. . gs 


rue L. iivj^ji 


O £j LN O V^rtLN 










1 ft Q7 


GI 


none 




Score 


. 68 


Exons 


300. .380, 1235. .1427, 


1522. 


.1585, 1786, 


. . 1897 


Seq. No. 


11781 




Seq. ID 


OJ990920 


Gene No. 


24980 




Strand 


+ 


Start 


2722 




End 


3482 


Name 


OJ990920 12.9B15.C11. 


o3 . np 


Method 


AAT/NAP 


Start 


2722 




End 


3482 


GI 


6721561 




Score 


87 


Exons 


2722.. 2827, 3387.. 348 


12 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 



corresponds to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920 12.9B15.C11 



11781 
24981 
2851 

OJ990920_12 . 9B15 . Cll . o2 . np 
2599 
4680183 
2599. .2681, 3437. .3482 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



3482 
AAT/NAP 
3482 
124 



11781 Seq. ID 

24981 Strand 

2851 End 
OJ990920_12 . 9B15 . Cll . o2 . gs Method 

2851 End 

none Score 
2851. .2954 



OJ990920_12. 9B15.C11 

3482 
GENSCAN 
2954 
.73 



Seq. No. 11782 Seq. ID 

Gene No. 24982 Strand 

Start 1 End 

Name OJ990920_12 . 9B15 . C12 . ol . gp Method 

Start 1 End 

GI 2309677 Score 

Exons 1..203 



OJ990920_12.9B15.C12 
+ 

2011 
AAT/GAP 
203 
402 



Seq. No. 11782 Seq. ID 

Gene No. 24 982 Strand 

Start 1 End 

Name OJ990920_12 . 9B15 . C12 . ol . gs Method 

Start 88 End 

GI none Score 

Exons 88.. 803, 916.. 1975 



OJ990920_12 . 9B15 . C12 
+ 

2011 
GENSCAN 
1975 
.59 



12276 






1 1 7 ft 9 






n 7000090 1 9 QR1 R r*1 9 


Gene No. 


24982 




Strand 


+ _ 


Start 


1 




End 


2011 


Name 


uo y y\j y £\J xz.^iJXsj.^x^.ox 


.np 


Method 


AAT/NAP 








End 


1478 




97Q091 £ 




Score 


157 




£nn fi*^ rh"^ qi £ 


. .1478 






OX ucoti X£J • 


f£Fn^9£R£\ mrc_t Dp t\m& 

\r\L U O <L OO O / IMDu XiL\r\ l-.yt"'" 


resistance protein [Hordeum vulgare] 


Seq. No. 


11782 




Seq. ID 


OJ990920_12.9B15.C12 


Gene No. 


24982 




Strand 


+ 


Of- a r +- 
O l_ClX L 


1 

X 




End 


2011 


Name 


nTQQHQ9n 19 QR 1 ^ PI 9 nl 
UU J^U^iU X^l • ^Di J . U1l .OX 


. tw 


Method 


TBLASTX: Wheat 


OLdi L 


17 4ft _ 

X / 4 0 




End 


2011 




none 




Score 


149 


XT' v t™» o 


174ft 1ftQ4 17R^ IftQ^ 


1853. 


.2011, IE 


83. .2011, 1914. .1976 


Co rr Klr^i 

OC4 . Vi\J • 


I 1 7ft ^ 

II / 0 J 




Seq. ID 


OJ990920_I2.9B15.C13 


Cpnp f\Jo 

W CI 1 V 1 \W . 


24983 




Strand 


+ 


Start 


77 




End 


361 


Name 


OJ990920 12.9B15.C13.ol 


.gp 


Method 


AAT/GAP 


Cf- a r +- 
O Udl L 


77 




End 


361 


oX 


11827 1.R1084 




Score 


391 




77.. 361 








oX JJfcJoCx Xp . 


'3702321- 7.0e-26 (AC005397) putative TGF-beta receptor 




interacting protein [Arabidopsis thaliana] 1 


Seq. No. 


11783 




Seq. ID 


OJ990920_12.9B15.C13 


Gene No. 


24983 




Strand 


+ 


O l_ a. X L 


77 




End 


361 


Name 


OJ990920 12. 9B15.C13.ol 


gs 


Method 


GENSCAN 




89 




End 


165 


0 X 


none 




Score 


.78 


£j A (J I lo 


89. .165 








Qon KT/-S 
Oc^. LN O . 


11783 




Seq. ID 


OJ990920_12.9B15.C13 


UCllC LN W . 


24984 




Strand 


+ 


Start 


396 




End 


457 


Name 


OJ990920 12.9B15.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


396 




End 


457 


O X 


25175 1.R1084 




Score 


75 


Hi 1 0 


396. .457 








OX UCoL.1 L £J . 


' 60154 37 /dbj IAB008 112.1 


AB008 


112 2.0e- 


10 Homo sapiens PEX1 m] 




complete cds ' 








Seq. No. 


11784 




Seq. ID 


OJ990920_12.9B15.C14 


Gene No. 


24985 




Strand 




Start 


2240 




End 


2742 


Name 


OJ990920 12.9B15.C14.ol. 


gs 


Method 


GENSCAN 


OLdl L 


2240 




End 


2742 


GI 


none 




Score 


.67 


Exons 


2240. .2304, 2357. .2498, 


2686. 


.2742 




Seq. No. 


11785 




Seq. ID 


OJ990920_12.9B15.C15 


Gene No. 


24986 




Strand 




Start 


39 




End 


427 


Name 


OJ990920 12. 9B15.C15.ol. 


gp 


Method 


AAT/GAP 



12277 




Start 


39 




End 


427 




GI 


none 




Score 


725 




Exons 


39. . 427 










Seq. No. 


11785 




Seq. ID 


OJ990920_12.9B15. 


C15 


Gene No. 


24987 




Strand 






Start 


1508 




End 


1000 

1932 




Name 


OJ990920_12 . 9B15.C15 


. ol . gs 


Method 


GENSCAN 




Start 


1508 




End 


1932 




GI 


none 




Score 


. 58 


*- 


Exons 


*i i~ rt rt -t rt rt rt 

1508 . . 1932 










Seq. No. 


11786 




Seq. ID 


ojy90920 l^.yBib. 


CI b 


Gene No. 


24988 




Strand 


+ 




Start 


116 




End 


5163 




Name 


OJ990920 12.9B15.C16 


. o 1 . np 


Method 


AAT/NAP 




Start 


116 




End 


489 




GI 


4587585 




Score 


179 




Exons 


116. .489 










GI Descrip. 


(AC007232) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11786 




Seq. ID 


OJ990920_12.9B15. 


C16 


,«»b Gene No. 


24988 




Strand 


+ 




Start 


116 




End 


5163 




Name 


OJ990920 12.9B15.C16 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


309 




End 


608 




ry gi 


none 




Score 


2 67 




il\ Exons 


309. .455, 310. .465, 


310. .459, 


314 . .460, 


555. .608, 557. .5 


89 


i . jj 

h V. Seq. No. 


11786 




Seq. ID 


OJ990920 12.9B15. 


C16 


Gene No. 


24988 




Strand 


+ 




i'l! Start 


116 




End 


5163 




•s Name 


OJ990920 12.9B15.C16 


.ol.tc 


Method 


TBLASTX: Cress 




ri Start 


310 




End 


431 




•Jsr 


none 




Score 


196 




. / Exons 


310. .429, 310. .429, 


315. .431 








Si 

\*i Seq. No. 


11786 




Seq. ID 


OJ990920_12.9B15. 


C16 


O Gene No. 


24988 




Strand 


+ 




I 33 ! Start 


116 




End 


5163 




Name 


OJ990920 12.9B15.C16 


.ol.gp 


Method 


AAT/GAP 




Start 


314 




End 


592 




GI 


42931 1.R1084 




Score 


301 




Exons 


314. .462, 555. .592 










GI Descrip. 


? 4587585/gb|AAD25813 


.1IAC007232 3 5.0e- 


•47 (AC007232) 






hypothetical protein 


[Arabidopsis thaliana] 1 




Seq. No. 


11786 




Seq. ID 


OJ990920_12.9B15. 


C16 


Gene No. 


24988 




Strand 


+ 




Start 


116 




End 


5163 




Name 


OJ990920 12.9B15.C16 


. ol . gs 


Method 


GENSCAN 




Start 


316 




End 


5128 




GI 


none 




Score 


. 92 




Exons 


316. .462, 1574. .1645 


, 1652.. 1992, 3246. 


.3886, 5069. .5128 




Seq. No. 


11786 




Seq. ID 


OJ990920_12.9B15. 


C16 


Gene No. 


24988 




Strand 


+ 





12278 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



116 End 5163 

OJ990920_12 . 9B15 . C16 . o2 . np Method AAT/NAP 
3345 End 3732 

4538896 Score 252 

3345. .3732 

(AL049482) putative protein [Arabidopsis thaliana] 



11786 Seq. ID 

24988 Strand 

116 End 
OJ990920_12 . 9B15 . CI 6 . ol . tm Method 

3402 End 

none Score 

3402. .3758, 3403. .3828, 3439. .3807 



OJ990920_12.9B15.C16 
+ 

5163 

TBLASTX: Maize 

3828 

350 





beq . ino . 


I 1 7QC 

II / OD 




Seq. ID 


uj y y u y z u 


1 o 

IZ , 


. ybiD 


. Ol b 




Gene No . 


0 A QQ Q 




Strand 


4* 










o tar u 


11D 




End 












Name 


OJ990920 12.9B15.C16.o3 


.np 


Method 


AAT/NAP 










Start 


4416 




End 


5163 










C T 
bl 


Djjyj / u 




Score 


1 H 1 










Exons 


4 4 1 O . . ft OU y , 4 / Ob. . 4 0 4 J , 


5134. . 


5163 










□ 


GI Descrip. 


(ArUUUoobj nypotnericai 


protein [Oryza 


sat iva J 








Cj, 


oeq . no . 


1 1 TOT 

11/0 / 




Seq. ID 


uj y yu y^u 


1 o 

. IZ , 


. ybio 


. 01 / 


:„! £ 


Gene No . 


1 A QQ Q 

z4 yo y 




Strand 










i : 


o tar z 






End 










n 


Name 


OJ990920 12.9B15.C17.ol, 


.np 


Method 


AAT/NAP 








id 


Start 


295 




End 


602 










C T 


6539570 




Score 


120 








\'\ 


Exons 


295. .602 














\*\\ 

t 8 f 


GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 










Ci-irr NT r\ 

oeq. ln o . 


11788 




Seq. ID 


OJ990920_ 


12. 


. 9B15 


pi n 

. Llo 




uene ino . 


24990 




Strand 












91-3 rf- 

O L. d L L. 


209 




End 


742 










Name 


OJ990920 12.9B15.C18.ol, 


.gs 


Method 


GENSCAN 










Start 


209 




End 


733 










GI 


none 




Score 


. 69 










Exons 


209. .733 
















Seq. No. 


11788 




Seq. ID 


OJ990920_ 


12. 


, 9B15 


.C18 




Gene No. 


24990 




Strand 












Start 


209 




End 


742 










Name 


OJ990920 12.9B15.C18.ol. 


.np 


Method 


AAT/NAP 










Start 


209 




End 


742 










GI 


4584355 




Score 


352 










Exons 


209. .742 
















GI Descrip. 


(AC006420) Ac-like transposase 


s [Arabidopsis thaliana] 






Seq. No. 


11789 




Seq. ID 


OJ990920_ 


12. 


9B15 


.C19 




Gene No. 


24991 




Strand 


■y 










Start 


1 




End 


1382 










Name 


OJ990920 12.9B15.C19.ol. 


,np 


Method 


AAT/NAP 










Start 


1 




End 


1382 










GI 


5922620 




Score 


198 










Exons 


1..29, 469.-548, 888. .1139, 13 


40. . 1382 











12279 




GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



beg. no. 


. .11790 




Seq. ID 


OJ990920_12.9B15. 


C20 


belle INvJ . 


24992 




Strand 


+ 




otarL 


1 




End 


632 




Name 


OJ990920 


12.9B15.C20.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


632 






6721547 




Score 


191 




L ' \r S~\ Y~\ O 


1..56, 83 


. .632 










(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




11790 




Seq. ID 


OJ990920_12.9B15. 


C20 




24992 




Strand 


+ 




Start 


1 










Name 


OJ990920 


12.9B15.C20.ol.tm 


Method 


TBLASTX: Maize 




Of 3 —4- 

o cart. 


80 




End 


445 




C T 

bl 


none 




Score 


114 




Exons 


80. .187, 


82. .183, 191. .325, 


193. .324, 


323. .445, 337. .444 




o e q . jn o . 


11790 




Seq. ID 


OJ990920_12. 9B15. 


C20 


Gene No . 


24992 




'". Strand . 


+ 




Start 


i 
i 




Hi I IvJ. 






Name 


OJ990920 


12.9B15.C20.ol.gs 


Method 


GENSCAN 




o car u 


125 




End 


509 




bl- 


none 




Score 


.62 




Exons 


125. .509 










O C . IN U . 


11790 




Seq. ID 


OJ990920_12.9B15. 


C20 


belle 1NO . 


24992 




Strand 


+ 




Start 


i 

X 




End 


\J J £~ 




Name 


OJ990920 


12.9B15.C20.ol.tw 


Method 


TBLASTX: Wheat 




O Lai L 


269 




End 


508 




CT 
bl 


none 




Score 


177 




tr 1 t_t /"\ r^i O 


269. .508, 


328. .504 










11791 




Seq. ID 


OJ990920_12. 9B15. 


C21 


bene iNO • 


24993 




Strand 






Start 


11 




End 


443 




Name 


OJ990920 


12.9B15.C21.ol.gs 


Method 


GENSCAN 




jLdl L. 


11 




End 


443 




PT 

bl 


none 




Score 


.91 




Exons 


11. .133, 


378. .443 








Seg. No. 


11792 




Seq. ID 


OJ990920_12.9B15. 


C24 


Gene No. 


24994 




Strand 


+ 




Start 


455 




End 


1856 




Name 


OJ990920 


12.9B15.C24.ol.gs 


Method 


GENSCAN 




Start 


455 




End 


1856 




GI 


none 




Score 


.63 




Exons 


455. .537, 


574 . . 623, 1786. .1856 






Seg. No. 


11792 




Seq. ID 


OJ990920_12.9B15. 


C24 


Gene No. 


24995 




Strand 


+ 





12280 




Start 4982 End 10997 

Name OJ990920_12 . 9B15 . C24 . ol . np Method AAT/NAP 

Start 4982 End 10997 

GI 4512618 Score 1837 

Exons 4982.. 5203, 5605. .5951, 6003. .6334, 6511. .8088, 8371. .9973, 

10835.. 10997 

GI Descrip. (AC004793) Strong similarity to gi 1 3600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



beg. no. 


1 1 7Q9 
J. X f -2Z 








G&n TO 


O.7QQDQP0 1? QRl ^ CO A 


bene wo. 


0 A QQ f, 
Z ft y Z? D 








OLi al 1U 




btart 










H»IHJ. 




Name 


n TQQf! Q9 0 19 

uj yyu yz u i z . 


QRl R 


CO A r\0 
bZ 4 . OZ 


. gs 






otart 


99 R R 
Z Z o D 








Hillvj 




GI 


none 








Score 


7 Q 

. * / y 


Exons 


2285. .2288, 


2723. 


.3591 








beg. no. 


i noo 

X X / y Z 








Seg. ID 


OJ990920_12.9B15.C24 


bene no. 


9 yl Q Q7 








Strand 




Start 


i 9 n q n 
Xz / oU 








End 


13060 


Name 


r\ TQQH Q9 A 19 

uj y y u yz u xz . 


Qial c: 

> yoio . 


CO A rs A 

bZ^ fl . Ofl 


. US 


Method 


TBLASTX : Soybean 


btart 


1 9 

XZ 








End 


349 


GI 


none 








Score 


71 


Exons 


19 9 19 1 c; 
IZ . . z XZ , 1j , 


i £i 


9 C Q 

z d y . . 


of! y 






Seg. No. 


11792 








Seg. ID 


OJ990920_12 . 9B15 . C24 


Gene No . 


9 /I QQ7 

z 4 y y / 








Strand - 




b tart: 


XZ / o U 








End 


13060 


Name 


Pi TQQHQ90 1 9 

uj y yuyzu iz . 


cmi ^ 
. y D X 3 . 


CO A r\& 
bZ ft . O D 


-hm 
. LIU 


Method 


TBLASTX: Maize 


b tar l 


^1 £Q 

o i o y 








End 


3546 


C T 

bl 


none 








Score 


85 


Exons 


jidj. .ofizy, 


"31 7fl 
jl / u . 


^9ft 

. JJ60 / 


?d 9 A 
J4Z1 . 


.3546, 3438. .3458, 3443. .3529 


Seg. No. 


11792 








Seg. ID 


OJ990920_12.9B15.C24 


bene no . 


OA QQ7 








Strand 




b car c 


1 97R n 








End 


13060 


Name 


n TQQfl Q9 n 1 9 
ujyyuyzu xz. 


QRl R 


L,Z fl . UJ 


. LIU 


Method 


TBLASTX: Maize 


b tar l 


DOXU 








End 


6008 


C T 
bl 


none 








Score 


67 


Exons 




CM Q 

30 x y . 


. ODOO , 


jDUj . 


.5668, 5711. .5779, 5780. .5965, 




5793. .6008 












Seg. No. 


11792 








Seg. ID 


OJ990920_12.9B15.C24 


Gene No. 


24997 








Strand 




Start 


12780 








End 


13060 


Name 


OJ990920 12. 


. 9B15. 


C24 .o9 


.tm 


Method 


TBLASTX: Maize 


Start 


6574 








End 


6948 


GI 


none 








Score 


114. 


Exons 


6574. .6741, 


6751. 


.6948 








Seg. No. 


11792 








Seg. ID 


OJ990920_12.9B15.C24 


Gene No. 


24997 








Strand 




Start 


12780 








End 


13060 


Name 


OJ990920 12. 


-9B15. 


C24 .08 


. tm 


Method 


TBLASTX: Maize 


Start 


7074 








End 


7358 


GI 


none 








Score 


184 



12281 



Exons 



7074. .7241, 7078,. 7245, 7258.-7356, 7260. .7358 



Seq. No. 11792 

Gene No. 24997 

Start 12780 

Name . OJ990920_12 . 9B15 . C24 . o3 . tm 

Start 7359 

GI none 

Exons 7359..7466, 7363 
7509.. 7616, 7602 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7464, 7423.. 7587, 7441 
7685, 7675.. 7803, 7676 



OJ990920 12.9B15.C24 



13060 

TBLASTX: Maize 

7816 

130 

7638, 7490.. 7603, 
7816 



o e q . in o . 


1 1 TOO 

J. ± t y 








c prT t n 


n.TQQOQ9n 1 9 QR1 R T94 


bene ino . 


9 A QQ7 
Z ^ y y / 








Qf r3nr ) 
OLIdnu 




o tart 


1 97RH 
J. Z / 0 U 








Hi I Id 


X jUDU 


Name 


n TQQO Q9 0 1 9 


. yo X D . 


CO A r\ "3 


T, S 




1 D-brtO 1 A . ooyDcon 


b tart 


/ o t>y 








ti>no 


/ o c. D 


bl 


none 








Score 


156 


Exons 


/ Joy . . /Oil, 


1 bUo . 


. / o / o, 


/ / Uo . 


.7825 




Seq. No. 


11792 








Seq. ID 


OJ990920_12.9B15.C24 


Gene No. 


24997 








Strand 




Start 


12780 








End 


13060 


Name 


OJ990920 12 


9B15. 


C24 .ol 


tc 


Method 


TBLASTX: Cress 


Start 


7399 








End 


7848 


GI 


none 








Score 


129 


Exons 


7399. .7638, 


7702. 


.7848, 


7703. 


.7825 




Seq. No. 


11792 








Seq. ID 


OJ990920_12.9B15.C24 


Gene No. 


24997 








Strand 




Start 


12780 








End 


13060 


Name 


OJ990920 12 


9B15. 


C24.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


7489 








End 


7825 


GI 


none 








Score 


123 


Exons 


7489. .7614, 


7535. 


.7567, 


7608. 


.7685, 7631. .7681, 7675. .7776, 




7676. .7825 













Seq. No. 11792 Seq. ID 

Gene No. 24997 Strand 

Start 12780 End 

Name OJ990920_12 . 9B15 . C24 . o7 . tm Method 

Start 8521 End 

GI none Score 

Exons 8521.. 8763, 8522.. 8764 



OJ990920_12.9B15.C24 

13060 " 
TBLASTX: Maize 
8764 
261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11792 
24997 
12780 

OJ990920_12. 9B15.C24.o2.ts 

8522 

5509260 



Seq. ID OJ990920_12.9B15.C24 
Strand 
End 

Method 
End 
Score 



8522. .8800, 8786. .8959, 8799. .8963 



13060 

TBLASTX : Soybean 

8963 

137 



Seq. No. 11792 Seq. ID 

Gene No. 24997 Strand 

Start 12780 End 

Name OJ990920 12 . 9B15 . C24 . o2 . tc Method 



OJ990920_12.9B15.C24 
13060 

TBLASTX: Cress 



12282 



Start 


8576 








GI 


none 








Exons 


oo/b. . o / y / , 


o bUZ 


. . O / / D 




Seq. No. 


11792 








Gene No. 


24997 








Start 


12780 








Name 


OJ9909zO lz 


yBio 


. Cz 4 . Oz 


tw 


Start 


8609 








GI 


none 








Exons 


o buy . . ooUU / 


on q a 
o / o b 


. . o y jo , 


Q7QQ 

o / y y . 


Seq. No. 


11792 








Gene No. 


24997 








Start 


1Z / oU 








Name 


OJ990920_12 


yBi5 


. CZ4 . OZ 


tm 


Start 


8765 








GI 


none 








Exons 


o / oj . . ooUU, 


o / y b 


. . y uzu , 


o / y o . 


Seq. No. 


117 92 








Gene No. 


24997 








Start 


12780 








Name 


OJ990920 lz 


9B15 


. CZ4 . Ol 


. tw 


Start 


914 4 








GI 


none 








Exons 


9144 . . 9170, 


9205 


. . 9285, 


9209 . 




9475 . . 95 / J 








Seq. No. 


11792 








Gene No. 


24997 








Start 


±Z / o U 








Name 


OJ990920 lz 


9Blo 


. Cz4 . ol 


. tm 


Start 


9187 








GI 


none 








Exons 


y lo / . . y boU / 


yzu y 


. . y bo± 




Seq. No. 


11792 








(Gene No . 


24997 








Start 


1Z / o U 








Name 


OJ990920_12 


9B15 


. C24 . ol 


. t s 


Start 


9338 








GI 


none 








Exons 


yj jb . . y y 4 o , 


y ooo 


q vi o *a 


y ooz . 


Seq. No. 


11792 








Gene No. 


24997 








Start 


1Z / oU 








Name 


OJ990920 12 


O O 1 c 

9B15 


. Cz4 . o4 


. tm 


Start 


9632 










i nji ic 








Exons 


9632. . 9940, 


9644 


. .9799, 


9751. 


Seq. No. 


11792 








Gene No. 


24997 








Start 


12780 








Name 


OJ990920 12 


9B15 


.C24.o4 


gs 



End 
Score 



8797 
187 



Seq. ID OJ990920_12.9B15.C24 
Strand 

13060 

TBLASTX: Wheat 
8939 
116 



End 

Method 
End 
Score 
.8939 



Seq. ID OJ990920_12.9B15.C24 
Strand 

End 13060 

Method TBLASTX : Mai ze 

End 9182 

Score 41 

.9160, 8799. .9182, 9081. .9182 

Seq. ID OJ990920_12.9B15.C24 
Strand 

End 13060 

Method TBLASTX : Wheat 

End 9574 

Score 4 3 

.9286, 9329..9574, 9331.. 9429, 



Seq. ID OJ990920_12.9B15.C24 
Strand 

End 13060 

Method TBLASTX : Mai ze 

End 9631 

Score 474 



Seq. ID OJ990920_12.9B15.C24 
Strand 

13060 

TBLASTX: Soybean 
9943 
434 



End 

Method 
End 
Score 
.9642 



Seq. ID OJ990920_12.9B15.C24 
Strand 

End 13060 

Method TBLASTX : Mai ze 

End 9976 

Score 337 
.9939, 9944. .9976 

Seq. ID OJ990920_12.9B15.C24 
Strand 

End 13060 

Method GENSCAN 



12283 






OH > v- 4- 

btarc 


1 OTQfl 

1/C / o U 


tna 


1 jUdU 




P T 
bl 


none 


Score 


"7 Q 

. / y 




Exons 


1 OlQfl 1 OQQ7 1 OQQH I^HCH 








beq. wo. 


1 1 TQO 


Seq. ID 


OJ990920__12.9B15.C25 




bene ino . 


24998 


Strand 






O LctX L 


1 


End 


6261 




Name 


OJ990920 12.9B15.C25.ol.np • 


Method 


AAT/NAP 




Start 


1 


End 


6261 




C T 
bl 


6815062 


Score 


1350 




Exons 


1..23, 765. .1127, 4647. .4720, 


4812. .4882, 5054. .6261 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA 


like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


11793 


Seq. ID 


ujyyuyzii iz.ynio.b/3 




Gene No. 


24998 


Strand 








1 


End 


OZ 0 1 




Name 


OJ990920 12.9B15.C25.ol.gs 


Method 


bENbCAN 






151 


End 


A 1 c; a 
4 104 






none 


Score 


.4 




Exons 


151. .524, 594. .692, 3160. .3340, 3633.. 


3898, 4098.. 4154 


□ 


Seq. No. 


11793 


Seq. ID 


OJyyOyzO 12 . 9B15 . C2S 




Gene No. 


24998 


Strand 




?i 
;.i 5 


b tart 


1 


End 


b2ol 




Name 


OJ990920 12.9B15.C25.o2.tm 


Method 


1 biiAb 1 a : Mai ze 


rlf 


bt art 


868 


End 


iuy4 




bl 


none 


Score 


127 


Li 


Exons 


868. .1092, 885. .1094 






sr 

i Lf 


beq . no . 


11793 


Seq. ID 


OJ990920_12.9B15.C25 




bene lno . 


24998 


Strand 




is 


Start 


1 


End 


6261 


i; j 


Name 


OJ990920 12.9B15.C25.ol.gp 


Method 


AAT/GAP 




OLai L 


1283 


End 


1395 




H T 
bl 


uC-osflcyp088bl2bl 


Score 


146 


! = t 


Exons 


1283. .1395 






j5S| 


bi uesciip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 


n 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


11793 


Seq. ID 


OJ990920_12.9B15.C25 




Gene No. 


24998 


Strand 








1 


End 


6261 




Name 


OJ990920 12.9B15.C25.o2.gs 


Method 


GENSCAN 




OLait 


4652 


End 


6041 




bl 


none 


Score 


. 68 




Exons 


4652.. 4720, 4812. .4902, 5249. 


.5264, 5453.. .6041 




CicLJ. IN U . 


11793 


Seq. ID 


OJ990920_12.9B15.C25 




Gene No. 


24998 


Strand 






Start 


1 


End 


6261 




Name 


OJ990920 12.9B15.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


5974 


End 


6260 




GI 


none 


Score 


164 




Exons 


5974.. 6255, 5976.. 6260 







12284 






Seq. No. 


11794 


Seq. ID 


OJ990920_12. 


9B15 


.C26 




Gene No. 


24999 


Strand 










C f- -j -v-4- 


J. z? 


TT-nH 

LLiilCl 


14 14 
X 4 X 4 








Name 


niQQnQ9n 1 9 QR1 R P9fi r»1 rrc 


f\A d f- V*i 

L v ie l. nou 










Of a 

OLaiL 


1 Q 


Lna 


14 14 

X 4 X 4 








P,T 


none 


Score 


^4 








L ' t/ y\ C 


1Q 4QQ 707 1^00 1414 
1 ? . . fl JO/ . . / U / / IjUU .. 1*114 












C Kl/-s 

oeq» imo . 


1 1 *7 Q c 


Q an T Pi 

oeq. ijj 


Pi TQ Qfl Q9 H 1 9 

uuyyuiizu xz . 




P9 7 






^ J u u u 


Of r a nr j 










Start 


1 


End 


1745 








Name 


OJ990920_12. 9B15.C27.ol.np 


Method 


AAT/NAP 










i 
i 


HjIiu 


17 4^ 
X / 4 D 








PT 




Score 


OQO 

z y o 








Exons 


1 99Q ^67 R6Q 179Q 1 7 4 ^ 












LjX L/t2£>CXJ_p. 


/ HP 1 ! 14 171 \ r\ \ c o 3 c o tdci cf arpo 

\r\CXX i ±X/±) Ulbcdoc X. fcio X o LcUiOc 


px oicin 


RPM1 homolog 


[Sorghum 






UltUlUI J 












Seq. No. 


11795 


Seq. ID 


OJ990920_12. 


9B15 


.C27 




Gene No. 


25000 


Strand 










Of- -s v-4- 


T 
X 


End 


1745 








Name 


OTQQflQ9n 19 QR1 ^ P97 ol fc 


Method 


TBLASTX : Soybean 








0 


End 


909 






! » ST 


\JX 


none 


Score 


72 






i t _ E ' 


TP tj* /"\ t"\ C 1 


£ Rfl • ££, Oflf; 79Q £^9 
0 . . jU/ DD. .iUD, ODD. * / Z :? , DjZ 


..688, 727. .909 






III 


Seq. No. 


11795 


Seq. ID 


OJ990920_12. 


ynXO 


POT 

. LZ / 


\li 


Gene No. 


25000 


Strand 








r "} 




i 
i 


End 


1745 








Name 


nTQQflQ9n 19 QUI R COH /-\1 

ujyyuyzu iz . ytsio . uz / . 01 . gs 


Method 


GENSCAN 










^ c; ^ 


End 


949 








p t 
ox 


none 


Score 


. 98 






i L? 




c, S 9 Q4 Q 










Q 


Seq. No. 


11796 


Seq. ID 


OJ990920_12. 


9B15 


P 9 Q 

L-Z o 


'si 


Gene No. 


25001 


Strand 


+ 








OLal L 


1 

X .7 3 


End 


472 








Name 


r»TQQnQ9fl 19 QR1 ^ P9ff r>>1 rrc: 

kju y^u iz . ?Di j . ^z o . o x . gs 


Method 


GENSCAN 










1 ~" 


End 


472 






H 

's er 




none 


Score 


.65 






: ss i 


Exons 


i q-3 9^9 99fi 4 7 9 

X JJ . JJO. .4 / £ 












Cart NT r\ 

oeq. in o . 


1 1 TQC 
1 X 1 ¥ D 


Seq. ID 


OJ990920JL2. 


9B15 


C28 




Gene No. 


25002 


Strand 


+ 








Start 


7827 


End 


9393 








Name 


OJ990920 12.9B15.C28.o2.np 


Method 


AAT/NAP 










7827 


End 


9393 








<jX 


4234846 


Score 


1053 








Exons 


7827. .7970, 8007. .9393 












P T T*\ cs. c /-i v* "i r~\ 

ui uescrip . 


(AF082130) gag-pol polyprotein [Zea mays] 








Seq. No. 


11796 


Seq. ID 


OJ990920_12. 


9B15. 


C28 




Gene No. 


25003 


Strand 










Start 


1 


End 


3571 








Name 


OJ990920 12.9B15.C28.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


3571 








GI 


6721550 


Score 


287 







12285 






Exons 


1 OA 9 £ 1 1 
1 . . Z 4 , ZOll 


. .3571 










bl UcSCIip. 




Similar to Oryza 


sativa gene for Pib (AB013448) 




beq . wo . 


1 1 *7QC 

1 X / y 0 






Seq. ID 


OJ990920_12 . 9B15.C28 




Gene No. 


25003 






Strand 






Start 


1 






End 


3571 




Name 


kyuy:7U_7ZU iz 


. 9B15.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Of -w-+- 


jU 1 J 






End 


3523 




p t 


none 






Score 


59 




Exons 


jUIj . . JU j 1 / 


3018. .3056, 


3046 


..3366, 3131. .3232, 3408. .3506, 






T/IOO ? R 9 ^ 












oeq . ino . 


11 / 






Seq. ID 


OJ990920_12 . 9B15 . C28 




(aene lno . 








Strand 






Start 


7920 






End 


9076 




Name 


OJ990920_12 


. 9B15.C28.ol 


. tm 


Method 


TBLASTX: Maize 




o tare 


7 Q9H 






End 


8935 




P T 
lal 


none 






Score 


630 




Exons 


7 Q9H P. 4 £R 
/ . . 0 4 O 0 , 


7922. .8461, 


8356 


..8484, 8469. .8495, 8583.-8675, 






0 JO J . .0003/ 


8774. .8866, 


8780 


..8860, 8' 


788. .8880, 8870. .8935, 


















Seq. No. 


11796 






Seq. ID 


OJ990920_12.9B15.C28 


□ 


Gene No. 


25004 






Strand 






otart 


/ y z u 






End 


9076 




Name 


p t Q'Q noon i o 

ujyyuyzu iz 


.'9B15.C28.ol 


. tw 


Method 


TBLASTX: Wheat 


t r 


Start 


o /zy 






End 


9076 


j it 




none 






Score 


193 


L - 1 


Exons 


o / z y . . y u / o 










:» i.i 
: ~ - 1 


oeq . no . 


1 1 TQl 

x x / y / 






Seq. ID 


OJ990920_12 . 9B15.C29 


ril 


Gene No . 


25005 






Strand 


+ 




Start 


1 






End 


666 




Name 


Pi TQQD Q9 fl 19 
vjjyyuyzu iz 


. 9B15.C29.ol 


.np 


Method 


AAT/NAP 


rs 


o car c 


X 






End 


666 


-i 


P T 


/I ^ Q 7 o c 
4 0 0 / 0 0 0 






Score 


162 


la ^ 


Exons 


1 9 H ^ £ 


. 666 








'■:'J 


GI Descrip. 


f apfiri7 9 "3 9 \ 

\ HLUU / Z 3 z ; 


hypothetical 


protein [Arabidopsis thaliana] 


□ 

s c 


o c q . IN O . 


1 1 7 Qft 






Seq. ID 


OJ990920_12.9B15.C30 


L B i 


Gene No. 


25006 






Strand 


+ 




Start 


1 






End 


105 




Name 




. 9B15.C30.ol 


.np 


Method 


AAT/NAP 




o tart 


1 






End 


105 




P T 


A COT CO C 

4 3 0 / JOJ 






Score 


124 




Exons 


1 i rm 

1 . . IUj 












GI Descrip. 


/apnn79*39\ 

[ UU / Z JZ J 


hypothetical 


protein [Arabidopsis thaliana] 




oeq . ino . 


i i 7 q q 

1 1 / -/ -7 






Seq. ID 


OJ990920_12 . 9B15.C31 






25007 






Strand 


+ 




Start 


1 






End 


716 




Name 


OJ990920 12 


. 9B15.C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


713 




GI 


4835247 






Score 


290 




Exons 


1..133, 217 


..278, 433..! 


530, 


568. .713 






GI Descrip. 


(AL049862) 


putative tRNA synthetase [Arabidopsis thaliana] 



12286 






Seq. No. 


11799 






Seq. ID 


OJ990920_12.9B15.C31 




Gene No. 


25007 






Strand 


+ 




Q+- 3 V--}- 


± 






FnH 


716 

/ X u 




Name 


PiTQCinQOn 19 QRl R P^l r>1 


. gs 




L v Jc L. I1UU 


\3 £j IN O k^riLN 




C+- a v-+- 

oiart 


^3 ^ ^ 
41 j J 






EjUkJ. 


71 




p t 


none 








QQ 




Exons 


4 ^ ^ ^0 607 716 












Seq. No. 


11799 






Seq. ID 


OJ990920_12.9B15.C31 




Gene No. 


25008 






Strand 


+ 






9^1 9 






End 


3609 * 




Name 


nTQQnQ9n 19 QR1 R P^1 n9 


.gs 




lie L11UU 


ppMCPANF 

Oi-il.NO ^<rt.LN 




C H 1 

Dtarti. 


ooi o 

Z J JL Z 






EjIL\JL 


O \J \J z* 




P T 


none 






JLUIC 


. 74 




Exons 


9^19 9^£1 94^9 97QR 


3409. . 


^60Q 






C ^ \1 r\ 
OcCj. IN U . 


1 1 7 QQ 






Seq. ID 


OJ990920 12 9B15 C31 




Gene No. 


25008 






Strand 


+ ~~ 




Start 


2312 






End 


3609 




Name 


OJ990920 12. 9B15.C31.o2 


.np 




Method 


AAT/NAP 






2358 






End 


2750 




P T 


4220477 






Score 


120 




Exons 


2358. .2750 










: "1 


GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


11799 






Seq. ID 


OJ990920_12.9B15.C31 




Gene No. 


25009 






Strand 




: i.; 




3651 






End 


8666 




Name 


OJ990920 12. 9B15.C31.ol 


. tm 




Method 


TBLASTX: Maize . 


L if 


btart 


53 






End 


535 


; =■ 


P T 


none 






Score 


126 


ru 




53. .133, 53. .133, 195. . 


293, 


214. .294, 


401. .535, 427. .534 


is 


oeq . jno . 


11799 






Seq. ID 


OJ990920_12.9B15.C31 


□ 


Gene No. 


25009 






Strand 






Start 


3651 






End 


8666 


i. 


Name 


OJ990920 12.9B15.C31.o3 


.gs 




Method 


GENSCAN 




o l ar l 


3651 






End 


5722 


0 


P T ' 


none 






Score 


.73 






3651. .3983, 4113. .4266, 


4396. . 


4427, 4641. .4826, 4891. .5015, 


Q 




5034. .5252, 5385. .5519, 


5704. . 


5722 






Oct]. LN U • 


11799 






Seq. ID 


OJ990920_12 . 9B15.C31 






25009 






Strand 








3651 






End 


8666 




Name 


OJ990920 12. 9B15.C31.o3 


.np 




Method 


AAT/NAP 




O Lai L 


3654 






End 


5739 




GI 


6721561 






Score 


498 




Exons 


3654. .4427, 4524. .4566, 


4634 . . 


4859, 5704.. 5739 






(AP001073) EST AU082058 


(C12976) corresponds to a region of ■ 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi| 681508 6|dbj IBAA90372 


.11 


(AP001081) 


EST AU082058 (C12976) 






corresponds to a region 


of 


the predicted gene.; hypothetica. 






protein [Oryza sativa] 












Seq. No. 


11799 






Seq. ID 


OJ990920_12.9B15.C31 




Gene No. 


25009 






Strand 





12287 



9 








3651 

*J \J -J X 




End 


8666 










Name 


OJ990920 12.9B15.C31.o4, 


.np 


Method 


AAT/NAP 










Start 


3874 




End 


5801 










P T 
oX 


6791 558 




Score 


153 










E 1 V /"\ T^l O 


"38 7 4 4 08 4 4 8 91 SHI'S 

JO '4 . . 4UOT / *i O -7 X . . JU1J/ 


5704. 


.5801 












PT Hoc r 1 y* i t"n 
oX Ucot-Iip . 


fAPfinin7^ hvnnl-hpf i rsl 
/ O ) iiyLJULiicLUk/ai 


protein [Oryza 


sativa] 












rri 1 68 1 508 ? 1 rih-i 1 RAA90^69 


.11 (AP001081) ] 


hypothetical 


protein 






[Uiy id odLi vaj 
















oeq. ln o . 


1 1 7QQ 




Seq. ID 


OJ990920_ 


1 9 

X 4. . 


9B15, 


.C31 




ucilti LNU • 


9 5009 

J U U -/ 




Strand 












Start 


3651 




End 


8666 










Name 


OJ990920 12.9B15.C31.o5, 


.np 


Method 


AAT/NAP 










Of- -> yf- 

o Lai U 


4 881 

4 O Q -L 




End 


8516 










PT 


6791 9 




Score 


195 










Exons 


4881 4919 6404 6465 


6507. 


.6640, 6668.. 6784, 


7 Q1 

/ y x 


4. .8034, 






849^ 8516 
















p_ t npQrri n 
OX ucotiipi 


(AP001079^ h vnoth^t i 1 


protein [Oryza 


oaLl vdj 










c o rr Mo 






Seq. ID 


Pj.7990 99 0 


1 9 
x z . 


9R1 5 


r^i 




Gene No. 


25009 




Strand 












Start 


3651 




End 


8666 










Name 


Pi.7990990 19 9R1 5 P^l n6 

\J\jyy\Jy£*\J Xc, • J . ^JI • UU i 


.np 


Method 


AAT /NAP 








.eg 




D X 1 \J 




End 


O \J \J \J 








>.l 


PT 


64 QR 4 "34 




Score 


o y 










Exons 


ci 7f| R977 7/1 t: 7M0 


8574 . 


.8666 










;! S 
Li 


pt* riacovi t™\ 

LsX Ucbtiip . 


[rtrUUUOl J J lly ULlo L- X l^aX 


protein [Oryza 


Q ^ t" "1 "\TZ* 1 

oat — l v a j 










Seq. No. 


11799 




Seq. ID 


OJ990920_ 


1 0 


9B15, 


.C31 


, 5 


Gene No. 


25009 




Strand 










i - ^ 


O Lax. U 


"3 651 

O D J X 




End 


8666 








I! 


Name 


0.7990990 1 9 9R1 5 P^l n4 
\juyy\jy^.\j x^. * ^di j . ^ji • ui i 


.gs 


Method 












q-j- -a -r-t- 
OLal t 


7^64 ~ 




End 


8 51^ 

O ~J X -J 










PT 


none 




Score 


1 4 








I! 


HiXOIlo 


7^64 748Q 89^4 8^94 


8396. 


.8513 










. i 

d: 


Seq. No. 


11800 




Seq. ID 


OJ990920 


1 9 
x z . 


9B15, 


.C32 




Gene ..No. 


25010 




Strand 


+ 










u Lai U 


98 

y o 




'End 


814 








~i 


LNdlllC 


OJ990920 12 9B15 C32 ol 


.gs 


Method 


GENSCAN 








i 


9+- ^ rt- 

O Lai L 


98 _ 




End 


814 










PT 


n on o 




Score 


.77 










ijAWllO 


98 . . 814 
















Seq. No. 


11800 




Seq. ID 


OJ990920_ 


JL2. 


9B15. 


.C32 




Gene No. 


25011 




Strand 














95^ 
^ j j 




End 


1040 










Name 


D. 7990990 1 9 9R1 5 P^9 n9 
\juyy\jy^.\J i£ . ]?di j • * \j . 


.gs 


Method 


GENSCAN 










jLdll. 


9 5^ ~~ 




End 


1040 










PT 
X 


none 




Score 


. 6 










Exons 


qc'i 104 0 
















Seq. No. 


11801 




Seq. ID 


OJ990920_ 


_12. 


9B15, 


.C33 




Gene 'No. 


25012 




Strand 


+ 










Start 


2181 




End 


4159 










Name 


OJ990920 12.9B15.C33.ol. 


■ gs 


Method 


GENSCAN 










Start 


2181 




End 


4141 









12288 








none 








Score 


. .7 0 








Exons 


9 1 ft 1 9 fiR ^ 


-J u u Ij • 




O Zf t X ■ 


4141 










JC4> IN O . 


1 1 ftOI 








Q^rr T D 

OC*^ . J. LJ 


\JKJ Zs ZJ \J Zs £~\J 


12 . 9B15 


. C33 




Gene No. 


25012 








Strand 


+ 








Start 


2181 








End 


4159 








Name 


OJ990920 12 


.9B15. 


C33.ol 


.np 


Method 


AAT/NAP 








Q4- -a v- +- 


2196 








•End 


4159 








PT 


1575556 








Score 


751 








Exons 


2196. .2653, 


3555. 


.3670, 


3971. 


.4159 










P T HflorT"! t*\ 
bi UcSCiip. 


(U66299) acyl-CoA oxidase homolog [ Phalaenopsis 


sp. 'True Lc 




oeq. in o . 


11801 








Seq. ID 


OJ990920 


_12.9B15 


.C33 




Gene No. 


25012 








Strand 


+ 








Start 


2181 








End 


4159 








Name 


OJ990920 12 


.9B15. 


C33.ol 


.tc 


Method 


TBLASTX: 


Cress 






a y t- 

OLdlL 


2393 








End 


4146 










none 








Score 


280 








Exons 


2393. .2653, 


2409. 


.2651, 


3546. 


.3671, 3553.. 3660, 


3969. .4 


127, 






jy /U. .4140 


















Seq. No. 


11801 








Seq. ID 


OJ990920 


_12.9B15 


.C33 




Gene No. 


25012 








Strand 


+ 






□ 




2181 








End 


4159 






i. i 


Name 


OJ990920 12 


. 9B15. 


C33.ol 


.ts 


Method 


TBLASTX: 


Soybean 




! B fl 




2402 








End 


2642 






! Li 


P T 


none 








Score 


248 






Q 


Exons 


2402. .2641, 


2409. 


.2642 












U! 


C its s*r Ma 

beq . JNO . 


11801 








Seq. ID 


OJ990920 


_12.9B15 


.C33 




Gene No. 


25012 








Strand 


+ 






rii 


Start 


2181 








End 


4159 






19 


Name 


OJ990920 12 


.9B15. 


C33.ol 


. tm 


Method 


TBLASTX: 


Maize 




,S S% 


otdl L 


2570 








End 


4159 






•ttl 
'l ! 


PT 


none 








Score 


120 








Exons 


2570. .2653, 


2571. 


.2651, 


2580. 


.2675, 3539.. 3670, 


3549. .3671, 


H : 

: =i 




3553. .3660, 


3969. 


.4154, 


3970. 


.4155, 3977. .4159 






'i«f 

.SSi 


O c . IN U . 


11802 








Seq. ID 


OJ990920 


_12.9B15 


.C35 


O 


Gene No. 


25013 








Strand 










Start 


1 








End 


654 








IN diuc 


OJ990920 12 


.9B15. 


C35.ol 


.np 


Method 


AAT/NAP 








OLdl L. 


1 








End 


654 










4234854 








Score 


784 








Exons 


1. .654 




















(AF082134) pol polyprotein [Zea mays] 










Seq. No. 


11802 








Seq. ID 


OJ990920 


_12. 9B15 


.C35 




Gene No. 


25013 








Strand 










OLdl L 


1 








End 


654 








Name 


OJ990920 12 


.9B15. 


C35.ol 


.tw 


Method 


TBLASTX: 


Wheat 






Start 


13 








End 


367 








GI 


none 








Score 


163 








Exons 


13.. 366, 22 


. .366, 


23.. 367, 281.. 367 










Seq. No. 


11802 








Seq. ID 


OJ990920 


_12.9B15 


.C35 




Gene No. 


25013 








Strand 









12289 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ990920_12 . 9B15 . C35 . ol . ts Method 
58 End 
5509260 Score 

58. .495, 59. .100, 137. .487, 298. .498 



654 

TBLASTX : Soybean 

498 

47 



11802 
25013 
1 

OJ990920_12. 9B15.C35.ol.tc 

148 

none 

148. .408, 149. .406 

11802 
25013 
1 

OJ990920_12. 9B15.C35.ol. tin 

187 

none 

187. .495, 188. .487 

11803 
25014 
66 

OJ990920_12. 9B15.C36.ol.gs 
66 

none 
66. .504 



Seq. ID' OJ990920_12.9B15.C35 
Strand 

End 654 

Method TBLASTX : Cress 

End 408 

Score 119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_12.9B15.C35 
654 

TBLASTX: Maize 

495 

108 



Seq. I-D OJ990920_12.9B15.C36 

Strand + 

End 504 

Method GENSCAN 

End 504 

Score . 8 



Seq. No. 11804 

Gene No. 25015 

Start 22 

Name OJ990930_19 . 9B12 . CI . ol . gs 

Start 22 

GI none 

Exons 22. .648 



Seq. ID OJ990930_19. 9B12.C1 
Strand 

End 722 

Method GENSCAN 

End 64 8 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11804 
25015 
22 

OJ990930_19.9B12.Cl.ol.np 
327 

4689223 
327. .722 

(AF118127) disease resistance 
esculentum] 

11804 
25015 
22 

OJ990930_19 . 9B12 . CI . ol . tm 

328 

none 

328. .426, 328.-582, 341. .544, 



Seq. ID OJ990930_19.9B12.C1 
Strand 

End 722 

Method AAT/NAP 

End 722 

Score 142 

protein 12 [Lycopersicon 



Seq. ID OJ990930_19. 9B12.C1 
Strand 

End 722 

Method TBLASTX : Maize 

End 588 

Score 4 6 

457. .588 



12290 






Seq. No. 


1 1 O A C 

1 1805 


Seq. ID 


ojyyuyju ly.yBiz 


. C4 




Gene No . 


Zdvx d 


Strand 








Start 


94 


End 


1730 






Name 


OJ990930_19. 9B12.C4 .ol.np 


Method 


AAT/NAP 






Start 


94 


End 


1730 






GI 


6016871 


Score 


389 






Exons 


94. .1317, 1367. .1/30 










GI Descrip. 


(APOOUo/U) EST C9aoob (E04 14 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


11805 


Seq. ID 


OJ990930_19. 9B12 


.C4 




Gene No. 


25016 


Strand 








Start 


A A 

94 


End 


i n i n 
1 / JU 






Name 


OJ99093U iy.9Blz.C4.Ol.gp 


Method 


AAT/GAP 






Start 


a c o 

253 


End 


696 






GI 


none 


Score 


84 9 






Exons 


o c o c c\ c 

253 . . o9o 










Seq. No. 


11805 


Seq. ID 


OJ990930_19 . 9B12 


.C4 




Gene No. 


25016 


Strand 








Start 


94 


End 


1730 






Name 


OJ990930 19 . 9B12 . C4 . oz . gp 


Method 


AAT/GAP 






Start 


7 94 


End 


929 




■ill 


GI 


none 


Score 


259 




; s ri 

li i 


Exons 


7 94 .. 929 








h\ 

i sr 


Seq. No. 


11806 


Seq. ID 


OJ990930_19.9B12 


. C5 




Gene No. 


25017 


Strand 


+ 






Start 


2448 


End 


2531 






Name 


OJ990930 19. 9B12.C5. ol.np 


Method 


AAT/NAP 




H ] 


Start 


2448 


End 


2531 






GI 


6721547 


Score 


83 






Exons 


2448. .2531 








.S Pi 

3 


GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 




Seq. No. 


11807 


Seq. ID 


OJ990930_19.9B12 


.C6 


"i 


Gene No. 


25019 


Strand 


+ 






Start 


2054 - . 


End 


3505 






Name 


OJ990930 19.9B12.C6.o2.gs 


Method 


GENSCAN 






Start 


2054 


End 


3505 






GI 


none 


Score 


.65 






Exons 


2054.. 2282, 3333.. 3505 










Seq. No. 


11807 


Seq. ID 


OJ990930_19. 9B12 


.C6 




Gene No . 


25020 


Strand 








Start 


1 


End 


785 






Name 


OJ990930 19. 9B12.C6. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


785 






GI 


6016871 


Score ■ 


205 






Exons 


1..411, 457. .785 












(AP000570) EST C98565 (E04 14 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


11807 


Seq. ID 


OJ990930_19. 9B12 


.C6 




Gene No. 


25020 


Strand 








Start 


1 


End 


785 






Name 


OJ990930 19.9B12.C6.ol.gs 


Method 


GENSCAN 





12291 



Start 
GI 

Exons 



36 

none 
36. .701 



End 
Score 



701 
.82 



Seq. No. 11808 
Gene No. 25021 
Start 3838 

Name OJ990930_19 . 9B12 . C7 . o2 . gs 

Start 3838 

GI none 

Exons 3838.. 3956, 4464 

9315. .9383, 9948. .10157, 11222 .. 11371, 
11815. .11890, 12270.. 12326 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

,4732, 5508. .6510, 



OJ990930 
+ 

12411 
GENSCAN 
12326 
.7 

7056.. 7098, 8335 
11683. . 11744, 



19. 9B12.C7 



.8457, 



'.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No,-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11808 
25021 
3838 

OJ990930_19 . 9B12 . C7 . o2 . np 

5389 

4582783 

5389. .5410, 5508. .6510, 6823. 
8711.. 8895, 9038. .9229, 9315. 



Seq. ID OJ990930_19. 9B12 .C7 

Strand + 

End 12411 

Method AAT/NAP 

End 12149 

Score 2024 

.6874, 8335.-8457, 8555.. 8630, 
.9383, 9945. .10157, 10915 .. 1104 0, 



11222. .11371, 11683. . 11744, 11815 .. 118 90, 11976. .12149 
(AJ006752) starch synthase, isoform V [Vigna unguiculata] 



11808 



Seq. ID OJ990930_19.9B12.C7 



25021 Strand -f 

3838 End 12411 

OJ990930_19.9B12.C7.o3.gp " Method AAT/GAP 

11817 End 12411 

34735_1.R1084 Score 941 
11817. .11890, 11976.. 12411 

'1661160 9.0e-12 (U74295) chlorophyll a/b binding protein [Oryza 
sativa] ? 



11808 
25022 
49 

OJ990930_19 . 9B12 . C7 . ol . gs 
4 9 

none 



Seq. ID OJ990930_19.9B12.C7 
Strand 

End 2448 

Method ■ GENSCAN 

End 2399 

Score .72 



49. .142, 863. .928, 1589. .1746, 1767. .2399 



11808 Seq. ID 

25022 Strand 

4 9 End 

OJ990930_19 . 9B12 . C7 . ol . gp Method 

1193 End 
89150_1.R1084 ■ Score. 
1193. .1882 

' 1361979/pir | IA57478 2 
2.3.1.30) - watermelon 



OJ990930_19.9B12.C7 

2448 
AAT/GAP 
1882 
1184 



Oe-52 serine O-acetyltransf erase (EC 
>gi_1350550_dbj_BAA12843_ (D85624) serine 
acetyltransferase [Citrullus lanatus] >gi_184 1312_dbj_BAA084 79_ 
(D49535) serine acetyltransferase. [Citrullus lanatus] 
>gi_2337772_dbj_BAA21827_ (AB006530) serine acetyltransferase 
[Citrullus lanatus] 1 



12292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990930_19. 9B12.C7 
Strand 



11808 
25022 
49 

OJ990930_19. 9B12.C7.ol.np 
1484 
6601494 
1484 . .2347 

(AF212156) serine acetyltransferase [Allium cepa] 



End 

Method 

End 

Score 



2448 
AAT/NAP 
2347 
-1023 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930 19.9B12.C7 



2448 
AAT/GAP 
2448 
902 



11808 
25022 
49 

OJ990930_19 . 9B12 . C7 . o2 . gp 
1974 

53087JL.R1084 
1974 . .2448 

1 1361979/pir | | A57478 3.0e-16 serine O-acetyltransf erase (EC 
2.3.1.30) - watermelon >gi_1350550_dbj_BAA1284 3_ (D85624) serine 
acetyltransferase [Citrullus lanatus] >gi_184 1312_dbj_BAA084 7 9_ 
(D49535) serine acetyltransferase. [Citrullus lanatus] 
>gi_2337772_dbj_BAA21827_ (AB006530) serine acetyltransferase 
[Citrullus lanatus] 1 



Seq. No. 11808 

Gene No. 25023 

Start 13118 

Name OJ990930_19 . 9B12 . C7 . o2 . tc 

Start 1478 

GI none 

Exons 1478.. 1549, 1553.. 1648, 1572. 

1752. .2300, 1753. .1887, 1957. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1649, 
.2031 



OJ990930_19. 9B12.C7 
13968 

TBLASTX: Cress 
2300 
69 

1660.. 1719, 1664.. 1720, 



Seq. No. 11808 

Gene No. 25023 

Start 13118 

Name OJ990930_19 . 9B12 . C7 . o3 . tm 

Start 1481 

GI none 

Exons 1481.. 1555, 1481.. 1561, 1526. 

1660. .1719, 1664. .1720, 1685. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990930 19.9B12.C7 



13968 

TBLASTX: Maize 
1977 
65 

1648, 1526. .1648, 1572. .1649, 
1729, 1752.. 1976, 1753.. 1977 



Seq. No. 11808 

Gene No. 25023 

Start 13118 

Name OJ990930_19 . 9B12 . C7 . o2 . ts 

Start 1520 

GI none 

Exons 1520.. 1591, 1556.. 1648, 1572. 

1723. .1884, 1752. .1811, -1788. 



Seq. ID OJ990930_19.9B12.C7 
Strand 

End 13968 

Method TBLASTX : Soybean 

End 2279 

Score 41 

.1649, 1660.. 1719, 1661.. 1720, 
.'2033, 1975.. 2034, 2091.. 2279 



Seq. No. 11808 Seq. ID 

Gene No. 25023 Strand 

Start 13118 End 

Name OJ990930_19 . 9B12 . C7 . 08 . tm Method 

Start 2143 End 

GI none Score 

Exons 2143.. 2205, 2148.. 2354 



OJ990930_19.9B12.C7 
13968 

TBLASTX: Maize 
2354 



12293 






Seq. No. 


11808 








Seq. ID 


OJ990930_19.9B12.C7 




Gene No. 


25023 








Strand 






Start 


13118 








End 


13968 




Name 


OJ990930 19. 


QD1 o 


r*H r^A -i-m 
L- / . OH . till 


Method 


TBLASTX: Maize 




Start 


6074 








End 


6510 




GI 


none 








Score 


137 




Exons 


6074. . 


6277, 


o ± ± y . 


. OZ / / , OZ / z 


..6505, 6282. .6404, 6287. .6490, 






6289. . 


6510 












Seq. No. 


11808 








Seq. ID 


OJ990930_19.9B12.C7 




Gene No. 


25023 








Strand 






Start 


13118 








End 


13968 




Name 


OJ990930 19. 


QRl 9 


\^ f ■ • LIU 


Method 


TBLASTX: Maize 




Start 


6820 








End 


9106 




GI 


none 








Score 


92 




Exons 


6820. . 


6876, 


ooZ 1 . 


•Do//, Ojjl 


..8460, 8 


333. .8461, 8370. .8459, 






8376. . 


8465, 


o oo u . 


QA(zn ock 
• Of±OU, D J4 J 


..8631, 8 


549. .8635, 8573. .8632, 






8709. . 


8894, 


o /1U. 


o o y o , yuoi 


..9102, 9032. .9106 




Seq. No. 


11808 








Seq. ID 


OJ990930_19.9B12.C7 




Gene No . 


25023 








Strand 






Start 


13118 








End 


13968 


'as? 


Name 


OJ990930 19. 


ybiz . 


L / . O J . tC 


'Method 


TBLASTX: Cress 


": s t 


Start 


8706 








End 


8910 


: a l 5 


GI 


none 








Score 


325 


i-i ; 
i i^i 


Exons 


8706. . 


8897, 


on nn 


oqi o on nn 

. o y iu , o/u/ 


. .8898 




31 

: 5 


Seq. No. 


11808 








Seq. ID 


OJ990930_19. 9B12.C7 


hj 


Gene No . 


25023 








Strand 




! :?! 


Start 


13118 








End 


13968 




Name 


OJ990930 19. 




r*n *3 +- n 
L / . Oj . tS 


Method 


TBLASTX : Soybean 


i br 


Start 


8709 








End 


9103 


If 


GI 


none 








Score 


296 


SI 


Exons 


8709. . 


8891, 


o / 1U . 


. o o y d , y uj i 


. .9099, 9032. .9103 


M ? 


Seq. No. 


11808 




- 




Seq. ID 


OJ990930_19.9B12.C7 


w 


Gene No . 


25023 








Strand 






C -4- -« 

btart 


13118 








End 


13968 




Name 


OJ990930 19. 


ynLZ . 


L- / . OH . tC 


Method 


TBLASTX: Cress 


! S *} 


Start 


9032 








End 


9190 






none 








Score 


218 




Exons 


9032. . 


9190, 


yu j / . 


Q 1 Q Q 

. y i o y 








Seq. No. 


11808 








Seq. ID 


OJ990930_19.9B12.C7 




Gene No. 


25023 








Strand 






Start 


13118 








End 


13968 




Name 


' OJ990930 19. 


9B12. 


C7 .o4 . ts 


Method 


TBLASTX: Soybean 




Start 


9333 








End 


11732 




GI 


none 








Score 


68 




Exons 


9333. . 


9380, 


9940. 


.10098, 9945. .10160, 


9947. .10159, 10914. .11036, 






10914 . 


.11036, 10915. .11040, 


10936. .11040, 11219. .11377, 






11224 . 


.11367 


, 11242. .11382, 


11674. .11730, 11682. .11732 




Seq. No. 


11808 








Seq. ID 


OJ990930_19. 9B12.C7 




Gene No. 


25023 








Strand 






Start 


13118 








End 


13968 



12294 




Name 




. o5. tm 


Method 


i tsiiHo i a : ixiai ze 




otart 


y y fi o 




End 


1 0 1 7 
1U1 / D 




C T 

bl 


none 




Score 


9 QO 




Exons 


QCMS 1 01 60 QQ4fi 


10167, 9947.. 10162, 


10176 

J JH .7 . . 1U1 / O 




Seq. No. 


11808 




Seq. ID 


OJ990930_1'9.9B12 


C7 


Gene No. 


25023 




Strand 






Of -4 v4- 

btart 


1 D 1 1 O 




End 


13968 ' 




Name 


niQQnQ^n 1 Q QDl 9 p7 


. o7 . tm 


Method 


TBLASTX: Maize 




otart 


iu^ / u 




End 


10601 




bl 


none 




Score 


54 




Exons 


10970 10°,R£ 1 0?RQ 


. .10601, 


10360. .10575 




Seq. No. 


I 1 Q HP 

I I o Uo 




Seq. ID 


OJ990930_19.9B12 


cl 
b / 


bene no . 


9 c; fl 9 *3 




Strand 






bt art 


1 Ol 1 p 

1j 1 1 o 




End 


13968 




Name 


OJ990930 19.9B12.C7 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


11221 




End 


12091 




b± 


none. 




Score 


225 




Exons 


11991 1 1 °,7 0 119 9ft 


. .11377, 


11228. .11374, 11660. . 11740, 






I 1 1179c 1 1 ^7/ 

I I 0 D*i . . 1 1 / Z O , XXD/4 


. .11751, 


11680. .117 90, 11805. . 11894, 






1 1 po/ 11PQ0 1 1 

llOOfi. . 110 JU/ HO Jfi 


1 1 Q07 


11973. .12080, 11976. .12083, 






19090 1 90Q1 1 909°. 

J.ZUZU. .-LZU.7-L, J-£.\J£0 


. .12091 








Seq. No. 


1 1 QHQ 

1 1 0 U 0 




' Seq. ID 


OJ9?0930__19. 9B12 


ci 
b / 


Gene No. 


25023 




Strand 






Start 


13118 




End 


13968 




Name 


MTQQOQ^O 1 Q QDl 9 P7 

ujyyuyju ly.ytsiz.b/ 


. ol . tm 


Method 


TBLASTX: Maize 




btart 


1 jUo D 




End 


13863 




bl 


none 




Score 


306 




Exons 


1 °,0fi£ 1 ^1 1 °.0QR 


. .13319, 


13118. .13750, 13367. .13765, 






IjjjU . . 1j / JO, 1j / JO 


. .13770, 


13797. . 13832, 13816. . 13863 




Seq. No. 


11808 




Seq. ID 


OJ990930_19. 9B12 


C7 


Gene No. 


25023 




Strand 






OLaiL 


i "31 i ft 




End 


13968 




Name 


nTQQOQ^O 1 Q QRi 9 cl 


. ol . ts 


Method 


TBLASTX : Soybean 




> ib tart 


10110 
IjIIj 




End 


13747 




bl 


none 




Score 


254 






1 °.1 1 °, 1 ^°99 1 ?1 1 ft 

1 jllJ • . 1 J 1 JllO 


. .13747, 


13398. .13463, 13503.. 13718 




oeq . no . 


I 1 ft O Q 

I I 0 U O 




Seq. ID 


OJ990930_19.9B12 


Cl 


Gene No. 


25023 




Strand 






Start 


13118 




End 


13968 




Name 


HTQQOQ^O 1 Q QRI 9 Cl 


.ol.tc 


Method 


TBLASTX: Cress 




otart 


1 Ol 1 p — 




End 


13857 




CT 


none 




Score 


269 




Exons 


1 °.1 1 ft 1 "3 "3 ft 1 1 Ol 1 Q 

ijiio. . ijjoi/ 1 oiiy 


. .13322, 


13382. .1374 7, 13388. .13747, 






1 °.ft 1 £ 1 °?m7 
±p 010. .±000/ 










beq. no. 


1 1 Q O Q 
1 lo U 0 




Seq. ID 


OJ990930_19.9B12 


Cl 
b / 


Gene No. 


25023 




Strand 






Start 


13118 




End 


13968 




Name 


OJ990930 19.9B12.C7 


. o3.gs 


Method 


GENSCAN 




Start 


13118 




End 


13863 




GI 


none 




Score 


.57 




Exons 


13118. .13863 











12295 






Seq. No. 


11808 


Seq. ID 


OJ990930_19.9B12. 


C7 




Gene No. 


25023 


Strand 








Of- -i v- 4- 

b tart 


13118 


End 


13968 






Name 


OJ990930 19.9B12.C7.o3.np 


Method 


AAT/NAP 






C 4- -*-4- 

bt arr 


13121 


End 


13913 






bl 


1661160 


Score 


1336 






Exons 


13121. .13913 










GI Descrip. 


(U74295) chlorophyll a/b binding protein [Oryza sativa] 






Seq. No. 


iioUo 


Seq. ID 


OJ990930_19.9B12. 


C7 




Gene No. 


25023 


Strand 








o 4- -i 4- 


13118 


End 


13968 






Name 


OJ990930 19.9B12.C7.ol.tw 


Method 


TBLASTX: Wheat 






O 4- v4- 

btart 


13127 


End 


13570 






bl 


none 


Score 


274 






Exons 


13127. .13429, 13128 .. 13322 , 


13367. .13435, 134 31 .. 13508 , 








13433. .13570, 13433.. 13570 










Seq. No. 


11808 


Seq. ID 


OJ990930_19. 9B12. 


C7 




Gene No . 


25023 


Strand 








otart 


13118 


End 


13968 






Name 


OJ990930 19.9B12.C7.o2.tw 


Method 


TBLASTX: Wheat 




hat 


Start 


13586 


End 


13968 




W 


GI 


none 


Score 


180 




i 


Exons 


13586. .13747, 13590 .. 13718 , 


13592. .13747, 13855.. 13968 




fU 


o e q . in o . 


11808 


Seq. ID 


OJ990930_19. 9B12. 


C7 


Q 


Gene No. 


25023 


' Strand 






hj 


Start 


13118 


End 


13968 






Name 


OJ990930 19. 9B12.C7.o4 . gp 


Method 


AAT/GAP 






otart 


13691 


End 


13968 






bl 


700509 


Score 


505 




{E 


Exons 


13691. .13968 








ri 


GI Descrip. 


1661160 9.0e-12 (U74295) chlorophyll a 


/b binding protein [Oryza 


"A 




sativa] 








;" "* 

CI 

i 


Seq. No. 


11809 


Seq. ID 


OJ990930_19. 9B12. 


C8 




Gene No. 


25024 


Strand . 


+ 




Q 


Cf a v*4- 

o izarr 


584 


End 


1889 




rl 


Name 


OJ990930 19.9B12.C8.'ol.np 


Method 


AAT/NAP 






C 4- -j v-4- 


584 


End 


1889 






bl 


6815099 


Score 


80 






Exons 


584. .637, 1756. .1889 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11809 


Seq. ID 


OJ990930_19. 9B12. 


C8 




Gene No. 


25025 


Strand 


4- 






O 4- — i v~ 4- 

o t a, rt. 


4196 


End 


4933 






Name 


OJ990930 19.9B12.C8.o2.np 


Method 


AAT/NAP 






Start 


4196 


End 


4933 






GI 


5123547 


Score 


627 






Exons 


4196. .4933 










GI Descrip. 


(AL079344) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


11809 


Seq. ID 


OJ990930_19.9B12. 


C8 




Gene No. 


25026 


Strand 


+ 





12296 



Start 6861 End 9334 

Name - OJ990930_19 . 9B12 . C8 . o3 . np Method AAT/NAP 

Start 6805 End 9334 

GI 2499327 Score 678 

Exons 6805.. 7225, 9103.. 9334 

GI Descrip. NADH-UBIQUINONE OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX 
I-20KD) (CI-20KD) gi | 1084345 | pir || S52286 NADH dehydrogenase (EC 
1.6.99.3) - Arabidopsis thaliana gi I 64 3090 | emb | CAA58887 . 1 1 
(X84078) NADH dehydrogenase [Arabidopsis thaliana] 





Seq. No. 


11809 






Seq. ID 


OJ990930_19.9B12.C8 




Gene No. 


25026 






Strand 


+ 




Start 


6861 






End 


9334 




Name 


OJ990930 19.9B12. 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


6861 






End 


7310 




GI 


none 






Score 


.96 




Exons 


6861. .7310 












Seq. No. 


11809 






Seq. ID 


OJ990930_19.9B12.C8 




Gene No. 


25027 






Strand 






Start 


4127 






End 


5216 




Name 


OJ990930 19.9B12, 


,C8 .ol. 


gp 


Method 


AAT/GAP 




Start 


4127 






End 


5216 




GI 


28017 1.R1084 






Score 


2062 




Exons 


4127. .5216 










ill! 


GI Descrip. 


, 5123547/emb|CAB4 5313.1 


I 6.0e 


-48 (AL079344) putative protei: 


ru 




[Arabidopsis thaliana] 1 








!* "t 

'ssP 


Seq. No. 


11809 . 






Seq. ID 


OJ990930_19. 9B12.C8 


; i * 

'"'':{ 


Gene No. 


25027 






Strand 




U 


Start 


4127 






End 


5216 


\ y 


Name 


OJ990930 19.9B12, 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4169 






End 


4665 


is 


GI 


none 






Score 


518 


I. ml 
\\ 


Exons 


4169. .4573, 4186, 


. .4590, 


4574 . 


.4615, 4i 


624. .4665, 4625. .4663 




Seq. No. 


11809 






Seq. ID 


OJ990930_19. 9B12.C8 




Gene No. 


25027 






Strand 






Start 


4127 






End 


5216 




Name 


OJ990930 19.9B12, 


,C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4196 






End 


4666 




GI 


none 






Score 


440 




Exons 


4196. .4570, 4201. 


. .4236, 


4292. 


.4453, 4306. .4557, 4580. .4639, 






4634. .4666 












Seq. No. 


11809 






Seq. ID 


OJ990930_19. 9B12.C8 




Gene No. 


25027 






Strand 






Start 


4127 






End 


5216 




Name 


OJ990930 19.9B12, 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4204 






End 


•4569 




GI 


none 






Score 


421 




Exons 


4204. .4239, 4205. 


, .4567, 


4292. 


.4435, 4306. .4569 




Seq. No. 


11809 






Seq. ID 


OJ990930_19.9B12.C8 




Gene No. 


25027 






Strand 






Start 


4127 






End 


5216 




Name 


OJ990930 19.9B12. 


,C8.o2. 


tw 


Method 


TBLASTX: Wheat 



12297 




Of- r +- 


4 SR6 








End 


4870 




O J. 










Score 


46 




LiAUllD 


4 SR 6 4 691 


4 69S 


4 70ft 


4 697 


.4707, 4670. .4870, 4711. .4863 


Seq. No. 


11809 








Seq. ID 


OJ990930_19.9B12, 


.C8 


Gene No. 


25027 








Strand 






q+- a r +- 
O Lai L 


4197 








End 


5216 




LNa.ll ie 




9R1 9 


PR n^t 


4- o 
L, O 


Method 


TBLASTX : Soybean 




OLal L 


4 711 ~~ 

1 f X X 








End 


4897 




U X 










Score 


235 






4711 4 fl SI 

*£ / XX. • 4 O J 1 ^ 


4719 


4 flft 9 


4784 . 


.4897 






Seq. No. 


11809 








Seq. ID 


OJ990930_19.9B12, 


.C8 


Gene No. 


25028 








Strand 








U ^ O \J 








End 


9256 






O.TQQDQ^O 1 9 

VU Z/ Z? \J Z* J \J J- Z7 < 


9R1 9 

t JOX • 


PR o9 




Method 


TBLASTX: Cress 














End 


9256 




\j x 


none 








Score 


405 




J_j A UIIO 


69R6 722S 


6987 . 


. 7226, 


9077 . 


.9256, 9100.. 9255 




Seq. No. 


11809 








Seq. ID 


OJ990930_19.9B12. 


.C8 


Gene No. 


25028 








Strand 






Cf art 


6QR 6 








End 


9256 




Name 


n.TQQDQ^D 1 Q 


QR1 9 


PR n9 


LIll 


Method 


TBLASTX: Maize 




OtQl L 


O J 0 D 








End 


9256 






none 








Score 


417 




Exon s 


6QR6 799S 


6QR7 


7 99 6 


Q077 


.9256, 9100.. 9255 




Seq. No. 


11809 








Seq. ID 


OJ990930_19.9B12. 


.C8 


Gene No. 


25028 








Strand 






q+- a r-t 


69R 6 








End 


9256 




Name 


n.TQQOQ^O 1 Q 

UU J^U J Jv X _7 « 


9R1 9 

. _7 D X Z, • 


PR r>9 




Method 


TBLASTX : Soybean 




OLaL L 


6qr 6 — 








End 


7226 




OX 


none 








Score 


411 




JLj AUli o 


69R6 799S 


69R7 


799 6 










JC^i LN(J • 


1 1 ft 09 








Seq. ID 


OJ990930_19.9B12. 


,C8 


Gene No. 


25028 








Strand 






Start 


6986 








End- 


9256 




Name 


OJ990930 19 


9B12 . 


C8 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


700S _ 








End 


9252 




GI 


none 








Score 


207 




J_l /\. W 1 1 k3 


7005 7220 


7070 . 


.7213, 


9101 . 


.9154, 9115.. 9168, 9181.. 9252, 




9906 99S0 














Con Mo 
o c q ■ IN (J • 


1 1 Q1 0 








Seq. ID 


OJ990930_19.9B12. 


C10 


Gene No. 


25029 








. Strand 


+ 




Start 


1 








.End 


662 




Name 


OJ990930 19. 


9B12. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


662 




GI 


6016871 








Score 


192 




Exons 


1. .662 















GI Descrip. (AP000570) EST C98565 (E04 14 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

Seq. No. 11810 Seq. ID OJ990930_19 . 9B12 . C10 

Gene No. 25029 Strand + 



12298 



Start 
Name 
Start 
GI 

Exons 



OJ990930_19.9B12.C10.ol.gs 

156 

none 

156. .616 



End 

Method 

End 

Score 



662 

GEN SCAN 

616 

.47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11810. Seq. ID OJ990930_19 . 9B12 . CIO 

25029 Strand + 

1 End 662 

OJ990930_19 . 9B12 . CIO . ol . gp Method AAT/GAP 

206 End 503 

LIB3434-062-P1-K1-E7 Score 560 

206. .503 

f 6016871/dbj IBAA85214.il 2.0e-09 (AP000570) EST C98565 (E04 14 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 1 



11810 Seq. ID 

25029 Strand 

1 End 
OJ990930_19. 9B12.C10.ol.tm Method 

363 End 

none Score 

363. .620, 395. .619 



OJ990930_19.9B12.C10 
+ 

662 

TBLASTX: Maize 

620 

197 



11811 
25030 
1 

OJ990930 
1 

6069646 
1..22, 522 
(AP000616) 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1235 

similar to putative reverse transcriptase 



19. 9B12.Cll.ol.np 



OJ990930_19 . 9B12 .Cll 
+ 

1235 
AAT/NAP 
1235 
816 



(AC005315) 
Similar to 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

verse transcriptase. (AC006248) 





putative non-LTR 


retroelement 




[Oryza sativa] 




Seq. No. 


11811 




Gene No. 


25031 




Start 


2105 




Name 


OJ990930 19.9B12. 


Cll.o2.gs 


Start 


2105 




GI 


none 




Exons 


2105.. 2263, 2451. 


.2555 


Seq. No. 


11811 




Gene No. ■ 


25032 




Start 


3235 




Name 


OJ990930 19.9B12. 


Cll.o3.gs 


Start 


3235 




GI 


none 




Exons 


3235.. 3331, 3371. 


.3417, 4064. 


Seq. No. 


11811 




Gene No. 


25033 




Start 


7906 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq: ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990930_19. 9B12 .Cll 
+ 

2555 
GENSCAN 
2555 
.91 



OJ990930_19.9B12.C11 
+ 

5498 
GENSCAN 
5498 
.92 



OJ990930_ 
+ 

10271 



19.9B12.C11 



12299 





Name 


OJ990930 19. 9B12.Cll.o4 .gs 


Method 


bhjLNbbAN 








Start 


7906 


End 


i non 
1 VZ 1 1 








GI 


none 


Score 


A "7 








Exons 


7906.. 9422, 9823.. 9898, 10005.. 10271 










Seq. No. 


11811 


Seq. ID 


OJ9S0930 


JL9.9B12 


.Cll 




Gene No. " 


25034 


Strand 


+ 








otart 


14 925 


End 


m no 








Name 


OJ990930 19.9B12.Cll.o5.gs 


Method 










Start 


14925 


End 


1 "7 1 no 
1 / luz 








bl 


none 


Score 


00 








Exons 


14 925. .16416, 16735. .17102 












beq. ino. 


11811 


Seq. ID 




1 Q QD1 O 


C\ 1 

.til 




Gene No . 


25035 


Strand 


+ 








OldlL 


19064 


End 


20587 








Name 


OJ990930 19.9B12.Cll.ol.gp 


Method 


AAT/GAP 








Start 


18999 


End 


19467 








bl 


88736 1.R1084 


Score 


851 








Exons 


18999. . 19467 












GI Descrip. 


' cm con /HK-i innnQc;oi / 11 o 
DUIdo /1/aD] 1 dAAojz14 . 1 | Z. 


0e-ll (AP000570) EST 


C98565 ( 


E041 






corresponds to a region of 


the predicted gene.; 


hypothetica. 






protein [Oryza sativa] f 












Seq. No. 


11811 


Seq. ID 


OJ990930_ 


TO On 1 O 

19 . 9B12 


. Cll 


i;fl 


Gene No. 


25035 


Strand 


+ 


-.. 






Start 


19064 


End 


20587 






,3 a; 


Name 


OJ990930_19. 9B12 .Cll.o6.gs 


Method 


GENSCAN .. 






I ; 


Start 


i yut>4 


End 


20587 








GI 


none 


Score 


. 94 






! = ! 


Exons 


19064. .20587 










; U 


Seq. No. 


11811 


Seq. ID 


OJ990930_ 


_19.9B12 


.Cll 


s3 


Gene No. 


25036 


Strand 


+ 








btart 


20505 


End 


20801 








Name 


OJ990930 19.9B12.Cll.o2.gp 


Method 


AAT/GAP 








btart 


on qn R 


End 


20801 








bl 


3760102 


Score 


521 






□ 


Exons 


20505.. 20801 












Seq. No. 


11811 


Seq. ID 


' OJ990930_ 


_19.9B12 


.Cll 




Gene No. . 


25037 


Strand 


+ 








oiart 


22147 


End 


25008 








Name 


OJ990930 19.9B12.Cll.o7.gs 


Method 


GENSCAN 








otart 


22147 


End 


24726 








bi 


none 


Score 


.45 








Exons 


22147. .22197, 22202 .. 2234 1 , 


23337. .23543, 23613. 


, .24726 






beq . no . 


11811 


Seq. ID 


OJ990930_ 


JL9.9B12 


.Cll 






25037 


Strand 


+ 








Start 


22147 


End 


25008 








Name 


OJ990930 19.9B12.Cll.o3.np 


Method 


AAT/NAP 








Start 


22575 


End 


25008 








GI 


6016871 


Score 


404 








Exons 


22575.-22639, 23274 .. 2364 1 , 


23692. .24430, 24977. 


.25008 






GI Descrip. 


(AP000570) EST C98565 (E04 14 ) corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 



12300 



Seq. No. 


11811 




Seq. ID 


OJ990930_19.9B12 


.Cll 


Panes KT/^ 






Strand 






Of a r-f- 
OtaiL 






End 


1737 




Name 


O.TQQOQ^n 1 Q QR1 9 PI 1 


. ol . gs 


Method 


GENSCAN 




Of a >-f 

o t art. 


JJD 




End 


1737 




\j ± 


n An o 




Score 


.55 




TP \S S\ TO C"* 


^6 R49 ^48 6R4 


692. .997, 1048. .1258,-1657. .1737 




Seq. No. 


11811 




Seq. ID 


OJ990930_19.9B12 


.Cll 


Cono Mo 


25039 




Strand 






C -f- -j r f 


1 ft 94 1 




End 


24450 




Name 


n.TQQriQ^n i q qri ? rn 

uuj^u? ju x y • 3Di£, • ^/ii 


.o2.tm 


Method 


TBLASTX: Maize 




Of a -r+- 


O Z O 




End 


1242 






n on o 




Score 


95 




IT 1 VATl O 


691 74ft 7RS 


786. . 977 


, 1020. .1205, 1213. .1242 




Seq. No. 


11811 




Seq. ID 


OJ990930_19. 9B12 


.Cll 




J U J J/ 




Strand 






Of 2 yf 


1 ft Q4 1 




End 


24450 




Name 


n.TQQOQ^n 1 Q QRI 9 pi 1 


.o2.tw 


Method 


TBLASTX: Wheat 




Of 2 r f 


7 RPl ~~ 




End 


1109 




p t 


none 




Score 


166 




IT 1 T-r /"\ t"* <T* 


7^D QRI 1 077 1 1 DQ 










beq. no. 


11811 




Seq. ID 


OJ990930_19.9B12 


PI 1 


Gene No. 


25039 




Strand 






Start 


18941 




End 


24450 




IN dlUc 


OJ990930 19.9B12.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Of a y-f 


4383 




End 


23982 




P T 


none 




Score 


210 




X? /"N <~> 


4383..4673, 4496. .4657, 8296 


..8595, 8 


418. .8585, 15273. . 


JL -J _7 X , 




15522. .15611, 19457. 


.19765, 


194 66. .19624, 1957 9. .1974 0, 






23686. .23859, 23701. 


.23853, 


23889.-23966, 23890.. 23982 




oeq . ino . 


11811 




Seq. ID 


OJ990930_19.9B12 


.Cll 


Gene No. 


25039 




Strand 






Start 


18941 




End 


24450 






OJ990930 19.9B12.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Of arf 
O Lai L. 


4908 




. End 


24450 




PT 


none 




Score 


189 






4908. .5162, 4908. .5141, 4910 


..5161, 8i 


833. .9090, 8874. .9086, 




15843. .16103, 15845. 


.16102, 


19990. .20121, 19991. .20248, 






20041. .20226, 20042. 


.20248, 


24214 . .24450, 24216. .24431 




Qaa Mo 


11811 




Seq. ID 


OJ990930JL9.9B12 


.Cll 


Gene No. 


25039 




Strand 






Start 


18941 




End 


24450 




Nafne 


OJ990930 19.9B12.C11 


. o2 . np 


Method 


AAT/NAP '' . 




Of a r-f 


18941 




End 


21766 




GI 


5737814 




Score 


693 




Exons 


18941. .18987, 20683. 


.21215, 


21435. .21766 




GI Descrip. 


(AF14 87 72) ribulose- 


1, 5-bisphosphate i 


carboxylase /oxygenase 




[Georgeantha hexandra] 








Seq. No. 


11811 




Seq. ID 


OJ990930_19. 9B12 


.Cll 


Gene No. 


25039 




Strand 







12301 



Start 
Name 
Start 
GI 

Exons 



18941 

OJ990930_19.9B12.C11, 

20850 

none 

20850. .20900, 20851.. 
20906. .20995, 20906., 
20993. .21130, 21037., 
21151. .21183, 21429., 
21450. .21629, 21604., 
21625. .21678, 21657., 
21680. .21778 



ol . tm 



20901, 
21013, 
21129, 
21620, 
21651, 
21680, 



End 

Method 

End 

Score 



24450 

TBLASTX: Maize 

21778 

61 



20878. .20994, 20905 .. 20994 , 

20991. .21128, 20991. .21128, 

21129. .21179, 21141. .21179, 

21436. .21621, 21445 21627, 

21623. .21658, 21624 .. 21653, 

21666. .21776, 21671 .. 21775, 



Seq. No. 11811 
Gene No. 25039 
Start 18941 

Name OJ990930_19 . 9B12 . Cll . ol . ts 

Start 20914 
GI none 
Exons 20914. 

21129. 

21450. 

21657. 

21697. 



.20994, 20921. .20992, 

.21179, 21151. .21183, 

.21620, 21604. .21651, 

.21680, 21666. .21776, 
.21777 



Seq. ID OJ990930_19.9B12.C11 
Strand 

End 24450 

Method TBLASTX : Soybean 

End 21778 

Score 54 
20991. .21128, 20993. .21130, 
21429. .21620, 21431 .. 21589, 
21626. .21652, 21631 .. 21678 , 
21671. .21778, 21671 .. 21775, 



Seq. No. 11811 - 

Gene No. 25039 

Start 18941 

Name OJ990930_1 9 . 9B12 . Cll . ol . tc 

Start 21429 

GI none 

Exons 21429. .21620, 21434 .. 21589, 21450 .. 21620, 21604 
21626. .21652, 21628 .. 21678, 21657 .. 21680, 21658 



Seq. ID OJ990930_19.9B12.C11 
Strand 

End 24450 
Method TBLASTX : Cress 
End 21778 - 

Score 106 

21651, 
21681, 



21666. .21776, 21671 21775, 21692 .. 21778 , 21694. .21777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11811 Seq. ID 

25039 Strand 

18941 End 

OJ990930_19. 9B12.Cll.ol.tw Method 

21429 End 

none Score 



OJ990930_19. 9B12.C11 
24450 

TBLASTX: Wheat 

21793 

139 



21429. .21620, 21443 .. 21589, 21445 .. 21627 , 21450. . 21614, 
21604. .21651, 21616. .21678, 21657 .. 21680, 21658 21681, 



21666. .21776, 21671. 
21689. .21793 



,21775, 21676. .21777, 21682 .. 21777, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



11812 
25040 
1805 

OJ990930_19. 9B12.C12.ol.np 

1805 

6016871 



Seq. ID OJ990930_19.9B12.C12 



Strand 
End 

Method 

End 

Score 



+ 

12178 
AAT/NAP 
12178 
429 



1805. .1892, 5259.-5597, 5654. .6798, 12141. .12178 
(AP000570) EST C98565 (E0414 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



11812 
25040 



Seq. ID OJ990930_19.9B12.C12 
Strand + 



12302 





Start 


i aos 








RnH 


X Z X / O 








UU .7 .7 \J 17 *J v/ , X _/ . 


QR1 9 


PI 9 n ^ 

v L Z • VJ J . 


gs 


}\A d f- Vi 


\3 Hi IN O 






O Lai L 


5955 ~~ 








Hi i 1LJ 


611 ft 






VJJ -L 


none 








Score 


ft 








5255 6778 
















Seq. No. 


11812 








Seq. ID 


OJ990930 


_19.9B12.C12 




Gene No. 


25041 








Strand 








Cf art- 


325 








End 


969 

Z OZ D 






Name 


OJ990930 19. 


9B12. 


C12.ol. 


gs 


Method 








Cf a v-f- 
OLal L 


325 








End 


9 69 6 

Z OZ O 






(IT 


none 








Score 










325. .419, 484. .548, 1915. .2135, 2174.. 


2 626 






Seq. No. 


11812 








Seq. ID 


OJ990930 


_19.9B12.C12 




Gene No. 


25042 








Strand 








Start 


3864 








End 


4 7 QO 






Name 


OJ990930 19 


9B12 . 


C12 . o2 . 




M^f h nrl 








O Lai L 


3864 








End 


4 7 QD 








none 








Score 


7 






uAUl 1 0 


3864. .4081, 


4706. 


.4790 












Seq. No. 


11812 








Seq. ID 


OJ990930 


_19.9B12.C12 


y 


Gene No. 


25043 








Strand 








u Lai L 


8734 








End 


1 1 ft 57 




i- i ; 


Name 


OJ990930 19. 


9B12. 


C12.o2. 


tin' 


Method 


TQT ACTY • 
I D-UHo 1 A . 


Mai ze 


i*i I 


OLaiL 


5657 








End 






\ =F 
c; 




none 








Score 


1 Q7 




: : 
:. _: 

! ;! 




5657. .5947, 


5770. 


.5931 












Seq. No. 


11812 








Seq. ID 


OJ990930 


_19.9B12.C12 


ry 


Gene No. 


25043 








Strand 








Start 


8734 








End 


1 1 ft 57 

J.XO J / 




is 




OJ990930 19. 


9B12. 


C12.o3. 


tm 


Method 


TRT ZVCTY • 


.Ja lZc 


□ 


u Ldl L 


6184 








End 


64 51 






\J A. 


none 








Score 


1 Q1 




!; = : 




6184. .6450, 


6185. 


.6451 










□ 


O " ^ • LN <J . 


11812 








Seq. ID 


OJ990930 


1 Q QD 1 9 pi O 
1^ . :7I3 X Z . O X Z 




(tpnp No 


25043 








Strand 








Cf arf 


8734 








End 


11857 






Name 


OJ990930 19. 


9B12. 


C12.ol. 


tm 


Method 


TBLASTX: 


.la Ilc 




Start 


7410 








End 


11857 






GI 


none 








Score 


68 






Exons 


7410. .7436, 


7435. 


.7536, 


7548 


..7577, 7670. .7681, 


7685. .7738, 






7685. .7732, 


9263. 


. 9289, 


9264 


..9290, 9265.. 9294, 


9288. . 9314, 






9289. . 9315, 


9299. 


.9382, 


9310 


..9387, 9315. .9386, 


9383. .9451, 






.9386. .9430, 


9443. 


.9535, 


9470 


..9523, 9480.. 9527, 


9481. .9528, 






9591. .9665, 


9592. 


.9666, 


9623 


..9667, 9978.. 10034 


, 9980.. 1003 






10107. .10184 


, 10118. .10279, 


10119. .102 


80, 10121 


. .10327, 



11222. .11260, 11259. .11345, 11260 .. 11334 , 114 19 .. 11547, 

11423. .11536, 11423. .11584, 11424 .. 11585, 114 33 .. 11585, 

11570. .11617, 11601. .11672, 11661 .. 11768, 11667 .. 11768, 
11684. .11857 



Seq. No. 11812 Seq. ID OJ990930_19.9B12.C12 

Gene No. 25043 Strand 

12303 



Start 


8734 


End 


11857 


Name 


OJ990930 19.9B12.C12 o4 as 


Method 


GENSCAN 


Start 


8734 ~ 


End 


11804 


GI 


none 


Score 


.89 


Exons 


8734. 8756. 9039 9232. 9471 


.9664, 9978. .10034, 10120. .10278 




11196 11334 11420 11804 






tj C VJ ■ IV \_r ■ 


11812 


Seq. ID 


OJ990930_19.9B12.C12 


(^^n^ No 


25043 


Strand 




Start 


8734 


End 


11857 


Name 


OJ990930 19.9B12.C12.ol.gp 


Method 


AAT/GAP 


Start 


9243 


End 


11760 


GI 


535 3.R1084 


Score 


2119 


Ex on s 


9243. .9664; 9978. .10034, 10120 .. 10278 , 


11196. . 11334, 




11420. . 11760 






GI Descrip. 


, 224 5037/emb|CAB10456. 1 1 4 . 0e- 


-21 (Z97342) nuclear antigen 




homolog [Arabidopsis thaliana; 


] ' 




Sea No 


11812 


Seq. ID 


OJ990930_19.9B12.C12 


Hpnp No 


25043 


Strand 




Start 


8734 


End 


11857 


Name 


OJ990930 19. 9B12.C12.o3.np 


Method 


AAT/NAP 


Start 


9476 


End 


11804 


GI 


6492266 


Score 


562 


ITvnn ^ 


947 6. .9664, 9978. .10034, 10120. .10278, 


11202. .11334, 




11420. . 11804 






f^T De* s c T "i n 

^ i_/ w o u ,_. J_ ky • 


(AF110228) nuclear RNA binding protein 


A [Spinacia oleracea] 




11812 


Seq. ID 


OJ990930_19.9B12.C12 


Gene No. 


25043 


Strand 




Start 


8734 


End 


11857 


Name 


OJ990930 19.9B12.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9978 


End 


10276 


GI 


none 


Score 


108 


Exons 


9978. .10019, 10113. .10187, 10117 .. 10215, 10118 1024 6, 




10119. . 10247, 10214 . .1027 6 






Seq. No. 


11813 


Seq. ID 


OJ990930_19.9B12.C13 


Gene No. 


* 25044 


Strand 


+ 


Start 


275 


End 


3320 


Name 


OJ990930 19. 9B12.C13.ol.gs 


Method 


GENSCAN 


Start 


275 


End 


3320 


GI 


none 


Score 


.42 


Exons 

L-J A 1 1 


275. .414, 3084. .3320 






Sea No 


11813 


Seq. ID 


OJ990930__19.9B12.C13 


Gene No . 


25045 


Strand 




Start 


2222 


End 


3621 


Name 


OJ990930 19. 9B12.-C13.ol.np 


Method 


AAT/NAP 


Start 


2222 


End 


3621 


GI 


119711 


Score 


74 


Exons 


2222.. 2269, 3283.. 3621 






GI Descrip. 


EXTENSIN PRECURSOR gi | 82047 | pir | | A24 35^ 


1 extensin precursor - 




carrot gi | 18343 | emb | CAA26632 | 


(X02873) 


put. precursor [Daucus 




carota] gi | 224 686 | prf | | 1111211A extensin [Daucus carota] 


Seq. No. 


11814 


Seq. ID 


OJ990930_19.9B12.C14 



12304 




Gene No. 


25046 


Strand 


+ 


Start 


469 


End 


1 / 4 Z 


Name 


OJ990930 19.9B12.C14.ol.gs 


Method 


C T7 1 \T O (~* 7\ VI 


Start 


469 


End 


170o 


GI 


none 


Score 


<z o 
. DO 


Exons 


469. .532, 636. .721, 1586. .1705 




Seq. No. 


11814 


Seq. ID 


ojyyuyoU iy.9Biz.ci4 


Gene No. 


25046 


Strand 


+ 


Start 


469 


End 


1742 


Name 


OJ990930 19.9B12.C14.ol.np 


Method 


AAT/NAP 


Start 


551 


End 


1742 


GI 


5123548 


Score 


282 


Exons 


551. .721, 1002. .1126, 1597. .1742 




GI Descrip. 


(AL079344 ) UDP-N-acetylglucosamine O-acyltransf erase-like 




protein [Arabidopsis thaliana] 




Seq. No. 


11814 


Seq. ID 


OJ990930_19.9B12.C14 


Gene No. 


25046 


Strand 


+ 


Start 


469 


End 


1742 


Name 


OJ990930 19.9B12.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


999 


End 


1705 


GI 


none 


Score 


89 


Exons 


999. .1121, 1000. .1119, 1000.. 


1122, 1001. .1135, 1004. .1135, 




1005. .1139, 1594. .1674, 1597. 


.1671, 1622..1675>- 1676.. 1705 


Seq. No. 


11815'-- 


Seq. ID 


OJ990930_19.9B12.C15 


Gene No . 


25047 


Strand 


+ 


Start 


1 


End 


1261 


Name 


OJ990930 19.9B12.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1261 


GI 


5123548 


Score 


332 


Exons 


1..100, 185. .268, 929. .1033, 


1235. .1261 


GI Descrip. 


(AL079344) UDP-N-acetylglucosamine O-acyltransf erase-like 




protein [Arabidopsis thaliana 


] 




Seq. No. 


11816 


Seq. ID 


OJ990930_19.9B12.C16 


Gene No. 


25048 


Strand 


+ 


Start 


1009 


End 


1541 


Name 


OJ990930 19.9B12.C16.ol.gp 


Method 


AAT/GAP 


Start 


1009 


End 


1541 


GI 


none 


Score 


920 


Exons 


1009. .1541 






Seq. No. 


11816 


Seq. ID 


OJ990930_19.9B12.C16 


Gene No. 


25049 


Strand 




Start 


5063 


End 


5533 


Name 


OJ990930 19.9B12.C16.ol.np 


Method 


AAT/NAP 


Start 


5063 - 


End 


5533 


GI 


6063557 


Score 


83 


Exons 


5063.. 5203, 5364.. 5533 






GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 


Seq. No. 


11817 


Seq. ID 


OJ990930_19.9B12.C17 


Gene No. 


25050 


Strand 


+ 


Start 


1829 


End 


8174 


Name 


OJ990930_19 . 9B12 . C17 . ol . tm 


Method 


TBLASTX: Maize 




12305 










btart 


1 oZ 5 








End 


6808 






bl 


none 








Score 


198 






Exons 


lo^j . . iybu, 


1 QOQ 

loZo 


. . iyoy, 


1 QOI 


.1971, 2280. .2420, 


O O. "3 Q O/l 1 Q 

z j jy . . Z4 i y , 






zjZ^ . . Z bUD , 


zozz 


. . Z bUZ , 


Z DZ O . 


.2612, 6749. .6808 






Seq. No. 


1181/ 








Seq. ID 


OJ990930 


19 . 9B12 . C17 




Gene No. 


25050 








Strand 


-f 






Start 


1829 








End 


8174 






Name 


ujyyuyou iy 


Qnl O 

. ybiz 


. bl / . Ol 


. t S 


Method 


TBLASTX : 


Soybean 




Start 


i o o o 

loZo 








End 


6808 






GI 


none 








Score 


197 






Exons 


T O O O 1 Q C O 

loZo . . 1 y bo , 


1 O O Q 

loz y 


. . i y /z , 


O O Q "3 
ZZo O . 


.2420, 2339. .2419, 


ocoo oenn 

Zozz . . Zoyy, 






zo^j. . Z bl Z , 


CI A Q 

b / 4 y 


. . bo U o 












Seq. No. 


1 1 01 T 

llol/ 








Seq. ID 


OJ990930 


in nr> i o r*i n 
19 . 9B1Z . bl / 




Gene No. 


25050 








Strand 


+ 






Start 


1829 








End 


8174 






Name 


ujyyuyou iy 


. ytsi z 


. bl / . Ol 


. tw 


Method 


TBLASTX: 


wneatz 




Start 


lo Zo 








End 


6793 






GI 


none 








Score 


199 






Exons 


1 Q O Q 1 Q^c 

loZo . . i ybO/ 


1 QOQ 

loz y . 


1 QIO 

. . i y /z , 


ZZo b . 


.2420, 2339. .2419, 


OCOO OCQC 

zozz . . zoy b, 






zozz . . z o y b , 




. . z o y / / 


b / 4 y . 


. 6793 






□ 


Seq. No. 


11817 








Seq. ID 


OJ990930 


in An 1 O o1 1 

19 . 9B12 . C17 


u\ 


Gene No. 


25050 








Strand 


+ 




rll 


Start 


1829 








End 


8174 




Name 


ojyyuyju iy 


no 1 O 

. yBiz . 


. bl / . OZ 


. tc 


Method 


TBLASTX: 


Cress 


i a 


Start 


i o o o 

1828 








End 


6808 




:„ Li 


GI 


none 








Score 


187 






Exons 


*i o o o i n /~ o 

loZo . .1968, 


i o o n 

182 9, 


. .1972, 


o o o r 

2286. 


.2420, 2339. .2413, 


ocoo oc~io 

2523 . . 2 612, 


ri • 

: hi 




o c o c o c no 
ZoZo . . Z bUZ , 


b / 4 y , 


, . bouo 












Seq. No. 


11817 








Seq. ID 


OJ990930 


_19.9B12.C17 




Gene No. 


25050 








Strand 


+ 






btarc 


i oz y 








End 


8174 




i . 


Name 


OJyyuyoU iy 


Q O 1 O 

. yBiz , 


nl 1 _ -i 

. bl / . ol 


.gs 


Method 


GENSCAN 






Start 


*i o o n 

i o z y 








End 


3155 




"a s.' 

.: c; 


bl 


none 








Score 


.98 




L J 


Exons 


i o z y . ,i y b4 , 


z i / y . 


oono 

. . zzuz , 


OOQT 

ZZo / . 


.2416, 2525. .3155 






beq. jno . 


iion 
llol/ 








Seq. ID 


OJ990930 


in qdi o (T\ ~i 

i y . ybiz . bi / 




uene iNO . 


o c. n r n 








Strand 


-f 






Start 


1829 








End 


8174 






Name 


OJ990930_19 


.9B12. 


.C17.ol 


.np 


Method 


AAT/NAP 






b tart 


1 QOQ 

lo z y 








End 


4772 






GI 


4oo o bUo 








Score 


432 






Exons 


loZ y . . 1 y b4 , 


2287. 


. .2416, 


2525. 


.2621, 4705. .4772 






GI Descrip. 


/ 7\ r*r\ n a q o o \ i 
( AbUUb9ZZ ) ] 


putative MYB 


family transcription factor [Arabidopsis 






thaliana] 
















oeq . jno . 


1 von 

110 1/ 








Seq. ID 


OJ990930 


_19.9B12.C17 




Gene No. 


25050 








Strand 


+ 






Start 


1829 








End 


8174 






Name 


OJ990930 19 


. 9B12. 


,C17.o2 


.np 


Method 


AAT/NAP 






Start 


4572 








End 


6648 






GI 


6630734 








Score 


72 






Exons 


4572. .4745, 


6619. 


.6648 











12306 



GI Descrip. (AL132958) caffeic acid O-methyltransferase-like protein 
[Arabidopsis t ha liana] 



Seq. No. 


11817 




Seq. ID 


ojyyuyou ly.yBiz. 


r* 1 "7 
CI / 


Gene No. 


25050 




Strand 


+ 




Start 


1829 




End 


o i n A 
o 1 / 4 




Name 


OJ990930 19 . 9B12 . C17 . o3 


.np 


Method • 


AAT / NAP 




Start 


5455 




End 


o 1 / 4 




GI 


2605617 




Score 


9b 




Exons 


5455. .5487, 6737. . 6868, 


8123. 


.8174 






GI Descrip. 


(D88617) OSMYB1 [Oryza 


sativa] 






Seq. No. 


11817 




Seq. ID 


/-\ in on no ri i 1 n 1 1 

ojyyoyjo 19.9B12. 


C17 


Gene No. 


25051 




Strand 






Start 


11323 




End 


1 1 O fl O 

lXO DO 




Name 


s\ TnoAHDn 1 n nolo /"■< i i _ i 

ojyyoyou iy . yBi^ .ci / . oi 


.tc 


Method 


m 0 T 7\OTV ■ r^v^nr^ 

I BLiAb 1 a : tress 




Start 


11010 

11323 




End 


1 lo DO 




GI 


none 




Score 


304 




Exons 


11323. .11868 










Seq. No. 


11817 




Seq. ID 


OJ990930 19.9B12. 


C17 


Gene No. 


25051 




Strand 






Start 


11323 




End 


118 68 




Name 


OJ990930 19.9B12.C17.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


11589 




End 


11844 




GI 


none 




Score 


186 




Exons 


i lob y . . iio 4 o , xioyu . . il 


844 








Seq. No. 


11818 




Seq. ID 


OJ990930_19. 9B12. 


C18 


Gene No. 


25052 




Strand 






Start 


1 




End 


325 




Name 


OJ990930 19.9B12.C18.ol 


-gp 


Method 


AAT /GAP 




Start 


1 




End 


325 




GI 


89150 1.R1084 




Score 


650 




Exons 


1. .325 










GI Descrip. 


'1361979/pir | IA57478 2. 


Oe-52 


serine O-acetyltransf erase 


(EC 



2.3.1.30) - watermelon >gi_1350550_dbj_BAA1284 3_ (D85624) serine 
acetyltransferase [Citrullus lanatus] >gi_1841312_dbj_BAA08 4 7 9_ 
(D49535) serine acetyltransferase. [Citrullus lanatus] 
>gi_23377 72_dbj_BAA21827_ (AB006530) serine acetyltransferase 
[Citrullus lanatus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



11818 Seq. ID OJ990930_1 9 . 9B12 . C18 

25052 Strand 

1 End 325 

OJ990 930_1 9 . 9B12 . C18 . ol . np Method AAT /NAP 

220 End 325 

1657233 Score 113 

220.. 325 

(D88529) serine acetyltransferase [Spinacia oleracea] 
gi|1657235|dbj |BAA13635| (D88530) serine acetyltransferase 
[Spinacia oleracea] 



11819 
25053 
25 

OJ990630 07.9B22.Cl.ol.gs 



Seq. ID OJ990630_07. 9B22.C1 

Strand 

End 285 

Method GENSCAN 



12307 



# 





a r-+- 


9 R 




PnH 


9ft ^ 
zoo 




PT 


none 




jlui tr 


Q1 
• zt x 




Exons 


9 S 1 99 Q OQS 










Con No 
o c q . IN (J . 


1 1 R90 




O C L^ • X U 


Pj.TQQOfi^O 




Gene No. 


25054 




Strand 


+ 




Start 


1 




End 


893 




in cuiic 


O.TQQOfi^O 07 9R22 


0 1 n n 
. l* x . 


Mpf KnH 


■AAT/NAP 




Of- a v-+- 
olari, 


1 — 
X 




PnH 


4 1 J 




ox 


D / Zl Jl J 




CIoot"o 


99 S 
z, z. j 




Exons 


X . . fj X .7 










P T Hocipri t™\ 
o X L/couiip ■ 


(AP001079^ Cimilar 

VrtlT \J\JJ~\J f Z. } OXILlXXCtX 


LLJ IIILILIXX^* 




[ wi y £s d 0 d 




Seq. No. 


11820 




Seq. ID 


OJ990630 




Gene No. 


25054 




Strand 






o Lai t 


1 

X 




End 


0 ^ j 




Name 


n.TQQHfi^n 07 QR99 P^ 

UJ ??UD JU U / . _7DZ Z, . V^, J 


. \J x • y 0 


Lit- UllUU. 


O Hi LN O v^rtLN 




o Ldi L 


"3 ■ _ 




PnH 

£jl ILL 


0 ?j 




pT 


none 




Q 0 0 vo 


7 






*3 ^60 797 RQ^ 










Seq. No. 


11820 




Seq. ID 


OJ990630 




Gene No. 


25055 




Strand 






Of- r 4- 


1 j j j 




PnH 

Hi 1 ILi. 


1 R4 9 


. n 


Name 


nTQQD^^n 07 QR99 C\ 


1 +- 

. 0 l . tm 


. • lYie Lf lOCI 


TRT Zi QTY • 
X Diji-io 1 A . 




C4-a y-4- 

OLaJ.L 


7 9 
/ z. 




'PnH 
CjIILX 


^Q9 




PT 


none 




Score 


1 09 




LT 1 v o 


79 1 Q/l 91 R 


91 Q ^Q9 

Z X _7 . . J -7Z. 








Seq. No. 


11820 




Seq. ID 


OJ990630 




Gene No. 


25055 




Strand 




| l; 


O LcLX L 


1 J J J 




PnH 


1 R4 9 


;j 


Name 


Pi.TQQOfi^O 07 QR99 C\ 


. oz . gs 


He LlUJLl 


>d£j Ln O \_/rlLN 




o Ldi. L 


-| c c c ~ 
X J J J 




PnH 

EjI lLl 


1 R d 9 


•s sr 


pT 
LJX 


none 




Score 


4 7 


U: 


P vf^n c 

CjAUIIo 


1S"SS 1 R4 9 










Seq. No. 


11821 




Seq. ID 


OJ990630 


i S3 i 


Gene No. 


25056 




Strand 


+ 




u Lai L 


fiOR 




End 


D V X 


Q 


Name 


O.TQQOfi^O 07 QR99 P4 


- 

• 0 X • qs 


Mot n nH 


PpMOpZiKI 
OHj IN O L^rtlN 






DUO 




PnH 

Hi 11 Li 


661 
U D X 




pt 


none 




Score 


4 9 




T7 1 von q 


fiOR fifil 










OcL]. IN O . 


11001 
X X O Z X 






Pi TQQ06?0 




Gene No. 


25057 




Strand 






Start 


3235 




End 


3369 




Name 


OJ990630 07.9B22.C4 


. o2 ;qs 


Method 


GENSCAN 




Start 


3235 




End * 


3369 




GI 


none 




Score 


.52 




Exons 


3235. .3369 









Seq. No. 11822 Seq. ID 

Gene No. 25058 Strand 

Start 103 End 

Name OJ990630_07 . 9B22 .C5.ol.gs Method 



OJ990630_07.9B22.C5 
+ 

14 58 
GENSCAN 



12308 



ui 
m 

l ST 

Q 

! . : 



Start 








EjilU. 


1 A R P 




GI 


none 






Score 


A 
. *± 




Rxnn ^ 


ICR 2S3 1970 


1 4 Sfl 

J.1JO 










Seq. No. 


11822 






Seq. ID 


OJ990630_07. 9B22 


.C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 




Naiue 




rs o? 


gs 


Method 


GENSCAN 




Start 


2285 ~ 






End 


7363 




GI 


none 






Score 


.47 






2285 3394 3679 


3936, 


4 4 fiR 


..4581, 5018. .7363 




Seq. No. 


11822 






Seq. ID 


OJ990630_07.9B22 


,C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 




Name 


OJ990630 07 9B22 


. C5 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4877 _ 






End 


5584 




GI 


none 






Score 


208 




F.vnnq 


4877 5236 4880 


SS84 


4 RR7 

400 / 


..5576, 5131. .5577 




Spa Mo 


11822 






Seq. ID 


OJ990630_07.9B22 




Gene No . 


25059 






Strand 






Start 


2285 






End 


7449 




Name 


OJ990630 07.9B22 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


4910 






End 


7449 






6630685 






Score 


4224 




TT 1 von q 


4910. .7449 












wJ. J— ' " O J L £J . 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 












Seq. No. 


11822 






Seq. ID 


OJ990630_07.9B22 


.C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 




Name 


OJ990630 07.9B22 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4925 






End 


5566 




GI 


none 






Score 


103 




Exon 


4925. .5158, 5177 


. .5566, 


5178 


..5342, 51* 


33. .5377 




Seq. No. 


11822 






Seq. ID 


OJ990630_07. 9B22 


.C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 




Name 


OJ990630 07.9B22 


,C5.o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


4928 






End 


5383 




GI 


none 






Score 


65 




P. von 


4928. .5140, 5159, 


. .5293, 


5297 


. .5383 






Seq. No. 


11822 






Seq. ID 


OJ990630_07. 9B22, 


,C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 




Name 


OJ990630 07.9B22, 


.C5.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4961 






End 


5428 




GI 


none 






Score 


123 




Exons 


4961. .5149, 5168. 


. .5428 










Seq. No. 


11822 






Seq. ID 


OJ990630_07. 9B22, 


,C5 


Gene No. 


25059 






Strand 






Start 


2285 






End 


7449 





12309 



Name 

Start 

GI 

Exons 



OJ990 630_07 . 9B22 . C5 . o3 . tm Method 

5699 End 

none Score 
5699. .6133, 5700. .6134 



TBLASTX: Maize 

6134 

464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11822 
25059 
2285 

OJ990630_07.9B22.C5.ol.ts 

5937 
5509260 

5937.. 6320, 5939.. 6319, 6314. 



11822 
25059 
2285 

OJ990630_07. 9B22 . C5 . ol . tw 

5957 

none 

5957.. 6298, 59'64..6296, 6094, 
6329. .6403, 6330. .6419 

11822 
25059 
2285 

OJ990630_07 . 9B22 . C5 . o3 . tc 

6056 

none 

6056. .6337, 6075. .6335 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_07.9B22.C5 
7449 

TBLASTX : Soybean 
6544 
296 

6454, 6329. .6544, 6492. .6542 



Seq. ID OJ990630_07.9B22.C5 
Strand 

End 7449 

Method TBLASTX : Wheat 

End 6419 

Score 286 

.6300, 6153. .6308, 6300. .6326, 



Seq. ID OJ990630JD7.9B22.C5 
Strand 

End 7449 

Method TBLASTX : Cress 

End 6337 

Score 91 



Seq. No. 11822 

Gene No. 25059 

Start 2285 

Name OJ990630_07 . 9B22 . C5 . o4 . tm 

Start 6252 

GI none 

Exons 6252.. 6569, 6254.. 6571 

Seq. No. . 11822 

Gene No. 25059 

Start 2285 

Name OJ990630_07 . 9B22 . C5 . o2 . tm ■ 

Start 6578 

GI none 

Exons 6578.. 7378, 6660.. 6701, 6705, 



Seq. ID OJ990630_07.9B22.C5 
Strand 

End 7449 

Method TBLASTX : Mai ze 

End 6571 

Score 360 



Seq. ID OJ990630_07.9B22.C5 
Strand 

End 7449 

Method TBLASTX : Mai ze 

End 7441 

Score 4 5 

.7379, 7388. .7441, 7395. .7436 



Seq. No. 11822 

Gene No. 25059 

Start 2285 

Name OJ990630_07 . 9B22 . C5 . o3 . tw 

Start 6683 

GI none 

Exons 6683.. 6763, 6683.. 6763, 6763. 

6938. .7027, 6949. .7017, 6951. 



Seq. ID OJ990630_07.9B22.C5 
Strand 

End 7449 

Method TBLASTX : Wheat 

End 7027 

Score 45 

.6828, 6774. .6938, 6785. .6949, 
.7025 



Seq. No. 



11822 



Seq. ID OJ990630 07.9B22.C5 



12310 



Gene No. 


25059 








Strand 




u Ldl L 


99ft 5 








End 


744 9 


Name 


pi.tqqo^o 07 


QR99 




t s 




TRT.ASTX • Sovhpan 


Q+- a -ri- 
ot calTt. 


co HQ ~ 








FnH 


7270 


PT 


none 










11*} 
1 1 j 


Exons 


GftOQ 7970 


6893 


. 724 6, 


6960 . 


. 7250 




Seq. No. 


11822 








Seq. ID 


OJ990630_07.9B22.C5 


Gene No. 


25059 








Strand 




oLai L 


99ft S 








End 


7449 


Name 




QR99 


C5 . ol . 


tc 


Mp t" hriH 

L iC L11UU 


TRT.ASTX 'Trpss 


Q+- a -r t- 


fift 1 9 ~~ 
t) O -L £~ 








End 


7234 


PT 


none 








S core 


220 


LiAUil O 


6812 7234 












Seq. No. 


11822 








Seq. ID 


OJ990630_07.9B22.C5 


Gene No. 


25059 








Strand 




oiai l 


2285 








End 


744 9 


Name 


OJQQ0630 07 


9R22 


C5 . o2 . 


t w 


Met" hoH 


TBLASTX * Wheat 

L LJ XIILO X X \ . llll V — (_1 L, 


o Lai t 


71 1 S _ 








FnH 

Hi 1 1U 


7411 


P,T 










S core 


173 


Exons 


71 1 S 7411 


f X X \J 


7391 

. / ~J Z? -L 








C /-s rr Mo 

o e q . i\i o . 


1 1 R9 ^ 








Seq. ID 


OJ990630_07.9B22.C6 


Gene No. 


25060 








Strand 


+ 


Start 


2811 








End 


8800 


Name 


OTQQ06^0 07 


QR99 


P6 n9 


gs 


Method 


gens Can 


utaiL 


9ft 1 1 ~~ 








End 


8800 


PT 
bJ. 


none 








Score 


.54 


Exons 


9ft 1 1 9 


^090 
~J u u 


^796 


^7 4 4 


.3880, 3989. .4605, 4671. .5399, 




J4 UJ • . DO Jl/ 


\J ~t ± f 


ft ft 00 
• o ouu 








Sea No 


11823 








Seq. ID 


OJ990630_07.9B22.C6 


Gene No. 


25060 








Strand 


+ 


Start 


2811 








End 


8800 


Name 


OJ990630 07 


. 9B22 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


3544 








End 


8797 


GI 


6498441 








Score 


6977 


Exons 


3544. .4605, 


4936 


.5399, 


5463. 


.5956, 6131. .6854, 7025. .8422, 



8516. .8797 ; 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 11823 Seq. ID 

Gene No. 25061 Strand 

Start 1 End 1781 

Name OJ990630_07 . 9B22 . C6 . ol . np Method AAT/NAP 

Start 1 End 1362 

GI 6907089 " Score 1977 

Exons 1. . 1362 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990630 07.9B22.C6 



Seq. No. 11823 Seq. ID 

Gene No. 25061 Strand 

Start 1 End 

Name OJ990630 07 . 9B22 . C6 . ol . gs Method 



OJ990630_07.9B22.C6 

1781 
GEN SCAN 



12311 



Start 
GI 

Exons 



261 End 1781 

none Score .75 

261. .731, 747. .1381, 1552. .1781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11823 
25062 
9426 

OJ990630JD7 . 9B22 . C6 . o3 . tm 

3733 

none 

3733.. 3981, 3735.. 3980. 

11823 
25062 
9426 

OJ990630_07 . 9B22 . C6 . o5 . tw 

3745 

none 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Mai ze 

End 3981 

Score 194 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 4083 

Score 117 



3745. .3843, 3762. .3842, 3810. .4049, 3826. .4083 



11823 
25062 
9426 

OJ990j630_07 . 9B22 . C6 . o2 . tw 

4820 

none 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 5591 

Score 397 



4820. .4993, 4821. .5306, 5015. .5275, 5394. .5591, 5394. .5576, 
5447. .5590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



11823 
25062 
9426 

OJ990630_07 . 9B22 . C6 . o4 . tm 

5439 

none 



11823 
25062 
9426 

OJ990630_07.9B22.C6.o7.tw 

5592 

none 

5592. .5774, 5594. .5773 

11823 
25062 
9426 

OJ990630_07 . 9B22 . C6 . o2 . tm 

5786 

none 

5786. .6151, 5787. .6170 

11823 
25062 
9426 

OJ990630 07. 9B22 . C6 . ol . tw 



Seq. ID OJ990630_07 . 9B22 .C6 
Strand 

End 9859 

Method TBLASTX : Mai ze 

End 5774 

Score 53 



5439. .5528, 5541. .5774, 5549. .5773 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 5774 

Score 213 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Mai ze 

End 6170 

Score 365 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 



12312 



Start 
GI 

Exons 

Seq. No- 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



5843 End 6238 

none Score 453 

5843. .6238, 5844. .6227, 5882. .6235 



11823 
25062 

9426 ■ .... . . 

OJ990630_07. 9B22.C6.ol . ts 

5922 

none 

5922. .6227, 5939. .6082 



Seq. ID OJ990630_07 . 9B22.C6 
Strand 

End 9859 . ■ ^ 

Method TBLASTX : Soybean 

End 6227 

Score 233 



Seq. No. 11823 

Gene No. 25062 

Start 9426 

Name OJ990630_07 . 9B22 . C6 . o4 . tw 

Start 6726 

GI none 
Exons 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 7159 

Score 131 



6726. .6863, 6785. .6862, 6862. .6966, 6863. .6949, 7010. .7159, 
7021. .7158 



Seq. No. 

Gene No. 

Start 

Na ; me 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11823 
25062 

9426 . .... 

OJ990630_07 . 9B22 . C6 . o2. ts 
6866 
5666795 

6866.. 6946, 7022.. 7159, 7214.. 7414 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Soybean 

End 7414" 

Score 68 



11823 
25062 
9426 

OJ990630_07. 9B22 . C6 . 08 . tw 

7162 

none 

7162. .7338, 7214. .7474 



Seq. ID OJ990630_07 . 9B22 . C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 7474 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11823 
25062 
9426 

OJ990630_07. 9B22 .C6.ol.tm 

7667 

none 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Mai ze 

End- 7999 

Score 369 



7667. .7990, 7711. .7989, 7787. .7999 



Seq. No. 11823 

Gene No. 25062 

Start 9426 

Name OJ990 630_07 . 9B22 . C6 . o3 . tw 

Start 7804 

GI none 

Exons 7804.. 8154, 7805.. 8185 



Seq. ID OJ990630_07.9B22.C6 
Strand 

End 9859 

Method TBLASTX : Wheat 

End 8185 

Score 375 



Seq. No. 
Gene No. 
Start 



11823 
25062 
9426 



Seq. ID OJ990630_07 . 9B22 .C6 
Strand 

End 9859 



12313 




Name 


nTQQnc5^ m qdoo nc aC f M 

ujyyuDou u/, yoz^.LD.ob.tw 


Method 


TBLASTX: 


Wheat 




o tar t 


Q1 QC 

olob 


End 


8788 








C T 


none 


Score 


254 










Ql QC p >nn Q1Q1 Q >1 *7 c: Q££9 
OlOD. .OH f U f Oiyi . .041/0/ OOD^. 


.8784, 8663. .8788 








Seq. No. 


11823 


Seq. ID 


OJ990630 


_07 


. 9B22 


.C6 


Gene No. 


25062 


Strand 


- 










QA 9 £ 
y ft Z 0 


End 


9859 








Name 


ujyyuoou u / . yrJzz . bb . oo . tm 


Method 


TBLASTX: 


Maize 




otart 


o bo / 


Ejna 


ppnn 
ooUU 








C T 


none 


Score 


184 








Exons 


G£CO ppnn QCfTO QTQC 

odd / . . oouu, ob bz . . o / y b 












Seq. No. 


11823 


Seq. ID 


OJ990630 


_07, 


.9B22 


.C6 


Gene No. 


25062 


Strand 


- 








o LdlL 


QA 9 £ 

37 ft Z O 


End 


9859 








Name 


vjjyyubou u / . yozz . bb . oj . qs 


Method 


GEN SCAN 








o tar t 


QA 9 £ — 

y 4 z b 


End 


9758 








bl 


none 


Score 










Exons 


y 4 zo . . y / o o 












oeq . wo . 


1 i poo 
1 1 0 z J 


Seq. ID 


OJ990630 


U / . 


QDOO 

. yBzz 


. Co 


Gene No. 


25062 


Strand 


- 








Start 


9426 


End 


9859 








Name 


OJ990630 07.9B22.C6.o3.np 


Method 


AAT/NAP 








Start 


9429 


End 


9859 








bl 


6539586 


Score 


630 








Exons 


9429. . 9859 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








oeq . no . 


11824 


Seq. ID 


OJ990630 


_07, 


. 9B22 


. C7 


Gene No. 


25063 


Strand 


- 








Start 


1 


End 


990 








Name 


OJ990630 07. 9B22 . C7 . ol . np 


Method 


AAT/NAP 








o tart 


1 


End 


990 








bl 


6907089 


Score 


I i on 

I I / U 








Exons 


1. .990 














(AP001129) . hypothetical protein [Oryza 


sativa] 








Seq. No. 


11824 


Seq. ID 


OJ990630 


_07. 


,9B22 


.C7 


Gene No. 


25063 


Strand 


- 










1 


End 


990 








Name 


OJ990630 07.9B22.C7.ol.gs 


Method 


GEN SCAN 








o tar t 


104 


End 


736 








bl 


none 


Score 


a 

. D 








Exons 


104. .736 












Can Ma 

oeq . jno . 


11825 


Seq. ID 


OJ990630_ 


_07. 


9B22 


. cy 


Gene No. 


25064 


Strand 


+ 








Start 


1 


End 


1208 








Name 


OJ990630 07.9B22.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1208 








GI 


2943742 


Score 


159 








Exons 


1..32, 876. .1208 












GI Descrip. 


(AB002266) XA1 [Oryza sativa] 












Seq. No. 


11826 


Seq. ID 


OJ990630_ 


_07. 


9B22 


.C10 



12314 




Gene No. 


25065 


Strand 


+ 


Start 


514 


End 


1550 


Name 


OJ990630 07. 9B22 . CIO . ol . np 


Method 


AAT/NAP 


Start 


514 


End 


1550 


GI 


3645899 


Score 


771 


Exons 


514. .1159, 1447. .1550 






GI Descrip. 


(U68408) 5 1 end not determined experimentally [Zea mays] 


Seq. No. 


11826 


Seq. ID 


OJ990630_07 . 9B22.C10 


Gene No. 


25066 


Strand 




Start 


1293 


End 


1550 


Name 


OJ990630 07. 9B22 . C10 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


425 


End 


765 


GI 


none 


Score 


98 


Exons 


425. .499, 426. .503, 509. .718, 


511. .750, 


523. .765, 528. .764 


Seq. No. 


11826 


Seq. ID 


OJ990630_07.9B22.C10 


Gene No. 


25066 


Strand 




Start 


1293 


End 


1550 


Name 


OJ990630 07. 9B22 . C10 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


544 


End 


774 


GI 


none 


Score 


211 


Exons 


544. .774, 544..58S, 630. .758 






Seq. No. 


11826 • 


Seq. ID 


OJ990630_07.9B22.C10 


Gene No. 


25066 


Strand 




Start 


1293 


End 


1550 


Name 


OJ990630 07. 9B22 . C10 . ol . tm 


Method 


TBLASTX: Maize 


Start 


766 


End 


1161 


GI 


none 


Score 


88 


Exons 


766. .885, 774. .881, 885. .1154 


, 891. .1148, 892. .1155, 895. .1161 


Seq. No. 


11826 


Seq. ID 


OJ990630_07.9B22.C10 


Gene No. 


25066 


Strand 




Start 


1293 


End 


1550 


Name 


OJ990630 07. 9B22 . C10 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


933 


End 


1158 


GI 


none 


Score 


266 


Exons 


933.. 1154, 934.. 1158 






Seq. No. 


11826 


Seq. ID 


OJ990630_07 . 9B22.C10 


Gene No. 


25066 


Strand 




Start 


1293 


End 


1550 


Name 


OJ990630 07. 9B22 . C10 . o2 . np 


Method 


AAT/NAP 


Start 


1293 


End 


1550 


GI 


5042454 


Score 


80 


Exons 


1293. .1349, 1471. .1550 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


11827 


Seq. ID 


OJ990630_07.9B22.C11 


Gene No. 


25067 


Strand 




Start 


1 


End 


1800 


Name 


OJ990630 07. 9B22 . Cll . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1800 


GI 


4895171 


Score 


148 


Exons 


1..36, 1303.. 1800 






GI Descrip. 


(AC007 662) putative retroelement pol polyprotein [Arabidopsis 



12315 




thaliana] 



Can Kl/^ 

oSG[ . NO . 


11827 




oeq. xu 




pi i 
. bi i 


Gene No . 


25067 




Strand 






otart 


1 




hina 


loUU 




Name 


OJ990630 07.9B22.Cll.ol, 


.gs 


tvyT j~\ 4— 

Pdeifioa 


P 1? M o p a M 




otart 


690 




tina 


1 *7 1 £ 
1 / ID 




P T 
bl 


none 




Score 






Exons 


690. .766, 1128. .1233, 1238.. 


14 11 1 /IQl 
1 ft 1 1 , 140 / 


i 71 c 




Seq. No. 


1 1 poo 




Seq. ID 


OJ990630_07. 9B22 


.C12 


bene no . 


25068 




Strand 






otart 


367 




End 


1545 




Name 


OJ990630 07.9B22.C12.ol, 


,np 


Method 


AAT/NAP 




OUaiL 


367 




End 


1545 




P T 
bl 


2792210 




Score 


616 






367. .1545 










GI Descrip. 


(AF032683) NBS-LRR type 


resistance protein [Hordeum vulgare] 


OC4 . NO . 


11828 




Seq. ID 


OJ990630_07.9B22 


PI 0 

.biz 


bene no . 


25068 




Strand 






Of -st-f 

otart 


367 




End 


1545 




Name 


OJ990630 07.9B22.C12.ol. 


, ts 


Method 


TBLASTX: Soybean 






415 




End 


871 




bl 


none 




Score 


142 




Exons 


415. .510, 505. .687, 674. 


, .871 








oeq. no . 


11828 




Seq. ID 


OJ990630_07.9B22 


. biz 


Gene No . 


25068 




Strand 






C -1 1 -v-. f- 

btart 


367 




End 


1545 




Name 


OJ990630 07.9B22.C12.ol. 


. tm 


Method 


TBLASTX: Maize 






1044 




End 


1380 




P T 
bl 


none 




Score 


81 




Exons 


1044. .1166, 1051. .1164, 


1227 


. .1334, 1324. .1380 




Seq. No. 


11829 




Seq. ID 


OJ990630_07. 9B22 


.C13 


Gene No. 


25069 




Strand 


+ 




Cf a r f 


861 




End 


5158 




Name 


OJ990630 07.9B22.C13.ol. 


np 


Method 


AAT/NAP 






861 




End 


2978 




PT 
bl 


5257280 




Score 


97 




Exons 


861. .1005, 2811. .2978 










bi uesciip. 


(AP000364) Similar to neurofilament triplet M protein. 


(P07197) 




[Oryza sativa] 










oeq . no . 


11829 




Seq. ID 


OJ990630_07.9B22 


.C13 


bene no ■ 


25069 




Strand 


+ 




otarE 


861 




End 


5158 




Name 


OJ990630 07.9B22.C13.o2. 


gs 


Method 


GENSCAN 




Start 


2426 




End 


5158 




GI 


none 




Score 


.47 




Exons 


2426. .2566, 2832. .3091, 


5023 


. .5158 






Seq. No. 


11830 




Seq. ID 


OJ990630_07.9B22 


.C14 


Gene No. 


25070 




Strand 


+ 




Start 


1223 




End 


2939 




Name 


OJ990630 07. 9B22.C14.ol. 


gs 


Method 


GENSCAN 





12316 








1 00^ 

1Z Z J 


Hjna 


9 Q "1 £ 




PT 


none 


Score 


. j j 




Exons 


±£ £ 3 . . ± 3*1 D t ±4/3.. 1/40/ ^.jO£. 


9 Q 1 £ 
. Z y 1 0 






oeq- ino . 


I 1 oon 

I I u jU 


oeq . 1 u 


PjTQQHfi^O H7 QR99 PI A 






25070 


Strand 


+ 




Start 


1223 


End 


2939 




Name 


OJ990630 07.9B22.C14.ol.gp 


Method 


AAT/GAP 




Start 


2499 


End 


2849 




P T 
bl 


73134 1.R1084 


Score 


674 




Exons 


2499. .2849 








\j± uescrip. 


? 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence Fo: 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 1 








Qrtn NT ^ 

0 e q . LN 0 . 


11830 


Seq. ID 


OJ990630_07.9B22.C14 




Gene No. 


25070 


Strand 


+ 




Start 


1223 


End 


2939 




Name 


OJ990630 07.9B22.C14.ol.np 


Method 


AAT/NAP 




jLdiL 


2605 


End 


2939 




P T 


6730740 


Score 


134 




Lxons 


2605. .2834, 2862. .2939 






;=? 


p x r^i ^ 0 v* n t~\ 
lj± uescript 


(AC01884 9) unknown protein [Arabidopsis thaliana] 


.'i 


Seq. No. 


11830 


Seq. ID 


OJ990630_07.9B22..C14 


. 1 \ 


Gene- No. 


25071 


Strand 


+ 


a i ; 

y 


Q+- a v-t- 


2850 


End 


2939 




Name 


OJ990630 07.9B22.C14.ol.tm 


Method 


TBLASTX: Maize 


.il 


Of -irf 


2607 


End 


2931 




p t 

bl 


none 


Score 


269 






2607. .2756, 2608. .2793, 2857. 


.2931, 2859.. 2930 


y 


Seq. No. 


11830 


Seq. ID 


OJ990630_07.9B22.C14 




Gene No. 


25071 


Strand 


+ 


. : 


Of a >-+- 


2850 


End 


2939 




Name 


OJ990630 07.9B22.C14.o2.gp 


Method 


AAT/GAP 




OLall 


2850 


End 


2939 


: s? 


pt 

bl 


none 


Score 


176 


"1 


Hi I i. 0 


2850. .2939 








0 e q . NO. 


11831 


Seq. ID 


OJ990630_07.9B22.C15 




Gene No. 


25072 


Strand 


+ 




Start 


3357 


End 


5554 




Name 


OJ990630 07.9B22.C15.o2.gs 


Method 


GENSCAN 




jLdil 


3357 


End 


5554 




P T 


none 


Score 


.52 ' 




Exons 


3357. .3376, 3893. .3955, 3987. 


.4203, 4541. .4629, 4855. .4931, 






5538. .5554 








beq. no. 


11831 


Seq. ID 


OJ990630_07.9B22.C15 




Gene No. 


25073 


Strand 






Start 


21 


End 


1950 




Name 


OJ990630 07.9B22.C15.ol.gp 


Method 


AAT/GAP 




Start 


21 


End 


441 




GI 


none 


Score 


821 




Exons 


21 . .441 







12317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11831 
25073 
21 

OJ990630_07 . 9B22 . C15 . ol . gs 
63 

none 



Seq. ID OJ990630_07.9B22.C15 
Strand 

End 1950 

Method GENSCAN 

End 1950 

Score . 7 



63.. 147, 430.. 720, 1184 .. 1381, 1531.. 1659, 1888. ...1950 



11832 
25074 
41 

OJ990630_07 . 9B22 . CI 6 . ol . gs 
41 

none 



Seq. ID OJ990630_07.9B22.C16 
Strand 

End 1093 

Method GENSCAN 

End 1093 

Score . 64 



41. .72, 541. .628, 714. .753, 809. .1093 



11833 
25075 
1 

OJ990630_07 . 9B22 . C17 . ol . np 
1 

479357 
1. . 653 

hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. ID OJ990630_07.9B22.C17 
Strand 

653 

AAT/NAP 
653 
479 



End 

Method 

End 

Score 



11833 
25075 
1 

OJ990630JD7 . 9B22 . C17 . ol . tm 
20 

none 

20. .367, 24. .362 



Seq. ID OJ990630_07.9B22.C17 
Strand 

End 653 

Method TBLASTX : Mai ze 

End 367 

Score 282 



Seq. No. 11833 

Gene No. 25075 

Start 1 

Name OJ990630_07 . 9B22 . C17 . p2 . tm 

Start 371 

GI none 

Exons 371.. 526, 371.. 640, 429.. 635 

Seq. No. 11834 

Gene No. 25076 

Start 719 

Name OJ990630_07 . 9B22 . C18 . ol . gs 

Start 719 

GI none 

Exons 719.. 1358, 1662.. 1738 

Seq. No. 11834 

Gene No. 25077 

Start 788 

Name OJ990630_07 . 9B22 . C18 . ol . np 

Start 788 

GI 4680185 

Exons 788 . . 1222 



Seq. ID OJ990630_07.9B22.C17 
Strand 

End 653 

Method TBLASTX : Maize 

End 64 0 

Score 53 



Seq. ID OJ990630_07.9B22.C18 

Strand + 

End 1738 

Method GENSCAN 

End 1738 

Score '" .55 



Seq. ID OJ990630_07.9B22.C18 
Strand 

End 1222 

Method AAT/NAP 

End 1222 

Score 526 



12318 




GI Descrip . 


(AF111709) unknown [Oryza sativa subsp 


indica] 






O r-\ r-x M« 

oeq . NO . 


11834 


Seq. ID 


uj yyuoou u/. 




bio 


Gene No. 


25078 


Strand 








Start 


2100 


End 


2218 






Name 


OJ990630 07. 9B22 . C18 . o2 . np 


Method 


A Zi T /MQP 
J-\J-\ 1 / lN.rt.ir 






otart 


2100 


End ' 








bl 


4680186 


Score 


I/O 






Exons 


2100. .2218 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. luQicaj 






Seq. No. 


11835 


Seq. ID 


OJ990630_07. 


9B22. 


C19 


Gene No. 


25079 


Strand 


+ 








799 


End 


Q "3 £ 






Name 


OJ990630 07. 9B22 . C19 . ol . gs 


Method 


bHiLNobRlN 






btart 


799 


End 


Q "3 £ 






P T 


none 


Score 


. / L 






Exons 


799. .936 










oeq. in o . 


11836 


Seq. ID 


UU? jUDjU u/. 






Gene No. 


25080 


Strand 


+ — 






Start 


1 


End 


1308 






Name 


OJ990630 07.9B22.C20.ol.np 


Method 


AAT/NAP 






Start ■ 


1 


End 


1308 






bl 


4234953 


Score 


140 






Exons 


1. .356, 1267. .1308 










GI Descrip. 


(AF098970) NBS-LRR-like protein cD7 [Phaseolus vulgaris] 




Seq. No. 


11836 


Seq. ID 


OJ990630_07. 


9B22. 


C20 


Gene No. 


25080 


Strand 


+ 








1 


End 


1308 






Name 


OJ990630 07. 9B22 . C20 . ol . gs 


Method 


GENSCAN 








615 


End 


1259 






bl 


none 


Score 


.54 






/*\ V\ 

EjXons 


615. .1259 










oeq . wo . 


11837 


Seq. ID 


OJ990630_07. 


9B22. 


coo 
bz z 


Gene No. 


25081 


Strand 








Start 


68 


End 


3585 






Name 


OJ990630 07.9B22.C22.ol.gs 


Method 


GENSCAN 






o tar u 


68 


End 


3585 






C T 
bl 


none 


Score 


.71 








68. .193, 1254. .1400, 1686. .1733, 2948. 


.3052, 3134.. 


3261, 






3407. .3585 










oeq . iNo . 


11837 


Seq. ID 


OJ990630_07. 


9B22. 


coo 
bZ z. 


bene ino . 


25081 


Strand 








Start 


68 


End 


3585 






Name 


OJ990630 07.9B22.C22.ol.gp 


Method 


AAT/GAP 






otart 


1494 


End 


3585 






bl 


34661 1.R1084 


Score 


1183 






Exons 


1494. .1733, 2918. .3019, 3134 


..3261, 3407.. 3585 






GI Descrip. 


' 4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 










Seq. No. 


11837 


Seq. ID 


OJ990630_07. 


9B22. 


C22 


Gene No. 


25081 


Strand 









12319 



Start 
Name 
Start 
GI 

Exons 



68 End 
OJ990630_07 . 9B22 . C22 . ol . tm Method 
1632 End 
none Score 
1632. .1730, 1636. 
3131.. 3268, 3132. 
3409. .3585, 3472. 



3585 

TBLASTX: Maize 
3585 
154 

,1764, 2918. .3040, 2919. .3020, 3128. .3265, 
,3266, 3139. .3267, 3407. .3580, 3408. .3584, 

,3585.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11837 
25081 
68 

OJ990630_07 . 9B22 . C22 . ol . np 

1638 

4584541 



Seq. ID OJ990630_07.9B22.C22 
Strand 

End "3585 

Method AAT/NAP 

End 3585 

Score 376 



1638. .1733, .2918. .3019, 3134. .3261, 3407. .3585 

(AL049608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11838 
25082 
1 

OJ990630 J)7 . 9B22 . C23 . ol . np 
1 

4584541 



Seq. ID OJ990630_07.9B22.C23 
Strand 

End 3837 

Method AAT/NAP 

End 3819 

Score 5 ; 60 



1..25, 694. .802, 910. .1044, 2641. .2705, 2830. .2931, 3714. .3819. 
(AL04 9608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 



Seq. No. 11838 

Gene No. 25082 

Start 1 

Name OJ990630_07 . 9B22 . C23 . ol . gs 

Start 87 

GI none 

Exons 87.. 232, 706.. 802, 1064.. 1123 

Seq. No. 11838 

Gene No. 25082 

Start 1 

Name OJ990630_07 . 9B22 . C23 . ol . tm 

.Start 549 

GI none 
Exons 



Seq. ID OJ990630_07.9B22.C23 
Strand 

End 3837 

Method GENS CAN 

End 1123 

Score .61 



Seq. ID OJ990630_07.9B22.C23 

Strand - .. , 

End 3837 

Method TBLASTX : Mai ze 

End 3835 

Score 103 



549. .599, 685. .807, 685. .786, 705. .803, 737. .820, 901. .1047, 
911. .1045, 2632. .2712, 2633. .2710, 2828. .2941, 2829. .2933, 
2832. .2942, 2834. .2941, 3715. .3834, 3716. .3835 



Seq. No. 11838 

Gene No. 25082 

Start 1 

Name OJ990630_07 . 9B22 . C23 . ol . gp 

Start 705 

GI 34661_1.R1084 

Exons 705. .807 

GI Descrip. ' 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990630_07.9B22.C23 
Strand 

End 3837 

Method AAT/GAP 

End 807 

Score 171 



Seq. No. 



11838 



Seq. ID OJ990630_07.9B22.C23 



12320 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



25082 Strand 

1 End 

OJ990630_07 . 9B22 . C23 . ol . ts Method 

737 End 

none Score 



3837 

TBLASTX: Soybean 

3802 

91 



737. .811, 753. .806, 901. .1047, 920. .1045, 922. .1047, 2686. .2709, 
2828.. 2941, 2829.. 2933, 3715 .. 380 r l, -3716 . .3802 



Seq. No. 11838 Seq. ID 

Gene No. 25082 Strand 

Start 1 End 

Name OJ990630_07 . 9B22 . C23 . ol . tc Method 

Start 976 End 

GI none Score 
Exons 



OJ990630_07.9B22.C23 
3837 

TBLASTX: Cress 

3834 

103 



976. .1047, 2632. .2709, 2633. .2710, 2633. .2710, 2640. .2711, 
2828. .2941, 2829. .2933, 2855. .2941, 3715. .3834, 3716. .3802 



ry 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



11838 Seq. ID OJ990630_07.9B22.C23 

25082 Strand 

1 End 3837 

OJ990630_07 . 9B22 . C23 . o2 . gp Method AAT/GAP 

2654 End 3837 

26677_1.R1084 Score 512 

2654. .2705, 2830. .2931, 3714. .3837 

1 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon- 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



11838 Seq. ID 

25082 Strand 

1 End 
OJ990 630_07 . 9B22 . C23 . o2 . gs Method 

2801 End 

none Score 

2801. .2931, 3714. .3819 



OJ990630_07 . 9B22 . C23 

3837 
GENS CAN 
3819 
.75 



Seq. No. 11839 Seq. ID 

Gene No. 25083 Strand 

Start 1659 End 

Name OJ990 630_07 . 9B22 . C24 . ol . gs Method 

Start 1659 End 

GI none Score 

Exons 1659.. 1672, 4809.. 5076 



OJ990630_07.9B22.C24 
-f 

50'7 6 
GENSCAN 
5076 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11839 Seq. ID OJ990630_07.9B22.C24 

25084 Strand + 

8133 End 9213 

OJ990630_07 . 9B22 . C24 . ol . np Method AAT/NAP 

8115 End 9213 

2149127 Score 519 

8115. .9213 

(U81293) UDP-glucose: indole- 3-acet ate bet a- D-glucosyl transferase 
[Arabidopsis thaliana] 



Seq. No. 11839 Seq. ID 

Gene No. 25084 Strand 

Start 8133 End 

Name OJ990630_07 . 9B22 . C24 . o2 . gs Method 



OJ990630_07.9B22.C24 
+ 

9213 
GENSCAN 



12321 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. Nq. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



8133 
none 

8133. . 9194 

11839 
25084 
8133 

OJ990630_07. 9B22.C24 .ol.tc 
8150 
none 



End 
Score 



9194 
.49 



Seq. ID OJ990630_07.9B22.C24 

Strand + 

End 9213 

Method TBLASTX : Cress 

End 9212 

Score 80 

8150. .8191, 8151. .8282, 8391. .8714, 8483. .8701, 8781. .8852, 
8931. .9074, 8934. .9074, 9159. .9212 



Seq. ID OJ990630_07.9B22.C24 

Strand + 

End 9213 

Method TBLASTX : Mai ze 

End 8620 

Score 211 



11839 
25084 
8133 

OJ990630_07 . 9B22 . C24 . o2 . tm 
8375 
none 

8375. .8620, 8376. .8618 

11839 
25084 
8133 

OJ990630_07. 9B22.C24 .ol.ts 
8397 
. none 

8397. .8606, 8652. .8774, 8874. .8897, 8895. .9080, 9159. .9212 



Seq. ID OJ990630_07.9B22.C24 

Strand + 

End . 9213 

Method TBLASTX: Soybean 

End ' 9212 

Score 126 



11839 
25084 
8133 

OJ990630JD7 . 9B22 . C24 . ol . tm 

8948 

none 



Seq. ID OJ990630_07.9B22.C24 

Strand + 

End 9213 

Method TBLASTX : Mai ze 

End 9212 

Score 188 



8948. .9088,. 8949. .9089, 9137. .9211, 9159. .9212 



11840 
25085 
1 

OJ990630_07. 9B22 . C25 . ol . np 
1 

2829862 
1. .324 

(AC002396) Similar to glucosyltransf erases [Arabidopsis 
thaliana] 



Seq. ID OJ990630_07.9B22.C25 

Strand + 

End 333 

Method AAT/NAP 

End 324 

Score 261 



11840 
25085 
* 1 

OJ990630_07 . 9B22 . C25 . ol . ts 
1 

none 

1..141, 6. .80, 217. .312 

11840 
25085 



Seq. ID OJ990630_07.9B22.C25 

Strand + 

End 333 

Method TBLASTX : Soybean 

End 312 

Score 131 



Seq. ID OJ990630_07.9B22.C25 
Strand + 



12322 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990630_07.9B22.C25.ol.tc 
1 

none 

1..129, 3. .65, 202. .312 

11840 
25085 
1 

OJ990630JD7 . 9B22 . C25 . ol . gs 
52 

none 
52. .333 

11841 
25086 
192 

OJ990630_07 . 9B22 . C2 6 . ol . gs 

192 

none 

192. .281, 326. .553 

11841 
25086 
192 

OJ990630JD7 . 9B22 . C2 6 . o2 . np 
407 

6721562 

407. .563, 861. .931, 1078 



End 333 

Method TBLASTX : Cress 

End 312 

Score 152 



Seq. ID OJ990630_07.9B22.C25 

Strand + 

End 333 

Method GEN SCAN 

End 333 

Score .98 



Seq. ID OJ990630_07.9B22.C26 

Strand + 

End 2335 

Method GEN SCAN 

End 553 

Score .81 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1403, 1647. 



OJ990630_07.9B22.C26 
+ 

2335 
AAT/NAP 
2324 
450 
,2324 



(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

11841 Seq. ID OJ990630_07.9B22.C26 

25086 Strand + 

192 End 2335 

OJ990630_07 . 9B22 . C2 6 . o2 . gs Method GENSCAN 

893 End 2335 

none Score .57 

893. .929, 961. .1266, 1355. .1738, 2014. .2335 



11841 
25087 
1 

OJ990630_07 . 9B22 . C2 6 . ol . np 
1 

6721512 

1..116, 145. .293, 1826. .1851 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 

Score .. 



OJ990630_07 . 9B22 . C2 6 

1851 
AAT/NAP 
1851 
78 



11841 Seq. ID 

25088 Strand 

1760 End 

OJ990630_07 . 9B22 . C2 6 . ol . tm Method 

17 60 End 



OJ990630_07 . 9B22 . C26 
2177 

TBLASTX: Maize 
2015 



12323 




GI 


none 


Score 


181 






Exons 


l/bU..loJ4, l//b..zUlO 










Seq. No. 


11841 


Seq. ID 


OJ990630_07 


. 9B22. 


C2 6 


Gene No. 


25088 


Strand 








Start 


i "7 n 
, 1 / oU 


bna 


2177 






Name 


ojyyubou u / . ybzz . czo . oi . tw 


Method 


TBLASTX: Wheat 




Start 


1 Tin 

i / / y 


bna 


Z ± / / 






GI 


none 


Score 


9 A "3 
Z fi j 






Exons 


i//y..zi//, i / yj. . looi, iyu4 


. . ZUo b 








Seq. No. 


llb4z 


Seq. ID 


Uu u/ 


QDOO 


Cz / 


Gene No. 


25089 


Strand 


_u 

T 






Start 


2 


End 


A 1 9 Q 






Name 


ojyyubou u / . yBzz . cz / . oi . gs 


Method 


GENSCAN 






Start 


o 

z 


bna 


4129 






GI 


none 


Score 


.71 






Exons 


Z..OOO, olo..byi, /4b. .y^^/ 


OQQ OCT! 

y yo . . Z b / / , 


2786. .2969, 


jUIo . 






.oboD, oooi..4izy 










beq. No. 


1 lo 4 z 


beq. 1JJ 


OJ990630_07 


. ytszz . 


con 
Cz / 


Gene No. 


25089 


Strand 


+ 






. s « Start 


2 


End 


4129 






Name 


ojyyubou u / . yBzz . Cz / . ox . np 


Method 


AAT/NAP 






Start 


1007 


End 


4126 






rfi GI 


59024 4 5 


Score 


3045 






I s ! 1 Exons 


1007. .2842, 2882. .4126 










.'a«s GI Descrip. 


(ABUoUzoo) GAG- POL precursor 


[Oryza sativa] 






==v Seq. No. 


11842 


Seq. ID 


OJ990630_07 


. 9B22. 


C27 


Gene No. 


25090 


Strand 


+ 






fjj Start 


*1 "1 C f~ o 

11 DDZ 


End 


12856 






Name 


ojyyuboU u / . yBzz . uz / . oo . gs 


Method 


GENSCAN 






, !Si Start 


1 1 bbz 


End 


12856 






GI 


none 


Score 


.81 






Exons 

i , 


1 1 ^{TO 1 1 QTQ lOOPlQ 1 OOCC 

libbz. . iio / o, izzuo. . izz bo , 


12325. .12531, 12550. .12856 




his 

i j Seq. No. 


11842 


Seq. ID 


OJ990630_07 


.9B22. 


C27 


Gene No. 


25091 


Strand „ 


+. 






. 38i btart 


14 U Iz 


End 


14555 






Name 


ojyyubou u / . yBzz . Cz / . od . gs 


Method 


GENSCAN 






Start 


14 U lz 


End 


14309 






GI 


none 


Score 


.8 






Exons 


14Ulz . . 14 juy 










Seq. No. 


"1 1 O A O 

1 lo 4 z 


Seq. ID 


OJ990630_07 


.9B22. 


POT 

Cz / 




25091 


Strand 


+ 






Start 


14012 


End 


14555 






Name- 


OJ990630 07.9B22.C27.o6.np 


Method 


AAT/NAP 






Start 


14021 


End 


14555 






GI 


130582 


Score 


386 






Exons 


14021. . 14555 










GI Descrip. 


RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON 


TNT 1 


-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



12324 



Seq. No. 11842 
Gene No. 25092 
Start 4995 

Name OJ990630_07 . 9B22 . C27 . o2 . gs 

Start 4995 
GI * none 

Exons. '4995.. 5236, 5362.. 5507, 5636. 

6465.-6523, 6594.. 6782, 6850. 
8372. .8393, 8449. .8533 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 8533 
Method GENSCAN 
End 8533 
Score . 65 

.5931,. 5968. .6332, 6351. .6397, 
.6974, 7054.. 7356, 7669.V7796, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11842 Seq. ID OJ990 630_07.9B22.C27 

25092 Strand 

4995 End 8533 

OJ990630_07 . 9B22 . C27 . o2 . np Method AAT/NAP 

5635 End 7250 

6721561 Score 1079 

5635.. 6397, 6465.. 6523, 6594.. 6782, 7180.. 7250 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11842 

Gene No. 250.92 

Start . 4995 

Name OJ990630_07 . 9B22 . C27 . o3 . np 

Start 6136 

GI 6721558 

Exons 6136 . . 6345, 
GI Descrip. 



6850. .6974, 7669. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7768 



OJ990630_07.9B22.C27 

8533 
AAT/NAP 
7768 
271 



(AP001073) hypothetical protein [Oryza sativa] 
gii 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 11842 Seq. ID 

Gene No. 25093 Strand 

Start 8598 End 

Name OJ990630_07 . 9B22 . C27 . o4 . np Method 

Start 8598 - • End 

GI 6721512 Score 

Exons 8598. .8715 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990630_07 . 9B22.C27 

8715 
AAT/NAP 
8715 
65 



Seq. No. 


11842 








Seq. ID 


OJ990630_07.9B22 


.C27 


Gene No. 


25094 








Strand 






Start 


11522 








End 


13767 




Name 


OJ990630 


07.9B22.C27 


.o4, 


. tw 


Method 


TBLASTX: Wheat 




Start 


305 








End 


760 




GI 


none 








Score 


154 




Exons 


305. .487, 


313. .486, 


524, 


.'.760, 


526. . 642, 


536. .745 




Seq. No. 


11842 








Seq. ID 


OJ990630JD7.9B22 


.C27 


Gene No. 


25094 








Strand 






Start 


11522 








End 


13767 




Name 


OJ990630 


07.9B22.C27 


.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


952 








End 


1407 




GI 


none 








Score 


537 





12325 



Exons 



952.. 1407, 953.. 1396, 991.. 1407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11842 
25094 
11522 

OJ990630_07, 

1082 

none 

1082. .1438, 



9B22.C27.ol. tin 



1117. .1437 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 
Method TBLASTX : Maize 
End . 1438 
Score '4 06 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
Q GI 
ill Exons 



Score 

1501. .1578, 1633..1848 



11842 
25094 
11522 

OJ990630_07.9B22.C27.o3.tm 
1466 
none 

1466. . 1849, 



11842 
25094 
11522 

OJ990630_07, 

1523 

none 

1523. .1945, 



9B22.C27.o2.tw 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 
Method TBLASTX : Mai ze 
End 1849 
309 



Score 

1526. ,1912, 1633. .1947 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 
Method TBLASTX : Wheat 
End 194 7 

442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11842 
25094 
11522 

OJ990630_07 . 9B22 . C27 . ol . ts 

1634 

none 

1634. .2002, 1636. .1752 



11842 
25094 
11522 

OJ990630_07, 

2092 

none 

2092. .2319, 



9B22.C27.o6.tw 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 

Method TBLASTX : Soybean 

End .2002 

Score 267 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 137 67 

Method TBLASTX: Wheat 
End , 2500 

Score 196 



2093. .2317, 2327. .2500, 2345.-2497 



11842 
25094 
11522 

OJ990630_07. 

2540 

none 

2540. .2797 



9B22.C27.o7.tw 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 

Method TBLASTX : Wheat 

End 2797 

Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11842 
25094 
11522 

OJ990630_07. 

3002 

none 

3002. .3307, 



9B22.C27.o2. tm 



3019. .3306 



Seq. ID OJ990630_07.9B22.C27 
Strand 

End 13767 

Method TBLASTX : Maize 

End 3307 

Score 331 



12326 




Seq. No. 


11842 




Seq. ID 


OJ990630_07.9B22 


.C27 


Gene No . 


z ju y 4 




Of > i /-J 

otranu 






O J . „ A. 

otart 


i i coo 






1 ooco 
1j / D / 




Nanie 


ujyyubou u / . ybzz . / . oo . 


tw 


Method 


i dLAo i a : wneat 




btart 






bna 


qoQc 
JOOO 






none 




Score 






Exons 


OUU/. . . JJO J/ OUXU. , JJ04 










Seq. No. 


11842 




Seq. ID 


OJ990630_07.9B22 


.C27 


Gene No. 


O cnQjl 

zou y 4 




Strand 






otart 


1 i coo 




End 


13767 




Name 


riTQQn^^n m qdo9 poi 
ujyyuoju u / . y z . L.Z / . oo . 


tw 


Method 


TBLASTX: Wheat 




otart 






End 


4117 




C T 


none 




Score 


342 




Exons 






..3765, 3986. .4117 




o e q . no. 


11842 




Seq. ID 


OJ990630_07.9B22 


.C27 


bene l\0 . 


25094 




Strand 






Start 


11522 




End 


13767 




Name 


OJ990630 07.9B22.C27.o5. 


np 


Method 


AAT/NAP 




btart 


11522 




End 


13721 






5032119 




Score 


120 




Exons 


11522. .11575, 12381. .12746, 


12973. .13175, 13412. .13721 




CjI uesenp. 


Ser/Arg-related nuclear 


matrix protein 


(plenty of prolines 




101-like) gi 13005587 (AF048977) Ser/Arg-related nuclear 


mat: 




protein [Homo sapiens] 










Seq. No. 


11842 




Seq. ID 


OJ990630_07.9B22 


.C27 


Gene No . 


25094 




Strand 






CH 1 -v-t- 

otart 


11522 




End 


13767 




Name 


OJ990630 07.9B22.C27.ol. 


gp 


Method 


AAT/GAP 




otart 


11962 




End 


12423 




bl 


2309682 




Score 


736 




Exons 


11962. . 12423 










Seq. No. 


11842 




Seq. ID 


OJ990630_07.9B22 


.C27 


bene ino . 


25094 




Strand 






otart 


11522 




End 


13767 




Name 


OJ990630 07.9B22.C27.o4. 


gs 


Method 


GENSCAN 




btart 


13117 




End 


13767 




P T 
bi 


none 




Score 


.92 




Exons 


13117. .13767 










Seq. No. 


11843 




Seq. ID 


OJ990630_07.9B22 


.C28 


Gene No . 


25095 




Strand 






otart 


518 




End 


978 




Name 


OJ990630 07.9B22.C28.ol. 


gs 


Method 


GENSCAN 




ota r-n 


518 




End 


918 






none 




Score 


.63 




Exons 


518. .628, 643. .918 










Seq. No. 


11843 




Seq. ID 


OJ990630_07.9B22 


.C28 


Gene No. 


25095 




Strand 






Start 


518 




End 


978 




Name 


OJ990630 07.9B22.C28.ol. 


np 


Method 


AAT/NAP 




Start 


643 




End 


978 





12327 




C T 
bl 


£ £T Q O A C O 


Score 


285 


Exons 


d4 j. . y / o 






GI Descrip. 


(Anuz / ft do ; ancnocyanin o—u 


glucosyltransf erase [Petunia x 




nyxjriaa j 






Seq. No. 


11843 


oeq. ltj 


Uuyyuoju u / . yoz z . bz ts 


Gene No. 


25095 


Cf vin^ 

btrana 




Of 3 V-+- 


JlO 


r nr l 

ijna. 


Q7 P 

y / o ' ■ 


Name 


ujyyuDju u / . ytszz . bz o . oi . urn 


Method 


l dIjAo i a : Pflai ze 


btart 


OJJ 


hjna 


Q "7 tr 

y / o 


C* T 
bl 


none 


Score 


1 Z D 


Exons 








oeq . jno . 


1 1 P 4 4 

1 1 O 4 4 


Seq. ID 


OJ990630_07.9B22.C29 


bene jno . 


Z 0 U J D 


Strand 


+ 


Start 


823 


End 


1035 


Name 


OJ990630 07. 9B22 . C29 . o2 . np 


Method 


AAT/NAP ■ 




ft 9 ^ 
o ^ o 


End 


1035 




4 0 J D £ £ 4 


Score 


41 


Exons 


poo in^i; 
O Z ,5 . . IUjj 






bi uescnp. 


^i-vbu u / ddu ; pucauive non- iiiK 


retroelement reverse transcriptase 




Li\raDiaopsis inananaj 






: S{ 5? oeq . ino . 


I 1 P A A 

I I 0 4 4 


oeq. iu 


ujyyuoju u/.ybzz.bzy 


"| Gene No . 


z Duy / 


btrana 




i^fi Start 


1 


17 -i-* i-\ 


7 1/1 
/ 1 4 


ji..'" Name 


OJ990630_07. 9B22 . C2 9 . ol . np 


Method 


7\ 7\ T 1 / M 7i D 


„^ otart 


i 


TP y\ r\ 


7 1 yl 
/ 1 4 




01 /i Qi on 

z 1 4 y / 


Score 


^17 


f 5 U Exons 


1 . . / 1 4 






l;{ GI De scrip. 


( uo iz y o } uu.tr - glucose: lnaoie 


-3-acetate 


beta-D-glucosyltransf erase 


n § 


[ Ar aloidops is thaliana] 






;! B . Seq. No. 


11844 


Seq. ID 


OJ990630_07 . 9B22.C29 


i« J Gene No . 


25097 


Strand 




■ s Qf a r-4- 


i 


End 


714 


lis- Name 




Method 


TBLASTX: Cress 




y 


End 


690 


- CI 


none 


Score 


74 


r LaOJIS 


Q 1 1 D 11/1 1 £7 991 497 
y . . 11U, 114.. 10/, ZZ1..4Z/, 


259. .441, 


439. .492, -556. .690 


's sr 

Seq. No. 


11844 


Seq. ID 


OJ990630_07.9B22.C29 


Gene No. 


25097 


Strand 






i 


End 


714 


Name 


nTQQfl^^n H7 QI299 POO ^1 ^rc- 

ujyyuoou u / . ynzz . bzy . 01 . gs 


Method 


GENSCAN 


Of -ivf 


9 7 

z / 


End 


705 


bl 


none 


Score 


.54 


Exons 


97 1 9ft 1 70^ 

z/. . izo, ijy . . / u j 








1 1 ft 4 4 

1104*1 


Seq. ID 


OJ990630_07.9B22.C29 


Gene No. 


25097 


Strand 




Start 


1 


End 


714 


Name 


OJ990630 07. 9B22 . C29 . ol . tm 


Method 


TBLASTX: Maize 


Start 


227 


End 


511 


GI 


none 


Score 


189 


Exons 


227. .511, 259. .510 







12328 






Seq. No. 


1 1 OK 




Qart t n 
oeq . ±u 


nTQQDfi^D 07 QR99 P^O 




Gene No. 


25098 




Strand 


+ ~~ 




Start 


5289 




End 


6489 




Name 


OJ990630 07 


.9B22.C30.o2.np 


Method 


AAT/NAP 




Start 


5289 




End 


6489 




GI 


2576286 




Score 


39 




Exons 


5289... 5357, 


5908.. 6193, 6429 


. . 6489 






GI Descrip. 


(Y15086) HepB protein [Cylindrotheca fusiformis] 




beq. no. 


11845 




Seq. ID 


OJ990630_07.9B22.C30 




Gene No. 


25099 




Strand 






Start 


550 




End 


5320 




Name 


OJ990630 07 


.9B22.C30.ol.gs 


Method 


GENSCAN 




Start 


550 




End 


5320 




bl 


none 




Score 


. 64 




Exons 


550. .677, 1291. .1382, 2891..: 


3012, 3323 


..3476, 4830. .5021, 






5160. .5320 










Seq. No. 


1184 5 




Seq. ID 


OJ990630_07 . 9B22 . C30 




Gene No. 


25099 




Strand 






Start 


550 




End 


5320 




Name 


OJ990630 07 


.9B22.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


2300 




End 


4762 




GI 


none 




Score 


162 




Exons 


2300 . .247 6, 


2303.. 2482, 2323 


..2484-> 2469. .2516, 2533. .2607, 


rs 




<£34 o . . Z olio , 


2599.. 2802, 2600 


..2803, 2609.. 2806, 2855.. 3019, 


i * 
i I 




2888. .3013, 


2889.. 3020, 2890 


..3021, 3318. .3425, 3323.-3427, 


e? 

= i 
=1 




3324. .3428, 


4652. .4699, 4685 


..4762, 4685. .4756, 4687. .4761 


: S 
xf 


Seq. No. 


11845 




Seq. ID 


OJ990630_07.9B22.C30 


s ; 

3? 


bene no . 


25099 




Strand 






Start 


550 




End 


5320 


S? 


Name 


OJ990630 07 


.9B22.C30.ol.np 


Method 


AAT/NAP 




bt art 


2379 




End 


5263 


'I 


GI 


2947060 




Score 


949 


.| 
'S 


Exons 


2379. .2800, 


2891.. 3012, 3323 


..3426, 3825.-3855, 4655.-4794, 






4924. .5021, 


5160... 5263 






II 


GI Descrip. 


(AC002521) 


unknown protein [Arabidopsis thaliana] 




beq. no. 


11845 




Seq. ID 


OJ990630_07.9B22.C30 


-i 


Gene No . 


25099 




Strand 






OLalL 


550 




End 


5320 




Name 


OJ990630 07 


. 9B22.C30.ol.gp 


Method 


AAT/GAP 




Start 


2544 




End 


5313 




bl 


7928 1.R108 


4 


Score 


1536 




Exons 


2544. .2800, 


2891.. 3012, 3323 


..3426, 3825.-3855, 4655.-4794, 






4924 . .5021, 


5160. .5313 








GI Descrip. 


'2947060 1. 


0e-102 (AC002521) 


putative 


membrane protein 






[Arabidopsis thaliana] ' 








oeq . no . 


11845 




Seq. ID 


OJ990630_07 . 9B22 . C30 




Gene No. 


25099 




Strand 






Start 


550 




End 


5320 




Name 


OJ990630 07 


.9B22.C30.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2626 




End 


5237 




GI 


none 




Score 


77 




Exons 


2626. .2697, 


2626.. 2697, 2708 


..2803, 2713. .2814, 2719. .2814, 



12329 



2888. .3013, 2890. .3021, 3323.-3427, 3324. .3428, 3333. .3437, 
3541. .3555, 4643.-4747, 4652. .4759, 4653. .4757, 4923. .4988, 
4925.. 4990, 5165.. 5236, 5172.. 5237 



Seq. No. 11846 
Gene No. 25100 
Start 1 

Name OJ990630_07 . 9B22 . C31 . o2 . np 

Start 1 
GI 6016874 

Exons 1..27, 586. .821, 1212. .1283, 

3228. .3269, 3350. .3462 
GI Descrip. (AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) correspond to a 

region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_07.9B22.C31 
+ 

3462 
AAT/NAP 
3462 
289 



1383. .1466, 1877. .2032, 2129. .2518, 



Seq. No. 11846 

Gene No. 25100 

Start 1 

Name OJ990630_07 . 9B22 . C31 . ol . gs 

Start 226 

GI none 
Exons 



Seq. ID OJ990630_07.9B22.C31 

Strand + 

End 34 62 

Method GENSCAN 

End 2535 

Score .47 



226. .598, 1078. .1251, 1351. .1611, 2127. .2363, 2411. .2535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11846 
25101 
3102 

OJ990630_07 . 9B22 . C31 . ol . tm 

558 

none 



Seq. ID OJ990630_07.9B22.C31 
Strand 

End 3296 

Method TBLASTX : Mai ze 

End 869 

Score 55 



558. .605, 624. .869, 634. .810, 635. .838 



Seq. No. 


11846 








Seq. ID 


OJ990630_07. 9B22 


.C31 


Gene No. 


25101 








Strand 






Start 


3102 








End 


3296 




Name 


OJ990630 07 


. 9B22. 


C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1164 








End 


1520 




GI 


none 








Score 


143 




Exons 


1164. .1259, 


1169. 


.1258, 


1338. 


.1520, 1343. .1501 




Seq. No. 


11846 








Seq. ID 


OJ990630_07.9B22 


-C31 


Gene No. 


25101 








Strand 






Start 


3102 








End 


3296 




Name 


OJ990630 07 


.9B22. 


C31.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1521 








End 


2029 




GI 


none 








Score 


56 




Exons 


1521. . 1571, 


1813. 


.2001, 


1817. 


.2029 






Seq. No. 


11846 








Seq. ID 


OJ990630_07.9B22 


.C31 


Gene No. 


25101 








Strand 






Start 


3102 








End 


3296 




Name 


OJ990630 07 


. 9B22. 


C31.o2 


.gs 


Method 


GENSCAN 




Start 


3102 








End 


3296 




GI 


none 








Score 


.41 




Exons 


3102. .3226, 


3281. 


.3296 










Seq. No. 


11847 








Seq. ID 


OJ990630_07.9B22 


.C33 



12330 



Gene No. 25102 Strand + 

Start 1 End 501 

Name OJ990630_07 . 9B22 .C33 . ol .gp Method AAT/GAP 

Start 1 End 501 

GI 57500_1.R1084 Score 971 

Exons 1 . . 501 

GI Descrip. ' 5669634/gb | AAD46402 . 1 | AF096246_1 5.0e-25 (AF096246) 

ethylene-responsive transcriptional coactivator [Lycopersicon 
esculentum] 1 



Seq. No. 11847 Seq. ID 

Gene No. 25102 Strand 

Start 1 ■ End 

Name OJ990630_07 . 9B22 . C33 . ol . np Method 

Start 1 End 

GI 5669634 Score 

Exons 1..230 

GI Descrip. (AF09624 6 )' ethylene-responsive transcriptional coactivator 
[Lycopersicon esculentum] 



OJ990630_07.9B22.C33 
+ 

501 

AAT/NAP 
230 
217 



Seq. No. 11847 Seq. ID 

Gene No. 25102 Strand 

Start 1 End 

Name OJ990630JD7 . 9B22 . C33 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60. .257 



OJ990630_07.9B22.C33 
+ 

501 

GENSCAN 
257 
. 63 



Seq. No. 11847 

Gene No. 25103 

Start 1698 

Name OJ990630_07 . 9B22 . C33 . ol . ts 

Start 1678 

GI none 

Exons 1678. 

2355. 



, 1977, 
,2495, 
2893. .3057, 



1692.. 1973, 2162. 
2639.. 2713, 2706. 
3134.. 3232, 3138. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 07.9B22.C33 



3708 

TBLASTX: Soybean 
3707 
242 

2254, 2191. .2265, 2353.-2475, 
2801, 2722.. 2799, 2883.. 3065, 
3233, 3597.. 3707, 3604.. 3702 



Seq. No. 11847 
Gene No. 25103 
Start 1698 

Name OJ990630_07 . 9B22 . C33 . ol . tm 

Start 1698 
GI none 

Exons 1698.. 1841, 1698.. 1973, 1699. 

2350. .2493, 2353. .2493, 2355. 
2959.. 3057, 3134.. 3172 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 07.9B22.C33 



3708 

TBLASTX: Maize 
3172 
96 

1977, 2165.. 2263, 2191.. 2256, 
2495, 2645.. 2779, 2883.. 3068, 



Seq. No. 11847 

Gene No. 25103 

Start 1698 

Name OJ990630_07 . 9B22 . C33 . o2 . gs 

Start 1698 

GI none 

Exons 1698.. 1971, 2095.. 2112, 
3143.. 3232, 3594.. 3704 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990630_07.9B22.C33 

3708 
GENSCAN 
3704 
. 95 



2192. .2253, 2355. .2492, 2892. .3065, 



12331 




Seq. No. 


11847 








Seq. ID 


OJ990630_07.9B22.C33 


Gene No. 


25103 








Strand- 




Start 


1698 








End 


3708 


Name 


OJ990630 07 


. 9B22. 


C33.o2 


,np 


Method 


AAT/NAP 


Start 


1701 








End 


3708 


GI 


1743354 








Score 


744 


Exons 


1701. .1971, 


2192. 


.2253, 


2355. 


.2492, 2660.. 2798, 2892.. 3065, 




3143. .3232, 


3594. 


.3708 








GI Descrip. 


(Y0987 6) aldehyde 


dehydrogenase (NAD+) 


[Nicotiana tabacum] 


Seq. No. 


11847 








Seq. ID 


OJ990630_07 . 9B22 . C33 


Gene No. 


25103 








Strand 




Start 


1698 








End 


3708 


Name 


OJ990630 07 


. 9B22. 


C33.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1783 








End 


3707 


GI 


none 








Score 


48 


Exons 


1783. .1836, 


1836. 


.1967, 


1840. 


.1986, 2165.. 2266, 2194.. 2265, 




2355. .2450, 


2445. 


.2495, 


2892. 


.3068, 2896. .3057, 3134. .3238, 




3147. .3233, 


3603. 


.3707, 


3619. 


.3705 




Seq. No. 


11847 








Seq. ID 


OJ990630_07.9B22.C33 


Gene No. 


25103 








Strand 




Start 


1698 








End 


3708 


Name 


OJ990630 07 


. 9B22. 


C33.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


.1794 








End 


1986 


GI 


none 








Score 


101 


Exons 


1794. .1982, 


- 1795. 


.1986 








Seq. No. 


11847 








Seq. ID 


OJ990630_07.9B22.C33 


Gene No. 


25103 








Strand 




Start 


1698 








End 


3708 


Name 


OJ990630 07 


. 9B22. 


C33.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2191 








End 


3692 


GI 


none 








Score 


63 


Exons 


2191. .2229, 


2343. 


.2396, 


2412. 


.2492, 2895.. 2951, 2946.. 3017, 




3009. .3068, 


3134. 


.3235, 


3162. 


.3230, 3591.. 3692 


Seq. No. 


11848 








Seq. ID 


OJ990630_07.9B22.C35 


Gene No. 


25104 








Strand 


+ 


Start 


1299 








End 


1622 


Name 


OJ990630 07 


. 9B22. 


C35.ol 


.gs 


Method 


GENSCAN 


Start 


1299 








End 


1622 


GI 


none 








Score 


.57 


Exons 


1299. .1622 












Seq. No. 


11849 








Seq. ID 


OJ990630_05.9B15.C1 


Gene No. 


25105 








Strand 


+ 


Start 


428 








End 


1175 


Name 


OJ990630 05 


. 9B15. 


Cl.ol. 


gs 


Method 


GENSCAN * 


Start 


428 








End 


1175 




none 








Score 


.68 


Exons 


428. . 1175 












Seq. No. 


11849 








Seq. ID 


OJ990630_05.9B15.C1 


Gene No. 


25106 








Strand 


+ 


Start 


1238 








End 


1561 


Name 


OJ990630 05 


.9B15. 


Cl.ol. 


gp 


Method 


AAT/GAP 



12332 



Start 


1 o o o 

1238 






End 


1561 




GI 


none 






Score 


612 




Exons 


1238 . .1561 












Seq. No. 


1184 9 






Seq. ID 


OJ990630 05.9B15.C1 


Gene No. 


25107 






Strand 


+ 




Start 


3418 






End 


7947 • 




Name 


/"\taaa/~"3a a c 

OJ990630 05 


.9B15. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


3415 






End 


6103 




GI 


s~ i o o a pi a 

6728990 






Score 


1507 




Exons 


3415. .3471, 


3564. 


.3680, 4540. 


.4980, 5100. .5462, 5918. 


.6103 


GI Descrip. 


(ACUlOJOO ) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


11849 






Seq. ID 


OJ990630 05.9B15.C1 


Gene No. 


25107 






Strand 


+ 




Start 


3418 






End 


7947 




Name 


/^iTAAA£TDA AC 


.9B15. 


Cl.o2.gs 


Method 


GENSCAN 




Start 


O A 1 O 

3418 






End 


7947 




GI 


none 






Score 


.89 




Exons 


*D /I "1 O O /IT 1 

3418. .3471, 


3564. 


.3680, 4540. 


4980, 5100.. 5462, 5918. 


.6094, 




6338 . . 6527 , 


7222. 


.7286, 7804. 


7947 






Seq. No. 


1184 9 






Seq. ID 


OJ990630 05.9B15.C1 


Gene No . 


25108 






Strand 


+ 




Start 


8553 






End 


9130 




Name 


OJ990630 05 


. 9B15. 


Cl.o2.np 


Method 


AAT/NAP 




Start 


8553 






End 


9130 




GI 


6069646 






Score 


316 




Exons 


8553. . 9130 












GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase 


(AC005315) 




[Oryza sativa] gi | 6907 112 | dbj 


BAA90639. 


1 | (AP001129) 


Similar to 




Arabidopsis 


thaliana chromosome II BAC 


F9013 genomic 


sequence, 




putative non-LTR 


retroelement 


reverse transcriptase. 


(AC006248) 




[Oryza sativa] 










Seq. No. 


11849 






Seq. ID 


OJ990630 05.9B15.C1 


Gene No. 


25109 






Strand 


+ 




Start 


9501 






End 


9616 




Name 


OJ990630 05 


. 9B15. 


Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


3350 






End 


6114 




GI 


none 






Score 


93 




Exons 


3350. .3472, 


3410. 


.3472, 3411.. 


3488, 3427.. 3504, 3558. 


.3680, 




3561. .3680, 


3561. 


.3680, 3562.. 


3702, 3563.. 3703, 3566. 


.3655, 




4537. .4653, 


4537. 


.4947, 4537., 


4653, 4537.. 4872, 4539. 


.4667, 




4557. .4907, 


4632. 


.4982, 4651., 


4980, 4824. .4985, 5081. 


.5134, 




5081. .5458, 


5092. 


.5463, 5099., 


5356, 5100.. 5462, 5100. 


.5384, 




5100. .5471, 


5100. 


.5351, 5183., 


5464, 5349.. 5462, 5912. 


.6100, 




5912. .6109, 


5917. 


.6114, 5917... 


6108, 5929.. 6111 




Seq. No. 


11849 






Seq. ID 


OJ990630 05.9B15.C1 


Gene No . 


25109 






Strand 


+ 




Start 


9501 






End 


9616 




Name 


OJ990630 05 


.9B15. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3404 






End 


5369 




GI 


none 






Score 


88 




Exons 


3404. .3472, 


3404. 


.3472, 3420.. 


3491, 3561.. 3680, 3563. 


.3655, 




4529. .4669, 


4537. 


.4671, 4538.. 


4666, 453 


9. .4670, 5099. 


.5368, 



12333 




5100. .5369 



OGCJ . 1NO . 


1 1 ft 4 Q 








Seq. ID 


OJ990630_05. 9B15.C1 


Gene No. 


25109 








Strand 


+ 


Start 


9501 








End 


9616 


Name 


n.TQQnfi^n ns 


9R1 5 

. ^DI J i 


• X ■ \J x . 


L L- 


Method 


TBLASTX: Cress 


O Lai L 


"3491 ~~ 

J4 ^ I 








End 


5965 




none 








Score 


84 




^491 "3S04 


- ^5 61 


^68D 


^566 


.3655, 4537. .4641, 4557. .4634 




4697 4671 


4 627 . 


4 677 


4771 


.4797, 4897. .4980,. 4897. .4980 




4 ft QQ 4 Qft 9 


sn 9ft 


597 1 


5DQ9 


.5332, 5100. .5339, 5324. .5368 




S^9S S^6Q 


54 9 6 

J 4 Z O ! 


54 5ft 


54 97 


.5462, 5924. .5965 


Seq. No. 


11849 








Seq. ID 


OJ990630_05. 9B15.C1 


utrllfc; lnl> • 


95109 

*j x w «? 








Strand 


+ 


O Lai L 


9501 








End 


9616 


Name 


OJQ90 630 05 


. 9B15 . 


CI ol 

• x ■ u x ■ 


L O 


Method 


TBLASTX: Soybean 


Of- a v-f 


"3427 _ 
j i ^. ' 








End 


5446 


(IT 


none 








Score 


83 


Exons 


^497 "3504 


?561 

j jyi i 


^680 

i . JDOU; 


4 S^7 


.4746, 4557. .4748, 4948. .4980 




50QQ 54 4 6 


si nn 


54 4 4 

> . D 4 4 4 f 


si ni 


. 5445 




Seq. No. 


11849 








Seq. ID 


OJ990630_05.9B15.C1 




9 5 1 HQ 

Z 3 J. U Z? 








Strand 


+ 


Of arf 










End 


9616 


Name 


nTQQn^^n n s 


QD1 C. 


> Ll . OZ . 


LC 


Method 


TBLASTX: Cress 


OLalL 










End 


6106 


PT 
Ljx 


none 








Score 


37 


Exons 


479ft 4 7 S 4 


4 7 9 Q 


4 7 £4 
» .4 / O 4 , 


4 ft n 4 

40U4 . 


.4890, 4806. .4886, 5917. .6099 




5966. . 6106, 


5978 , 


, .6103 








O fc: L| . LN L> • 


1 1 R4 Q 

X X O 4 Z) 








Seq. ID 


OJ990630_05. 9B15.C1 


IJCllC LNL> • 


9 SI HQ 








Strand 


+ 


OLai L 


9sm 

_7 -J U X 








End 


9616 


Name 


0,79906^0 05 


9R1 5 

• ^DI J i 


PI n9 


L O 


Method 


TBLASTX : Soybean 


u Lai L 


4 804 _ 








End 


6106 


w J- 


n nn o 
nunc 








Score 


118 


Exons 


4804. .4947, 


4806. 


. .4934, 


5957. 


.6106, 5957. .6094, 5959... 6102 


Corr Kin 


118 4 9 

X X O 4 _7 








Seq. ID 


OJ990630_05. 9B15.C1 


UCllC L\IL> • 


951 n Q 

*J X U _/ 








Strand 


+ 


o Lai L 


95m 

-7 ^ VJ X 








End 


9616 


NT a mo 




9R1 5 


> U X ■ \J £- ■ 


L W 


Method 


TBLASTX: Wheat 


o Lai L 


8 682 _ 








End 


9004 


ox 


none 








Score 


177 


Exons 


8682. .8996, 


8873, 


. .9004 










1184 9 

X X O *i ^ 








Seq. ID 


OJ990630_05.9B15.C1 


bene ino . 


951 flQ 








Strand 


+ 


Start 


9501 








End 


9616 


Name 


OJ990630 05 


.9B15. 


,Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8745 








End 


9130 


GI 


none 








Score 


172 


Exons 


8745. .8984, 


8745. 


, .8942, 


8978. 


.9130 




Seq. No. 


11849 








Seq. ID 


OJ990630_05. 9B15.C1 


Gene No. 


25109 








Strand 


+ 



12334 








q ^ n i 


JjUU 










Name 


ujyyubou uo . ynio . li . oz . gp 


Method 


PJ\L / bAr 








otart 


youx 




y did 








C T 


none 


Score 


1 bo 








Exons 


QC.ni QC1 C 

you i . . y oi o 












beq. no. 


lloOU 


Seq. ID 


OJ990630 


_05.9B15 


.C2 




Gene No . 


Z 0 1 1U 


Strand 


+ 








Start 


709 


End 


6392 








Name 


OJ990630 05.9B15.C2.o2.np 


Method 


AAT/NAP 








oiart 


709 


End 


6392 










3777527 


Score 


2446 








Exons 


709. .1679, 1882. .2130, 2527. 


.2666, 2802. .2939, 


3111. .3232, 






3260.. 4551, 4636..6392 












\ji uescrip. 


(AF053008) gag-pol polyprotein [Glycine max] 








beq. no. 


11850 


Seq. ID 


OJ990630 


_05.9B15 






Gene No . 


25111 


Strand 


+ 








Start 


7923 


End 


15053 








Name 


OJ990630 05. 9B15 . C2 . o2 . gs 


Method 


GENSCAN 








otart 


7923 


End 


15053 










none 


Score 


.49 








Exons 


7923.. 8085, 8217.. 8423, 9414 


..9617, 9832. .9926, 


10009. . 


1 U 4 o Z , 


a 




12198. .12225, 12304 .. 12423, 


13017. .13164, 13201 


. .13217, 




.33; 




13328. .13553, 14 116 .. 14235 , 


14831. . 15053 






!; ' * 

nl 


Seq. No. 


11850 


Seq. ID 


OJ990630 


_05.9B15 


no 




Gene No . 


25112 


Strand 


+ 








Start 


16014 


End 


24206 






:'_ |_3 


Name 


OJ990630 05.9B15.C2.o3.gp 


Method 


AAT/GAP 








Start 


15749 


End 


19879 






r Li 


GI 


2516 1.R1084 


Score 


3973 








Exons 


1574 9. . 16253, 17419. .17534, 


17668. .17756, 17840 


. .17953, 








18038. . 18125, 18209. .18294, 


18386. .184E 


18, 18581 


. .18678, 








18789. .19218, 19317. .19879 










'S! 

: . 


GI Descrip. 


, 4531444/gb|AAD22129.1|AC006224 11 1.0e-160 (AC006224) 


put at jl 


i; 

' r: 




protein kinase [Arabidopsis 


thaliana] 1 










beq. no. 


11850 


Seq. ID 


OJ990630 


_05. 9B15 


.C2 




bene no . 


25112 


Strand 


+ 








b tar t. 


16014 


End 


24206 








Name 


OJ990630 05.9B15.C2.o3.gs 


Method 


GENSCAN 








Start 


16014 


End 


23994 








GI 


none 


Score 


.86 








U 1 v ^> y~\ c 


16014 .. 16098, 16104. .16253, 


17419. .17534, 17668 


. .17756, 








18038. .18125, 18209. .18294, 


18386. .18488, 18581 


. .18678, 








18789. .19218, 19275 .. 19424 , 


20705. .21005, 21236 


. .21373, 








21724 . .21928, 22017 .. 22130, 


22226. .22313, 22432 


. .22517, 








22623. .22725, 22873,. . 22970, 


23134. .23563, 23683 


. .23994 






oeq. ln u . 


11850 


Seq. ID 


OJ990630 


_05.9B15 


.C2 




Gene No. 


25112 


Strand 


+ 








Start 


16014 


End 


24206 








Name 


OJ990630 05. 9B15 . C2 . o4 . np 


Method 


AAT/NAP 








Start 


17376 


End 


19634 








GI 


6686400 


Score 


1378 








Exons 


17376. . 17534, 17 668. . 17756, 


17840. .17953, 18038 


. . 18125, 





12335 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18209. .18294, 18386 18488 , 18581 18678, 18789 .. 1924 0, 
19282. .19634 

(AC007234) F1E22.18 [Arabidopsis thaliana] 



11850 
25112 
16014 

OJ990630JD5 . 9B15 . C2 . o4 . gp 
20916 

29451 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20916. .21373, 21724 .. 21928 , 22017.. 22098 

, 4531444/gb|AAD22129.1 jAC006224_ll 6.0e-12 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



OJ990630_05.9B15.C2 
+ 

24206 
AAT/GAP 
22098 
1380 



11850 Seq. ID 

25112 Strand 

16014 End 

OJ990630_05. 9B15 . C2 . o5 . np Method 

20941 End 

4531444 Score 



OJ990630_05.9B15.C2 
+ 

24206 
AAT/NAP 
23991 
1323 



20941. .20999, 21743. .21928, 22017 22130, 22226 22313, 
22432. .22517, 22623.-22725, 22873 .. 22970, 23134 .. 23563, 
23683.. 23991 

GI Descrip. (AC006224) putative amine oxidase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11850 
25112 
16014 

OJ990630_05. 9B15 . C2 . o5 . gp 
23694 

19075_1.R1084 
23694. .24206 

'4531444/gb| AAD22129.1 |AC006224_11 2.0e-09 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_ 
+ 

24206 
AAT/GAP 
24206 
947 



05. 9B15.C2 



OJ990630_05.9B15.C2 



11850 Seq. ID 

■25113 Strand 
25236 End 27325 

OJ990630_05. 9B15 . C2 . 06 . np Method AAT/NAP 

25215 End 27325 

6063552 Score 871 

25215. .25592, 25938 .. 26121 , 26562 .. 2 6834 , 27185.. 27325 
(AP000615) ESTs AU065232 (E60855) , C23624 (S1554 ) , AU07824 1 (E60855 ) 
correspond to a region of the predicted gene.; similar to 
putative adenylate kinase. (AC005896) [Oryza sativa] 



11850 Seq. ID 

25113 Strand 

25236 . End 

OJ990630JD5 . 9B15 . C2 . o4 . gs Method 

25236 End 

none Score 

25236. .25313, 254 61 .. 25538 , 25981 .. 26121, 26562 .. 26834, 
27185. .27325 



OJ990630_05.9B15.C2 
+ 

27325 
GENSCAN 
27325 
.86 



Seq. No. 
Gene No. 



11850 
25113 



Seq. ID OJ990630_05. 9B15.C2 
Strand + 



12336 




Start 


25236 




End 


27325 


Name 


OJ990630_05. 


9B15.C2.o6.gp 


Method 


AAT/GAP 


Start 


25419 




End 


26129 


GI 


2431503 




Score 


474 


Exons 


25419. . 25538 


, 25981. .26129 






GI Descrip. 


4056480 4 . Oe 


-29 (AC005896) putative adenylate kinase 




[Arabidopsis 


thaliana] 






- 

Seq. No. 


- 

11850 




Seq. ID 


OJ990630_05.9B15.C2 


Gene No. 


25114 




Strand 


+ 


Start 


31018 




End 


31129 


Name 


OJ990630 05. 


9B15.C2.o7.np 


Method 


AAT/NAP 


Start 


31018 




End 


31129 


GI 


6692131 




Score 


79 


Exons 


31018. .31129 








GI Descrip. 


(AC007654) T19E23.10 [Arabidopsis thaliana] 


Seq. No. 


11850 




Seq. ID 


OJ990630_05.9B15.C2 


Gene No. 


25115 




Strand 




Start 


28531 




End 


31036 


Name 


OJ990630 05. 


9B15.C2.o4 .tw 


Method 


TBLASTX: Wheat 


Start 


3660 




End 


4223 


GI 


none 




Score 


152 


Exons 


3660. .3896, 


3936. ,4223, 4043. 


.4087-, 4044.. 4208, 4121. .4222 


Seq. No. 


11850 




Seq. ID 


OJ990630_05.9B15.C2 


Gene No. 


25115 




Strand 




Start 


28531 




End 


31036 


Name 


OJ990630 05. 


9B15.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


3891 




End 


4526 


GI 


none 




Score 


86 


Exons 


3891. .3974, 


3922. .3954, 3957. 


.4379, 4049. .4378, 4291. .4392, 



4374. .4526 



Seq. No. 11850 

Gene No. 25115 

Start 28531 

Name OJ990 630_05 . 9B15 . C2 . o4 . ts 

Start 4065 

GI none 
Exons 



Seq. ID OJ990630_05.9B15.C2 



Strand 
End 

Method 

End 

Score 



31036 

TBLASTX : Soybean 

4526 

270 



4065. .4376, 4076. .4369, 4388. .4507, 4398. .4526 



Seq. No. 11850 Seq. ID 

Gene No. 25115 Strand 

Start 28531 End 

Name OJ990630_05 . 9B15 . C2 . 06 . tc Method 

Start 4 083 End 

GI none Score 

Exons ., 4083.. 4373, 4389.. 4520 

Seq. No. 11850 Seq. ID 

Gene No. 25115 Strand 

Start 28531 End 

Name OJ990630_05 . 9B15 . C2 . o2 . ts Method 

Start 4799 End 

GI 5509260 Score 

Exons 4799.. 5368, 4839.. 5366 



OJ990630_05.9B15.C2 
31036 

TBLASTX: Cress 

4520 

176 



OJ990630JD5. 9B15.C2 
31036 

TBLASTX : Soybean 

5368 

651 



12337 




GI Descrip. 



Con \\r\ 

beq. wo. 


1 1 OCA 
110 JU 








Seq. ID 


OJ990630_05.9B15.C2 


Gene No . 


OKI 1 C 








Strand 




Of -irf 

otart 


jjI 








End 


31036 


Name 




QDl C. 
_? O 1 J . 


> LZ . O 1 . 


L W 


Method 


TBLASTX: Wheat 


otarc 


4 ft ft Zl 

*1 0 0 ft 








End 


5351 


P T 
bl 


none 








Score 


82 


Exons 


4884. .4973, 


4890, 


. .4967, 


5007. 


.5351, 5024. .5152, 5183.. 5350 


o e q • in o . 


HO JU 








Seq. ID 


OJ990630_05. 9B15.C2 


bene ino . 


6 Oil J 








Strand 


- 


O. f -n r-f 


9ft S "31 








End 


31036 


Name 


UU uo . 


?D1 J < 


P9 


+- n 

L O 


Method 


TBLASTX: Cress 


oiarL 


4 .7 0 J 








End 


5249 


P T 
bl 


none 








Score 


244 


Exons 


4983. .5249, 


4988. 


. .5248 








o e q . IN O . 


1 1 ft RD 
no JU 








Seq. ID 


OJ990630JD5. 9B15.C2 


Gene No . 


oci i c 
ZOll J 








Strand 


- 


Of vf 


9 ft K "3 1 
ZQ J jl 








End 


31036 


Name 


ujyyuoju uo . 


Qpl C 


P9 r\A 
. LZ . Ofl . 


f m 

urn 


Method 


TBLASTX: Maize 


Of -.yf 

btart 


OUjU 








End 


5477 


bl 


none 








Score 


526 


Exons 


5030. .5467, 


5031, 


. .5477, 


5172. 


.5468 




beq. no. 


1 i ocn 
lib jU 








Seq. ID 


OJ990630_05.9B15.C2 


Gene No . 


TCI 1 c 

ZD 110 








Strand 


- 


OJ , v f 

otart 


z o Dol 








End 


31036 


Name 


a TQQn^^n 
ujyyuDju ud . 


QDl C, 


P9 r\l 
. bZ . O / . 


f c 
is 


Method 


TBLASTX": Soybean 


otart 


J jlU 








End 


5738 


P T 
bl 


none 








Score 


192 


Exons 


5510. .5677, 


5514, 


. .5738 








beq. ino . 


1 1 ft RH 
110 JU 








Seq. ID 


OJ990630_05.9B15.C2 


Gene No. 


Z 0 1 10 








Strand 


- 


O f -3 v~f 

ouart 


9 ft R "31 
iOD jl 








End 


31036 


Name 


ujyyuoju uo. 


QDl C 


P9 
. I^Z . O J . 


LW 


Method 


TBLASTX: Wheat 


Qf 3 yf 

O Lax L 


J J JO 








End 


5954 


P T 
bl 


none 








Score . 


103 


Exons 


5538. .5690, 


5718, 


. .5954, 


5729. 


.5953 




JC^ ( 1NU • 


1 1 ft 

no ju 








Seq. ID 


OJ990630_05.9B15.C2 


bene jno . 


OC1 1 c 
Z 0 1 1 o 








Strand 




Q f -a f 

btar u 


9 ft R ^1 
ZO JJl 








End 


31036 


Name 


ujyyuoju uo . 


Z?D 1 O , 


P9 r\ A 
. LZ . 0*i . 


f « 

c c 


Method 


TBLASTX: Cress 


Of a >- f 


CT1 O 

J / 10 








End 


6377 


P T 
bl 


none 








Score 


119 


Exons 


S71 ft SftQI 


5730 , 


5900 , 


6012 . 


.6146, .6: 


164. .6283, 6165. .6377 


Seq. No. 


11850 








Seq. ID 


OJ990630_05.9B15.C2 


Gene No. 


25115 








Strand 




Start 


28531 








End 


31036 


Name 


OJ990630 05. 


9B15, 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5721 








End 


6377 


GI 


none 








Score 


686 


Exons 


5721. .6377, 


5729, 


. .6376 









12338 






Seq. No. 


11850 




Seq. ID 


OJ990630 


JD5.9B15, 


.C2 




uCUC 1NU . 


25115 




Strand 










Of 2 r-h 


28531 




End 


31036 










OJ990630 05.9B15.C2 


.o3. ts 


Method 


TBLASTX: 


Soybean 






0 1 ax L 


5739 




End 


6419 ' 








KJ X 


none 




Score 


249 








Exons 


5739. .6128, 5744. .5899, 5933. .6043, 6156. .6419, 


6161. .6322 




Seq. No. 


11850 




Seq. ID 


\JU Z> Z/ \J \J ~J \J 


OS 9B1 S 








25115 




Strand 












28531 




End 


31036 








Name 


OJ990630 05.9B15.C2 


. 06 . tw 


Method 


TBLASTX : 


Wheat 






O L ClX L 


9323 




End 


9727 








OX 


none 




Score 


150 










9323. .9589, 9602. .9727 












Seq. No. 


11850 




Seq. ID 


\JU Z? Z/ \J \J ~J \J 


OS QR1 S 






O C i 1 G 


25115 




Strand 










O Lai L 


28531 




End 


31036 








INcUlle 


OJ990630 05.9B15.C2 


. 06 . ts 


Method 


TBLASTX: 


Soybean 






Dtal I. 


9374 




End 


9814 








O X 


none 




Score 


142 






:•!!! 


EjXOIIo 


9374 . .9592, 9677. . 9814 










Q 

en 


Seq. No. 


11850 




Seq. ID 


OJ990630 








bene lno ■ 


25115 




Strand 








rll 

• : c i 




28531 




End 


31036 






I J 


Name 


OJ990630 05.9B15.C2 


. 06. tm 


Method 


TBLASTX: 


Maize 






OLdlL 


9410 




End 


9802 






"si 

! ; 


OX 


none 




Score 


305 






s* : t 
i sr 




9410. .9802, 9412. .9522, 9589. .9723 










Seq. No. 


11850 




Seq. ID 


OJ990630 


_05.9B15, 


,C2 




Hone TvJpi 
ots lit; in \j • 


25115 




Strand 










0 l_ di. L 


28531 




End 


31036 






S3 rf! 


Name 


> OJ990630 05.9B15.C2 


. o7 . tm 


Method 


TBLASTX: 


Maize 




i. = * 


C-l- a r +- 
O LQI L 


10018 




End 


10563 








GI 


none 




Score 


288 






: t 


LiAUI 1 O 


10018. .10551, 10230, 


. .10382, 


10453. . 10563 








JC^t IN W • 


11850 




Seq. ID 


OJ990630 


JD5.9B15. 


.C2 




uCllC vi\J • 


25115 




Strand 










j Lai L 


28531 




End 


31036 








Name 


OJ990630 05.9B15.C2, 


. ol . tm 


Method 


TBLASTX: 


Maize 






OLdl L 


16017 




End 


24011 








OX 


none 




Score 


68 








Exons 


16017. .16061, 17417, 


. .17554, 


17508. .17555, 17665 


. .17760, 








17667. .17759, 17689, 


. .17760, 


17840. . 17953, 17841 


. . 17951, 








18019. .18126, 18029, 


. .18124, 


18042. .18131, 18197 


. .18295, 








18207. .18296, 18208. 


. .18294, 


18329. . 18349, 18384 


. .18488, 








18386. .18490, 18578, 


. .18679, 


18578. .18679, 18580 


. .18690, 








18778. .19218, 18786. 


. .19217, 


19320. . 19571, 19322 


. . 19570, 








19328. .19636, 19589. 


. . 19654, 


21042. .21065, 21069 


. .21173, 








21070. .21153, 21141. 


. .21173, 


21722. .21928, 21723 


. .21929, 








21723. .21932, 22017. 


. .22130, 


22018. .22128, 22223 


. .22312, 








22224. .22313, 22228. 


. .22314, 


22429. .22518, 22430 


. .22522, 





12339 



22439. .22513, 22621 .. 22725, 22628 22726, 22628.-22726, 

22869. .22970, 22870 .. 23010 , 22870 22971, 23132 .. 235 63, 

23197. .23562, 2368 1 23785, 23682 .. 23993, 23683 .. 23994 , 

23683. .23994, 23892.. 24011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11850 
25115 
28531 

OJ990630_05. 
16110 
none 
16110. 
17416. 
17666. 
17839. 
18042. 



9B15.C2.o2.tw 



.16253, 16216. .16254, 

.17535, 17417. .17497, 

.17758, 17667. .17795, 

.17955, 18007. .18126, 

.18131, 18207. .18242, 

21723. .21929, 2174 1 .. 21920 , 

22018. .22128, 22023 .. 22130 , 
22429. .22464 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 05.9B15.C2 



31036 

TBLASTX: Wheat 
22464 
85 

16220. .16258, 174 1 6 .. 174 96, 
17417. .17536, 17 665 .. 177 60 , 
17667. .17759, 17839 .. 17 952 , 
18029. .18124, 18036. . 18125, 
18207. .18242, 21722 .. 21775 , 
21827. .21949, 22016 .. 22123, 
22223. .22312, 22224 .. 22313 , 





Seq. No. 


11850 








Seq. 


ID OJ990630 


_05 . 9B15 




Gene No. 


25115 








Strand 








Start 


28531 








End 


31036 




l tzf 


Name 


OJ990630 05.9B15.C2. 


ol . ts 


Method TBLASTX: 


Soybean 




Start 


17444 








End 


23916 




f i I 


GI 


none 








Score 70 








Exons 


17444. 


.17536, 


17651. 


.17758, 


17665. . 


17760, 


17667 


. .17759, 


\ y 




17680. 


.17778, 


17838. 


.17948, 


17839. . 


17952, 


17840 


. .17953, 






18029. 


.18124, 


18045. 


.18125, 


18197. . 


18295, 


18208 


. . 18291, 


U! 




18383. 


.18490, 


18384. 


.18488, 


18403. . 


18492, 


18404 


. . 18490, 






18577. 


.18678, 


18578. 


.18679, 


18579. . 


18677, 


18580 


. . 18678, 






18778. 


.19221, 


18811. 


.19209, 


18813. . 


19220, 


19316 


. . 19558, 


\ b? 




19317. 


.19580, 


21750. 


.21932, 


21763. . 


21945, 


21813 


. .21929, 


ii 




21827. 


.21949, 


22016. 


.22120, 


22017. . 


22130, 


22018 


. .22128, 






22429. 


.22518, 


22621. 


.22725, 


22870. . 


22971, 


23132 


. .23566, 


ij, : 




23200. 


.23475, 


23204. 


.23542, 


23686. . 


23916, 


23688 


. .23882 


j:st 

St 


Seq. No. 


11850 








Seq. 


ID OJ990630 


_05.9B15 




.Gene No. 


25115 








Strand 






; ! sf 


Start 


28531 








End 


31036 






Name 


OJ990630 05.9B15.C2. 


ol . tc 


Method TBLASTX: 


Cress 




Start 


17447 








End 


23481 






GI 


none 








Score 


148 






Exons 


17447. 


.17545, 


17665. 


.17760, 


17667. . 


17759, 


17838 


. .17897, 






17840. 


.17917, 


17841. 


.17864, 


17913. . 


17957, 


17915 


. .17944, 






17917. 


.17946, 


18037. 


.18072, 


18042. . 


18089, 


18087 


. .18128, 






18253. 


. 18285, 


18384. 


.18488, 


18384 . . 


18488, 


18578 


. .18679, 






18595. 


.18678, 


18786. 


.18950, 


18786. . 


19130, 


18787 


. .19131, 






21813. 


.21929, 


"21827. 


.21928, 


22017. . 


22094, 


22018 


. .22095, 






22090. 


.22122, 


22092. 


.22115, 


22224. . 


22274, 


22275 


. .22319, 






22438. 


.22458, 


22621. 


.22725, 


22870. . 


22971, 


22887 


. .22961, 






23096. 


.23473, 


23131. 


.23328, 


23132. . 


23479, 


23200 


. .23475, 



23416. .23481 



Seq. No. 
Gene No. 
Start 



11850 
25115 
28531 



Seq. ID 

Strand 

End 



OJ990630 05.9B15.C2 



31036 



12340 



Name 

Start 

GI 

Exons 



OJ990630 05.9B15.C2.o3.tw 



Method 



TBLASTX: Wheat 



18407 End 23209 

none Score 157 

18407. .184 90, 18408 . . 18488 , 184 11 184 91, 18578. .1867 9, 

18578. .18679, 18579 .. 18 683, 18778 .. 18867 , 18787 .. 18867 , 

22642. .22725, 22645 .. 22725, 22869.-22958, 22870 .. 2297 1, 

22870. .22971, 23132 .. 23209 . 



Seq. No. 11850 

Gene No. 25115 

Start 28531 

Name OJ990630_05 . 9B15 . C2 . o3 . tc 

Start 19316 

GI none 

Exons 19316. .19567, 19317 19568 , 
23686. .23952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_05.9B15.C2 
31036 

TBLASTX: Cress 

23952 

289 



23483. .23566, 23658.-23933, 



Seq. No. 11850 
Gene No. 25115 
Start 28531 

Name OJ990630_05 . 9B15 . C2 . o5 . ts 

Start 25388 
GI none 
C\ Exons 25388. .25486, 25390 .. 25455 , 

25978. .26121, 25980 .. 26126, 
26565. .26843,- 27188 .. 27322, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25398 

26561 



OJ990630 05.9B15.C2 



31036 

TBLASTX : Soybean 
27322 
77 

25487, 25404. .25487, 
26776, 26562. .26834, 



27190. .27321 



j -i 

i'if 



Q 



Seq. No. 11850 
Gene No. 25115 
Start 28531 

Name OJ990630JD5 . 9B15 . C2 . o2 . tc 

Start 25401 
GI none 

Exons 25401. .25544, 25403 .. 25531, 

25976. .26020, 26020 .. 26121, 
26560. .26823, 26562 .. 26834 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_05.9B15.C2 
31036 

TBLASTX: Cress 

27303 

195 



25404. .25538, 25966 .. 26022, 
26026. .26121, 26550 .. 26828, 
27188. .27295, 27190.. 27303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11850 
25115 
28531 

OJ990630_05. 9B15.C2 .o5. tm 

25490 

none 

25490. .25531, 254 91 . . 2554 1 , 

25978. .26121, 25979 .. 26125, 

26560. .26832, 26561 .. 2677 9, 

27159. .27281, 27183 .. 27278 , 

27293. .27331, 27293 .. 27334 , 
27492. .27596 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_05. 9B15.C2 
31036 

TBLASTX: Maize 

27596 

70 



25491. .25538, 25951 .. 26121, 

25980. .26126, 25980 .. 2612 6, 

26562. .26834, 26562.-26834, 

27187. .27321, 27188 .. 27322, 

27431. .27478, 27442.-27477, 



Seq. ID OJ990630_05. 9B15.C2 



Seq. No. 11850 

Gene No. 25115 Strand 

Start 28531 End 31036 

Name OJ990630_05 . 9B15 . C2 . o5 . gs Method GEN SCAN 

Start 28531 End 31036 

GI none Score .54 

Exons 28531. .28722, 30757 .. 30982 , 30987.. 31036 



12341 






Seq. No. 


11851 






Seq. ID 


OJ990630 


JD5.9B15 


.C3 




Gene No. 


25116 






Strand 


+ 








Start 


84 






End 


"i n o. f 

1396 








Name 


OJ990630 05.9B15.C3 


. ol . gs 




Method 


GENSCAN 








Start 


84 






End 


1396 








GI 


none 






Score 


. o3 








Exons 


84 . . 205, 1059 . . 1396 
















Seq. No. 


11851 






Seq. ID 


OJ990630 


_05.9B15 


C3 




Gene No. 


25117 






Strand 










Start 


9933 






End 


10611 








Name 


OJ990630 05.9B15.C3 


. o3 . gs 




Method 


GENSCAN 








Start 


9933 






End 


1 A A A O 

104 4 0 








GI 


none 






Score 


. 0 / 








Exons 


9933.. 10211, 10317. 


1 A A A O 

. 104 4 8 














Seq. No. 


11851 






Seq. ID 


OJ990630 


_05. 9B15 


.C3 




Gene No. 


25117 






Strand 


+ 








Start 


9933 






End 


"1 A / — IT 

10611 








Name 


OJ990630_05 . 9B15 . C3 


.ol.gp 




Method 


Tl TV m / /""• Tl T"» 

AAT / GAP 








Start 


10244 






End 


1 A f 1 1 

10611 








GI 


none 






Score 


688 






□ 


Exons 


10244 . . 10611 
















Seq. No. 


11851 ' 






Seq. ID 


OJ990630 


_05. 9B15 


.C3 


i, ; : 

V'il 


Gene No. 


25118 






Strand 


+ 






i s? 


Start 


17785 






End 


21146 






i :a S 
: : c ? 


Name 


OJ990630 05.9B15.C3 


. o2 . np 




Method 


AAT /NAP 








Start 


17785 






End 


21143 








GI 


5091619 






Score 


1339 






'is? 

ri! 


Exons 


17785 18 4 00, 19232 


. . 19485, 


20595. .21143 






; b> 

il 


GI Descrip. 


(AC007454) F23M19.7 


[Arabidop 


sis thaliana] 






u 


Seq. No. 


11851 






Seq. ID 


OJ990630 


_05. 9B15 


.C3 




Gene No. 


25118 






Strand 


+ 






I: s; 


Start 


17785 






End 


21146 








Name 


OJ990630_05 . 9B15 . C3 


. o5 . gs 




Method 


GENSCAN 








Start 


20628 






End 


21146 






'3 cf 


GI 


none 






Score 


.45 






.3 SI 

=:J 


Exons 


20628 . .2114 6 
















Seq. No. 


11851 






Seq. ID 


OJ990630 


05 . 9B15 


. C3 




Gene No. 


25119 






Strand 










Start 


4752 






End 


19781 








Name 


OJ990630 05.9B15.C3 


.ol .np 




Method 


AAT /NAP 








Start 


4752 






End 


16611 








GI 


2244781 






Score 


382 








Exons 


4752. .4803, 10502. . 


10662, 10743. . 11052, 


12948. . 


13045, 








13201. .13344, 13750 


. . 13788, 


14359. .14496, 16041 


. .16106, 








16351. .16425, 16507 


. .16611 














GI Descrip. 


(Z97335) hypothetical protein 


[Arabidopsis thaliana] 






Seq. No. 


11851 






Seq. ID 


OJ990630 


_05. 9B15 


C3 




Gene No. 


25119 






Strand 










Start 


4752 






End 


19781 








Name 


OJ990630 05.9B15.C3 


. o4 . gs 




Method 


GENSCAN 







12342 




Start 


10619 


End 


19781 






none 


Score 


. 6 




Exons 


JLUbiy . . lUbbz , iu / o / . . ± iu i / , 


12504. .12548, 12943 .. 13045, 






1 JzUI . . I 4 , 1od4z . . ±ob4 U, 


14 359. . 14 521, 16039. .1614 7, 






ibouy. . i b4 / / , iddu / . . ± by i i , 


17124. .17329, 17736. .184 03, 














Seq. No. 




Seq. ID 


OJ990630_05. 9B15 


. Co 


Gene No . 


z o 1 1 y 


Strand 






Start 


4752 


End 


19781 




Name 


OJ990630_05 . 9B15 . C3 . o2 . gp 


Method 


AAT/GAP 




Start 


1 A Q O O 


End 


13315 




GI 


ttd'3/1'3'1 nco D1 V 1 T71 n 
L1dj4 jl- UDz — rl — — hjiU 


Score 


711 




Exons 


lUooz . . 1 1U 1 / , Iz y4 o . . IoU4 0 , 


13201. .13315 




GI Descrip. 


ZZ 4 4 / o I / eiUD 1 LABI Uz U4 . I | 0 . 


Oe-12 (Z97335) hypothetical ; 


prot' 




[Arabidopsis thaliana] 1 








Seq. No. 


11851 


Seq. ID 


OJ990630_05.9B15 


,C3 


Gene No. 


25119 


Strand 






otart 


4 / 3Z 


End 


19781 




Name 


vjjyyubou uo . ybio . Co . oo . gp 


Method 


AAT/GAP 




Start 


1 b joU 


End 


16743 




f~> -r 

GI 


ZJ11U4 / 


Score 


502 




Exons 


1 djoU . . 1 o4 z o , looU/..lo/4o 








Seq. No. 


1 lool 


Seq. ID 


OJ990630_05. 9B15 


. C3 


Gene No . 


Z 3 XZ U 


Strand 






Start 


21537 


End 


22515 




Name 


OJ990630 05.9B15.C3.o4.gp 


Method 


AAT/GAP 




Start 


21537 


End 


22436 




GI 


4715716 


Score 


1018 




Exons 


21537. .21791, 2 1878 .. 21992 , 


22118. .22233, 22319. .22436 




GI Descrip. 


565652/dbj | D28135 | HYMRUBSCO 


2.0e-10 Hydrogenovibrio marinus 




for ribulose-bisphosphate carboxylase, 


complete cds 




Seq. No. 


11851 


Seq. ID 


OJ990630_05.9B15 


-C3 


Gene No. 


25120 


Strand 






btart 


21537 


End 


22515 




Name 


OJ990630 05.9B15.C3.o6.gs 


Method 


GENSCAN 




btart 


21593 


End 


22515 




GI 


none 


Score 


. 93 




Exons 


21593. .21791, 21968 21992, 


22118. .22233, 22319. .22515 




beq. No. 


11851 


Seq. ID 


OJ990630_05. 9B15 


.C3 


Gene No. 


25121 


Strand 






Start 


22560 


End 


23130 




Name 


OJ990630 05.9B15.C3.o2.tc 


Method 


TBLASTX: Cress 




p4._v.4- 

btart 


10484' 


End 


10859 




GI 


none 


Score 


63 




Exons 


104 84. .10600, 10503. .10622, 


10615. .10665, 10740. . 10844, 






1074 3. .10814, 10747. .10815, 


10830. .10859 




Seq. No. 


11851 


Seq. ID 


OJ990630_05.9B15 


.C3 


Gene No. 


25121 


Strand 






Start 


22560 


End 


23130 




Name 


OJ990630 05. 9B15 . C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


10492 


End 


16621 





12343 



GI 

Exons 



none 

10492. 

10610. 

10740. 

10932. 

12943. 

13293. 

13539. 

13712. 

14359. 

16053. 

16366. 



10614, 
10663, 
10883, 
11000, 
13047, 
13355, 
13610, 
13789, 
14514, 
16118, 
16440, 



10496. 
10610. 
10743. 
10932. 
13199. 
13293. 
13540. 
13713. 
14359. 
16098. 
16367. 



.10615, 
, 10663, 
, 10907, 
, 10997, 
,13336, 
,13346, 
,13611, 
,13790, 
,14520, 
,16166, 
16447, 



Sco 
10505 
10615 
10745 
12926 
13201 
13523 
13708 
14352 
14360 
16110 
16507 



re 122 
. .10615, 
. .10671, 
. .10915, 
. .13048, 
. .13347, 
. .13606, 
. .13788, 
. .14513, 
. .14518, 
. .16166, 
. .16620, 



10506. 
10615. 
10747. 
12930. 
13201. 
13527. 
13709. 
14358. 
16044 . 
16180. 
16514. 



.10616, 
.10665, 
.10914, 
.13046, 
.13344, 
.13610, 
.13789, 
.14513, 
.16112, 
.16302, 
.16621 



Seq. No. 


11851 




Gene No. 


O C 1 1 1 

25121 




Start 


o o c ei r\ 

22560 




Name 


ATQQncjn r\c cmi c: 

ojyyuoou uo.yBio.cj. 


Ol . ts 


Start 


104 99 




GI 


none 




Exons 


10499. . 10615, 10621. 


.10665, 


Seq. No. 


I loo 1 




Gene No. 


25121 




Start 


22560 




Name • 


OJ990630 05.9B15.C3. 


o4 . ts 


Start 


iZ y / / . 




GI 


none 




Exons 


12977. .13048, 13201. 


.13344, 




13539. . 13610, 13540. 


.13611, 




14 ooy . . 14 4 4 Z , 14ooU. 


T A A *3 "7 
. 1 4 4 O / 


Seq. No. 


1 loo 1 




Gene No . 


IdlZ 1 




btart 


o o cl cn 




Name 


ojyyUDou ub.yBio.co. 


o3 . tm 


Start 


19264 




GI 


none 




Hi A. U 1 1 O 


1 Q2fi4 1 Q9QQ 1 Q^M 


1 QA OA 




20681. .20803, 21021. 


.21077 


Seq. No. 


11851 




Gene No. 


25121 




Start 


22560 




Name 


OJ990630 05.9B15.C3. 


ol.tc 


Start 


20594 




GI 


none 




Exons 


20594 . .20803, 20595. 


.20981 


Seq. No. 


11851 




Gene No. 


25121 




Start 


22560 




Name 


OJ990630 05.9B15.C3. 


o3.ts 


Start 


20595 




GI 


none 




Exons 


20595. .20840, 20693. 


.20803, 


Seq. No. 


11851 





Seq. ID OJ990630_05.9B15.C3 
Strand 
End 

Method 
End 
Score 



23130 

TBLASTX : Soybean 

10877 

169 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 05.9B15.C3 



23130 

TBLASTX : Soybean 
14442 
120 

13336, 13220. . 13345, 
13788, 13709. . 13789, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_05.9B15.C3 
23130 

TBLASTX: Maize 

21077 

38 



,19479, 20592. .20984, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_05.9B15.C3 
23130 

TBLASTX: Cress 

20981 

280 



OJ990630_05.9B15.C3 
23130 

TBLASTX : Soybean 

20840 

215 



Seq. ID OJ990630 05.9B15.C3 



12344 



y 



Q 



Gene No. 


25121 




Strand 




Start 


22560 




End 


23130 


Name 


OJ990630 -05.9B15.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


20612 




End 


20978 


GI 


none 




Score 


270 


Exons 


20612. . 


20803, 20613. .20978, 


20697. .20930. 


Seq. No. 


11851 




Seq. ID 


OJ990630_05. 9B15.C3 


Gene No. 


25121 




Strand 




Start 


22560 




End 


23130 


Name 


OJ990630 05. 9B15 . C3 . ol . tm 


Method 


TBLASTX: Maize 


Start 


21606 




End 


22446 


GI 


none 




Score 


167 


Exons 


21606. . 


21746, 21611. .21790, 


21614 . .21805, 21615. .21794, 




21877. . 


21993, 21881. .21994, 


22116. .22247, 2211 6 .. 22250, 




22117. . 


22248, 22145. .22258, 


22150. .22257, 22293 .. 224 4 5, 




22318. . 


22446, 22318.. 22446 






Seq. No. 


11851 




Seq. ID 


OJ990630_05.9B15.C3 


Gene No. 


25121 




Strand 




Start 


22560 




End 


23130 


Name 


OJ990630 05.9B15.C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


21614 




End 


22453 


GI 


none 




Score 


89 


Exons 


21614. . 


21790, 21627. .21791, 


21883. .21999, 21884 .. 22000, 




22319. . 


22453, 22321. .22452. 






Seq. No. 


11851 




Seq. ID 


OJ990630_05.9B15.C3 


Gene No . 


25121 




Strand 




Start 


22560 




End 


23130 


Name 


OJ990630 05.9B15.C3.o5.gp 


Method 


AAT/GAP 


Start 


22560 




End 


23130 


GI 


LIB3432 


-014-P1-K1-E9 


Score 


365 


Exons 


22560. . 


22609, 22979.. 23130 






GI Descrip. 


' 565652/dbj | D28135 | HYMRUBSCO 


■ 2.0e-10 J 


hydrogenovibrio marinus 




gene for ribulose-bisphosphate carboxylase, complete cds ' 


Seq. No. 


11852 " 




Seq. .ID 


OJ990630 05.9B15.C4 


Gene No. 


25122 




Strand 


+ 


Start 


726 




End 


815 


Name 


OJ990630 05.9B15.C4.o2.gp 


Method 


AAT/GAP 


Start 


726 




End 


815 


GI 


LIB3477 


-003-P1-K1-E9 


Score 


103 


Exons 


726. .815 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ' 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 








Seq. No. 


11852 




Seq. ID 


OJ990630_05.9B15.C4 


bene lno . 


25123 




Strand 




Start 


1 




End 


102 


Name 


OJ990630 05.9B15.C4.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


102 


GI 


LIB3432 


-014-P1-K1-E9 


Score 


172 


Exons 


1. . 102 








GI Descrip. 


' 565652/dbj | D28135 | HYMRUBSCO 


2.0e-10 Hydrogenovibrio marinus 



gene for ribulose-bisphosphate carboxylase, complete cds* 



12345 



Seq. No. 11852 Seq. ID OJ990630_05 . 9B15 . C4 

Gene No. 25124 Strand 

Start 1588 End 2283 

Name OJ990630_05 . 9B15 . C4 . ol . np Method AAT/NAP 

Start 1588 End 2283 

GI 129232 Score 457 

Exons 1588.. 1666, 1875.. 2283 " 

GI Descrip. ORYZAIN BETA CHAIN PRECURSOR gi | 6764 5 | pi'r | | KHRZOB oryzaih (EC 
3.4.22.-) beta precursor - rice gi | 218 183 | dbj | BAA14 4 03 . 1 | 
(D90407) oryzain beta precursor [Oryza sativa] 





C rr NT rs 

d e q . IN O . 


1 1 ft R9 
liO JZ 








Seq. ID 


OJ990630_05.9B15.C4 




Gene No . 


9 c; 1 0 A 
Z J XZ4 








Strand 






btart 










End 


2283 




Name 




. 9B15.C4.ol. 


IS 


Method 


TBLASTX: Soybean 




Q+- 3 


IRIS 








End 


.2281 




LfX 


none 








Score 


114 




Exons 


1875. .2054, 


1 Q "7 £ 


o n a n 
. . ZU4 U , 


2106. 


.2162, 2166. .2213, 2194. .2247, 






2261. .2281 














beq . no . 


1 1 o oz 








Seq. ID 


OJ990630_05.9B15.C4 




Gene No . 


Zj XZ4 








Strand 




'ssf 


btart 


XDo o 








End 


2283 




Name 




QD1 C. 


. KsH .ox. 


rm 


Method 


TBLASTX: Maize 


i;fi 


o rarr 


1 QTQ 








End 


2248 




GI 


none 








Score 


162 


! zt 


Exons 


1878. .2054, 


x o / y , 


on q 9 


2099. 


.2134, 2106. .2213, 2122. .2214, 


L~f 

i : 

: ; I 




9 1 *30 9 9 1 £ 

Zl JU . .ZZXO, 


Zlr / 


9 9/17 
. . Z Z / , 


99m 

Z Z U X . 


.2248 




"si. 


oeq . wo . 


1 1 pco 
110 OZ 








Seq. ID 


OJ990630_05. 9B15.C4 


Til 


bene lno . 










Strand 






Cf a y- f 


1JOO 








End 


2283 


is 


Name 






. L,4 . OX . 




Method 


TBLASTX: Cress 


Pi 




1 ftp 1 ~~ 
lool 








End 


2281 






none 








Score 


104 


13 =: 


Exons 


1 OQ1 OHRl 
lOOl . . (dUJ / , 


1903, 


. .2055, 


9 1 n ^ 
z X u O . 


.2213, 2197. .2247, 2258. .2281 


. °i 


Seq. No. 


11852 








Seq. ID 


OJ990630_05.9B15.C4 


□ 


Gene No. 


25124 








Strand 




i i 


Start 


1588 








End 


2283 




Name 


OJ990630 05, 


,9B15, 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1881 








End 


2043 




GI 


none 








Score 


107 




Exons 


1881. .2042, 


1882. 


. .2043 










Seq. No. 


11853 








Seq. ID 


OJ990630_05. 9B15.C5 




Gene No. 


25125 








Strand 


+ 




Start 


1148 








End 


12047 




Name 


OJ990630 05, 


.9B15, 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


1148 








End 


8598 




GI 


none 








Score 


.72 




Exons 


1148. .1231, 


1329, 


, . 1503, 


1592. 


.1674, 2009. .2158, 2775. .2924, 






3034 . .3151, 


3486, 


. .3542, 


4026. 


.4165, 5348. .5368, 5937. .6038, 






6625. .6803, 


6820, 


, .6945, 


7123. 


.7321, 7327. .7378, 8197. .8256, 






8534. .8598 













12346 




Seq. No. 


11853 






Seq. ID 


OJ990630_05.9B15. 


C5 


Gene No. 


25125 






Strand 


+ 






1 1 4 ft 

1 1 H O 








1 \J *a / 




Name 




QDl q pc 


9P 


\A ^ 4- l~i 


t\t\ i / \3t\C 




o car z 


r n 7 & 

0 U / D 






Hina. 


R ^ 1 ft 
J jlO 




pT 


9 7 Q7 9 fiR 






Score 


4 7 0 




Exons 


R07 £ R^l Q 












beq . NO . 


110 JJ 






Seq. ID 


OJ990630_05.9B15. 


C5 


Gene No. 


25125 






Strand 


+ 




Start 


1148 






End 


12047 




Name 




QOI R pc n i 
■ -/DXj.^j.Ul. 


np 


Method 


AAT/NAP 




O +- -3 y--t- 

otaiL 


7 9^9 ~~ 






End 


12047 




P T 


R0Q1 ci o 






Score 


2073 




Exons 


79-39 7 ^ft 


ftQ^fi QftOfi 


9910 


..10918, 11040. .11272, 11919. .12047 


PT o z -1 v~ i y"> 
ul Ucbtlip. 


( AR09 ^4 ft 9 ^ 




protein [Oryza 


sat 1 va ] 




Seq. No. 


11853 






beq. 1U 


O.TQQOfi^O OR QR1 R 


PR 


Gene No. 


25125 






Strand 


+ _ 




Cf a y-f- 

o uar r_ 


1 1 4p 
114 0 






End 


12047 




Kl ^3 TT*1 ^ 

LNalUe 




QR1 R PR 


gs 


Method 


O Hi In O \^rt.LN 




oidri 


Q 1 ft 7 






End 


Q7 1 0 
3 / 1U 




P T 


none 






Score 






i.-,s HiXons 


Ct 1 0 0 Q7 1 0 
jio J . . y /1U 












Seq. No. 


-11853 






beq . i u 


PiTQQO^^O OR QR1 R 


PR 


Gene No. 


25125 






Strand 






btdit 


11/10 
1 1 4 0 






End 


12047 




Name 


P TQQO £ "3 fl OR 


.9B15.C5.o4. 


gs 


Method 














End 


1 1 R^Q 




i. "J 


none 






Score 


ft ft 
. o 0 




. , T7 1 \» r\ r\ o 
i 1 1 ; HjXOilfa 


QQ1 Q 1 07 6R 

^-71-7. . 1U / UJ 


, 11211.. 11539 








^. Seq. No. 


11853 






Seq. ID 


O.TQQOfi^O OS QR1 S 


PS 


□ Gene No. 


25126 






Strand 








1 9 
1 ^ 






End 


596 




. si- Name 


pi tq qo £ 0 or 


. 9B15.C5.ol. 


gs 


Method 


GENSCAN 




C -f- 3 yr~j- 


19 
1 z 






End 


596 




M PT 


none 






Score 


.7 




""l 

- " • F von o 


1 9 RQfi 












Seq. No. 


11853 






Seq. ID 


OJ990630_05.9B15. 


C5 


Gene No. 


25127 






Strand 






Cf a >-+- 


13980 






End 


15001 




Name 


OJ990630 05 


.9B15.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Qf a 


1 






End 


347 




PT 


none 






Score 


100 




Exons 


1...96, 3. .107, 91. .246, 


96. . 


263, 282.. 


347 




Serr No 


11853 






Seq. ID 


OJ990630__05.9B15. 


C5 


Gene No. 


25127 






Strand 






Start 


13980 






End 


15001 




Name 


OJ990630 05 


.9B15.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


488 




GI 


none 






Score 


168 




Exons 


1..183, 3.. 


95, 96. .140, 


144 . 


.182, 171. 


.266, 193. .252, 267. .347, 



289. .348, 396. .488, 426. .449 



12347 




Seq. No. 


11853 


Seq. ID 


OJ990630_05.9B15.C5 


Gene No. 


25127 


Strand 




btart 


i j y o u 


bna 


10UU1 


Name 


ujyyuoju uo . ybio . bo . oi . ts 


Metnod 


I BLAb i x : boyoean 


btart 


1 


bna 


A A f\ 

4 4 U 


bl 


none 


Score 


Tin 

1 1 y 


Exons 


i . . y o , j . . iu / , y o . . 1 4 u , y/. 


ICQ 1 QO 

. ±oy , i y o . . 


O A Ck 1 QC O Old "3/1 




OQQ O/IQ *5QQ A A C\ 






Seq. No. 


11853 


Seq. ID 


OJ990630_05.9B15.C5 


Gene No. 


25127 


Strand 




btart 


13980 


End 


15001 


Name 


OJ990630 05. 9B15 . C5 . o2 . tm 


Method 


TBLASTX: Maize 


btart 


2587 


End 


3129 


bl 


none 


Score 


77 


Exons 


2587. .2655, 2589. .2651, 2590. .2652, 2591. .2665, 2769. .2921, 




2772..2942, 3024. .3119, 3026. .3118, 3034. .3129 


Seq. No. 


11853 


Seq. ID 


OJ990630 05.9B15.C5 


Gene No . 


25127 


Strand 


- 


btart 


13980 


End 


15001 


Name 


OJ990630 05. 9B15 . C5 . 06 . gs 


Method 


GENSCAN 


Start 


13980 


End 


15001 .-■ - 


bl 


none 


Score 


.51 ■' 


Exons 


13980. .14152, -.14953. .15001 






Seq. No. 


11854 


Seq. ID 


OJ990630_05.9B15.C6 


Gene No . 


25128 


Strand 


+ 


Start 


697 


End 


4496 


Name 


OJ990630 05. 9B15 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 


btart 


51 


End 


3617 


bl 


none 


Score 


50 


Exons 


51. .107, 3198. .3428, 3199.. 


3429, 3411. 


.3617, 3437.. 3610 


Seq. No. 


11854 


Seq. ID 


OJ990630_05.9B15.C6 


Gene No . 


25128 


Strand 


+ 


Of -1 vf 

btart 


697 


End 


4496 


Name 


OJ990630 05.9B15.C6.o4.tw 


Method 


TBLASTX: Wheat 


Of yf 

btart 


686 


End 


1238 


C T 
bl 


none 


Score 


34 


Exons 


686. .721, 846. .893, 900. .998, 905. .997 


, 965. .1159, 981.-1238 


Seq. No. 


11854 


Seq. ID 


OJ990630_05. 9B15.C6 


bene jno . 


25128 


Strand 


+ 


O IdlL 


697 


End 


4496 


Name 


OJ990630 05. 9B15 . C6 . ol . np 


Method 


AAT/NAP 


Start 


697 


End 


4496 


bl 


6498441 


Score 


4096 


Exons 


697. .1761, 2092. .2556, 2620 


..2993, 3177.. 3311, 3485.. 3824, 




4017. .4496 






GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


11854 


Seq. ID 


OJ990630_05. 9B15.C6 


Gene No. 


25128 


Strand 


+ 



12348 




Start 


697 








End 


4 4 96 




Name 


OJ990630_05. 


9B15 


.C6.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


851 








End 


1136 




GI 


none 








Score 


197 




Exons 


851 . . 1135, 6 


i 8 8 . . ; 


L136 










Seq. No. 


11854 








Seq. ID 


OJ990630_05. 9B15 


.C6 


Gene No. 


25128 








Strand 


+ 




Start 


697 








End 


4 4 96 




Name 


OJ990630_05. 


, 9B15 


.C6.o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


1976 








End 


24 62 




GI 


none 








Score 


404 




Exons 


1976. . 2149, 


1977 


. . 24 62, 


2171 . 


.24 31 






Seq. No. 


11854 








Seq. ID 


OJ990630_05.9B15 


.C6 


Gene No. 


25128 








Strand 


+ 




Start 


697 








End 


4496 




Name 


OJ990630_05 . 


, 9B15 


. C6 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


2627 








End 


3090 




GI 


none 








Score 


207 




Exons 


2627 . . 3070, 


2628 


. . 3083, 


2629 . 


.3090, 2629.. 3084 




Seq. No. 


11854 








Seq. ID 


OJ990630_05.9B15 


.C6 


Gene No. 


^25128 








Strand 


+ 




Start 


697 








End 


4496 




Name 


OJ990630 05. 


. 9B15 


..C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2668 








End 


3033 




GI 


none 








Score 


113 




Exons 


2668 . . 2892, 


2899 


. . 3033 










Seq. No. 


11854 








Seq. ID 


OJ990630_05. 9B15 


.C6 


Gene No. 


25128 








Strand 


+ 




Start 


697 








End 


4496 




Name 


OJ990630 05. 


. 9B15 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2758 








End 


3114 




GI 


none 








Score 


384 




Exons 


2758 . . 3114, 


2793 


. . 3104, 


2809 . 


.3114 






Seq. No. 


11854 








Seq. ID 


OJ990630_05.9B15 


.C6 


Gene No. 


25128 








Strand 






Start 


697 








End 


4496 




Name 


OJ990630_05 , 


. 9B15 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3141 








End 


3524 




GI 


none 








Score 


287 




Exons 


3141 . . 3425, 


3142 


. .3426, 


3414 . 


.3524 






Seq. No. 


11854 








Seq. ID 


OJ990630_05.9B15 


.C6 


Gene No. 


25128 








Strand 


+ 




Start 


697 








End 


4496 




Name 


OJ990630_05 , 


. 9B15 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3277 








End 


3746 




GI 


none 








Score 


154 




Exons 


3277. .3420, 


3294 


. .3419, 


3417. 


.3647, 3705. .3746 




Seq. No. 


11854 








Seq. ID 


OJ990630_05.9B15 


.C6 


Gene No. 


25128 








Strand 


+ 




Start 


697 








End 


4496 





12349 



Name 

Start 

GI 

Exons 



OJ990630_05. 9B15 , C6 . o5 . tw Method 

4171 End 

none Score 
4171. .4434, 4172. .4435 



TBLASTX: Wheat 

4435 

245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11855 Seq. ID 

25129 Strand 
1 End 
OJ990630_05 . 9B15 . C7 . ol . np Method 
1 End 
6498441 Score 
1. .1330, 1424. .1705 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990630_05.9B15.C7 
+ 

1705 

AAT/NAP ' 

1705 

2651 



11855 
25130 
7783 

OJ990630_05 . 9B15 . C7 . ol . gp 
7656 

559_1.R1084 

7656.-8269, 9399. .9637, 9734 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9874, 9951. .10418, 10729. .11058 
' 129232/sp|P25777|ORYB_ORYSA 0.0e+00 ORYZAIN BETA CHAIN 

PRECURSOR >gi_67 64 5_pir KHRZOB oryzain (EC 3.4.22.-) beta 

precursor - rice >gi_218183_dbj_BAA14 4 03_ (D90407) oryzain beta 
precursor [Oryza sativa] 1 



OJ990630_05.9B15.C7 

+ 

11058 
AAT/GAP 
11058 
3372. 



11855 
25130 
7783 

OJ990630_05. 9B15 . C7 . o3 . np 



Seq. ID 
Strand 
End 

Method 

7783 End 
129232 Score 
7783. .8269, 9399. .9637, 9734. .9874, 9951. .10418, 10729. .10810 
ORYZAIN BETA CHAIN PRECURSOR gi | 67 64 5 | pir | | KHRZOB oryzain (EC 
3.4.22.-) beta precursor - rice gi | 2 18 183 | dbj | BAA14403 . 1 | 



OJ990630_05.9B15.C7 

+ 

11058 
AAT/NAP 
10810 
2365 





(D90407) oryzain beta precursor [Oryza 


sativa] 






Seq. No. 


11855 


Seq. ID 


OJ990630 


05.9B15 


.CI 


Gene No. 


25130 


Strand 


+ 






Start 


7783 


End 


11058 






Name 


OJ990630 05.9B15.C7.o4.gs 


Method 


GENS CAN 






Start 


7783 


End 


10794 






GI 


none 


Score 


.78 






Exons 


7783. .8269, 9423. .9637, 9734. 


.9874, 9951. .10418, 


10729. 


. 10794 


Seq. No. 


11855 


Seq. ID 


OJ990630_ 


05.9B15 


C7 


Gene No. 


25131 


Strand 








Start 


2253 


End 


5623 






Name 


OJ990630 05. 9B15 . C7 . o2 . gs 


Method 


GEN SCAN 






Start 


2253 


End 


5623 






GI 


none 


Score 


. 67 






Exons 


2253.. 2282, 2347.. 3252, 3273. 


.4266, 4362.. 5623 






Seq. No. 


11855 


Seq. ID 


OJ990630_ 


05.9B15 


C7 


Gene No. 


25131 


Strand 









12350 






Start 


2253 






End 


5623 






Name 


ojyyuoju Uo 


aoi a a 

. 9B15 . C / . oZ . 


np 


Method 


AAT/NAP 






Start 


O O O £ 






End 


EL C O 






GI 


by 0 /uo y 






Score 


a a 1 a 

4 919 






Exons 


A O O C A ^ <1 d 

ZjjD . . 4Zbb, 


4 Jbz . . bbzo 












bi uescrip. 


/ 7\ n> A A 1 T OQ\ 


hypothetical 


protein [Oryza 


sat iva ] 






Seq. No. 


11855 






Seq. ID 


OJ990630JD5.9B15 


.C7 




Gene No. 


25132 






Strand 








Start 


r n c o 






End 


a o n o 

boOo 






Name 


OJ990630 05 


. 9B15 . C7 . o3 . 


gs 


Method 


r*> T~> XI O TV TAT 

GEN SCAN 






Start 


C A C O 

5953 






End 


f O A O 

68 08 






GI 


none 






Score 


. 43 






Exons 


5 953. . blOO , 


c a a c con 
b 4 4 5 . . bozU , 


6649. . 


6808 








Seq. No. 


11855 






Seq. ID 


OJ990630_05.9B15 


.C7 




Gene No. 


25133 






Strand 








Start 








End 


1Z 4 Zz> 






Name 


OJyyObJO Do 


. 9B1 5 . C / . Ob . 


tw 


Method 


TBLASTX : Wheat 






Start 


b 9 






End 


o o o 






GI 


none 






Score 


1 A A 

190 






Exons 


5 y . . ooZ , bl 


A A C 

. . z4 b 










□ 


Seq. No. 


11855 






Seq. ID 


OJ990630 05.9B15 


.C7 




Gene No. 


25133 






Strand 


- 




L 1 i 


Start 


•y9352 






End 


12423 






Name 


OJ990630 05 


.9B15.C7.o3. 


tm 


Method 


TBLASTX: Maize 




: '=? 


Start 


575 






End 


937 




: ! 3? 


GI 


none 






Score 


361 




: ; H} 


Exons 


575. .898, 604. .885, 890 


. .937 








'•' -I 

i"i i 


Seq. No. 


11855 






Seq. ID 


OJ990630_05.9B15 


.C7 




Gene No. 


25133 






Strand 






13 


Start 


9352 • 






End 


12423 




''i ST 


Name 


OJ990630 05 


. 9B15.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




^ i 


Start 


712 






End 


1113 




i "* 


GI 


none 






Score 


372 






Exons 


712. .768, 713. .1093, 713. .1054 


, 814. .1113 




Q 


Seq. No. 


11855 






Seq. ID 


OJ990630_05. 9B15 


.C7 




Gene No. 


25133 






Strand 








Start 


9352 






End 


12423 






Name 


OJ990630 05 


.9B15.C7.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1117 






End 


1696 






GI 


none 






Score 


82 






Exons 


1117. .1377, 


1118. .1378, 


1120. . 


1377, 1142.. 1510, 1570.. 1692 






1571. .1696 














Seq. No. 


11855 






Seq. ID 


OJ990630_05.9B15 


.C7 




Gene No. 


25133 






Strand 










9352 






End 


12423 






Name 


OJ990630 05 


.9B15.C7.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


1565 






End 


1708 






GI 


none 






Score 


187 






Exons 


1565. .1708, 


1570. .1704 












Seq. No. 


11855 






Seq. ID 


OJ990630_05. 9B15 


.C7 



12351 



Gene No. 25133 

Start 9352 

Name OJ990630_05 . 9B15 . C7 . o5 . tw 

Start 6805 

GI none 

Exons 6805.. 6885, 11770. 

12101. .12199 



Strand 
End 

Method 

End 

Score 



12423 

TBLASTX: Wheat 

12199 

55 



,12039, 11771. .12043, 11860 .. 11982, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11855 
25133 
9352 

OJ990630_05. 9B15.C7.ol 
7833 



none 
7833. . 
7987. . 
8197. , 
9734. . 
10222. 
10727. 



7901, 7855. .7920, 
8070, 8071. .8163, 
8271, 8229.-8288, 
9874, 9734. .9874, 
.10413, 10230 
.10804, 10728 



Seq. ID 
Strand 
End 

. tm Method 
End 
Score 
7912. .7962, 7942. 
8085. .8153, 8155. 
9397. .9636, 9397. 
9736. .9876, 9950. 
10415, 10231. .10416, 
10805, 10789.. 10851 



OJ990630 05.9B15.C7 



12423 

TBLASTX: Maize 
10851 
75 

7965, 7965. 
8202, 8169. 
9636, 9398. 
10168, 9951 



8048, 
8186, 
9637, 
.10169, 



10690. .10803, 



Seq. No. 11855 
Gene No. 25133 
Start 9352 

Name OJ990630_05 . 9B15 . C7 . ol . tc 

Start 7840 
GI none 

Exons 7840. .7887, 7845. .7886, 7906. 

8091. .8144, 8161. .8271, 9397. 
9512. .9640, 9515. .9628, 9529. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8055, 
. 9504, 
. 9636, 



OJ990630 05.9B15.C7 



12423 

TBLASTX: Cress 
10778 
53 

7989. .8048, 8074, 
9398. .9508, 9487. 
9734. .9874, 9734. 



,8157, 
, 9636, 
, 9874, 



9736. .9876, 9736. .9885, 9950. .10168, 9951. .10169, 10013 .. 10177 , 
10239. .10412, 10249. .10416, 10728. .10778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11855 Seq. ID 

25133 Strand 

9352 End 

OJ990630_05 . 9B15 . C7 . ol . ts Method 

7840 End 

none Score 



OJ990630_05.9B15.C7 
12423 

TBLASTX : Soybean 

10412 - 

46 



7840. .7884, 7986. .8048, 7987. .8061, 8074. .8163, 8088. .8156, 
8161. .8271, 8232. .8273, 9397. .9504, 9398. .9505, 9469.-9636, 
9509. .9637, 9509. .9640, 9734. .9874, 9736. .9858, 9929. .10078, 
9945. .10103, 9957. .10100, 10103. .10168, 10104. .10169, 
10232. .10336, 10233 .. 104 12 , 10315.. 10410 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



11855 
25133 
9352 

OJ990630_05 . 9B15 . C7 . o2 . tw 

7990 

none 

-7990. .8061, 
9515. .9628, 

11855 
25133 
9352 



8074. .8133, 8194 
9749. . 9847, 9939 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 05.9B15.C7 



12423 

TBLASTX: Wheat . 
10091 
64 

.8262, 9400. .9495, 9401. .9499, 
.10019, 9993. .10091, 10029. .10091 



Seq. ID 

Strand 

End 



OJ990630 05.9B15.C7 



12423 



12352 




Name OJ990 630_05 . 9B15 . C7 . o4 . np Method AAT/NAP 

Start 9352 End 12423 

GI 4 584 539 Score 447 

Exons 9352. .9402, 11458 .. 12310, 12354. .12423 

GI Descrip. (AL049608) extensin-like protein [Arabidopsis thaliana] 



beq. no. 


1 1 QCC 

HQ JJ 




Seq. ID 


OJ990630_05.9B15. 




Gene No. 






Strand 






Start 


9352 




End 


12423 




Name 


OJ990630_05.9B15.C7. 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


1 UZ 




End 


10779 




GI 


none 




Score 


240 




Exons 


1 noRO i n/ii q i n 9 £. "7 
± UZ OZ . . 1 U 4 ± y , ± UZ D / « 




10729. .10779 




beq. wo. 


1 1 pec 




Seq. ID 


OJ990630_05. 9B15. 


CI 


Gene No. 


ZD loo 




Strand 






Start 


y ooz 




End 


12423 




Name 


OJ990630 05.9B15.C7. 


, o5 . gs 


Method 


GENSCAN 




Start 


11350 




End 


12360 




GI 


none 




Score 


.99 




Exons 


iiocn i o i o o i o i c o 

11350 .. 12139, lzloJ. 


, . IZobu 








Seq. No. 


i i o c c 

11855 




Seq. ID 


OJ990630_05.9B15. 




Gene No. 






Strand 






Start 


9352 




End 


12423 




Name 


OJ990630 05.9B15.C7. 


. oz . tm 


Method 


TBLASTX: Maize 




Start 


11476 




End 


12001 




GI 


none 




Score 


68 




Exons 


1 1 /I "7 C 1 1 CQ'5 1 1 JITQ 


i i coo 
. . 11DOJ , 


11644. .11826, 11650. .12000, 






11651 . . lzOOl 










Seq. No. 


1 1 o c c 




Seq. ID 


OJ990630JD5.9B15, 


en 


bene No. 






Strand 






Start 


y jjz 




End 


12423 




Name 


r\TQQfiC5n nc qdi c r 1 "? 


. oz . ts 


Method 


TBLASTX : Soybean 




Start 


11485 




End 


12248 




GI 


none 




Score 


156 




Exons 


1 1 ylpC 1 1 COO 1 1 COO 


1 1 QCC 
. . IIODD/ 


11593. .11865, 11881. . 12039, 






loini 1 oi to i oi no 
±Z 1 U 1 . . 1 Z 1 O y , 1Z1UZ, 


1 OI 

. . 1Z 1 K)H , 


12182. .12247, 12183. . 12248 




Seq. No. 


1 1 QCC 




Seq. ID 


OJ990630_05. 9B15, 


en 


Gene No. 


OC1 oo 




Strand 






Start 


QTCO 

y ooz 




End 


12423 




Name 


DTQQnfi^n n^ qri s ci 

Uu"jUOjU Uj. jDIj.u/ i 


n? hp 


Method 


TBLASTX: Cress 




Start 


11587 




End 


11956 




GI 


none 




Score 


145 




Exons 


11587. . 11637, 11650, 


. .11862, 


11651. . HE 


J66, 11671. .11847, 






11873. .11956, 11875, 


. .11949 








Seq. No. 


11855 




Seq. ID 


OJ990630_05. 9B15, 


.C7 


Gene No. 


25133 




Strand 






Start 


9352 




End 


12423 




Name 


OJ990630 05.9B15.C7, 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12101 




End 


12262 




GI 


none 




Score 


183 




Exons 


12101. . 12262, 12102, 


. .12257 









12353 






beq. no. 


n 1 Q c C 
liOJD 




Seq. ID 


OJ990630_ 


r\ r rtn -I r- 

Uo . yBlo 


. Co 




Gene No. 


25134 




Strand 


+ 








Start 


6409 




End 


10450 








Name 


ujyyubou uo . yoio . to . o 5 . 


gs 


Method 


GENSCAN 








Start 


oh uy 




End 


10100 








GI 


none 




Score 


.84 








Exons 


D4Uy. . DOZD/ /ZOO. . / b / 4 , 


*7 n n o 
/ / / Z 


..8081, 8180. .8354, 


o 4 JZ . . o 


b 55 , 






yz/j..y4o/, yozy..ybiz, 


-y y Z b 


i n i n n 










Seq. No. 


lib JD 




oeq. iu 


OJ990630_ 


Do . yBlo 


. Co 




Gene No . 


Z O 1 j4 




o t r ana 


+ 








Start 


6409 




TT-nH 

cjna 


10450 








Name 


OJ990630JD5 . 9B15 . C8 . o2 . 


gp 


Method 


AAT/GAP 








b tar z 


7 "5 /I £ 
/ J 4 D 




End 


7906 










lojOI 1 . Kl Uo 4 




Score 


724 








Exons 


n ^ a c n a nnno Tone 
/j4b. . / b / 4 , / / /z . . / yub 














GI Descrip. 


zdj j / z / / erciD | LAb i o z z y | 




13 (Z99111) 


ykrT [Bacillus 








subtilis] 1 














beq. no. 


1 1 Q R C. 




Seq. ID 


OJ990630_ 


_05. 9B15 


.C8 




Gene No . 


25134 




Strand 


+ 








Start 


6409 




End 


10450 








Name 


OJ990630 05. 9B15.C8.o2. 


np 


Method 


AAT/NAP 






:£> 


Start 


7502 




End 


10095 








GI 


2633727 




Score 


374 






•fs 


Exons 


7502. .7674, 7772. .8076, 


8180 


..8354, 8432. .8606, 


9273. ."9389, 


;t ! 

3 : f 




9432. .9487, 9926. .10095 










t : 


GI Descrip. 


(Z99111) ykrT [Bacillus 


subtilis ] 








; = ; 


Seq. No. 


11856 




Seq. ID 


OJ990630_ 


_05.9B15 


.C8 


.A 


Gene No. 


25134 




Strand 


+ 








Start 


6409 




End 


10450 








Name 


OJ990630 05.9B15.C8.o3. 


gp 


Method 


AAT/GAP 








Start 


7946 




End 


8388 








C T 


none 




Score 


499 






i . i 


Exons 


7946. .8081, 8180. .8388 












. J. 


beq. no. 


11856 




Seq. ID 


OJ990630_ 


_05. 9B15 


.C8 


:sl 


Gene No . 


25134 




Strand 


+ 






i 

: =r 


Start 


6409 




End 


10450 






= ? 


Name 


OJ990630 05.9B15.C8.o4. 


gp 


Method 


AAT/GAP 








btiarti 


8441 




End 


10450 










1735 1.R1084 




Score 


1703 








Exons 


8441. .8633, 9273. . 9487, 


9926 


. .10450 










GI Descrip. 


'2 633727/emb|CAB13229t 


l.Oe-: 


23 (Z99111) 


ykrT [Bacillus 








subtilis] 1 














Seq. No. 


11856 




Seq. ID 


OJ990630_ 


_05. 9B15 


.C8 




Gene No. 


25135 




Strand ... 










otart 


43 




End 


210 








Name 


OJ990630 05. 9B15.C8.ol. 


gs 


Method 


GENSCAN 








Start 


43 




End 


210 








GI 


none 




Score 


.49 








Exons 


43. .210 














Seq. No. 


11856 




Seq. ID 


OJ990630_ 


05. 9B15 


.C8 




Gene No. 


25136 




Strand 









12354 




Start 


3334 






End 


5148 


Name 


OJ990630 05 


.9B15 


.C8.o2.tm 


Method 


TBLASTX: Maize 


otart 


jjUo 






End 


4964- 


bi 


none 






Score 


193 


Exons 


OOHQ "3 /I Q "7 
OJKJO . . O / , 




. . J4 yu , o J J4 


..3492, 3514. .3648, 3600. .3680 






o / oZ 


OQO*7 OTQO 

. . jy j / , o / y^ 


..3863, 3794. .3943, 4778. .4963 




All Q AQ£A 










Seq. No. 


11856 






Seq. ID 


OJ990630_05.9B15.C8 


Gene No. 


25136 






Strand 




otart 








End 


5148 


Name 






. bo . oz . gs 


Method 


GENSCAN 


Start 


1 "5 "3 /l 






End 


5098 


bi 


none 






Score 


.91 


Exons 


. . j4 0 o , 




OC70 OTQyi 


..3935, 4779. .4959, 5047. .5098 


beg. NO. 


liOJD 






Seq. ID 


OJ990630_05.9B15.C8 


Gene No. 


25136 






Strand 




Start 


3334 






End 


514 8 


Name 




.9B15. 


.C8.ol.np 


Method 


AAT/NAP 


otart 


0 o o c 






End 


5116 


bl 








Score 


253 


Exons 




3604 , 


..3673, 3794 


..3935, 4779. .4959, 5047. .5116 


GI Descrip. 


( AL 1 J z y D / ) ] 


putative protein 


[Arabidopsis thaliana] 


beq. No. 


11856 






Seq. ID 


OJ990630_05.9B15.C8 


_ _ XT _ 

Gene No. 


25136 






Strand 




Start 


3334 






End 


5148 


Name 


OJ990630 05 


. 9B15. 


X8.ol.gp 


Method 


AAT/GAP 


otart 


3469 






End 


. 5148 


bi 


20664 1.R1084 




Score 


851 


Exons 


3469. .3488, 


3604. 


..3673, 3794 


..3935, 4779. .4959, 5047. .5148 


GI Descrip. 


M662633/gb|AAD26905.1|AC007267 5 2 . Oe 


-10 (AC007267) 




hypothetical protein [Arabidopsis thaliana] ' 


O a rt- "NT rt 

beq. no. 


11856 






Seq. ID 


OJ990630_05.9B15.C8 


Gene No. 


25137 






Strand 




otart 


7500 






End 


,10104 


Name 


OJ990630 05 


.9B15. 


,C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


7500 






End 


10104 


GI 


none 






Score 


88 


Exons 


7500. .7553, 


7501. 


.7554, 7596 


..7673, 7597. .7674, 7750. .7857, 




7767. .7913, 


7769. 


.8080, 7769 


..8029, 7771. .8079, 8013. .8084, 




8178. .8354, 


8179. 


.8355, 8179 


..8355, 8425.-8628, 8429. .8632, 




8433. .8633, 


8434. 


.8634, 9266 


..9487, 9270. .9488, 9271. .9507, 




9271. .9495, 


9923. 


.10099, 9924. .10100, 


9925. .10104, 9976. .11 


beq. no. 


118,56 






Seq. ID 


OJ990630_05. 9B15.C8 


Gene No. 


25137 






Strand 




Start 


7500 






End 


10104 


Name 


OJ990630 05 


. 9B15. 


C8.ol.tc 


Method . 


TBLASTX: Cress 


Start 


7504 






End 


7984 


GI 


none 






Score 


60 


Exons 


7504. .7554, 


7509. 


.7553, 7596, 


..7673, 7597. .7674, 7769. .7984, 




7769. .7948, 


7771. 


.7983 






Seq. No. 


11856 






Seq. ID 


OJ990630_05. 9B15.C8 



12355 






Gene No. 


25137 








Strand 






btart 


/oUU 








End 


10104 




XT _ _ 

Name 


ojyyuoou U5. 


9B1D 


. Co . oz . 


ts 


Method 


TBLASTX: Soybean 




<~1 4- — > -i~4~ 

btart 


/oU4 








End 


7930 




bl 


none 








Score 


158 




Exons 


/3U4 . . / o /4 , 


/ DUO 


. . / O / J, 


/ / 59 . . 


.7930, 7769. .7927, 7771. .7929 




Seq. No. 


11856 








Seq. ID 


OJ990630_05.9B15.C8 




Gene No. 


25137 








Strand 






Start 


7500 








End 


10104 




Name 


ojyyuboU Uo. 


An T c 

ybio 


. bo . Ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


7 9 ol 








End 


9380 




GI 


none 








Score 


214 




Exons 


/ yoi . . oU / / , 


/ y Jo 


. . o Ub / , 


ol /o . . 


8354, 8179. .8352, 8426. .8629, 








Q A *3H 
O 4 JU 


. . 0 DJJ/ 


y^ bo . . 


9379, 9270.. 9380 




Seq. No. 


11856 








Seq. ID 


OJ990630_05.9B15.C8 




Gene No. 


25137 








Strand 






btart 










End 


10104 




Name 


ojyyuooU ud. 


Qni C 


. bo . OZ . 


tc 


Method 


TBLASTX: Cress 




Start 


y^ / d 








End 


10082 




bl 


none 








Score 


264 




Exons 


y^ / d . . y 4 oo , 


yz / / 


. . y4oy, 


O O T O 

y^ / o . . 


9487,- 9914. .10066, 9924 .. 10082 


u 


Seq. No. 


11856 








Seq. MD 


OJ990630_05.9B15.C8 


m 


Gene No. 


25137 ■ 








Strand 






Start 


/50U 








End 


10104 


.SSI 


Name 


OJ990630 05. 


9B15 


.C8.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


9918 








End 


10088 


'*¥ 


GI 


none 








Score 


191 


. *l 
'is? 


Exons 


yy io . . lUUoo , 


9923.. 10069, 9924 


1. .10070 




ry 


Seq. No. 


11857 








Seq. ID 


OJ990630_05. 9B15.C9 




Gene No. 


25138 








Strand 


+ 




btart 


733 








End 


1449 


' -! 


Name 


OJ990630 05. 


9B15 


.C9.ol. 


gs 


Method 


GENSCAN 


M r 


Start 


733 








End 


1449 




C T 

bl 


none 








Score 


. 6 


= \ 


Exons 


733. .859, 1293. .1449 










beq. No. 


11857 








Seq. ID 


OJ990630_05.9B15.C9 




Gene No. 


25139 








Strand 


+ 




Start 


2598 








End 


5675 




Name 


OJ990630 05. 


9B15, 


.C9.o2. 


gs 


Method 


GENSCAN 




btart 


2598 








End 


5563 




bl 


none 








Score 


.94 




Exons 


2598. .2674, 


2745, 


. .3069, 


3155. . 


3464, 3613. .3787, 3867. .4068, 






4490. .4704, 


5389. 


. .5563 










Seq. No. 


11857 








Seq. ID 


OJ990630_05.9B15.C9 




Cpnp Ma 


25139 








Strand 


+ 




Start 


2598 








End 


5675 




Name 


OJ990630 05. 


9B15. 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


2707 








End 


3336 




GI 


26361 1.R1084 






Score 


1050 




Exons 


2707. .3069, 


3155. 


. .3336 










GI Descrip. 


•2633727/emb 


ICAB13229I 


7.0e-13 


i (Z99111) 


ykrT [Bacillus 



12356 




subtilis] ' 





oeq. no. 


1 1 QCT 
1J.OJ / 








Seq. ID 


OJ990630 


n r qdi c r*Q 




Gene No . 


£ d x o y 








Strand 


+ 






Start 


2598 








End 


5675 






Name 


OJ990630_05. 


9B15 


.C9.ol. 


tm 


Method 


TBLASTX: 


Maize 




Of 3 y+- 

oua xx 


z o y o 








End 


5568 






LjX 


none 








Score 


122 






Exons 


OOQC OQOC 

z o y o . . zyjo, 


9 P Q£ 


. . z y / j , 


z y do . 


.3069, 2991.. 3068, 


"3111 OTI 1 

Jill . , 0 J x x , 






jIj^ . . DO , 


j! jZ 


. . XZ , 


jXD4 . 


3462, 3387.. 3464, 


jdiu, . ooyy , 






JDll . . J /O / , 




0700 


jDjj . 


3790, 3860.. 4063, 


rto c a a c\cn 






JO Do . . H U DO / 


A A on 

fl H O f 


a ~i n ^ 


4 4 0 / . 


4555, 4489.. 4710, 


A A Q Q A "7 1 H 

34oy. .4 / xu , 








0 jo D 


. . JJ , 


COOT 
OOO / . 


5563, 5388.. 5567, 


000 y . . DODO 




Seq. No. 


11857 








Seq. ID 


OJ990630 


_05.9B15.C9 




Gene No. 


25139 








Strand 


+ 






O Lai L 


2598 








End 


5675 






Name 


OJ990630 05. 


9B15 


,C9. : ol. 


np 


Method 


AAT/NAP 






oiart 


2897 








End 


5560 








2633727 








Score 


404 






Exons 


2897. .3069, 


3155 


.3461, 


3613. 


3787, 3867.. 4041, 


A A A CLC\C 
4 4 yU . . 4 DUD, 






4649. .4704, 


5389 


.5560 












GI Descrip. 


(Z99111) ykrT [Bacillus 


subtilis] 








beq . cmo . 


11857 








Seq. ID 


OJ990630 


ud . ybio . oy 


m 


Gene No . 


25139 








Strand 


+ 






bt art 


25-98 








End 


5675 




: E : 
i br 


Name 


OJ990630 05. 


9B15 


C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


: : 3 ; 


CM i v-+- 

otart 


2899 








End 


3367 




I . i 


laX 


none 








Score 


80 




. =i 


Exons 


2899. .2970, 


2980 


.3069, 


2991. 


3068, 3127.. 3366, 


3152. .3367 


I'll 


oeq. in o . 


11857 








Seq. ID 


OJ990630 


uo . ytsx 0 . oy 




bene no. 


25139 








Strand 


+ 






Of 3 yf 

o tar l 


2598 








End 


5675 






Name 


OJ990630 05. 


9B15 


C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 




OtciXY L 


2899 








End 


3397 


>i 




none 








Score 


194 




t 57 

::i 


Exons 


2899. .3069, 


2901 


.30^68, 


3152. . 


3397, 3152.. 3322, 


J X 3 4 . . JO / Z 


ill 


Seq. No'. 


11857 








Seq. ID 


OJ990630 


_05.9B15.C9 




belle LNU . 


25139 








Strand 


+ 






Of- -a y~4- 

o rar U 


2598 








End 


5675 






Name 


OJ990630 05. 


9B15. 


C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 






3398 








End 


4597 






P T 
bl 


none 








Score 


88 






Exons 


3398. .3460, 


3608. 


.3787, 


3612. . 


3785, 3613.. 3789, 


jo ou . . jyzo , 






3861. .4064, 


3864 . 


.4097, 


3865. . 


4068, 4487. .4597, 


4 4 0 y . . 4 oyb 




Seq. No. 


11857 








Seq. ID 


OJ990630 


_05. 9B15.C9 




Gene No. 


25139 








Strand 


+ 






Start 


2598 








End 


5675 






Name 


OJ990630 05. 


9B15. 


C9.o2. 


gp 


Method 


AAT/GAP 






Start 


3878 








End 


5675 






GI 


1735 1.R1084 








Score 


1230 






Exons 


3878. .4068, 


4490. 


.4704, 


5389. . 


5675 








GI Descrip. 


•2633727/emb 


ICAB13229I 


1.0e-22 


\ (Z99111) 


ykrT [Bacillus 



12357 



subtilis] 1 





Seq. No. 


11857 








Seq. ID 


OJ990630_05.9B15 


.C9 




CJpnp No 


25139 








Strand 


+ 






Start 


2598 








End 


5675 






Name 


OJ990630 05 


. 9B15 


. C9 . o2 . 


tc 


Method 


TBLASTX: Cress 






Start 


44 93 ~ 








End 


5545 






GI 


none 








Score 


261 






DAUl 1 0 


4493 4705 


4 4 94 


4709, 


44 94 . 


.4709, 4495. .4710, 5377. .5529, 






5387. .5545 
















l_> C ■ LN ^ . 


11857 








Seq. ID 


OJ990630_05.9B15 


.C9 






25139 








Strand 


+ 






Start 


2598 








End 


5675 






Name 


OJ990630 05 


. 9B15 


. C9 . o3 . 


ts 


Method 


TBLASTX * Sovbean 






Start 


5381 ~~ 








End 


5551 






GI 


none 








Score 


190 






EYon 

J— i ^/ J. 1 o 


5381 5551, 


5386 


5532, 


5387 . 


.5533 








Seq. No. 


11858 








Seq. ID 


OJ990630_05.9B15 


.C10 




fipnp No 


25140 








Strand 


+ 






O U CI -L L. 


1 








End 


938 






Name 


OJ990630 OS 


.9B15 


.ClO.ol 


. np 


Method 


AAT /NAP 




sst 


u Lai. L 


1 _ - 

X 








End 








rir 

\D -L 


S091 SI ? 








Score 


14 61 




: sf 


















"'ft 
U 


GI Descrip. 


(AB023482) : 


Hypothetical 


protein [Oryza 


Q ^1 +* 1 1 
O 0 1 LVQJ 






No 


11858 








Seq. ID 


OJ990630_05.9B15, 


.C10 




Con d TsJo 


2514 0 








Strand 


+ 




• I! 


Start 


1 








End 


938 






Name 


O.T990630 OS 


. 9B15 


.ClO.ol 


. gs 


Method 


GEN SCAN 




"t? 


Start 


46 _ 








End 


908 






GI 


none 








Score 


. 97 




! J 


Exons 


46. .908 














ids 


Sea No 


11859 








Seq. ID 


OJ990630_05.9B15, 


.Cll 






.25141 








Strand 


+ 






Start 


236 








End 


317 




"i 


Name 


OJ990630 05 


.9B15 


.Cll.ol 


.gs 


Method 


GENSCAN 




"": 

:=? 


Start 


236 ~~ 






End 


317 






GI 


none 








Score 


. 49 






Exons 


236. .317 
















Spa No 


11859 








Seq. ID 


OJ990630_05.9B15, 


.Cll 




C^priP No 


25142 








Strand 


+ 






Start 


439 








End 


636 






Name 


OJ990630 05 


.9B15. 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 






Start. 


JIO 








End 


635 






GI 


none 








Score 


178 






Exons 


348. .635 
















Seq. No. 


11859 








Seq. ID 


OJ990630_05.9B15. 


Cll 




Gene No. 


25142 








Strand 


+ 






Start 


439 








End 


636 






Name 


OJ990630 05 


-9B15. 


.Cll.ol 


.np 


Method 


AAT /NAP 






Start 


439 








End 


636 





12358 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6634722 Score 105 

439. .636 

(AC012463) T2E6.5 [Arabidopsis thaliana] 



11860 
25143 
1 

OJ990'630_05 . 9B15 . C12 . ol . np 
1 

5091513 
1. .628 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990630_05.9B15.C12 
Strand 

End . 628 

.Method AAT/NAP 

End 628 

Score 682 



11860 
25143 
1 

OJ990630_05 . 9B15 . C12 . ol . gs 
34 

none 

34. .141, 191. .302, 373. .438 

11861 
25144 
97 

OJ990630_06 . 9B15 . CI . ol . gs 
97 

none 

97. .234, 375. .462, 529. .544 



Seq. ID OJ990630_05.9B15.C12 
Strand 

End 628 

Method GENSCAN 

End 4 38 

Score .49 



Seq. ID OJ990630_06. 9B15.C1 

Strand ' + 

End 54 4 

Method GENSCAN 

End 544 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11861 Seq. ID OJ990630_06 . 9B15 . CI 

25145 Strand 

1 End 668 

OJ990630_06. 9B15 . CI . ol . np Method AAT/NAP 

1 End 668 

1196998 Score 1157 

1. .668 

(J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



11862 
25146 
470 

OJ990630_06.9B15.C3.ol.gs 

470 

none 



Seq. ID OJ990630 06.9B15.C3 



Strand 
End 

Method 

End 

Score 



+ 

5521 
GENSCAN 
5521 ' 
.5 



470. .2270, 3712. .3940, 4748. .4949, 5439. .5521 



11862 Seq. ID 

25146 Strand 

470 End 

OJ990630_06 . 9B15 . C3 . ol . gp Method 

509 End 



OJ990630_06. 9B15.C3 
+ 

5521 

AAT/GAP 

756 



12359 



GI none Score 484 

Exons 509. .756 



Seq. No. 11862 Seq. ID 

Gene. No. 25147 Strand 

Start 6301 End 

Name OJ990630_06 . 9B15 . C3 . o2 . gs Method 

Start 6301 End 

GI none Score 

Exons 6301.. 6357, 6576. .7084, 7113.. 7521 



OJ990630_06. 9B15.C3 
+ 

7521 
GENSCAN 
7521' 
.72 



Seq. No. 


11862 


Seq. ID 


OJ990630_06.9B15, 


.C3 


Gene No. 


25147 


Strand 


+ 




o tar l. 


6301 


End 


7521 




Name 


OJ990630 06.9B15.C3.o3.np 


Method 


AAT/NAP 




d tart 


6922 


End 


7232 




C T 


2832675 


Score 


173 




Exons 


6922. .6961, 7001. .7232 








GI Descrip. 


(AL021712) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11862 


Seq. ID 


OJ990630_06.9B15. 


.C3 


Gene No. 


25148 


Strand 


+ 




Start 


8445 


End 


17049 




Name 


OJ990630 06. 9B15 . C3 . o3 . gs 


Method 


GENSCAN 




Start 


8445 


End 


17049 




GI 


none 


Score 


.66 




Exons ' 


8445. .8504, 8636. .8789, 10253 .. 10328 , 


10438. .10529, 






11066. . 11082, 13822. .14309, 


14437. .14512, 15202. .15315, 






154 4 9. . 15538, 15703. .1588 9, 


16532. . 17049 




Seq. No. 


11862 


Seq. ID 


OJ990630JD6. 9B15. 


,C3 


Gene No. 


25149 


Strand 


+ 




Start 


19232 


• End 


23271 




Name 


OJ990630 06. 9B15 . C3 . o5 . np 


Method 


AAT/NAP 




Start 


19232 


End 


22696 




GI 


465997 


Score 


94 




Exons 


19232. .19276, 22499. .22696 









GI Descrip. HYPOTHETICAL 97.1 KD PROTEIN R05D3.4 IN CHROMOSOME III 

gi I 630718 |pir| | S44866 R05D3.4 protein - Caenorhabditis elegans 
gi 1 156418 (L07144) putative [Caenorhabditis elegans] 



Seq. No. 11862 

Gene No. 25149 

Start 19232 

Name OJ990630_06 . 9B15 . C3 . o5 . gs 

Start 19540 

GI none 

Exons 19540. .19553, 19629 .. 19789, 
22847. .22983 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99.0630_ 
+ 

23271 
GENSCAN 
22983 
.54 



06. 9B15.C3 



20650. .20765, 21021 .. 21090, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11862 
25149 
19232 

OJ990 630^06 . 9B15 . C3 . o3 . gp 

19661 

none 



Seq. ID OJ990630_06.9B15.C3 

Strand + 

End 23271 

Method AAT/GAP 

End 23271 

Score 2181 



19661. .19789, 20505 .. 20765, 21021 .. 21090, 21288 .. 21361, 



12360 




22499. .22715, 22847. .23271 





Seq. No. 


11862 


Seq. ID 


OJ990630_06, 


.9B15.C3 




Gene No. 


25150 


Strand 


+ 






Start 


38400 


End 


39U6y 






Name 


OJ990630 06 . 9B1 5 . C 3 . o / . np 


Method 


7\ 7\ m / XT 7\ n 

AAT / NAP 






Start 


"5 O A A A 

38400 


End 


*3 A A C A 






GI 


5201036 


Score 


A C 

y o 






Exons 


jo4Uu . . Jo job, joy^y . . jyuoy 










GI Descrip. 


(AL0o031o) nucleotide sugar 


epimerase- 


•like protein 


[Arabido 






thaliana] 










beq. No. 


1 1 Q CO 


beq . l u 


Pi to o n £ "3 n c\c 


cm 1 c; n Q 




Gene No . 




O 4- v -i t-i 

otrana 


+ 






Start 


O Q /I A A 

jo4UU 




jyuoy 






Name 


ujyyuojU u o . yni o . o j . oo . gp 


Method 








btart 


jo jo y 




jo y OU 






GI 


none 


Score 


oy / 






Exons 


38589. .38960 










Seq. No. 


1 lo 6z 


Seq. ID 


OJ990630_06. 


. yni 0 . Lj 




Gene No. 


25151 


Strand 






,«Bfc 


Start 


18381 


End 


19420 






Name 


OJ99Q630 06 . 9B15 . C3 . o4 . gs 


Method 


GEN SCAN 






Start 


18381 


End 


19420 




u\ 


GI • 


none 


Score 


.5 




j 5 i| 
i U 

; : 


Exons 


1 O "I O 1 1 O A T E 1 A A E A T A O 1 O 

18381 .. 18875, 19059 19218 , 


19257. .19420 




Ui 


Seq. No. 


11862 


Seq. ID 


OJ990630_06. 


.9B15.C3 




Gene No. 


25151 


Strand 








Start 


18381 


End 


19420 




i y 


Name 


OJ990630 06. 9B15.C3.o4 .np 


Method 


AAT /NAP 






Start 


18441 


End 


19138 






GI 


6957701 


Score 


268 




M 


Exons 


18441. .18857, 19034. .19138 










GI Descrip. 


(AC021640) hypothetical protein [Arabidopsis thaliana] 


l°\ 


Seq. No. 


11862 


Seq. ID 


OJ990630_06. 


.9B15.C3 


Q 


Gene No. 


25151 


Strand 






i B= s 


Start 


18381 


End 


19420 






Name 


OJ990630 06.9B15.C3.o2.gp 


Method 


AAT /GAP 






btart 


18720 


End 


19411 






bl 


none 


Score 


920 






Exons 


18720. .18849, 19059. .19411 










Seq. No. 


11862 


Seq. ID 


OJ990630_06. 


, 9B15.C3 




Gene No . 


25152 


Strand 








Start 


23853 


End 


27682 






Name 


OJ990630 06.9B15.C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


1411 


End 


1872 






GI 


none 


Score 


165 






Exons 


1411. .1680, 1411. .1545, 1441 


..1548, 1443. .1553, 144 


14 . . 1578, 






1481.. 1552, 1523.. 1690, 1743 


..1799, 1783. .1872, 176 


J4 . . 1855 




Seq. No. 


11862 


Seq. ID 


OJ990630_06. 


9B15.C3 




Gene No. 


25152 


Strand 








Start 


23853 


End 


27682 





12361 



Name 

Start 

GI 

Exons 



OJ990630JD6 . 9B15 . C3 . o2 . ts Method TBLASTX : Soybean 

2188 End 3948 

none Score 109 

2188. .2271, 2196. .2273, 3710. .3814, 3710. .3829, 3821. .3943, 
3853. .3948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11862 Seq. ID 

25152 Strand 

23853 End 

OJ990630_06 . 9B15 . C3 . o3 . tm Method 

2198 End 

none Score 



OJ990630_06.9B15.C3 

27682 . . 
TBLASTX : Maize 
3935 
105 



2198. .2269, 2200. .2271, 2206. .2271, 3709. .3924, 3710. .3934, 
3710. .3934, 3711. .3935 



ri! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11862 
25152 
23853 

OJ990630_06. 9B15 . C3 . o2 . tc 

7131 

none 



Seq. ID OJ990630_06. 9B15.C3 
Strand 
End 

Method 
End 
Score 



27682 

TBLASTX: Cress 

22705 

73 



7131. .7211, 22514. .22705, 22525. .22698 



11862 

25152 

23853 

OJ990630 

7131 

none 



06.9B15.C3.o3.ts 



Seq. ID OJ990630_06.9B15.C3 
Strand 
End 

Method 
End 
Score 



27682 

TBLASTX : Soybean 

22705 

74 



7131.. 7211, 22511. .22705, 22523.-22699 



Seq. No. 11862 

Gene No. 25152 

Start 23853 

Name OJ990630_06 . 9B15 . C3 . o4 . tm 

Start 7131 

GI none 
Exons 



Seq. ID OJ990630_06. 9B15.C3 
Strand 
End 

Method 
End 
Score 



27682 

TBLASTX: Maize 

22876 

65 



7131.. 7211, 22510. .22701, 22513 .. 227 19, 22514 .. 2-2720, 
22523. .22726, 22835. .22876 



Seq. No. 11862 
Gene No. 25152 
Start 23853 

Name OJ990630_06 . 9B15 . C3 . o5 . tm 

Start 14086 
GI none 
Exons 14086, 

14435. 

15274, 

15448. 

15702. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C3 



14187, 14106. .14309, 14251. 

14518, 14438. .14515, 15223. 

15318, 15445. . 15537, 15446. 

15540, 15697. .15924, 15699. 
15929 



27682 

TBLASTX: Maize 
15945 
158 

14316, 14434. .14508, 
15276, 15225. .15287, 
15538, 15447. .15539, 
15935, 15700. . 15945, 



Seq. No. 11862 Seq. ID 

Gene No. 25152 Strand 

Start 23853 End 

Name OJ990630_06 . 9B15 . C3 . ol . tm Method 

Start 17642 End 



OJ990630_06.9B15.C3 
27682 

TBLASTX: Maize 
19387 



12362 



GI 

Exons 



none 

17642. 

18435. 

18479. 

19048. 

19271. 



,17734, 17646 

,18602, 18440 

,18613, 18605. .18850, 

,19113, 19048. .19122, 
,19387 



17771, 17647. 
18601, 18441. 

18606. 
19049. 



Score 117 

17742, 17647, 
18602, 18442, 



18878, 
19162, 



18606. 
19055. 



17781, 
18603, 
18848, 
19192, 



Seq.^ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11862 

25152 

23853 

OJ990630_ 

20502 

none 



06. 9B15.C3.o6.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_06. 9B15.C3 
27682 

TBLASTX: Maize 

21092 

222 



20502. .20765, 2054 3 207 64 , 21024 .. 2108 9, 21045. .21092 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



,gp 



24224, 
25877, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24620 

26512 



OJ990630 06.9B15.C3 



11862 
25152 
23853 * 

OJ990630_06. 9B15.C3.o4 
23500 

194_1.R1084 
23500. .23972, 24077. 
24999. .25120, 25833. 
27528. .27682 

f 3334144/sp| P93411 | CG1C_0RYSA 1.0e-147 Gl/S-SPECIFIC CYCLIN 
C-TYPE >gi_1695698_dbj_BAA13181_ (D86925) C-type cyclin [Oryza 
sativa] 1 



27682 
AAT/GAP 
27682 
2269 
24664, 24792, 
26551, 27291, 



,24906, 
,27397, 



Seq. No. 11862 

Gene No. 25152 

Start 23853 

Name OJ990630_06 . 9B15 . C3 , 

Start 23846 

GI none 

Exons 23846.-23968, 23855. 

24074. .24223, 24080. 

24606. .24659, 24619. 

24790. .24903, 24790. 

24987. .25118, 24997. 

26430. .26549, 27292. 

27530. .27562 



o2.tm 



.23971, 
.24226, 
.24666, 
.24900, 
.25119, 
.27354, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23856 

24100 

24620 

24791 

24998 

27292 



OJ990630 06.9B15.C3 



27682 

TBLASTX: Maize 
27564 
134 

23972, 24072. .24224, 
24231, 24604 . .24660, 
24670, 24789. .24893, 
24904, 24976. .25122, 
25123, 24998. .25123, 
27408, 27475. .27564, 



Seq. No. 11862 Seq. ID OJ990630_06.9B15.C3 

Gene No. 25152 Strand 

Start 23853 End 27682 

Name OJ990630_06 . 9B15 . C3 . 06 . gs Method GENSCAN 

Start 23853 End 25113 

GI none Score .82 

Exons 23853. .23972, 24077 .. 24224 , 24 620 .. 24790, 24792 .. 24 906, 
24999. .25113 



Seq. No. 11862 Seq. ID 

Gene No. 25152 Strand 

Start 23853 End 

Name OJ990630_06 . 9B15 . C3 . 06 . np Method 

Start 23856 End 

GI 3334144 Score 



OJ990630JD6. 9B15.C3 

27682 
AAT/NAP 
27559 
1093 



12363 



Exons 23856. .23972, 24077 24224 , 24 620 24 664 , 24792 .. 24906, 

24999. .25120, 25833 .. 25877 , 26512 .. 26551 , 27291 .. 27397 , 
' 27528.. 27559 

GI Descrip. Gl/S-SPECIFIC CYCLIN C-TYPE gi | 1695698 | dbj | BAA1318 1 | (D86925) 
C-type cyclin [Oryza sativa] 



Seq. No. 11862 Seq. ID 

Gene No. 25152 Strand 

Start 23853 End 

Name OJ990630_06 . 9B15 . C3 . ol . tc Method 

Start 23922 End 

GI * none Score 

Exons 23922. .23972, 24074 .. 24223, 2407 5 .. 24224 , 

247 98. .24 827, 24 833. .24 907, 24 833. .24 922 



OJ990630_06. 9B15.C3 
27682 

TBLASTX: Cress 
24922 
151 

24797. .24826, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11862 
25152 
23853 

OJ990630_06. 9B15 . C3 . ol . ts 
24095 



none 

24095. 

24797. 

24996. 

25832. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C3 



27682 

TBLASTX: Soybean 
27396 
123 

24634 . .24663, 24789 .. 24902, 
24808. .24915, 24 985 25119, 
25118, 25003. .25122, 25007 .. 25123, 25007 25123, 
25879, 27295.. 27396 



.24223, 24096. .24224, 
,24904, 24803. .24901, 



Seq. No. 11863 Seq. ID 

Gene No. 25153 Strand 

Start 1 End 

Name OJ990630__06 . 9B15 . C4 . ol . gp Method 

Start 1 End 

GI 41448_2 .R1084 Score 

Exons 1..489 

GI Descrip. 1 3193316 3.0e-40 (AF069299) contains similarity to nucleotide 

sugar epimerases [Arabidopsis thaliana] 1 



OJ990630_06.9B15.C4 
+ 

489 

AAT/GAP 

489 

763 



Seq. No. 11863 Seq. ID 

Gene No. 25154 Strand 

Start 10242 End 

Name OJ990630_06 . 9B15 . C4 . o4 . gp Method 

Start . 10242 End 

GI none Score 

Exons 10242. . 10707 



OJ990630_06.9B15.C4 
+ 

10707 
AAT/GAP 
10707 
928 



Seq. No. 11863 Seq. ID 

Gene No. 25155 Strand 

Start 14814 End 

Name OJ990630_06 . 9B15 . C4 . o3 . gs Method 

Start 1,4814 End 

GI none Score 

Exons 14814 . . 15023 



OJ990630_06.9B15.C4 
+ 

15023 
GENS CAN 
15023 
.97 



Seq. No. 11863 Seq. ID 

Gene No. 25156 Strand 

Start 220 End 

Name OJ990630_06 . 9B15 . C4 . o2 . gp Method 

Start 220 End 



OJ990630_06.9B15.C4 

1247 

AAT/GAP 

733 



12364 



pt 


41448 1.R1084 


Score 


836 


Exons 


220. .733 






C X q o r* v i r^i 

bi uescirip. 


, 5281036/emb|CAB45972.1| 1. 


0e-39 (AL080318) nucleotide sugar 




epimerase-like protein [Arabidopsis thaliana] ? 


Seq. No. 


11863 


Seq. ID 


OJ990630_06. 9B15.C4 


Gene No. 


25156 


Strand 


- 


jldlL 


220 


End 


1247 


Name 


OJ990630 06. 9B15 . C4 . o3 . gp 


Method 


AAT/GAP 


OLaiT. 


ou / 


Hi 1 1 Li. 


1 947 

_ _ *i / 


P T 


none 


Score 


1200 




607. .1247 






Seq. No. 


11863 


Seq. ID 


OJ990630_06. 9B15.C4 


Gene No. 


25157 


Strand 


- 


<^ I- ^ r- f- 


9940 


End 


13836 


Name 


OJ990630 06.9B15.C4.o2.gs 


Method 


GENSCAN 


OCai L 


9940 


End 


13836 


PT 


none 


Score 


.94 




QQ40 QQ44 1 OfiO? I^ft^fi 






o e q . in u . 


11863 


Seq. ID 


OJ990630__06.9B15.C4 




25157 


Strand 




Start 


9940 


End 


13836 


Name 


OJ990630 06.9B15.C4.o5.gp 


Method 


AAT/GAP *~ ' 




11950 


End 


12485 


P T 


LIB3475-007-P1-K1-D9 


Score 


1060 


Exons 


11950. .12485 






GI Descrip^ 


'2160156 2.0e-81 (AC000132) 


Strong similarity to S. pombe 




leucyl-tRNA synthetase (gb 


Z73100) . [Arabidopsis thaliana] 1 


o e q . IN o . 


11863 


Seq. ID 


OJ990630_06. 9B15.C4 


Gene No. 


25158 


Strand 




Start 


15976 


End 


17112 


Name 


OJ990630 06. 9B15.C4 .ol.tc 


Method 


TBLASTX: Cress 


otari 


1 


End 


852 


PT 


none 


Score 


215 


EjaOUo 


1. .162, 42. .161, 150. .434, 


163. .534, 370. .510, 486. .533, 




586. .624, 591. .623, 624. .806, 625. .852 




Seq. No. 


11863 


Seq. ID 


OJ990630_06.9B15.C4 


Gene No. 


25158 


Strand 






15976 


End 


17112 


Name 


OJ990630 06.9B15.C4.o2.ts 


Method 


TBLASTX: Soybean 




1 


End 


828 


PT 
bl 


none 


Score 


206 


Exons 


1..210, 1..90, 42.. 155, 156 


..533, 160.. 


534, 582. .806, 583.-828 


Seq. No. 


11863 


Seq. ID 


OJ990630_06.9B15.C4 


Gene No. 


25158 


Strand 




Start 


15976 


End 


17112 


Name 


OJ990630 06.9B15.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


106 


End 


828 


GI 


none 


Score 


63 


Exons 


106. .156, 156. .533, 160. .534, 567. .665, 


582. .806, 583. .828 


Seq. No. 


11863 


Seq. ID 


OJ990630_06.9B15.C4 



12365 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25158 

15976 

OJ990630 

7210 

none 



06. 9B15.C4 .o5. tm 



Strand 
End 

Method 

End 

Score 



17112 

TBLASTX: Maize 

7533 

44 



7210.. 7251, 7213.. 7290, 7275.. 7529, 7291.. 7533 



11863 Seq. ID 

25158 Strand 

15976 End 

OJ990630_06. 9B15.C4 .ol. tw Method 

10546 End 

none Score 



OJ990630_06.9B15.C4 
17112 

TBLASTX: Wheat 

10912 

336 



10546. . 10911, 10558. .10908, 10559.. 10912 



11863 Seq. ID 

25158 Strand 

15976 End 

OJ990630__06. 9B15.C4 .ol.tm Method 

10571 End 

none Score 

10571. .11035, 10573. .11088, 

11030. .12412, 11037. .12413 

11863 

25158 Strand 

15976 End 

OJ990 630_0 6 . 9B15 . C4 . o3 . ts Method 

10573 End 

none Score 



OJ990630_06. 9B15.C4 
17112 

TBLASTX: Maize 
12414 
51*3 

10574. .11035, 11014. .12414, 



Seq. ID OJ990630 06.9B15.C4 



17112 

TBLASTX : Soybean 

11226 

453 



10573. . 11226, 10583. . 11203, 11083.. 11217 



11863 Seq. ID 

25158 Strand 

15976 End 

OJ990630_06. 9B15.C4 .o3. tc Method 

10574 End 

none Score 

10574 .. 10939, 10576.. 10944 

11863 Seq. ID 

25158 Strand 

15976 End 

OJ990630_06. 9B15.C4 ,o5. ts Method 

11308 End 

none Score 

11308. .1164 6, 11309. .11647 

11863 Seq. ID 

25158 Strand 

15976 End 

OJ990630_06 . 9B15 . C4 . ol . ts Method 

11649 End 

none Score 



OJ990630_06. 9B15.C4 
17112 

TBLASTX: Cress 

10944 

214 



OJ990630_06.9B15.C4 
17112 

TBLASTX: Soybean 

11647 

228 



OJ990630_06.9B15.C4 
17112 

TBLASTX : Soybean 

12412 

255 



11649. .11864, 11650. .11883, 11651 .. 11881, 11878 .. 124 11 , 
11882. .12412 



12366 




Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15 


.C4 


Gene No. 


25158 




Strand 






Start 


15976 




End 


17112 




Name 


OJ990630 06.9B15.C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12412 




End 


12748 




GI 


none 




Score 


280 




Exons 


12412 .. 12747, 12479 


. . 12748 








Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15 


.C4 


Gene No. 


25158 




Strand 






Start 


1597 6 




End 


17112 




Name 


OJ990630_06 . 9B15 . C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


124 50 




End 


12762 




GI 


none 




Score 


266 




Exons 


T rt ^ r- rt T rt — j r- O T rt yi r; rt 

12450 .. 12758 , 12450 


. . 127 61, 


12451. .12762, 12479.. 12760 




Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15, 


.C4 


Gene No. 


25158 




Strand 






Start 


*i c n t r 

159/6 




End 


17112 




Name 


OJ990630 06.9B15.C4, 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


12976 




End 


13339 




GI 


none 




Score 


311 




Exons 


-t rt rt — 7 /~ T rt rt — ) rt 1 ftn /■ 

1297 6 .. 13338 , 12986, 


. . 13339 








Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15, 


,C4 


Gene No. 


25158 




Strand 






Start 


15976 




End 


17112 




Name 


OJ990630_06. 9B15 .C4 , 


. o4 . tc 


Method. 


TBLASTX: Cress 




Start 


13541 




End 


13812 




GI 


none 




Score 


132 




Exons 


1 1 r J 1 -l rt "~7 rt 1 rt I - >l rt 

1354 1 .. 13762, 13543, 


. . 13803, 


13543. .13674, 13729. .13812 




Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15. 


,C4 


Gene No. 


25158 




Strand 






Start 


1597 6 




End 


17112 




Name 


OJ990630_06. 9B15 . C4 . 


.o8. ts 


Method 


TBLASTX: Soybean 




Start 


13555 




End 


13819 




GI 


none 




Score 


120 




Exons 


13555 .. 13674 , 13559. 


. .13693, 


13729. .136 


118, 13730.. 13819 




Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15. 


,C4 


Gene No. 


25158 




Strand 






Start 


159/6 




End 


17112 




Name 


/rt T rt rt rt y'" rt rt. rt /~ r\n1 f~ ji 

OJ990630 06.9B15.C4. 


. o4 . gs 


. Method 


GENSCAN 




Start 


1597 6 




End 


17112 




GI 


none 




Score 


.93 




Exons 


15976 .. 16701, 16999. 


.17112 








Seq. No. 


11863 




Seq. ID 


OJ990630_06.9B15. 


C4 


Gene No. 


25158 




Strand 






Start 


159 / b 




End 


17112 




Name 


OJ990630 06.9B15.C4. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


15986 




End 


16701 




GI 


none 




Score 


173 




Exons 


15986. .16192, 15988. 


.16239, 


15988. .16251, 15989 .. 16267 , 






16237. .16389, 16241. 


.16363, 


16396. .16512, 16400 .. 164 62 , 






16474. .16515, 16573. 


.16701, 


16577. .16696 





12367 



Seq. No. 


11863 




Seq. ID 


OJ990630JD6. 9B15 


.C4 


Gene No. 


25158 




Strand 






Start 


15976 




End 


17112 




Name 


OJ990630 06.9B15.C4, 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


15994 




End 


16174 




GI 


none 




Score 


136 




Exons 


159 94.. 16161, 15995, 


. . 16174 








Seq. No. 


11863 




Seq. ID 


OJ990630_06. 9B15 


-C4 


Gene No. 


25158 




Strand 






Start 


1597 6 




End 


17112 




Name 


OJ990630_06 . 9B15 . C4 , 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


15994 




End 


16210 




GI 


none 




Score 


129 




Exons 


15994 .. 16194 , 15995, 


. . 16105, 


16130. .16210 




Seq. No. 


11863 




Seq. ID 


OJ990630_06. 9B15 


.C4 


Gene No. 


25158 




Strand 






Start 


1597 6 




End 


17112 




Name 


OJ990630_06 . 9B15 . C4 , 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


16210 




End 


16695 




GI 


none 




Score 


85 




Exons 


16210. .16242, 16235, 


. . 16363, 


16237. .163*92, 16396 .. 16515, 






16400... 16462, 16633, 


. . 16695 








Seq. No. 


11864 




Seq. ID 


OJ990630_06.9B15 


,C5 


Gene No. 


25159 




Strand 


+ 




Start 


1 




End 


2835 




Name 


OJ990630 06.9B15.C5, 


. o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


2835 




GI 


6069646 




Score 


464 




Exons 


1..105, 1830. .2835 











; <s . GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Hi Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

M: putative non-LTR retroelement reverse transcriptase. (AC006248) 

: «} [Oryza sativa] 

"sst 



Seq. No. 


11864 








Seq. ID 


OJ990630 


_06. 


. 9B15 


.C5 


Gene No. 


25160 








Strand 


+ 








Start 


6913 








End 


15297 








Name 


OJ990630 06. 


9B15. 


.C5.ol. 


gp 


Method 


AAT/GAP 








Start 


6752 








End 


7193 








GI 


701961 








Score 


394 








Exons 


6752. . 6997, 


7159, 


. .7193 














Seq. No. 


11864 








Seq. ID 


OJ990630 


_06. 


, 9B15 


.C'5 


Gene No. 


■ 25160 








Strand 


+ 








Start . 


6913 








End 


15297 








Name 


OJ990630 06. 


9B15. 


.C5.o3. 


gs 


Method 


GENSCAN 








Start 


6913 








End 


10114 








GI 


none 








Score 


.77 








Exons 


6913. . 6997, 


7904, 


. .8010, 


8618. 


.9436, 9782.. 10114 








Seq. No. 


11864 








Seq. ID 


OJ990630_ 


_06. 


, 9B15 


.C5 


Gene No. 


25160 








Strand 


+ 









12368 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6913 

OJ990630_06. 9B15.C5.o4 .np 



End 15297 
_ Method AAT/NAP 

8651 End 14557 

5803254 Score 931 

8 651. .9436, 9537. .968 9, 1418 9. .14 557 
(AP000399) ESTs C97429 (C60159) , D224 27 (C11106) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



11864 
25160 
6913 

OJ990630_06. 9B15.C5.o4 .gs 

11942 

none 

11942. .12017, 12211. .12320, 
14719. .14749, 15165. .15297 



Seq. ID OJ990630_06.9B15.C5 

Strand + 

End 15297 

Method GEN SCAN 

End 15297 

Score .52 
13021. .13701, 14189. .14 417, 



Seq. No. 


11864 


Seq. ID 


OJ990630_06. 


9B15 


.C5 


Gene No. 


25161 


Strand 








Start 


165 


End 


2856 






Name 


OJ990630 06.9B15.C5. 


.ol.gs Method 


GENSCAN 






Start 


165 


End 


2856 






GI 


none 


Score 


.89 






Exons 


165. .306, 423. .641, 


1921. .2046, 2346.. 


,2429, 2470... 2 


856 




Seq. No. 


11864 


Seq. ID 


OJ990630J)6. 


9B15 


.C5 


Gene No. 


25161 


Strand 








Start 


165 


End 


2856 






Name 


OJ990630 06.9B15.C5. 


>ol.np Method 


AAT/NAP 






Start 


165 


End 


488 






GI 


5123942 


Score 


195 






Exons 


165. .306, 423. .488 










GI Descrip. 


(AL079349) putative 


protein [Arabidopsis thaliana] 







OJ990630 06.9B15.C5 



Seq. No. 11864 Seq. ID _ 

Gene No. 25162 Strand 

Start 3261 End 5060 

Name OJ990630_06. 9B15 . C5 . o3 . np Method AAT/NAP 

Start 3240 End 4673 

GI 5123942 Score 778 . 

Exons 3240.. 3947, 4037.. 4116, 4387.. 4528, 4608.. 4673 

GI Descrip. (AL079349) putative protein [Arabidopsis thaliana] 



Seq. No. 11864 

Gene No. 25162 

Start 3261 

Name OJ990 630_06 . 9B15 . C5 . o2 . gs 

Start 3261 

GI none 
Exons 



Seq. ID OJ990630_06. 9B15.C5 



Strand 
End 

Method 

End 

Score 



5060 
GENSCAN 
5060 r 
.69 



3261. .3971, 4028. .4116, 4387. .4528, 4608. .4829, 5046. .5060 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11864 

25163 

15028 

OJ990630 

163 



06. 9B15.C5.ol. tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990630_06.9B15.C5 
19699 

TBLASTX: Cress 
4649 



12369 






PT 


none 


Score 


7 9 




Exons 


1 £^ 977 1 797 1 67 79R 


A 9 7 A 1 Q 

ft ^ J . .ft / 


4 7R 9 4 S 74 4 7fl 7 4 S9 






4 Duo . . ft D4 y 








oeq . ino . 


1 1 £/l 
11004 


Seq. ID 


OJ990630_06.9B15.C5 




Gene No. 


25163 


Strand 






Start 


15028 


End 


19699 




Name* 


Pj.TQQnfi^n Dfi QR1 S PS r>9 t*^ 


Method 


TBLASTX : Soybean 




Of ayf 


IDJ 


End 


4649 




P T 


none 


Score 


125 




f 1 v /*\ 


1 £7 "397 " "\ &A 497 47Q 


4382. .4534, 4383. .4529, 






47Q7 dfidQ 








o e q . in o . 


11004 


Seq. ID 


OJ990630_06.9B15.C5 




bene ino . 


9S1 67 


Strand 






Start 


15028 


End 


19699 




Name 


OJ990630 06.9B15.C5.ol.tm 


Method 


TBLASTX: Maize 




Q4- o r-f- 
oLdi L. 




End 


4649 




P T 
bl 


none 


Score 


112 




TP /"\ y\ 


1 66 719 1 66 797 1 67 79R 


423. .482, 


424. .483, 3256. .3303, 






79Q7 7dQd 79QR ^/QR 7R1D 


.3644, 3597.. 3635, 3654.. 3947, 






o^tq 7Q76 47R9 4S74 47R7 

JO ' " • . ft OO £ • • ft DO ft , 4 JO J . 


.4529, 4412. .4540, 4608. .4649 




O /-v /-r VI n 

oeq. NO . 


1 1 O D ft 


Seq. ID 


OJ990630_06.9B15.C5 


*\ 


Gene No. 


25163 - 


Strand 




.si 


Start 


15028 


End 


19699 


f j 


Name 


ujyyuo ju uo . ytsiD . bo . oo . r_m 


Method 


TBLASTX: Maize 


if 


beam 


1 O Z D 


End 


16849 




P T 
bl 


none 


Score 


219 


1 


Exons 


lOZO . . ZUoj, 1 O ft U . . Z U / U , IoOj . 


.2074, 2090. .2173, 16575 16661 , 


i 




1 67Plzl 167R7 167R1 16R4Q 
ID / U4 . , ID / O / / ID/01. . 1 DO ft .7 






L! 


o e . IN o . 


110D4 


Seq. ID 


OJ990630JD6. 9B15.C5 




Gene No. 


25163 


Strand 




! 

sr 


• Start 


15028 


End 


19699 


•i 


Name 


OJ990630 06.9B15.C5.o2.tm 


Method 


TBLASTX: Maize 


jLalL 


2275 


End 


15486 




P T 
bl 


none 


Score 


62 


c? 


JiiXUIlo 


2275.. 2352, 2364.. 2597, 2365. 


.2595, 2620.. 2733, 11160 .. 11225, 


= i 

«! 




11276. .11389, 15055. .15243, 15266 15442, 15268. .15486 




Seq. No. 


11864 


Seq. ID 


OJ990630_06.9B15.C5 




Gene No. 


25163 


Strand 






Of- -a yi- 


15028 


End 


19699 




Name 


OJ990630 06. 9B15 . C5 . ol . tw 


Method 


TBLASTX: Wheat 






2364 


End 


15480 




PT 
bl 


none 


Score 


62 






2364.. 2522, 2367.. 2522, 2368. 


.2556, 15331. .15480 






11864 


Seq. ID 


OJ990630_06. 9B15.C5 




Gene No. 


25163 


Strand 






Start 


15028 


End 


19699 




Name 


OJ990630 06.9B15.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3507 


End 


3947 




GI 


none 


Score 


49 




Exons 


3507. .3644, 3553. .3591, 3648. 


.3800, 367 


9. .3771, 3840. .3947, 



3841. .3933 



12370 



Seq. No. 11864 
Gene No. 25163 
Start 15028 

Name OJ990630_06 . 9B15 . C5 . o3 . tm 

Start 9054 
GI none 

Exons 9054.. 9266, 9058/. 9279, 9059 

9322.. 9351, 9359.. 9421, 9370 
9516.. 9599, 9602.. 9694, 9603 
13461. .13682, 134 62 .. 13680, 13751 
13773. .13841, 13920 .. 14 003, 13932 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C5 



19699 

TBLASTX: Maize 
14293 ■ 
168 

9277, 9164.. 9286, 9252.. 9374, ' 
9438, 9371. .9427, 9513. .9599, 
9692, 13457. . 13627, 134 59 .. 13668 , 
13831, 13763. .13840, 
14015, 13940. .14014, 



14004. .14123, 14030. .14098, 14243. .14293 



Seq. No. 11864 

Gene No. 25163 

Start 15028 

Name OJ990630_06 . 9B15 . C5 . o5 . np 

Start 15028 

GI 6069646 

Exons 15028. .15641, 16445, 
GI Descrip. 



OJ990630 06.9B15.C5 



Seq. ID 
Strand 

End 19699 
Method AAT/NAP 
End 19699 
Score 446 
.16787, 17070. .17243, 19634. .19699 
(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 11864 

Gene No. 25163 

Start 15028 

Name OJ990630JD6 . 9B15 . C5 . o4 . tm 

Start 16859 

GI none 

Exons 16859. .17059, 16859 17068 , 
17082. .17108, 17083. .17247 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_06.9B15.C5 
19699 

TBLASTX: Maize 

17247 

62 



16860. .17069, 17061 .. 1724 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11865 
25164 
246 

OJ990630_06. 9B15 . C6 . ol . gs 

246 

none 



Seq. ID OJ990630JD6. 9B15.C6 



Strand 
End 

Method 

End 

Score 



+ 

2655 
GENSCAN 
2436 
.61 



246. .318, 620. .726, 1119. .1799, 2035. .2187, 2290. .2436 



Seq. No. 11865 Seq. ID 

Gene No. 25164 Strand 

Start 246 End 

Name OJ990630_06 . 9B15 . C6 . ol . np Method 

. Start 1152 End 

GI 5803254 Score 

Exons 1152.. 1937, 2035.. 2178, 2272.. 2655 
GI Descrip. 



OJ990630_06. 9B15. C6 
+ 

2655 
AAT/NAP 
2655 • 
966 



(AP000399) ESTs C97429 (C60159 ) , D224 27 (C11106 ) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



11865 
25165 



Seq. ID OJ990630_06. 9B15.C6 
Strand + 



12371 



Start 9658 End 22878 

Name OJ990630_06 . 9B15 . C6 . o3 . np Method AAT/NAP 

Start 9658 End 12016 

GI 322641 Score 1029 
Exons 9658.. 9730, 10637.. 12016 

GI Descrip. beta-1, 3-glucanase homolog (clone A6) 

gi|17738|emb|CAA4 9513| (X69887) beta-1, 3-glucanase homologue 

[Brassica napus] 



rape (fragment) 



Seq. No. 11865 Seq. ID 

Gene No. 25165 Strand 

Start 9658 End 

Name OJ990630_06 . 9B15 . C6 . o2 . gp Method 

Start 10178 End 

GI none Score 

Exons 10178. . 10630 



OJ990630_06.9B15.C6 
+ 

22878 
AAT/GAP 
10630 
882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11865 
25165 
9658 

OJ990630 
10487 
none. 
10487. 
15123. 
18400. 
21761. 



_06.9B15.C6.o4.gs 



10538, 
15221, 
18532, 
22878 



10628. 
16715. 
18956. 



10886, 
16888, 
18996, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10924 

17164 



OJ990630_ 
+ 

22878 
GENSCAN 
22878 
.73 

11981, 13523. 
17530, 17622. 



06.-9B15-.C6 



19688. .19792, 19879. 



.13551, 
.17720, 
.21078, 



Seq. No. 11865 

Gene No. 25165 

Start 9658 

Name OJ990630__06 . 9B15 . C6 . o4 , 

Start 20450 

GI 5803334 

Exons 20450. .20820 



gp 



Seq. ID OJ990630_06. 9B15.C6 

Strand + 

End 22878 

Method AAT/GAP 

End . 20820 

Score 686 



Seq. No. 11865 

Gene No. 25166 

Start 26021 

Name OJ990630_06 . 9B15 . C6 . 06 . gs 

Start 26021 

GI none 

Exons 26021. .26082, 26339.-26422, 26872 
28511. .28692, 28832.. 28961 



Seq. ID OJ990630_06. 9B15.C6 

Strand + 

End 28961 

Method GENSCAN 

End 28961 

Score .72 



,26963, -27108. .27301, 



Seq. No. 11865 Seq. ID OJ990630_0 6 . 9B15 . C6 

Gene No. 25166 Strand + 

Start 26021 End 28961 

Name ' OJ990630_06 . 9B15 . C6 . o4 . np Method AAT/NAP 

Start 27212 End 28958 

GI 5816996 Score 536 

Exons 27212. .27301, 28511 28692, 28832.. 28958 

GI Descrip. (AL110123) ribosomal protein L32-like protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



11865 
25167 



Seq. ID OJ990630_06. 9B15.C6 
Strand + 



12372 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



30195 End 

OJ990630_06. 9B15 . C6 . o7 . gp Method 

30173 End 

17264 1.R1084 Score 



32742 
AAT/GAP. 
32742 
1279 



30173. .30249, 30353 .. 30408 , 31692 .. 31754 , 31858 .. 31 94 8 , 
32057. .32161, 32392.. 32742 

, 2129622/pir MS71237. 1.0e-58 immunophilin FKBP15-1 - Arabidopsis 
thaliana >gi_1272406 '(U52046) immunophilin [Arabidopsis 
thaliana] 1 



Seq. No. 11865 

Gene No. 25167 

Start 30195 

Name OJ990630_06 . 9B15 . C6 . o7 . gs 

Start 30195 

GI none 

Exons 30195. .30249, 30353 .. 30408 , 
32057. .32161, 32392.. 32486 



Seq. ID OJ990630_06.9B15.C6 

Strand + 

End 32742 

Method GENSCAN 

End 32486 

Score .96 
31692. .31754, 31858 .. 31948 , 



Seq. No. 11865 Seq. ID OJ990630_06 . 9B15 . C6 

Gene No. 25167 Strand 

Start 30195 End 

Name OJ990630_06 . 9B15 . C6 . o5 . np Method 

Start, 30313 End 

GI 2129622 Score 

Exons 30313. .30408, 31692 .. 31754 , 

32392.. 32474 

GI Descrip. immunophilin FKBP15-1 - Arabidopsis thaliana gi 11272406 (U52046) 
immunophilin [Arabidopsis thaliana] 



OJ990630_06.9B15, 
+ 

32742 
AAT/NAP 
32474 
432 



3i858. .31948, 32057 .. 32161, 



Seq. No. 


11865 


Seq. ID 


OJ990630_06. 9B15 


.C6 


Gene No. 


25168 


Strand 






Start 


3030 


End 


3084 




Name 


OJ990630 06.9B15.C6.ol.gp 


Method 


AAT/GAP 




Start 


3030 


End 


3084 




GI 


20723 1.R1084 


Score 


57 




Exons 


3030. .3084 








GI Descrip. 


f 214 9018/gb| U70541 IOSU70541 


8.0e-14 Oryza sativa putative 




ADP-glucose pyrophosphorylase subunit 


SH2 and putative 






NADPH-dependent reductase Al 


genes, complete cds 1 




Seq. No. 


11865 


Seq. ID 


OJ990630_06. 9B15 


.C6 


Gene No. 


25169 


Strand 






Start 


3486 


End 


4828 




Name 


OJ990630 06. 9B15 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


3486 


End 


4828 




GI 


none 


Score 


.92 




Exons 


3486. .4205,, 4302. .4390, 4503 


..4644, 4757. .4828 




Seq. No. 


11865 


Seq. ID 


OJ990630_06. 9B15 


C6 


Gene No. 


25169 


Strand 






Start 


3486 


End 


4828 




Name 


OJ990630 06. 9B15 . C6 . o2 . np 


Method 


AAT/NAP 




Start 


3501 


End 


4822 




GI 


5123942 


Score 


871 




Exons 


3501. .4205, 4299. .4390, 4503 


..4644, 4757. .4822 




GI Descrip. 


(AL079349) putative protein 


[Arabidopsis thaliana] 





12373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990630 06.9B15.C6 



11865 Seq. ID 

25170 Strand 

11251 End 11667 

OJ990630_06 . 9B15 . C6 . o3 . gp Method AAT/GAP 

11251 End 11667 

uC-osroM202037b04al Score 814 
11251. .11667 

1 604 1834 /gb | AAF0214 3 . 1 1 AC009853_3 6.0e-37 (AC009853) 



glucan endo-l-3-beta-glucosidase [Arabidopsis thaliana] ' 



putative 



11865 Seq. ID 

25171 Strand 

24768 End 

OJ990630_06.9B15.C6.o5.gs Method 

24768 End 

none Score 
24768. .24998 



OJ990630_06.9B15.C6 

24998 
GENSCAN 
24998 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11865 
25172 
32868 

OJ990630_06. 9B15.C6.o6. tm 

1558 

none 

1558.. 1641, 1560.. 1790, 1562. 
1872.. 1928, 2026.. 2109, 2037. 

11865 
25172 '* 
32868 

OJ990630_06.9B15.C6.ol0.tm 

2332 

none 

2332. .2484, 2334. .2420, 2354, 
2576. .2644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Maize 
2190 
199 

1786, 1781. .1846, 1869. 
2096, 2076.. 2117, 2107. 



1922, 
2190 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Maize 

2644 

131 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2479, 2535. .2642, 2536.. 2643, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11865 
25172 
32868 

OJ990630_06. 9B15.C6.o2 . tm 

3495 

none 

3495. .3695, 3495. .3797, 3496. 
3811. .4011, 3969. .4019, 4074. 
4504.. 4650, 4504.. 4650, 4757. 

11865 
25172 
32868 

OJ990630_06.9B15.C6.o6. ts 

3504 

none 

3504.. 3713, 3505.. 3606, 3658. 

11865 
25172 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Maize 
4811 
147 

3738, 3810.. 3893, 3810.. 4022, 
4130, 4107. .4202, 4108. .4203, 
4798, 4758. .4811 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,3714 

Seq. ID 
Strand 



OJ990630_06.9B15.C6 
33241 

TBLASTX : Soybean 

3714 

110 



OJ990630 06.9B15.C6 



12374 






Start 


32868 




End 


33241 






Name 


OJ990630 06.9B15.C6.o2.ts 


Method 


TBLASTX: Soybean 






Start 


3720 




End 


4397 






GI 


none 




Score 


69 






Exons 


3720. . 


3797, 3810. .4022/ 3811 


..3873, 3934. .4011, 4107. .4208, 






4108. . 


4203, 4314.. 4397 










Seq. No. 


11865 




Seq. ID 


OJ990630_06. 9B15. 


C6 




Gene No. 


25172 




Strand 








Start 


32868 




End 


33241 






Name 


OJ990630 06.9B15.C6.o4.tc 


Method 


TBLASTX: Cress 






Start 


4311 




End 


4798 






GI 


none 




Score 


85 






Exons 


4311. . 


4385, 4498. .4650, 4505 


..4618, 4757. .4798 






Seq. No. 


11865 




Seq. ID 


OJ990630_06. 9B15 


C6 




Gene No. 


25172 




Strand 








Start 


32868 




End • 


33241 






Name 


OJ990630 06.9B15.C6.o7.ts 


Method 


TBLASTX: Soybean 






Start 


4498 




End 


4798 






GI 


none 




Score 


78 






Exons 


4498. . 


4650, 4499. .4609, 4757 


. .4798 






.3(11 


Seq. No. 


11865 




Seq. ID 


OJ990630_06.9B15 


C6 




Gene No . 


25172 




..Strand 






Li I 


Start 


32868 




: End 


33241 




r tl 


Name 


OJ990630 06.9B15.C6.o8.tm 


Method 


TBLASTX: Maize 




* - . 


Start 


7612 




End 


8056 






GI 


none 




Score 


90 






Exons 


7612. 


7677, 7614.. 7688, 7772 


..7867, 7772. .7849, 7780. .7851, 


Cl 




7958. 


8056, 7975.. 8055, 7976 


. .8056 






:* i ; 
} IE 


Seq. No. 


11865 




Seq. ID 


OJ990630_06.9B15 


.C6 


15 


Gene No. 


25172 




Strand 








Start 


32868 




End 


33241 




*:. i 


Name 


OJ990630 06. 9B15 . C6 . ol . tm 


Method 


TBLASTX: Maize 




N* 


Start 


10603 




End 


11428 




s ^ 


GI 


none 




Score 


4 67 ' 






Exons 


10603 


.11001, 10671. . 10994, 


11002. .11100, 11003. .11101, 




r s i 

'S3? 




11102 


.11278, 11107. .11253, 


11240. .11302, 11297. .11428, 




.J 3; 




11323 


.11427 










Seq. No. 


11865 




Seq. ID 


OJ990630_06. 9B15 


.C6 




Gene No. 


25172 




Strand 








Start 


32868 




End 


33241 






Name 


OJ990630 06. 9B15.C6.o4 .ts 


Method 


TBLASTX: Soybean 






Start 


10633 




End 


11278 






GI 


none 




Score 


248 






Exons 


10633 


.10968, 10662. .10844, 


11003. .11035, 11114. .11278 






Seq. No. 


11865 




Seq. ID 


OJ990630_06.9B15 


.C6 




Gene No. 


25172 




Strand 








Start 


32868 




End 


33241 






Name 


OJ990630 06. 9B15 . C6 . o3 . tw 


Method 


TBLASTX: Wheat 






Start 


10654 




End 


10968 






GI 


none 




Score 


198 






Exons 


10654 


..10968, 10765. .10911 









12375 



Seq. No. 11865 Seq. ID 

Gene No. 25172 Strand 

Start 32868 - End 

Name OJ990630_06 . 9B15 . C6 . ol . tc Method 

Start 10666 End 

GI none . Score 
Exons 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Cress 

11980 

243 



10666. .10965, 11003 1 1110, 11113 .. 11232, 11114; . 11278 , 
11300. .11563, 11518. .11664, 11519. .11665, 11708. .1174 3, 
117 62. .11980, 11767. .11910 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . ol . ts 

Start 11306 

GI none 

Exons 11306. . 11518, 11383 11454 f 
11767. .11949, 11771. .11983 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Soybean 

11983 

236 



11518. .11754, 11519. .11755, 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11865 Seq. ID 

25172 Strand 

32868 End 

OJ990630_0 6 . 9B15 . C6 . o4 . tw Method 

11468 End 

none Score 

11468. .11662, 11518.. 11661 

11865 

25172 Strand 

32868 End 

OJ990630_06 . 9B15 . C6 . o7 . tm Method 

11480 End 

none Score 

11480. .11665, 11515. .11664, 11591. .11665 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Wheat 
11662 
185 



Seq. ID OJ990630_06. 9B15.C6 



33241 

TBLASTX: Maize 
11665 
316 ■ 



11865 
25172 
32868 

OJ990630_06. 9B15 .C6.o5 . tm 

11737 

none 



Seq. ID OJ990630_06.9B15.C6 
Strand 
End 

Method 
End 
Score 



33241 

TBLASTX: Maize 

11986 

376 



11737. .11958, 11738. .11983, 11912. .11986 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . o9 . tm 

Start 22476 

GI none 

Exons 22476. .22565, 
22763. .22873, 



22477. .22566, 
22765. .22878, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22563. .22766, 
22776. .22871, 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Maize 
22879 
59 

22596. .22757, 
22778. .22879 



Seq. No. 11865 Seq. ID 

Gene No. 25172 Strand 

Start 32868 End 

Name OJ990630 06 . 9B15 . C6 . o3 . tm Method 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Maize 



12376 



Start 
GI 

Exons 



27045 End 28965 

none Score 44 

27045. .27068, 2704 6 .. 27072 , 27121 27312, 27131 .. 27301, 

28508. .28699, 28513 .. 28710, 28514 .. 28 693, 28817 .. 28921, 

28827. .28961, 28828 28965, 28828.. 28962 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . ol . tw 

Start 27203 

GI none 

Exons 27203. .27301, 27211 27312 , 
28827. .28931, 28828. .28929 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Wheat 

28931 

73 



28513. .28692, 28514 28693, 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . o3 . tc 

Start 27211 

GI none 

Exons 27211. .27285, 28508 .. 28711 , 
28514. .28693, 28827 .. 28961 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28509 

28828 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Cress 
28962 
68 

28628, 28513. .28740, 
28962 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . o5 . ts 

Start 27211 

GI none 

Exons 27211. .27282, 28503 .. 28610, 
28511. .28693, 28827 .. 28961 , 



Seq. ID 
Strand - 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX : Soybean 
28961 " 
113 • 

28510. .28692, 28510 .. 28 692 , 
28829. .28921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11865 
25172 
32868 

OJ990630_0 6 . 9B15 . C6 . o4 . tm 

30195 

none ■ 

30195. .30224, 30352 .. 30408 , 
31689. .31754, 3184 6 .. 31962, 
32056. .32163, 32390 .. 32443, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Maize 
32455 
76 

30358. .30408, 3168 6 .. 317 63, 
31857. .31949, 32055 .. 32162 , 
32391. .32453, 32393.. 32455 



Seq. No. 11865 

Gene No. 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . o2 . tw 

Start 30309 

GI none 

Exons 30309. .30407, 30352 .. 30408 , 
31846. .31962, 31857 .. 31961 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Wheat 
32151 
72 

31686. .31763, 31689 31751, 
32055. .32150, 32056.. 32151 



Seq. No. 11865 Seq. ID 

Gene No. 25172 Strand 

Start 32868 End 

Name OJ990630_06 . 9B15 . C6 . o3 . ts Method 

Start 30346 End 



OJ990630_06.9B15.C6 
33241 

TBLASTX: Soybean 
32435 



12377 



GI none Score 74 

Exons 30346. .30408, 3168 6 .. 31763, 31691 31732 , 3184 6 31962 , 

31857. .31961, 32055 32 162, 32056 .. 32163, 32391.. 32435 



Seq. No. 11865 

Gene No. ' 25172 

Start 32868 

Name OJ990630_06 . 9B15 . C6 . o2 . tc 

Start 30358 

GI none 

Exons 30358 . 

31857. 



.30408, 31686. .31763, 
.31949, 32055. .32162, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 06.9B15.C6 



33241 

TBLASTX: Cress 
32471 
74 

31689. .31751, 3184 6 .. 31962 , 
32056. .32163, 32391 .. 32453, 



32391. .32471 





Seq. No. 


11865 






Seq. ID 


OJ990630_ 


_06. 


9B15 


.C6 




Gene No. 


25172 






Strand 












Start 


32868 






End 


33241 










Name 


OJ990630 06. 


9B15.C6 


. 08 . gs 


Method 


GENSCAN 










Start 


32868 






End 


33241 










GI 


none 






Score 


.79 










Exons 


32868. .32897 


, 33194 


..33241 














Seq. No. 


11866 






Seq. ID 


OJ990430_ 


_02. 


9B05 


.CI 




Gene No. 


25173 






Strand 


+ 








*=! 


Start 


157 






End 


221 ; 










Name 


OJ990430 02. 


9B05.C1 


. ol . gs 


. Method 


GENSCAN 








r li 


Start 


157 






End 


221 










GI 


none 






Score 


.83 








a 

: s 


Exons 


157. .221 
















\, "! 

a? 


Seq. No. 


11866 






Seq. ID 


OJ990430_ 


_02. 


9B05 


.CI 


;S ; : 
: ! t 


Gene No. 


25174 






Strand 


+ 








i '=? 


Start 


946 






End 


1394 










Name 


OJ990430 02. 


9B05.C1 


. ol . gp 


Method 


AAT/GAP 








a 


Start 


946 






End 


1394 










GI 


none 






Score 


887 










Exons 


946. .1394 
















□ 


Seq. No. 


11866 






Seq. ID 


OJ990430_ 


_02. 


9B05 


.CI 




Gene No. 


25175 






Strand 










■S 5f 


Start 


1403 






End 


1566 










Name 


OJ990430 02. 


9B05.C1 


. ol . np 


Method 


AAT/NAP 










Start 


1403 






End 


1566 










GI 


6730652 






Score 


180 










Exons 


1403. .1566 

















GI Descrip. (AC008262) F4N2.4 [Arabidopsis thaliana] 



Seq. No. 11867 

Gene No. 25176 

Start 6036 

Name OJ9904 30_02 . 9B05 . C2 . o2 . 

Start 6036 

GI 5042463 

Exons 6036.. 6068, 7572.. 7780, 



GI Descrip. (AC007789) unknown prot 



Seq. ID OJ990430_02.9B05.C2 

Strand, + 

End 8759 
np Method AAT/NAP 

End 8759 

Score 140 
8442. .8597, 8650. .8759 
ein [Oryza sativa] 



Seq. No. 11867 Seq. ID OJ9904 30_02 . 9B05 . C2 

12378 



Gene No. 


25177 


Start 


168 


Name 


OJ990430_ 


Start 


ton 

13 1 


GI 


none 


Exons 


137 . . 160, 




587 . . 868 , 




Boy . . Iu3b 


Seq. No. 


11867 


Gene No. 


25177 


Start 


loo 


Name 


OJ990430_( 


Start 


168 


GI 


none 


Exons 


168 . .483, 


Seq. No. 


llOD / 


Gene No. 


25177 


Start 


168 


Name 


OJ990430 ( 


Start 


216 


GI 


6730652 


Exons 


216. .483, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9931 

TBLASTX: Maize 

1282 

34 



OJ990430 02.9B05.C2 



.735 



9931 
AAT/GAP 
735 
886 



OJ990430 02.9B05.C2 



Seq. ID 
Strand 

End 9931 
9B05.C2.ol .np Method AAT/NAP 

End 6569 
Score 1644 
1..869, 951. .1086, 1354. .1608, 1704. .1904, 
2032. .2701, 3005. .3146, 3655. .3760, 4606. .4665, 5539. .5754, 
6092. .6226, 6330. .6439, 6470. .6569 
(AC008262) F4N2.4 [Arabidopsis thaliana] 



OJ990430 02.9B05.C2 



11867 
25177 
168 

OJ9904 30_02. 9B05.C2.ol .gs 
223 
none 

223. .483, 591. .869, 951. .1093, 1172. .1276, 1415. .1608, 
1704. .1896, 2036. .2701, 3005. .3133, 3162. .3221, 3569. .3760, 
4606. .4665, 4749. .4831, 5616. .5754, 6092 .. 6226, 6330 .. 6705, 
7212. .7436, 8400. .8592, 9811. .9931 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9931 
GENSCAN 
9931 
.81 



Seq. No. 


11867 




Seq. ID 


OJ990430_02. 9B05 


.C2 


Gene No. 


25177 




Strand 






Start 


168 




End 


9931 




Name 


OJ990430 02.9B05.C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


573 




End 


919 




GI 


none 




Score 


97 




Exons 


573. .710, 575. .919, 750 


. .872 








Seq. No. 


11867 




Seq. ID 


OJ990430_02.9B05 


C2 


Gene- No. 


25177 




Strand 






Start 


168 




End 


9931 




Name 


OJ990430 02.9B05.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1539 




End 


1900 




GI 


none 




Score 


67 




Exons 


1539. .1604, 1705. .1899, 


1760. 


.1900 






Seq. No. 


11867 




Seq. ID 


OJ990430_02.9B05 


C2 


Gene No. 


25177 




Strand 







12379 




Start 


168 


End 


9931 


Name 


OJ990430 02. 9B05.C2.o2. tm 


Method 


TBLASTX: Maize 


Start 


1702 


End 


2102 


GI 


none 


Score 


260 


Exons 


1702.. 1899, 1703.. 1900, 2017 


. . 2100, 201 


8 . . 2101, . 2034 . .2102 


Seq. No. 


11867 


Seq. ID 


OJ990430_02.9B05.C2 


Gene No . 


25177 


Strand 




Start 


168 


End 


9931 


Name 


OJ990430 02. 9B05 . C2 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


5689 


End 


6440 


GI 


none 


Score 


66 


Exons 


5689.. 5754, 5706.. 5756, 6083 


..6229, 6099. .6227, 6330. .6440, 




6331 . . 6438 






Seq. No. 


11868 


Seq. ID 


OJ990430_02.9B05.C3 


Gene No. 


25178 


Strand 


+ 


Start 


27 


End 


7145 


Name 


OJ990430 02. 9B05 . C3 . ol . gs 


Method 


GEN SCAN 


Start 


27 


End 


2533 


GI 


none 


Score 


.4 


Exons 


27. .200, 2257.. 2326, 2400.. 2533 




Seq. No. 


11868 


Seq. ID 


OJ990430_02.9B05.C3 


Gene No. 


25178 


Strand 


+ 


Start 


27 


End 


7145 


Name 


OJ990430 02. 9B05 . C3 . ol . np 


Method 


AAT/NAP 


Start 


51 


End 


7145 


GI 


100215 


Score 


108 ■ 


Exons 


51;. 220, 6926.. 7145 






GI Descrip. 


extensin class I (clone wl7- 


1) - tomato gi| 1345531 |emb|CAA3 




(X55681) extensin (class I) 


[Lycopersicon esculent urn] 


Seq. No. 


11869 


Seq. ID 


OJ990430_02.9B05.C5 


Gene No . 


25179 


Strand 


+ 


Start 


1 


End 


4459 


Name 


OJ990430 02. 9B05 . C5 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


4459 


GI 


6539580 


Score 


341 


Exons 


1..28, 3446. .3651, 3748. .3831, 3919. .4014, 4421. .4459 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11869 


Seq. ID 


OJ990430_02.9B05.C5 


Gene No . 


25179 


Strand 


+ 


Start 


1 


End 


4459 


Name 


OJ990430 02. 9B05 . C5 . ol . gs 


Method 


GENSCAN 


Start 


844 


End 


4327 


GI 


none 


Score 


.69 


Exons 


844.. 916, 1176.. 1227, 2570.. 


2703, 2790. 


.2903, 2975.. 3094, 




3176.. 3207, 3480.. 3651, 3733 


..3831, 3919. .4053, 4322. .4327 


Seq. No. 


11869 


Seq. ID 


OJ990430_02 . 9B05.C5 


Gene No. 


25180 


Strand 




Start 


4874 


End 


8367 


Name 


OJ990430 02.9B05.C5.o2.np 


Method 


AAT/NAP 


Start 


4845 


End 


7754 


GI 


6539581 


Score 


2349 



12380 



Exons 4845. .4993, 5066. .6888, 6994. .7446, 7617. .7754 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990430_02 . 9B05 . C5 . o2 . gs 

Start 4874 

GI none 
Exons 



Seq. ID OJ990430J32. 9B05.C5 
Strand 

End 8367 

Method GENSCAN 

End 8367 

Score .55 



4874. .4993, 5066. .6250, 6626. .6685, 6751. .7449, 7617. .7694, 
7958. .8008, 8098. .8169, 8254. .8367 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990430_02 . 9B05 . C5 . ol . tw 

Start 6008 

GI none 

Exons 6008.. 6439, 6279.. 6440 



Seq. ID OJ990430_02. 9B05.C5 
Strand 

End 8367 

Method TBLASTX : Wheat 

End ■ 64 4 0 

Score 66 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990430_02 . 9B05 ,,C5 . ol . ts 

Start 6071 

GI none 
Exons 



Seq. ID OJ990430_02. 9B05.C5 
Strand 

End 8367 

Method TBLASTX : Soybean 

End 6613 

Score 146 



6071. .6613, 6324. .6572, 6398. .6613 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990430_02 . 9B05 .C5.ol.tm 

Start 6290 

GI none 

Exons 6290.. 6673, 6419.. 6670 



Seq. ID OJ990430_02. 9B05.C5 
Strand 

End 8367 

Method TBLASTX : Mai ze 

End 6673 

Score 138 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990430_02 . 9B05 .C5.ol.tc 

Start 6359 

GI none 

Exons 6359.. 6688, 6497.. 6733 



Seq. ID OJ990430_02. 9B05.C5 
Strand 

End 8367 

Method TBLASTX : Cress 

End 6733 

Score 101 



Seq. No. 11869 

Gene No. 25180 

Start 4874 

Name OJ990.4 30_02 . 9B05 . C5 . o2 . tm 

Start 6676 

GI none 
Exons 



Seq. ID OJ990430_02. 9B05.C5 
Strand 

End 8367 

Method TBLASTX :Maize 

End 6894 

Score 100 



6676. .6894, 6680. .6835, 6817. .6894 



Seq. No. 11870 

Gene No. 25181 

Start 494 

Name OJ990430_02 . 9B05 . C6 . ol . gs 



Seq. ID OJ990430JD2. 9B05.C6 
Strand 

End 8331 

Method GENSCAN 



12381 




Start 


4 94 


End 


O 1) "3 T 

8331 




GI 


none 


Score 


A O 

. 4 3 




Exons 


494. .598, 1555.. 1608, 2125. 


o o a c o /~ a o 

.2205, 2608 


o /" a ~7 o a o c 

..2697, 2925. 


T A A r 

. 3005 , 




3345.. 3630/ 8137.. 8331 








Seq. No. 


11870 


Seq. ID 


OJ990430_02. 


9B05.C6 


Gene No. 


25182 


Strand 






Start 


1194 6 


End 


12128 




Name 


OJ990430 02 . 9B05 . C6 . o2 . gs 


Method 


GENSCAN 




Start 


1194 6 


End 


12128 




GI 


none 


Score 


. 4 D 




Exons 


1194 6 . . 12128 








Seq. No. 


11871 


Seq. ID 


OJ99U430 02. 


rtn r\ r- f-"> ~1 

9B05 . C7 


Gene No. 


25183 


Strand 


+ 




Start 


47 


End 


247 




Name 


OJ99043U 02 . 9B05 . C / . Ol . np 


Method 


AAT/NAP 




Start 


47 


End 


247 




GI 


604 1807 


Score 


144 




Exons 


47 . . 24 / 








GI Descrip. 


(AC009/55) unknown protein 


[Arabidopsis thaliana] 




Seq. No. • 


11871 


Seq. ID 


OJ990430_02. 


9B05.C7 


Gene No., 


25184 


Strand ' 


+ 




Start 


5370 


End 


6656 




Name 


OJ990430 02;9B05.C7.o3.gs 


Method 


GENSCAN 




Start 


5370 


End 


6656 




GI 


none 


Score 


.44 




Exons 


5370.. 5525, 6212.. 6362, 6481.. 6656 






Seq. No. 


11871 


Seq. ID 


OJ990430_02. 


9B05.C7 


Gene No. 


25185 


Strand 


+ 




Start 


17725 


End 


21338 




Name 


OJ990430 02.9B05.C7.o7.gs 


Method 


GENSCAN 




Start 


17725 


End 


21338 




GI 


none 


Score 


.6 




Exons 


17725. .18165, 2014 4 .. 20358 , 


20831. .20961, 21232.. 21338 


Seq. No. 


11871 


Seq. ID 


OJ990430_02. 


9B05.C7 


Gene No. 


25186 


Strand 


+ 




Start 


23532 


End 


25555 




Name 


OJ990430 02.9B05.C7.o6.np 


Method 


AAT/NAP 




Start 


23532 


End 


25555 




GI 


6721512 


Score 


84 




Exons 


23532. .23556, 24 14 1 . . 24231 , 


25195. .25309, 25337.. 25555 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11871 


Seq. ID 


OJ990430_02. 


9B05.C7 




25187 


Strand. 






Start 


2433 


End 


3793 




Name 


OJ990430 02.9B05.C7.ol.gp 


Method 


AAT/GAP 




Start 


2213 


End 


2870 




GI 


15042 1.R1084 


Score 


1061 




Exons 


2213.. 2678, 2770.. 2870 








GI Descrip. 


1 6094014/sp 1082528 |RL15_PETHY 5.0e-56 


60S RIBOSOMAL 


PROTEIN 



>gi_3608479 (AF088912) ribosomal protein L15 [Petunia x 
hybrida] 1 



12382 






Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 




Gene No. 


25187 




Strand 








Start 


2433 




End 


3793 






*. Name 


OJ990430 02.9B05 


C7 . o2 . gs 


Method 


GENSCAN 






Start 


2433 




End ' 


3793 






GI 


none 




Score 


.81 






Exons 


2433 . .2678, 2779 


.2967, 3513 


..3679, 3790. .3793 






Seq. No. 


11871 




Seq. ID 


OJ990430 


f\ o none ~7 




Gene No. 


25187 




Strand 


- 






Start 


2433 




End 


3793 






Name 


OJ990430 02.9B05 


C7.o2.np 


Method 


AAT/NAP 






Start 


2436 




End 


3683 






GI 


6094014 




Score 


879 






Exons 


2436.-2678, 2770 


.2967, 3513 


. .3683 








GI Descrip. 


60S RIBOSOMAL PROTEIN L15 gi 13608479 


(AF088912) 


ribosomal 






protein L15 [Petunia x hybrida] 








Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 




Gene Noi 


25188 




Strand 








Start 


6523 




End 


11039 




.3 8 J 


Name 


OJ990430 02.9B05 


C7 . o3 . gp 


Method 


AAT/GAP 






Start 


6523 




End 


7190 




;sr 
s i 


GI 


none 




Score 


1032 






Exons 


6523.. 7005, 7132 


.7190" 








; : = i 


Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 


Ul 


Gene No. 


25188 




Strand 






i " ' 


Start 


6523 




End 


11039 




1 - '■ 


Name 


OJ990430 02.9B05 


C7 . o4 . gs 


Method 


GENSCAN 




I'll 


Start 


6916 




End 


8871 






GI 


none 




Score 


. 69 




ssi 
•I s? 


Exons 


6916.. 7005, 7282 


.7366, 8213 


..8338, 8 


411. .8454, 


8818 . .8871 




Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 


: "i 


Gene No. 


25188 




Strand 








Start 


6523 




End ■ 


11039 




r*i 
;r 


Name 


OJ990430 02.9B05 


C7 . o4 . gp 


Method 


AAT/GAP 




si 
l a _f 


Start 


8191 




End 


11039 






GI 


15905 1.R1084 




Score 


1048 






Exons 


8191. .8338, 8411 


.8454, 8539 


..8661, 8 


740. .8878, 


10891 . . 110o9 




GI Descrip. 


'3170570 3.0e-ll 


(AF058302) 


FrnE [Streptomyces 


roseofulvus] 1 




Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 




Gene No. 


25189 




Strand 








Start 


14059 




End 


15797 






Name 


OJ990430 02.9B05 


C7 .o4 .np 


Method 


AAT/NAP 






Start 


14059 




End 


15797 






CJ 
oi 


2792220 




Score 


524 






Exons 


14059. . 15797 












GI Descrip. 


(AF032688) NBS-LRR type resistance protein [Oryza sativa] 




Seq. No. 


11871 




Seq. ID 


OJ990430 


_02.9B05.C7 




Gene No. 


25190 




Strand 








Start 


20905 




End 


25555 






Name 


OJ990430 02.9B05 


C7.o4.tm 


Method 


TBLASTX: 


Maize 



12383 



Start 69 End 243 

GI none Score 202 

Exons 69.. 221, 106.. 243, 107.. 229 



Seq. No. 11871 

Gene No. 25190 

Start 20905 

Name OJ990430__02 . 9B05 . C7 . ol . tm 

Start 2358 

GI none 
Exons 



Seq. ID OJ990430_02.9B05.C7 
Strand 
End . 
Method 
End 
Score 



25555 

TBLASTX: Maize 

2971 

97 



2358. .2681, 2371. .2493, 2378. .2680, 2767. .2796, 2770. .2904, 
2771. .2926, 2774. .2971, 2869. .2970 



Seq. No. 11871 

Gene No. 25190 

Start 20905 

Name OJ9904 30_02 . 9B05 . C7 . ol . tc 

Start 2430 

GI none 
Exons 



Seq. ID OJ990430_02. 9B05.C7 



Strand 
End 

Method 

End 

Score 



25555 

TBLASTX : Cress 

3689 

251 



2430. .2693, 2439. .2681, 2548. .2685, 2770. .2904, 2771. .2923, 
2774. .2971, 3511. .3678, 3513. .3584, 3513. .3689, 3514. .3684 



Seq. No. 11871 

Gene No...' 25190 

Start " 20905 

Name OJ990430_02 . 9B05 . C7 . ol . 

Start 2433 

GI none 

Exons 2433.. 2681, 2433.. 2681, 
2774.. 2971, 2869.. 2970, 

Seq. No. 11871 

Gene No. 25190 

Start 20905 

Name OJ9904 30_02 . 9B05 . C7 . ol . 

Start 2767 

GI none 

Exons 2767.. 2793, 2770.. 2904, 
3511.. 3531, 3513-. .3680, 

Seq. No. 11871 

Gene No. 25190 

Start 20905 

Name OJ990430_02 . 9B05 . C7 . o3 . 

Start 3512 

GI none 

Exons 3512.. 3583, 3513.. 3680, 

Seq. No. 11871 

Gene No. 25190 

Start 20905 

Name OJ990430_02 . 9B05 . C7 . o2 . 

Start 7294 

GI none 

Exons 7294.. 7368, 7303.. 7365, 
8188. .8340, 8402. .8455, 
8540.. 8662, 8550.. 8672, 



Seq. ID OJ990430_02.9B05.C7 
Strand 

End 25555 
ts Method TBLASTX: Soybean 

End 3711 

Score 192 
2470. .2697, 2770. .2904, 2771. .2926, 
3513. .3680, 3514. .3711 

Seq. ID OJ990430_02 . 9B05.C7 
Strand 

End 25555 
tw Method TBLASTX : Wheat 

End 3714 

Score 45 
2771. .2*926, 2774.. 2971, 2869. .2970, 
3514.. 3714, 3625.-3699 

Seq. ID OJ990430_02. 9B05.C7 
Strand 

End 25555 

tm Method TBLASTX: Maize 

End 3739 

Score 250 
3514. .3714, 3628. .3684, 3719. .3739 

Seq. ID OJ990430_02.9B05.C7 
Strand 

End 25555 
tm Method TBLASTX : Maize 

End 8887 

Score 90 
7304. .7402, 7305. .7403, 8186. .8341, 
8410. .8490, 8413. .8457, 8539. .8661, 
8550. .8672, 8720. .8875, 8737. .8883, 



12384 




8738. .8887 



Seq. No. 


11871 


Seq. ID 


OJ990430 


_02.9B05 


• C7 


Gene No. 


25190 


Strand 








btart 


20905 


End 


25555 






Name 


OJ990430 02.9B05.C7.o2.ts 


Method 


TBLASTX : 


Soybean 




C -) > v- 4- 

otart 


8215 


End 


8893 




bl 


none 


Score 


62 






Exons 


8215. .8313,: 8216. .8308, 8287. .8340, 8288. .8341, 


8406. .8441, 




8410; .8457," 8578. .8655, 8579. .8653, 8737. .8871, 


8741. .8887, 




O / v?D. .00-30 










beq . jno . 


11871 


Seq. ID 


OJ990430 


_02.9B05 


.C7 


bene ino. 


£. o ± z? u 


Strand 










/uyuD 


End 


25555 






Name 


ujyyu4ju uz . ynu o . b / . oo . tm 


Method 


TBLASTX:! 


Maize 




btart 


1 A 7 Q Q 

i h i o y 


End 


15297 






C T 


none 


Score 


75 








14 / yy . . 14 yuo, i4ovi . . i4y4y, 


15025. . 15162, 15253 


1 com 

. . loz9 / 




Seq. No. 


11871 


Seq. ID 


OJ990430 


_02.9B05 


.C7 


Gene No . 


zoi yu 


Strand 








otart 


o n Q n c: 

zuyuo 


End 


25555 






Name 


a Toon / on no nnric r* ~i 

ujyyu^ou uz . ybuo . b / . oo . np 


Method 


AAT/NAP 






otart 


o n q n r 
z uy uo 


End 


25555 






C T 


/i com qo 
4 bo Uloj 


Score 


241 






Exons 


ononc; oaqoc oooco onno 


25067. .25151, 25456 


. . 25555 




GI Descrip. 


lAriii/uyj gag-poi protein 


[Oryza sativa subsp. 


indica] 




beq . no . 


11872 


Seq. ID 


OJ990430 


_02.9B05, 


.C8 


Gene No . 


25191 


Strand 


+ 






btart 


670 


End 


8167 






Name 


OJ990430 02.9B05.C8.ol.gs 


Method 


GENS CAN 






btart 


670 


End 


3933 






C T 
bl 


none 


Score 


.56 






Exons 


670. .969, 3066.. 3210, 3674. 


.3933 








Seq. No. 


11872 . 


Seq. ID 


OJ990430_ 


J32.9B05. 


.C8 


uene lno . 


25191 


Strand 


+ 






otart 


670 


End 


8167 






Name 


OJ990430 02.9B05.C8.ol.np 


Method 


AAT/NAP 






O LaiL 


2798 


End 


7113 






PT 


1167523 


Score 


143 






Exons 


2798. .3216, 7018. .7113 










GI Descrip. 


(D83003) ORF (AA 1-1338) [Nicotiana tabacum] 






Cart KF/-s 

oeq. ln o . 


11872 


Seq. ID 


OJ990430_ 


_02.9B05, 


.C8 


bene no. 


25191 


Strand 


+ 






btart 


'670 


End 


8167 






Name 


OJ990430 02.9B05.C8.o2.gs 


Method 


GENSCAN 






Start 


4624 


End 


4836 






GI 


none 


Score 


.99 






Exons 


4624. .4836 










Seq. No. 


11872 


Seq. ID 


OJ990430_ 


_02.9B05. 


C8 


Gene No. 


25191 


Strand 


+ 






Start 


670 


End 


8167 







12385 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 30_02 . 9B05 . C8 . o3 . np Method AAT/NAP 

5154 End 8167 

5922620 Score 596 

5154. .5193, 6451. .6639, 6880. .7042, 7090. .7266, 7303. .7388, 
8039. .8167 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene..; hypothetical protein [Oryza sativa] 
gi 1.6016853 I dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 



Seq. No. 


11872 








Seq. ID 


OJ990430_ 


02. 9B05.C8 


Gene No. 


20 iy i 








Strand 


+ 




Start 


c ~i n 
O / U 








End 


8167 




Name 


s\ t a n a a da AO 


.9B05 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


t o a a 








End 


7753 




GI 


none 








Score 


.46 




Exons 


5290 . .0415, 


5868 


. .5892, 


6204. 


. 6367, 6563. . 6836, 


6924 . . 7129, 




7303 . . IblZf 


7688 


. .7753 










Seq. No. 


11872 








Seq. ID 


OJ990430_ 


02.9B05.C8 


Gene No. 


25192 








Strand 






Start 


a c a o * 
4 DO J 








End 


5248 




Name 


/~\ T A Pi A A "VA /~l A 

OJ990430 02 


.9B05 


.C8 .o2. 


np 


Method 


AAT/NAP 




Start 


■4 653 








-End 


5248 




GI 


/" C O A c n A 

6539570 








Score 


148 




Exons 


yi ceo A Q A A 


5208 


. .5248 










GI Descrip. 


/ "TVAAAAOD/"^ 

(APOUOo 36) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


11873 








Seq. ID 


OJ990430_ 


02.9B05.C9 


Gene No. 


25193 








Strand 


+ 




Start 


3718 








End 


9807 




Name 


OJ990430 02 


.9B05 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


3552 








End 


9437 




GI 


6041806 








Score 


1620 




Exons 


3552. .3804, 


4314 


. .4507, 


4593. 


.4640, 7109. .7181, 


7442. .7613, 




8688. . 9119, 


9245 


. . 9437 










GI Descrip. 


(AC009755) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


11873 








Seq. ID 


OJ990430_ 


02.9B05.C9 


Gene No. 


25193 








Strand 


+ 




Start 


3718 








End 


9807 




Name 


OJ990430 02 


.9B05 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


3718 








End 


9807 




GI 


none 








Score 


.8 




Exons 


3718. .3804, 


7109 


. .7181, 


7442. 


.7613, 9245. . 9436, 


9732. .9807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11873 



Seq. ID OJ990430_02.9B05.C9 



25194 ■ . Strand . - 

1 End 3654 

OJ990430_02. 9B05 . C9 . ol . np Method AAT/NAP 

1 End 3654 

3860167 Score 94 
1. .182, 3633. .3654 

(AF098964) disease resistance protein RPPl-WsC [Arabidopsis 
thaliana] 



12386 




Seq. No. 


11873 








Seq. ID 


OJ990430 


02.9B05.C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


12589 




Name 


OJ990430_02 


. 9B05. 


C9.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3546 








End 


3772 




GI 


none 








Score 


343 




Exons 


3546. . 3770, 


3548 . 


. 3772, 


3578 . 


. 3772 






Seq. No. 


11873 








Seq. ID 


OJ990430 


_02. 9B05.C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


12589 




Name 


OJ990430_02 , 


. 9B05. 


C9.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3561 








End 


9124 




GI 


none 








Score 


55 




Exons 


3561 . . 3644, 


3741 . 


.3806, 


3744 . 


.3806, 7112.. 7183, 


8671. .8961, 




8683. . 9120, 


8895. 


. 9044, 


8912 . 


. 9124 






Seq. No. 


11873 








Seq. ID 


OJ990430 


_02.9B05.C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


12589 




Name 


OJ990430_02, 


.9B05. 


C9.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3561 








End 


9069 




GI 


none 








Score 


55 




Exons 


3561 . . 3644, 


3738. 


. 3806, 


374 1 . 


.3806, 4367. .4447, 


7109. .7183, 




7112 . .-7183, 


7500. 


.7616, 


7501. 


.7614, 8688. .8768, 


8 688 . . 88.61-, 




8689. .8937, 


8689. 


.8937, 


8803. 


.8862, 8989. .9069 




Seq. No. 


11873 








Seq. ID 


OJ990430 


_02. 9B05.C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


12589 




Name 


OJ990430 02. 


. 9B05. 


C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3573 








End 


9105 




GI 


none 








Score 


51 




Exons 


3573. . 3653, 


3738 . 


. 3806, 


3741 . 


.3803, 7103. .7183, 


7112 . .7183, 




7118 . .7180, 


7441. 


.7614, 


7442 . 


.7585, 7476. .7613, 


8688. .8765, 




8689. . 8862, 


8691. 


.8861, 


8695. 


.8724, 8788.-8862, 


8794. .8862, 




' 8808 . . 8888, 


8897 . 


.8947, 


8899. 


.9105, 8904. .9044, 


8974 . . 9069, 




8980 . . 9069, 


8984 . 


. 9103 










Seq. No. 


11873 








Seq. ID 


OJ990430 


02 . 9B05 ,C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


12589 




Name 


OJ990430_02 , 


. 9B05. 


C9.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3644 








End 


4471 




GI 


none 








Score 


95 




Exons 


3644 . . 3724, 


3645. 


. 3740, 


4312. 


.4464, 4313. .4471 




Seq. No. 


11873 








Seq. ID 


OJ990430 


__02.9B05.C9 


Gene No. 


25195 








Strand 






Start 


11601 








End 


''12589 




Name 


OJ990430 02. 


, 9B05 . 


C9 . o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


4472 








End 


9090 




GI 


none 








Score 


64 




Exons 


4472. .4507, 


4474 . 


.4518, 


4477. 


.4512, 4590. .4643, 


4591. .4647, 




4592. .4642, 


7089. 


.7181, 


7092. 


.7181, 7108. .7182, 


7109. .7183, 




7109. .7195, 


7112. 


.7183, 


7441. 


.7614, 7442. .7630, 


7449. .7616, 




8688. .8732, 


8688. 


.8735, 


8689. 


.8736, 8695.-8745, 


8776. .8862, 



12387 




8788..8862, 8980.. 9090, 8989.. 9069 



oeq • iNo • 


1 1 ft 7 ^ 


Seq. ID 


OJ990430_02. 9B05.C9 


bene jno . 


*j j. y ^) 


Strand 




Of -| v>f 




End 


12589 


Name 


DTQQnd^O 09 QROS C9 n4 tr • 


Mpthod 


TBLASTX: Cress 




Q940 ~~ 


End 


9401 




none 


Score 


190 


Exons 


Q940 Q^fiQ Q94S 9400 9246 


. . 9401 




Seq. No. 


11873 


Seq. ID 


OJ990430_02. 9B05.C9 


Gene No. 


25195 


Strand 




C +- o v-+- 


11601 


End 


12589 


iNaiue 


OJ990430 02.9B05.C9.ol.gp 


Method 


AAT/GAP 


o t ar u 


11276 


End 


12573 




213 1.R1084 


Score 


2073 


Exons 


11276. .11933, 12061. .12229, 


12323. .12573 


Lri uescrip. 


M158221/emb|CAA77235| 0.0e+00 (Y18624) 


reversibly glycosylated 


polypeptide [Oryza sativa] 1 








11873 


Seq. ID 


OJ990430JD2. 9B05.C9 


Gene No. 


25195 


Strand 




Start 


11601 


End 


12589 


Name 


OJ990430 02.9B05.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


11579 


End 


12532 


GI 


none 


Score 


131 


Exons 


11579. .11677, 11598. .11741, 


11598. .11936, 11599. .11937, 




11599. .11937, 11820. .11942, 


12044. .12238, 12050 .. 12214 , 




12055. .12234, 12313 .. 12531, 


12314. .12532 



Seq. No. 


11873 




Seq. ID 


OJ990430_02. 9B05 


.C9 


Gene No. 


25195 




Strand 






Start 


11601 




End 


12589 




Name 


OJ990430 02.9B05.C9. 


o3 . gs 


Method 


GENSCAN 




Start 


11601 




End 


12573 




GI 


none 




Score 


.95 




Exons 


11601. .11933, 12061 


.12229, 


12323. .12573 




Seq. No. 


11873 




Seq. ID 


OJ990430_02. 9B05 


,C9 


Gene No. 


25195 




Strand 






Start 


11601 




End 


12589 




Name 


OJ990430 02.9B05.C9 


o3 . np 


Method 


AAT/NAP 




Start 


11604 




End 


12573 




GI 


4158221 




Score 


1280 




Exons 


11604. .11933, 12061 


.12229, 


12323. .12573 




GI Descrip. 


(Y18624) reversibly glycosylated polypeptide [Oryza sativa 


Seq. No. 


11873 




Seq. ID 


OJ990430_02. 9B05 


.C9 


Gene No. 


-25195- , 




Strand 






Start 


11601 




End 


12589 




Name 


OJ990430 02.9B05.C9 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


11607 




End 


12589 




GI 


none 




Score 


96 




Exons 


11607. .11933, 11640 


. .11741, 


11644. .11934, 11644 .. 11934, 





11820. .11936, 12058. .12231, 12059 .. 12232 , 12319 .. 12573, 
12320. .12589, 12482.. 12580 



12388 






Seq. No. 


11873 


Seq. ID 


^"\~rAAAy(OA AO A n A C 

OJ990430 02 . 9B05 


. C9 




Gene No. 


25195 


Strand 








Start 


11601 


End 


12589 






Name 


OJ990430_02 . 9B05 . C9 . ol . tw 


Method 


m T~\ T TV /"l m \T „ T.T 1_ J— 

TBLASTX : Wheat 






Start 


11622 


End 


12118 






GI 


none 


Score 


o o o 

338 






Exons 


1 1 /" O O 1 1 A O O 1 1 /" O O 1 i m /i 

11622 11933, 11 638 . . 1 1934 , 


lOACO 1 O 1 

12052 . . 121 


"1 "7 1 A A C A 

17 , 12058 . . 12117 , 








12059 12118 










Seq. No. 


11873 


Seq. ID 


OJ990430_02.9B05 


.C9 




Gene No. 


25195 


Strand 








Start 


1 T f A 1 

11601 


End 


"1 O E O A 

12589 






Name 


r\ ~v C\ C\ C\ A OA AO A T"> A C f~* A _ O i_ _ 

OJ990430 02 . 9BU5 . C9 . oi . tc 


Method 


TBLASTX : Cress 






Start 


11625 


End 


118 62 






GI 


none 


Score 


f o 
DO 






Exons 


1 1 ^ O E 111/11 1 1 £ O E 1 1 OC1 

11625 .. 11 /4 1 , 1 1 d25 . . 1 18 61 , 


1 1 COC 1 1 o 

1 1 bz b . .lib 


bz 






Seq. No. 


11873 


Seq. ID 


OJ990430_02. 9B05 


. C9 




Gene No. 


25195 


Strand 








Start 


11601 


End 


12589 






Name 


AkTAAA/lOA AO On A C /"^ A — « 1 4_ — 

OJ990430 02 . 9BU5 . C9 . Ol . tc 


Method 


TBLASTX: Cress 






Start 


t i o r o 

11862 


End 


12589 




I ,s fc 


GI 


none 


Score 


246 






Exons 


11862 .. 11915, 11907 .. 11933, 


12058. .12231, 12059.. .12232, 








lOOIA lOCTO 1 A O A A T A IT A A 

12319 .. 12573^ 12320 .. 12589, 


12476. .12580 




is : i 

; : c 


Seq. No. 


11874 


Seq. ID 


OJ990430_02.9B05 


.C10 




Gene No. 


25196 


Strand 


+ 






Start 


2116 


End 


5840 






Name 


OJ990430 02 . 9B05 . CIO . o2 . gs 


Method 


GENSCAN 




;. 


Start 


2116 


End 


5840 




I s ! \ 


GI 


none 


Score 


.48 






Exons 


AIT/" A O A A A 1 A O A T C O A O A O 

2116. .2302, 2728. .2753, 2828 


..2944, 3909. .4120, 4407. .4536, 


□ 




C A A A C O A O r j /* /• tr / — > /~ C "7 O A 

5292.-5398, 5466.. 5636, 5723 


. .5840 






'si 

•131 


Seq. No. 


1187 4 


Seq. ID 


OJ990430 02.9B05 


.C10 


Gene No. 


25196 


Strand 


+ 






Start 


2116 ^ 


End 


5840 






Name 


OJ990430 02. 9B05 . CIO . o2 . np 


Method 


AAT/NAP 




□ 


Start 


2145 


End 


3409 






GI 


6498436 


Score 


84 






Exons 


2145. .2350, 3219. .3409 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11874 


Seq. ID 


OJ990430_02. 9B05 


C10 




Gene No. 


25197 


Strand 


+ 






Start 


8705 


End 


13296 






Name 


OJ990430 02.9B05.C10.o4.gs 


Method 


GENSCAN 






Start 


8705 


End 


13296 






GI 


none 


Score 


.51 






Exons 


8705. .8758, 9433. .9531, 13030. .13296 








Seq. No. 


11874 


Seq. ID 


OJ990430_02.9B05 


C10 




Gene No. 


25198 


Strand 








Start 


1 


End 


201 






Name 


OJ990430 02.9B05.C10.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


201 





12389 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



213JL.R1084 Score 384 

1. .201 

' 4158221/emb | CAA77235 | 0.0e+00 (Y18624) reversibly glycosylated 
polypeptide [Oryza sativa] ' 



11874 
25198 
1 

OJ990430_02 . 9B05 . CIO . ol . np 
1 

3646373 
1. .112 

(AJ011078) RGP1 protein [Oryza sativa] 



Seq. ID OJ990430_02. 9B05.C10 
Strand 

End 201 

Method AAT/NAP 

End 112 

Score 147 



11874 
25199 
6347 

OJ990430_02. 9B05 . CIO . o3 . gs 

6347 

none 

6347. .6836, 6921. .6961 

11875 • 

25200 

163 

OJ9904 30_02 . 9B05 . C12 . ol . gs 

163 

none 

163.. 233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 30J32. 9B05.C10 

6961 
GENS CAN 
6961 
.52 . 



OJ990430_02.9B05.C12 
233 

GENSCAN ■ 

233 

.92 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11876 Seq. ID 

25201 Strand 
28 End 
OJ990430_02. 9B05 . C13 . ol . gs Method 
28 End 
none Score 
28. .94, 977. .1077 

11877 Seq. ID 

25202 Strand 
5560 End 
OJ990430_02 . 9B05 . C14 . ol . gp Method 
5560 End 
LIB347 9-006-Q6-K1-B11 Score 
5560. .5984' 

f 5734616/dbj I AP000391 . 1 1 AP000391 l.Oe- 
. DNA, chromosome 6, clone : P0538C01 1 

11877 Seq. ID 

25203 Strand 
3086 End 
OJ9904 30_02 . 9B05 . CI 4 . ol . np Method 
3086 End 
6539570 Score 
3086.. 3133, 5337.. 5403, 5571.. 5774 
(AP000836) hypothetical protein [Oryza sativa] 



OJ990430_02 . 9B05 . C13 
+ 

1077 
GENSCAN 
1077 
.54 



02.9B05.C14 



OJ990430_ 
+ 

5984 
AAT/GAP 
5984 
619 



-110 Oryza sativa genomic 



OJ990430 02.9B05.C14 



5774 
AAT/NAP 
5774 
182 



12390 



Octji LN U . 


1 1 ft 77 
X X o / / 




OJQ904 30 


02 , 


. 9B05 , 


. C14 


UC11C IN kj • 


25204 


Strand 










OLdi L 


5901 


End 


5979 








Name 


OJ990430 02.9B05.C14.o2.np 


Method 


AAT/NAP 








Start 


5901 


End 


5979 










6630699 


Score 


76 








Exons 


5901. .5979 












(ai uescrxp. 


(AP000969) hypothetical protein [Oryza 


sativa-J 










gi | D / jd 1 QDJ | dMo yjDD. 1 | 


/apnni 0 7"^ 
U U 1U / j J 


hypothetical 


protein 




[Oryza sat iva ] 












Seq. No. 


1 1 Q 7 7 
llo / / 


OC4. X U 


. OJ990430_ 


_02, 


. 9B05, 


.C14 


Gene No. 


25205 


Strand 










O Lai L 


6878 


End 


7 1 Qft 
/ x -?o 








Name 


ujyyu^ou uz.yDUo.L-Xfi.oz.gs 












O Id J- U 


£ Q 1 Q 
DO / O 




7 0 Q9 

/ u y z 








(Zl 
ui 


none 


Score 


x 








L ' s-\ -w~\ <-> 


bo / o . . /u yz 












O c q • LN U . 


llo / / 


oeq. iu 


OJ990430_ 


_02, 


. 9B05, 


.C14 


Gene No. 


25205 


Strand 










Start 


6878 


End 


/ 1 y 0 








Name 


a Tnnn /i da no none ^t/i ^ *3 ^ 

OJyyU4JU uz.ybUo.ci^.oo.np 


Method 


7\ TV rn / \T 7\ r> 








Cf 5 rf - 


f~ O T O 

DO / O 


CjXXO. 


/ 1 y 0 










14 98064 


Score 


Z 1 0 








Exons 


6878 . .7198 












ui jjescrip. 


(u64ozo) AtEl [AraDiaopsis 


thaliana] 










Seq. No. 


11878 


Seq. ID 


OJ990430 


_02, 


.9B05, 


.C15 


Gene No. 


25206 


Strand 


+ 








o l arc 


129 


End 


1252 








Name 


OJ990430 02.9B05.C15.ol.gs 


Method 


GENSCAN 








OLdlL 


129 


End 


1252 








PT 
bl 


none 


Score 


. 63 








T7 1 v c 


129. .234, 1062. .1252 












OcCJ. IN O . 


11878 


Seq. ID 


OJ990430_ 


_02, 


.9B05, 


.CIS 


Gene No. 


25207 


Strand 










Start 


1 


End 


1314 








Name 


OJ990430 02.9B05.C15.ol.np 


Method 


AAT/NAP 








oLdl L 


1 


End 


1314 








PT 
vjX 


6721512 


Score 


78 










1..20, 836. .972, 1000. .1106, 1280. .1314 










(AP001072) hypothetical protein [Oryza 


sativa] ' 








Seq. No. 


11879 


Seq. ID 


OJ990430_ 


_02, 


. 9B05. 


.C16 


Gene No. 


. 25208 


Strand 


+ 








OLal I 


432 


End 


2255 








Name 


OJ990430 02.9B05.C16.ol.gs 


Method 


GENSCAN 








Q+- = 


432 


End 


2254 








GI 


none 


Score 


.78 








Exons 


432.. 536, 1233.. 1632, 2238. 


. .2254 










Seq. No. 


11879 


Seq. ID 


OJ990430_ 




. 9B05. 


.C16 


Gene No. 


25208 


Strand 


+ 








Start 


432 


End 


2255 








Name 


OJ990430 02.9B05.C16.ol.gp 


Method 


AAT/GAP 









12391 



Start 1233 End 1285 

GI none Score 83 

Exons 1233.. 1285 




C KT/-X 


± J. O / .7 




Seq. ID 


OJ990430_02 


9B05 


Pi 


Crtno VI 


O c: OOP 




Strand 


+ 






OLdi L 


4 Jl 




End 


2255 






Name 




QRO S PI nl i-Tn 


■Method 


TBLASTX: Maize 




OLdl L 


1 JO 1 




End 


2166 






GI 


none 




Score 


61 






Exons 


1581. .1631, 


1992.. 2144, 2029 


..2166, 2030.. 2152 






Seq. No. 


11879 




Seq. ID 


OJ990430_02 


9B05 


.C16 


Gene No. 


25208 




Strand 


+ 






Start 


432 




End 


2255 






Name 


OJ990430 02 


.9B05.C16.ol.np 


Method 


AAT/NAP 






Start 


1608 




End 


2255 






GI 


3451070 




Score 


130 






Exons 


1608. .1632, 


2037. .2255 










GI Descrip. 


(AL031326) 


putative protein 


[Arabidopsis thaliana] 







'■5? 
.B 3'. 



Seq. No. 11880 Seq. ID 

Gene No. 25209 Strand 

Start .145 End 

Name OJ990430_02 . 9B05 . C19 . ol . gs Method 

Start 14 5 - End 

GI none v Score 

Exons 145.. 205, 272.. 384 



OJ990430_02.9B05.C19 
+ 

384 

GENSCAN 

384 

.8 



Seq. No. 11881 Seq. ID 

Gene No. 25210 Strand 

Start 12 End 

Name OJ990430_02 . 9B05 . C20 . ol . gs Method 

Start 12 End 

GI none Score 

Exons 12.. 138 



OJ990430_02.9B05.C20 
138 

GENSCAN 

138 

.84 



\-i Seq. No. 11881 Seq. ID OJ990430_02.9B05.C20 

Gene No. 25211 Strand 

O start 318 End 472 

CI Name OJ990430_02 . 9B05 . C20 . ol . np Method AAT/NAP 

Start 318 End 472 

GI 5922620 Score 111 

Exons 318.. 472 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.,; hypothetical 
protein [Oryza sativa] 



Seq. No. 11882 Seq. ID 

Gene No. 25212 Strand 

Start 63 End 

Name OJ9904 30__02 . 9B05 . C22 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 297, 590.. 734, 1023.. 1138 



OJ990430_02.9B05.C22 
+ 

1138 
GENSCAN 
1138 
.71 



12392 






JC^t IN (J . 


1 1 R 89 


Seq. ID 


OJ990430_02.9B05.C22 




\JCllC IN (J. 


Z, J <d J. J 


Strand 






O L dr L 


547 


End 


1482 




Name 


OJ990430 02.9B05.C22.ol.np 


Method 


AAT/NAP 




Start 


547 


End 


1482 




GI 


5922620 


Score 


138 






547. .683, 1418. .1482 








bi uescrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi| 6016853 |dbj IBAA85196. 1| (AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetica 






protein [Oryza sativa] 








Seq. No. 


11883 


Seq. ID 






CZ a t\ o KT o 


25214 


Strand 






OtalL 


112 


End 


o o c 
ZZd 




Name 


OJ990430 02. 9B05 . C23 . ol . gs 


Method' 








112 


End 


o o c 
ZZd 






none 


Score 


. yi 




Exons 


112. .225 








Con KTo 
O c q . Ln (J . 


11884'' 


Seq. ID 


a Tonn yi on no none /~"Oc 


r - i 

■car 


Gene No. 


25215 


Strand 




i. "i 


Start 


513 


End 


"~> ~l C\ 




Name 


OJ990430 02. 9B05 . C25 . ol . np 


Method 


AAT/NAP 




o uar l 


513 


End 


*"7 i n 

/ / y 






6093871 


Score 


o o o 




Exons * 


513. .779 






: . i 


GI Descrip. 


60S RIBOSOMAL PROTEIN L15-1 gi 12982249 


(AF051207) probable 






ribosomal protein L15 [Picea 


mariana] 






Seq. No. 


11884 


Seq. ID 


a Tflnn /i in no none ooc 






25215 


Strand 




• -1! 


o tar L 


513 


End 


/ / y 




Name 


OJ990430 02. 9B05 . C25 . ol . tm 


Method 


i bLAb 1a : Mai ze 


: i; 


o u art. 


514 


End 


1 1 / 






none 


Score 


£. .7 ± 


haf 




514. .717,' 515. .616, 516. .665, 


559. .717 






Seq. No. 


11884 


Seq. ID 


OJ990430_02.9B05.C25 




UtJilti LNU. 


25215 


. Strand 


+ 




otail 


513 


End 


779 




Name 


OJ990430 02. 9B05 . C25 . ol . tw 


Method 


TBLASTX: Wheat 




C4- a -r-t- 

oLdl L 


514 


End 


717 




C T 


none 


Score 


268 






514. .717, 516. .671, 559. .717 








Sen No 


11884 


Seq. ID 


OJ9904 30_02.9B05.C25 




Gene No. 


25215 


Strand 


+ 




Start 


513 


End 


779 




Name 


OJ990430 02. 9B05 . C25 . ol . gp 


Method 


AAT/GAP 




Start 


515 


End 


715 




GI 


15042 2.R1084 


Score 


356 




Exons 


515. .715 








GI Descrip. 


f 6094014/sp|O82528 | RL15 PETHY 


2.0e»65 


60S RIBOSOMAL PROTEIN 



>gi_3608479 (AF088912) ribosomal protein L15 [Petunia x 



12393 



hybrida] ' 



C p, f-f Ma 


1 1 fiR4 


Seq. ID 


OJ990430_02. 9B05 


CO s 


OCliC LN(J • 


9 S21 S 

Z vJ Z ± J 


Strand 


+ 




Cf 2 y-4- 
OLdLL. 


si "3 


End 


779 




Name 


n.TQQna^n 09 pros r?s ni -t-^ 


Method 


TBLASTX: Cress 




Ot-d.IT L 


SIS ~~ 


End 


717 






none 


Score 


55 




Exons 


515. .610, 516. .584, 516. .665, 


562. .717, 581. .715 






1 1 R 4 

11004 


Seq. ID 


OJ990430_02.9B05 


CO s 




9S91 S 
j z, ± j 


Strand 


+ 






SI ^ 

J X J 


End 


779 




Name 


r),TQQn4^D 07 QROS P9S ni t- q 


Method 


TBLASTX : Soybean 




Cf a -r-f- 

OLai L 


ST S ~~ 

*J J. J 


End 


717 






none 


Score 


51 




Exons 


515. .616, 516. .584, 559. .717, 


581. .715 






Con M/-v 


1 1 ftft 4 

-L J_ O O *i 


Seq. ID 


OJ990430_02. 9B05 


pot; 


ociit; LN(J • 


2S91 S 

l Jli J 


Strand 


+ 




Of a v-+- 


J 1 J 


End 


779 




Name 


n.lQQOA^O 07 QR0S P9S ni rrc: 


Method 


GENSCAN 




otart 


Sift ~ 
D ± 0 


End 


715 






none 


Score 


.83 




XT 1 vr /"\ r*\ rr» 

HrXons . 


0 ± O . . / 1 j 








Sea No. 


11885 


Seq. ID 


OJ9904 30__02'. 9B05 


C26 


Gene No. 


25216 


Strand 


+ 




Start 


1 


End 


221 




Name 


OJ990430 02.9B05.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


221 




GI 


5922620 


Score 


141 




Exons 


1. .221 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


11885 


Seq. ID 


OJ990430 


Gene No. 


25217 


Strand 




Start 


229 


End 


359 


Name 


OJ990430 02.9B05.C26.ol.gs 


Method 


GENSCAN 


Start 


229 


End 


359 


GI 


none 


Score 


.9 


Exons 


229. .359 






Seq. No. 


11886 


Seq. ID 


OJ990430 


Gene No. 


25218 


Strand 




Start 


279 


End 


1500 


Name 


OJ990430 02. 9B05 . C27 . ol . np 


Method 


AAT/NAP 


Start 


279 


End 


1500 


GI 


6730651 


Score 


218 


Exons 


279. .388, 425. .611, 1299. .1500 




GI Descrip. 


(AC008262) F4N2.5 [Arabidopsis 


thaliana] 


Seq. No. 


11886 


Seq. ID 


OJ990430 



12394 




Gene No. 


25218 




Strand 








Start 


o i n 

27 9 




End 


1 d(JU 






Name 


ATnftrt/ion no done r^o*? 
OJ99U4JU Uz . ybUD . L,Z 1 . ol 


.gs 


Method 


GENSCAN 






Start 


1299 




End 


"1 A O O 

142o 






GI 


none 




Score 


. d9 






Exons 


lOftft 1 /I O G 

12 99. .1428 












Seq. No.- 


11887 




Seq. ID 


pj y yu4 Ju 


uz . yBUo 


. C2o 


Gene No. 


25219 




Strand 


+ 






Start 


1 




End 


570 






Name 


OJ990430 02. 9B05.C28.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


570 






GI 


6730652 




Score 


149 






Exons 


1..410, 447. .570 












GI Descrip. 


(AC008262) F4N2.4 [Arabidopsis thaliana] 






Seq. No. 


11887 




Seq. ID 


OJ990430 


_02.9B05 


.C28 


Gene No. 


25219 




Strand 


+ 






Start 


1 




End 


570 






Name 


OJ990430 02.9B05.C28.ol 


.gs 


Method 


GENSCAN 






Start 


91 




End 


502 






GI 


none 




Score 


.96 






Exons 


91. .502 












Seq. No. 


11888 




Seq. ID 


OJ990430 


no nnnc 

02 . 9B05 


. C2 9 


Gene No. 


25220 




Strand 


+ 






Start 


454 




End 


611 






Name 


OJ990430 02.9B05.C29.ol 


.gp 


Method 


AAT/GAP 






Start 


454 




End 


611 






GI 


15905 1.R1084 




Score 


253 






Exons 


454. .611 












GI Descrip. 


'3170570 3.0e-ll (AF058 


302) 


FrnE [ St rept omyces 


roseofulvus] 


Seq. No. 


11888 




Seq. ID 


OJ990430 


_02.9B05 


.C29 


Gene No. 


25221 




Strand 








Start 


489 




End 


598 






Name 


OJ990430 02. 9B05.C29.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


435 




End 


598 * 






GI 


none 




Score 


80 






Exons 


435. .545, 442. .579, 448 


. .594 


, 464..S98 








Seq. No. 


11888 




Seq. ID 


OJ990430 


JD2.9B05 


.C29 


Gene No. 


25221 




Strand 








Start 


489 




End 


598 






Name 


OJ990430 02.9B05.C29.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


448 




End 


598 






GI 


none 




Score 


225 






Exons 


448. .597, 452. .598 












Seq. No.' 


11888 




Seq. ID 


OJ990430 


_02.9B05 


.C29 


Gene No. 


25221 




Strand 








Start 


489 




End 


598 






Name 


OJ990430 02. 9B05.C29.ol 


.gs 


Method 


GENSCAN 






Start 


489 




End 


560 






GI 


none 




Score 


.53 






Exons 


489. .560 













12395 




oeq. in o . 


1 1 QPQ 




oeq . x v 


riTQonyi^n no cmnc. pqq 
ujyyu4iju uz.youo.Loj 


Gene No. 


25222 




Strand 




Start 


1 




End 


746 


Name 


riTQQn/i^n no Qnn^ nil 


. ol . np 


Method 


AAT/NAP 


C H i >- +- 

otiar u 


1 

i 




End 


746 


C T 


i ooy h y 




Score 


136 


Exons 


i 9 /t n Tot; n a c. 








(ai uescrip. 


f M"3 9 Q Q R \ ^wf Anhrnma 

^lYiozoooj cyiocnrouie 


P-450LXXIA1 (cyp71Al) [Persea americana] 


Seq. No. 


11889 




Qor-f T n 

oeq ■ ±u 




Gene No. 


25222 




Strand 






i 




End 


746 


Name 




. ol . tm 


Method 


TBLASTX: Maize 




CO 




End 


241 


P T 


none 




Score 


123 


Exons 


cp 9/1 n 941 
JO . . Z1U/ J J . . Z 4 J. 








Seq. No. 


11889 




oeq . i u 


n TQQn/nn no ctnnc, po-d 
ujyyufiou U/c . ybuo . too 


Gene No. 


25222 




Strand 






i 
i 




End 


746 


Name 


ATQQn/}*5n no cmnc. p^^ 
ujyyufiou uz . yDUj.Ljj 


. ol . gs 


Method 


GENSCAN 


C -1- >-+- 

otart 






End 


237 


P T 


none 




Score 


.8 


sc ' Exons 


1 A Q 9 "3 7 

i u y . . / 








[f| Seq. No. 


11890 




Seq. ID 


OJ9904 30_02 . 9B05 . C34 


n{ Gene No. 


25223 




Strand 


+ 


O -i 1 vf 

,!si otart 


/I c 




End 


355 


j ss ! Name 




. ol . gs 


Method 


GENSCAN 


btart 






End 


355 




none 




Score 


.72 


ry Exons 


y| c 99/1 9QQ Occ 








.sat beq. no. 


I 1 QQ1 

I I o y i 




Seq. ID 


OJ9904 30_02.9B05.C37 


Gene No. 


0^00 A 




Strand 


+ 


E OLdl I 


1 




End 


399 


H B Name 


OJ990430 02.9B05.C37 


.ol.gp 


Method 


AAT/GAP 


i.j Start 


1 




End 


112 


.isi PT 
i i ^-L 


20862 1.R1084 




Score 


194 


L ' v /"\ 


1. .112 








ui uescrip. 


, 5263324/gb| AAD41426 


.1IAC007727 15 1.0e-102 (AC007727) Identical 




to gb Y13173 Arabidopsis thaliana mRNA 


for proteasome subunit. 




EST gb_T76747 comes 


from this 


gene 1 




C Art M/"\ 

o e q . in o . 


11891 




Seq. ID 


OJ990430_02.9B05.C37 


oclie 1NO . 


25224 




Strand 


+ 


Start 


1 




End 


399 


Name 


OJ990430 02.9B05.C37 


. o 1 . np 


Method 


AAT/NAP 




1 




End 


399 


P T 


5263324 




Score 


149 


Exons 


1..112, 333. .399 








GI Descrip. 


(AC007727) Identical 


to gb|Y13173 Arabidopsis thaliana mRNA for 




proteasome subunit. 


EST gb|T76747 comes from this gene. 


Seq. No. 


11891 




Seq. ID 


OJ990430_02.9B05.C37 


Gene No. 


25224 




Strand 


+ 


Start 


1 




End 


399 



12396 



Name 

Start 

GI 

Exons 



OJ990430_02.9B05.C37.ol.tm Method 

4 End 

none Score 
4. .66, 5. .112, 6. .113 



TBLASTX: Maize 

113 

179 



Seq. No. 11891 Seq. ID 

Gene No. 25224 Strand 

Start 1 * End 

Name OJ990430_02 . 9B05 . C37 . ol . tc Method 

Start 5 End 

GI none Score 

Exons 5.. 112, 6.. 113 



OJ990430_02.9B05.C37 
+ 

399 

TBLASTX : Cress 

113 

177 



Seq. No. 11891 Seq. ID 

Gene No. 25224 Strand 

Start 1 End 

Name OJ990430JD2 . 9B05 . C37 . ol . ts Method 

Start 5 End 

GI none Score 

Exons 5.. 112, 6.. 113 



OJ990430_02.9B05.C37 
+ 

399 

TBLASTX: Soybean 

113 

179 



□ 
ffi 



■ !'j i 



Seq. No. 11891 Seq. ID 

Gene No. 25224 Strand 

Start 1 End 

Name OJ990430_02 . 9B05 . C37 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 112 



OJ990430_02.9B05.C37 
+ 

399 

GEN SCAN 

112 

1 



i. 1 



Seq. No. 11892 Seq. ID 

Gene No. 25225 Strand 

Start 1 End 

Name OJ990430_02 . 9B05 . C4 5 . ol . np Method 

Start 1 End 

GI 5295971 Score 

Exons 1 . .736 

GI Descrip. (AB026295) EST D24 315 (R1718 ) 
predicted gene.; Similar to 
transposon Tnt 1-94 . (X13777 ) 

U Seq. No. 11892 Seq. ID 

Gene No. 25225 Strand 

Start 1 End 

Name 0 J9904 30_02 . 9B05 . C4 5 . o2 . tm Method 

Start 67 End 

GI none Score 

Exons 67.. 255, 68.. 253 



OJ990430_02.9B05.C45 
736 

AAT/NAP 

736 

735 



corresponds to a region of the 
Tobacco DNA. for retroviral-like 
[Oryza sativa] 



OJ990430_02.9B05.C45 
736 

TBLASTX: Maize 

255 

65 



Seq. No. 11892 .. Seq. ID 

Gene No. 25225 Strand 

Start 1 End 

Name OJ990430_02 . 9B05 . C4 5 . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110.. 248, 300.. 591 



OJ990430_02 . 9B05 . C4 5 
736 

GENSCAN 

591 

.71 



Seq. No. 



11892 



Seq. ID OJ990430_02.9B05.C45 



12397 




Gene No. 


25225 




Strand 


- 




Start 


1 




End 


736 




Name 


OJ9904 30_02 . 9B05 . C4 5 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


148 




End 


687 




GI 


none 




Score ~ 


81 




Exons 


148. .354, 343. .687, 380, 


. . 532, 


557 . . 670 






Seq. No. 


11892 




Seq. ID 


OJ990430_02.9B05 


.C45 


Gene No- 


25225 




Strand 






Start 


1 




End 


736 




Name 


OJ9904 30 02 . 9B05 . C4 5 . ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


256 




End 


688 




GI 


none 




Score 


121 




Exons 


256. .687, 377. .532, 460, 


. . 534, 


557 . . 688, 


618 . . 653 




Seq. No. 


llo 92 




Seq. ID 


OJ990430 02.9B05 


. C45 


Gene No. 


25225 




Strand 






Start 


1 




End 


736 




Name 


OJ990430_02 . 9B05 . C45 . ol . 


. ts 


Method 


TBLASTX : Soybean 




Start 


358 




End 


730 




GI 


5509260 




Score 


136 




Exons 


358.-729, 377. .535, 566, 


. . 730 








GI Descrip. 












Seq. No. 


11892 




Seq. ID 


OJ990430_02. 9B05 


.C45 


Gene No. 


25225 




Strand 






Start 


1 




End 


736 




Name 


OJ990430__02 . 9B05.C4 5.ol . 


. tc 


Method 


TBLASTX: Cress 




Start 


469 




End 


733 




GI 


none 




Score 


83 




Exons 


469. .732, 478. .717, 488. 


. . 733 








Seq. No. 


11893 




Seq. ID 


OJ990430 02.9B05 


.C46 


Gene No. 


25226 




Strand 


+ 




Start 


1 




End 


508 




Name 


OJ990430 02. 9B05.C46.ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End ■ 


508 




GI 


2827621 




Score 


130 




Exons 


1..220, 330. .508 










GI Descrip. 


(AL021636) putative protein [Arabidopsis thaliana] 




Seq. No. 


11893 




Seq. ID 


OJ990430_02. 9B05 


.C46 


Gene No. 


25227 




Strand 






Start 


291 




End 


442 




Name 


OJ990430 02.9B05.C46.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


128 




End 


442 




GI 


none 




Score 


99 




Exons 


128. .220, 130. .195, 138. 


, .218, 


327. .437, 


327. .437, 329.. 


442 


Seq. No. 


11893 




Seq. ID 


OJ990430_02. 9B05 


,C46 


Gene No. 


25227 




Strand 






Start 


291 




End 


442 




Name 


OJ990430 02.9B05.C46.ol. 


gs 


Method 


GENSCAN 




Start 


291 




End 


438 




GI 


none 




Score 


.51 




Exons 


291. .438 











12398 



Seq. No. 11894 Seq. ID OJ990430_02.9B05.C47 

Gene No. 25228 Strand 

Start 252 End 333 

Name OJ9904 30_02 . 9B05 . C4 7 . ol . gp Method AAT/GAP 

Start 252 End 333 

GI LIB3477-003-P1-K1-E9 Score 103 

.Exons 252 . . 333 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 11895 Seq. ID 

Gene No. 25229 Strand 

Start 1 End 

Name OJ9904 30_02 . 9B05 . C4 8 . ol . np Method 

Start 1 End 

GI 5042463 Score 

Exons 1..78, 533. .665 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



OJ990430_02.9B05.C48 
+ 

665 

AAT/NAP 
665 
129 





oeq . no . 


11895 


Seq. ID 


OJ990430_02.9B05.C48 




taene no . 


25230 


Strand 




u 


C +- = -y~-\- 

otart 


386 


End 


526 


i. = i 


Name 


OJ990430 02.9B05.C48.ol.gs 


Method 


GENSCAN 






386 


End 


526 




C T 


none 


Score 


.71 




Exons 


386. .526 








Seq. No. 


11896 


Seq. ID 


OJ990430_02.9B05.C50 






25231 


Strand 


+ 






255 


End 


885 




Name 


OJ990430 02.9B05.C50.ol.gs 


Method 


GENSCAN 




Start 


255 


End 


714 




GI 


none 


Score 


.42 


J 


Exons 


255. .293, 607. .714 








Seq. No. 


11896 


. Seq. ID 


OJ9904 30_02.9B05.C50 


;.!) 


Gene No. 


25231 


Strand 


+ 




Start 


255 


End 


885 


.t Si 


Name 


OJ990430 02.9B05.C50.ol.gp 


Method 


AAT/GAP 




Start 


354 


End 


885 




GI 


1848 1.R1084 


Score 


995 




Exons 


354. .885 








GI Descrip. 


M406764/gb|AAD20075| 2.0e-09 


(AC006836) putative uridylyl 






transferase [Arabidopsis thaliana] 1 






Seq. No. 


11896 


Seq. ID 


OJ990430_02.9B05.C50 




Gene No. 


25232 


Strand 






Start 


. 651 


End 


1143 




Name 


OJ990430 02.9B05.C50.ol.np 


Method 


AAT/NAP 




Start 


651 


End 


1143 




GI 


4406764 


Score 


285 




Exons 


651. .1143 








GI Descrip. 


(AC006836) putative uridylyl 


transferase [Arabidopsis thali 




Seq. No. 


11896 


Seq. ID 


OJ9904 30_02.9B05.C50 




Gene No. 


25232 


Strand 





12399 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



651 

OJ9904 30_02. 9B05 . C50 . ol . tm 

712 

none 

712. .966, 756;. 965 

11896 
25232 
651 

OJ990430_02. 9B05 . C50 . ol . tc 

762 

none 

762. .965, 778. .966 

11896 
25232 
651 

OJ9904 30_02.9B05.C50.ol.ts 

799 

none 

799. .966, 799. .963, 801. .965 



End 



1143 



Method , TBLASTX: Maize 



End 
Score 



966 
254 



Seq. ID OJ990430_02.9B05.C50 
Strand 

End"'" " 1143 

Method TBLASTX : Cress 

End 966 

Score 113 



Seq. ID OJ990430_02.9B05.C50 
Strand 

End 1143 

Method TBLASTX : Soybean 

End 966 

Score 162 



Seq. ID OJ990430_02.9B05.C51 
Strand 

411 

AAT/NAP 
411 
189 



11897 
25233 
1 

OJ990430_02.9B05.C51.ol.np 
1 

6539581 
1. .411 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 11897 

Gene No. 25233 

Start 1 

Name OJ9904 30_02 . 9B05 . C51 . ol . gs 

Start 90 

GI none 

Exons 90.. 271 



Seq. ID OJ990430_02.9B05.C51 

Strand 

End 411 

Method GENS CAN 

End 271 

Score. .94 



Seq. No. 11898 

Gene No. 25234 

Start 462 

Name OJ990430_02 . 9B05 . C52 . ol . gs 

Start 462 

GI none 

Exons 4 62 . .516 



Seq. ID OJ990430_02.9B05.C52 

Strand 

End 516 

Method GENSCAN 

End 516 

Score .88 



.Seq. No. 11899 

Gene No. 25235 

Start 192 

Name OJ990430_02 . 9B05 . C54 . ol . gs 

Start 192 

GI none 

Exons 192.. 281 



Seq. ID OJ990430_02.9B05.C54 

Strand + 

End 281 

Method GENSCAN 

End 281 

Score .59 



Seq. No. 



11900 



Seq. ID OJ990430_02.9B05.C59 



12400 






Gene No. 


25236 


Strand 






Start 


1 


End 


846 




Name 


OJ990430 02. 9B05 . C59 . ol . gp 


Method 


AAT/GAP T 




Start 


1 


End 


846 




GI 


58661 1.R1084 


Score 


703 




Exons 


1..41, 333.-435, 578. .846 








GI Descrip. 


l 2281115/gb|AAC782 67.1 IAAC78267 1.0e-74 


(AC002330) putative 






cullin-like 1 protein [Arabidopsis thaliana] 1 , 




Seq. No. 


11900 


Seq. ID 


OJ990430_02.9B05.C59 




Gene No. 


25236 


Strand 






Start 


1 


End 


846 




Name 


OJ990430 02. 9B05 . C59 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


708 




GI 


2281115 


Score 


274 




Exons 


1..22, 336. .435, 578. .708 








GI Descrip. 


(AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 




Seq. No. 


11900 


Seq. ID 


OJ990430_02.9B05.C59 




Gene No. 


25236 


Strand 


- 




Start 


1 


End 


846 




Name 


OJ990430 02.9B05.C59.o2.tm 


Method 


TBLASTX: Maize 


□ 


Start 


329 


End 


449 




GI 


none 


Score 


62 


.1 c; 
}J ; 


Exons 


329. .373, 333.. .434, 334. .438, 


417. .449 




!=t i 

1 y 


Seq. No. 


11900 


Seq. ID 


OJ990430_02.9B05.C59 




Gene No. 


25236 


Strand ' 


- 


j i E 


Start 


1 


End 


846 




Name 


OJ990430 02.9B05.C59.ol.gs 


Method 


GENSCAN 




Start 


336 


End 


770 


ill 


GI 


none 


Score 


.9 




Exons 


336. .435, 578. .770 






=r 

\! 
■i 


Seq. No. 


11900 


Seq. ID 


OJ990430_02.9B05.C59 




Gene No. 


25236 


Strand 




rj 
s: 


Start 


1 


End 


846 


! ;sl 


Name 


OJ990430 02.9B05.C59.ol.ts 


Method. 


TBLASTX : Soybean 




Start 


360 


End 


706 


sf 


GI 


none 


Score 


78 




Exons 


360. .434, 571. .681, 571. .705, 


578. .706 






Seq. No. 


11900 


Seq. ID 


OJ990430_02.9B05.C59 




Gene No. 


25236 


Strand 






Start 


1 


End 


846 




Name 


OJ990430 02.9B05.C59.ol.tm 


Method 


TBLASTX: Maize 




Start 


571 


End 


711 




GI 


none 


Score 


128 




Exons 


571. .711, 576. .650, 578. .709 








Seq. No. 


11901 


Seq. ID 


OJ990430_02 . 9B05.C60 




Gene No. 


25237 


Strand 






Start 


27 


End 


636 




Name 


OJ990430 02.9B05.C60.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


636 




GI 


none 


Score 


. 97 




Exons 


27. .107, 447. .636 







12401 



fj 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11902 Seq. ID 

25238 Strand 

304 End 

OJ990330JD4 . 9B22 . CI . ol . np Method 

304 End 

6862937 Score 
304. .791 

(AC019018) putative lipase [Arabidopsis thaliana] 



OJ990330_04.9B22.C1 
+ 

791 

AAT/NAP 
791 
436 



11902 
25238 
304 

OJ990330_04 . 9B22 . CI . ol . gs 

340 

none 

340. .717 



Seq. ID OJ990330_04.9B22.C1 

Strand + 

End 791 

Method GENSCAN 

End 717 

Score .96 



Seq. No. 


11902 






Seq. ID 


OJ990330_04.9B22 


.CI 


Gene No . 


O R O *5 Q 






Oil Cli iLi 






Start 


o c n 

zoy 






bna 


a fin 

fi D U 




Name 


OJ9 yu oou 


U4 . ybzz ,L1 < 


, ol . gp 


\jT/-s 4- "Ui /~\ /"A 

ixie inoa 


aaf /rap 




Start 


o c o 

zoy 






jjiia 


A fiO 




GI 


none 






Score 


"37 fi 




Exons 


OCQ Add 

zoy . .4 ou 












Seq. No. 


11902 






Seq. ID 


OJ990330_04.9B22 


.CI 


Gene No. 


25240 






Strand 






Start 


o / y 






End 


/ y x 




Name 


u<j y yuoou 


U 4 . yxiZZ . LI . 


.ol.ts 


Method 


i 15 .brio ± A • OOyUccill 




Start 


o i y 






End 


7 Q1 

/ :? X 




GI 


none 






Score 


ft X 




Exons 


O "7 Q A 1 1 


A n ^ yl QQ 
4 Uj . . 4 yo , 


516. .623, 


517. .750, 




7 QD 




762. .791 












Seq. No. 


11902 






Seq. ID 


OJ990330_04.9B22 


.CI 


Gene No. 


25240 






Strand 






Start 


379 






End 


791 




Name 


OJ990330 


04.9B22.C1. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


403 






End 


791 




GI 


none 






Score 


105 




Exons 


403. .519, 


507. .623, 


508. .750, 


762. .791 






Seq. No. 


11903 






Seq. ID 


OJ990330_04.9B22 


.C2 


Gene No. 


25241 






Strand 


+ 




Start 


1 






End 


472 




Name 


OJ990330 


_04.9B22.C2. 


.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


430 




GI 


6862937 






Score 


442 




Exons 


1. .430 












GI Descrip. 


(AC019018 


) putative 


lipase [Arabidopsis 


; thaliana] 




Seq. No. 


11903 






Seq. ID 


OJ990330_04.9B22 


.C2 


Gene No. 


25241 






Strand 


+ 




Start 


1 






End 


472 




Name 


OJ990330 


p4.9B22.C2, 


. ol .gs 


Method 


GENSCAN 




Start 


44 






End 


472 





12402 



GI 

Exons 



none 
44. .472 



Score 



99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11903 Seq. ID 

25242 Strand 
1708 End 
OJ990330_04 . 9B22 . C2 . o2 . gs Method 
1708 End 
none Score 
1708. .1845, 2152. .2259 

11903 Seq. ID 

25243 Strand 
3176 End 
OJ990330_04 . 9B22 . C2 . ol . tm Method 
13 End 
none Score 
13. .255, 32. .370, 104. .358 

11903 Seq. ID 

25243 Strand 

3176 End 

OJ990330_04 . 9B22 . C2 . ol . ts Method 

26 End ' 

none ■ , Score 

26. .382, 29. .406 

11903 Seq. ID 

25243 Strand 

3176 End 

OJ990330_04 . 9B22 . C2 . ol . tc Method 

56 End 

none Score 

56. .154, 208. .252, 209. .406, 272. .382 



11903 
25243 . 
3176 

OJ990330_04 . 9B22 . C2 . o3 . gs 

3176 

none 

3176. .3396, 6002. .6101 

11904 
25244 
1218 

OJ990330_04 . 9B22 . C3 . ol . gs 

1218 

none 

1218. .1349 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330J34 .9B22.C2 

2259 
GENSCAN 
2259 
. 92 



OJ990330_04.9B22.C2 
6101 

TBLASTX: Maize 

370 

291 



OJ990330_04.9B22.C2 
6101 

TBLASTX: Soybean 

406 

458 



OJ990330_04.9B22.C2 
6101 

TBLASTX: Cress 

406 

86 



OJ990330_04.9B22.C2 

6101 
GENSCAN 
6101 
.75 



OJ990330_04.9B22.C3 
+ 

1349 
GENSCAN 
1349 
. 93 



Seq. No. 11904 Seq. ID 

Gene No. 25245 Strand 

Start 12363 End 

Name OJ990330_04 . 9B22 . C3 . o4 . gs Method 

Start 12363 End 

GI none Score 



OJ990330_04.9B22.C3 
+ 

15218 
GENSCAN 
15218 
.51 



12403 




Exons 


i oo^o i oyiqc 19^04 lOfc^l 


13482. .15218 


oeq. no. 


1 i yu 4 


Seq. ID 


OJ990330_04.9B22.C3 


Gene No. 


25245 


Strand 


+ 


Start 


12363 


End 


15218 


Name 


PtTQQn"5*5ri f\A QR99 r\1 nr>> 

ujyyujju u^i . yjj^^ . . ox . np 


Method 


AAT/NAP 


Start 


1 O 1 U 1 


End 


15173 


GI 


/I A 1 ROOT 


Score 


878 


Exons 


1 Olrtl 1 CI 

IJ/UI. . 1j1 / J 






GI Descnp. 


^ t\K^ U U U ^. 0 ^ ^ ^>ULd LI VC yjLLiOWoyj- 


transferase [Arabidopsis thaliana] 


Seq. No. 


11904 


Seq. ID 


OJ990330_04.9B22.C3 


Gene No. 


25246 


Strand 




Start 


± 0 / D 


End 


5012 


Name 


nTQQH^^n 04 QR99 o9 rr<5 


Method 


GEN SCAN 


Start 


10 / D 


End 


5012 


GI 


none 


Score 


.65 


Exons 


1R7fi 1 ^00^ 1D91 4Q49 


. .5012 




Seq. No. 


11904 


Seq. ID 


OJ990330_04.9B22.C3 


Gene No. 


25247 


Strand 




btart 


0 / / u 


End 


8641 


Name 


nTQQH^^n ClA QT599 r\ 1 no 

ujyyu jju u 4 . yjDZ z . j . oo . y b 


Method 


GEN SCAN 


Start 


O / / U 


End 


8641 


GI 


none 


Score 


.54 


Exons 


O / / U . . Dyj4 , D141 . . DiyZ/ : :DZD1 


..6386, 7108. .7405, 8636. .8641 


Seq. No. 


iiyu4 


Seq. ID 


OJ990330_04.9B22.C3 




25248 


Strand 




Start 


11332 


End 


11795 


Name 


OJ990330 04.9B22.C3.ol.gp 


Method 


AAT/GAP 


Start 


11332 


End 


11795 


GI 


LIB3431-022-P1-K1-E6 


Score 


835 


Exons 


11332. .11795 






GI Descrip. 


, 1245938/gb|S80361|S80361 1. 


0e-10 rabClC-2 beta=chloride channel 



C1C-2G isoform [rabbits, heart atrium, mRNA, 2998 nt] 1 



*| Seq. No. 


11904 






Seq. ID 


OJ990330_04.9B22, 


■ C3 


z \ Gene No. 


' 25249 






Strand 






Start 


17588 






End 


19830 




^ Name 


OJ990330 04. 


9B22. 


C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


5851 






End 


14992 ■ 




GI 


none 






Score 


109 




Exons 


5851. .5988, 


14505 


. .14693, 


14762. .14992, 


14763. .14942 




Seq. No. 


11904 






Seq. ID 


OJ990330_04.9B22. 


,C3 


Gene No. 


25249 






Strand 






Start 


17588 






End 


19830 




Name 


OJ990330 04. 


9B22. 


C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5863 






End 


14942 




GI 


none 






Score 


92 




Exons 


5863. .5976, 


14328 


. . 14672, 


14534. .14671, 


14759. . 14941, 






14763. .14942 












Seq, No. 


11904 






Seq. ID 


OJ990330_04.9B22. 


,C3 


Gene No. 


25249 






Strand 






Start 


17588 






End 


19830 





12404 






Name 


ujyyu jju u q . y tsz z . l-o . oz . tc 


i v iei,noQ 


1 DJjH.O 1 A . LlcSS 








rjna. 


7 0 H7 
/ Z U / 




P T 


none 


Score 


Q7 
y / 




Exons 


£7n"3 CQl n cqoq 79H7 

o / Uj. . ooiU/ oy^y . . /zu / 








oeq. no. 


1 1 y u ^ 


Seq. ID 


OJ990330_04.9B22.C3 




Gene No. 


25249 


Strand 






Start 


11588 


End 


19830 




Name 


UJ?yU jjU U fi . yr3Z z . v^o . oz . L s 


Method 


TBLASTX : Soybean 




C 4- -* v~ 4- 

otart 


D / Uj 


End 


7351 




P T 
bl 


none 


Score 


148 




Exons 


0/UO..OOZZ, O/1/..O/OZ, OyQj 


..7137, 6950.. 7144, 7162.. 7338 






71 c-i 7 "3 m 








beq. wo. 


I 1 Qfl A 

I I y u 4 


Seq. ID 


OJ990330_04.9B22.C3 




Gene No. 


25249 


Strand 






Start 


17588 


End 


19830 




Name 


uuyyuoju u 4 . y.oz z . . o i . ciu 


Method 


TBLASTX: Maize 




b tart 


0 / jZ 


End 


7356 




P T 
(jl 


none 


Score 


96 




Exons 




..7153, 7048. .7224, 7163. .7354 






/loo. . / jjD 






\' a i 
•tttl 


Seq. No. 


11904 


Seq. ID 


OJ990330_04.9B22.C3 




Gene No. 


25249 


Strand 




i" fi 
: 


Start * 


1 / JOO 


End 


19830 


ry 


Name 


ujyyujju u4 . ydzz . u . 01 . tw 


Method 


TBLASTX: Wheat 


; 3 ~* 


Start 


1 a a m 
14 bU / 


End 


14932 


:. - : 




none 


Score 


65 


! ji 

Si 


Exons 


14du / . . 14 oy o, 141 / oy . . ±*± yoz , 


14763. .14930 


m 


Seq. No. 


11904 


Seq. ID 


OJ990330_04.9B22.C3 




Gene No. 


25249 


Strand 






Of 3 v-4- 


1/000 


End 


19830 


'** 


Name 


PTGdn^on n /) qdoo p^ -h™ 


Method 


TBLASTX: Maize 




Cf -, v- 4- 

otart 


1 4 OJ O 


End 


14948 




PT 


none 


Score 


46 


: " i 


Exons 


l/lf^c; 1/17HQ 1/17RQ 1/1Q/17 

lfiooo. . ifi / uo, if± / oy. . ifiyfi / , 


14763. . 14948 


Q 


Seq. No. 


11904 


Seq. ID 


OJ990330_04.9B22.C3 


U 


Gene No. 


25249 


Strand 






Cf 3 v 4- 

o uar l 


1 / JOO 


End 


19830 




Name 


PiTQQn^n C\A P^ rrc 
UU jjU Ufi.yjDZZ.V^J.OO.Cjo 


Method 


GENS CAN 




Of 3 v 4- 


1 / 0 O 0 


End 


19830 




P T 


none 


Score 


.41 




Exons 


1 Tcpo 1 Tent; 1014 7 1 QTTQ 
1 / O O O . • 1 / DU J; lolfi / ■ . IO JJO/ 


19751.. 19830 




Con Nl r\ 

oeq. in l> • 




Seq. ID 


OJ990330_04.9B22.C4 




Gene No. 


25250 - 


Strand 


+ 




Start 


268 


End 


3897 




Name 


OJ990330 04 .9B22.C4 .ol.gs 


Method 


GENSCAN 




Start 


268 


End 


3897 




GI 


none • 


Score 


.79 




Exons 


268. .424, 1298. .1454, 3408.. 


3897 





Seq. No. 11905 Seq. ID OJ990330_04 . 9B22 . C4 

Gene No. 25251 Strand 



12405 




Start 


1247 




End 1536 


LMcUUG 


OJQQ0330 04 


P4 ol nn 


M^t-hnH AAT /NAP 


OLdl u 


1947 _ 

X *i / 




CjIIU XJOO 


pT 
tax 


DO _? 17 -3 X 




ocoxe 


Exons 


1 ?4 7 1 S3fi 






bl UcbLXip. 






r Z\ hi H r\r\ o i c; fh^ 1 1 ana 1 
[nialJlUUpoXo u i id x x cu id. J 


o c q • LN U * 


1 1 90^ 






Gene No. 


25252 




Strand - ~~ 


Start 


2298 




End 4032 


Name 




.9B22.C4.o2.np 


Method AAT /NAP 


C •(- -j r- +- 


-/ \J 




End 4032 


P T 


^64 1 661 

jOI X vj vJ X 




Score 420 


Exons 


Z. Z. _7 U . . Z. O t> U , 


3527. .4032 




PT Ha c r~> y~ ~\ r\ 

uj. ueouxxp. 


f ARDOR SI Q ^ 


high affinity nitrate transporter [Oryza sativa] 


O q • IN U . 


1 1 90S 

J. X .7 *J 




Seq. ID OJ990330_04 . 9B22.C4 


Gene No . 


25252 




Strand 


Start 


2298 




End 4 032 


Name 


OJ990330 04 


.9B22.C4.o3.np 


Method AAT /NAP 


Start 


2541 




End 4032 


GI 


2501495 




Score 98 


Exons 


2541. .2563, 


3810. .4032 




GI De scrip. 


FLAVONOL 3- 


0-GLUCOSYLTRANSFERASE 6 (UDP-GLUCOSE FLAVONOID 



3-0-GLUCOSYLTRANSFERASE 6) gi | 542016 | pir || S41952 JUTP-glucose 
glucosyltransf erase - cassava (fragment) gi | 453251 | emb | CAA54 613 | 
(X774 63) UTP-glucose .glucosyltransf erase [Manihot esculenta] 



Seq. No. 


11905 








Seq. ID 


OJ990330_04 .9B22 


.C4 


Gene No. 


25252 








Strand 






Start 


2298 








End 


4032 




Name 


OJ990330 04 


.9B22 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3528 








End 


3841 




GI 


none 








Score 


223 




Exons 


3528. .3800, 


3529 


. .3798, 


3803. 


.3841 






Seq. No. 


11905 








Seq. ID 


OJ990330_04.9B22 


.C4 


Gene No. 


25252 








Strand 






Start 


2298 








End 


4032 




Name 


OJ990330 04 


.9B22 


.C4 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3528 








End 


3841 




GI 


none 








Score 


185 




Exons 


3528. .3800, 


3529 


. .3798, 


. 3803. 


.3841 






Seq. No. 


11905 








Seq. ID 


OJ990330_04.9B22 


.C4 


Gene No. 


25252 








Strand 






Start 


2298 








End 


4032 




Name 


OJ990330 04 


. 9B22 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3528 








End \ 


3771 




GI 


none 








Score 


220 




Exons 


3528. .3764, 


3529 


. .3771 










Seq. No. 


11906 








Seq. ID 


OJ990330__04 .9B22 


.C5 


Gene No. 


25253 








Strand 


+ 




Start 


1331 








End 


1421 




Name 


OJ990330 04 


.9B22 


.C5.ol. 


gp 


Method 


AAT /GAP 




Start 


1331 








End 


1421 





12406 



GI 5867_1.R1084 Score 131 

Exons 1331.. 1421 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC- -6. 3 . 2 . 19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 





C /-\ /-r Ma 

o e q . in o . 


1 1 QOfi 




O.TQQO^O 04 QR99 




bene lnu • 


9 R9 S4 

Z. J £ J *i 


uLI dlld 


_|_ 




OLaiL 


9^4 9 


r nr l 


JJOJ 




Name 


HTQQn^^n 04 QR99 PR n9 rt<z 


Mo -|- aW 

netnou 


P.TTM QPZIM 






9^4 9 _ 


Hill CI 


JJOJ 




P T 


none 


Score 


. 0 J 




Exons 


oc yi o O^oc *3/l£Q ococ 










11906 


Seq. ID 


OJ990330 04 9B22 




Gene No. 


25255 


Strand 


+ _ 




Start 


8243 


End 


9052 




Name 


OJ990330 04.9B22.C5.o4.gs 


Method 


GENSCAN 




Start 


8243 


End 


9052 




GI 


none 


Score 


.61 


31 

: t 
"tsf 


Exons 


8243. .8472, 8953. .9052 






;.j : 
t" \ I 


Seq. No. 


11906 


Seq. ID 


OJ990330_04.9B22. 


\ i? 


Gene No. 


25256 


Strand 


+ 


O 


Start 


12132 


End 


12505 


\ . : 


Name 


OJ990330 04.9B22.C5.o2.gp 


Method 


AAT/GAP 




Start 


12132 


End 


12505 . 


"5 ZT 

i'L! 


GI 


2427387 


Score 


571 




Exons 


12132. .12505 








GI Descrip. 


5852170/emb|AL1172 65.1 IOST17804 3.0e-94 


Oryza sativa 


'sif 




indica(GLA4) genomic DNA, 


chromosome 4, 


BAC clone:tl7804 



U : Seq. No. • 11906 Seq. ID 

! =| Gene No. 25257 Strand 

Start 14487 ' End 

j »! Name OJ990330_04 . 9B22 . C5 . 06 . gs Method 

P Start 14487 End 

GI none Score 

Exons 14487. .14713, 14828 15031, 15120 

15933. .17574, 17737 .. 18012 , 18128 



OJ990330_04.9B22..C5 
+ 

21424 
GENSCAN 
21254 
.53 

15313, 15336. .15824, 
18306, 18445. .19213, 



19343. .19376, 1957 1 .. 20193, 20258.. 21254 



Seq. No. 11906 Seq. ID OJ990330_ 

Gene No. 25257 Strand + 

Start 14487 .. End 21424 

Name OJ990330_04 . 9B22 . C5 . o3 . np Method AAT/NAP 

Start 15138 End 21424 

GI 4544372 Score 1180 

Exons 15138. .15173, 18084 .. 19283, 1934 3 .. 19759, 19865. 

GI Descrip. (AC006920) 
thaliana] 



04.9B22.C5 



putative retroelement pol polyprotein 



,21424 
[Arabidopsis 



Seq. No. 



11906 



Seq. ID OJ990330_04.9B22.C5 



12407 



Gene No. 25258 Strand 

Start 1 End 801 

Name OJ990330_04 . 9B22 . C5 . ol . np Method AAT/NAP 

Start 1 End 801 

GI 6630735 Score 287 

Exons 1..574, 766.. 801 

GI Descrip. (AL132958) glucosyltransf erase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11906 Seq. ID 

25258 Strand 

1 End 

OJ990330_04 . 9B22 .C5.ol.gs Method 

78 End 

none Score 
78. .529 



OJ990330_04.9B22.C5 
801 

GENSCAN 

529 

.69 



OJ990330 04.9B22.C5 



11906 ' Seq. ID 
25259 Strand 

3853 End 5528 

0 J990330_04 . 9B22 . C5 . o2 . np Method AAT/NAP 

3853 End 5467 

6630735 Score 305 

3853. .3881, 5098. .5467 

(AL132958) glucosyltransf erase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11906 
25259 
3853 

OJ990330_04 . 9B22 . C5 . o3 . gs 

4560 

none 

4560. .4676, 5118. .5528 

11906 
25260 
11316 

OJ990330_04 . 9B22 . C5 . o5 . gs 

11316 

none 

11316. .11744, 13308. .13445 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method ' 

End 

Score 



OJ990330_04.9B22.C5 

5528 
GENSCAN 
5528 
.51 



OJ990330_04.9B22.C5 

13445 
GENSCAN 
13445 
.95 



OJ990330 04.9B22.C5 



11906 Seq. ID 

25260 Strand 
11316 End 13445 

OJ990330_04 . 9B22 . C5 . o3 . gp Method AAT/GAP 

12513 End 13392 

4107138 Score 1341 

12513. . 13392 

5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



Seq. No. 
Gene No. 
Start 
Name 



11906 
25261 
21855 

OJ990330 04, 



9B22.C5.o3. tm 



Seq. ID 

Strand 

End 

Method 



OJ990330_04.9B22.C5 
24930 

TBLASTX: Maize 



12408 



Start 1726 

GI none 

Exons 1726.. 1800, 1777.. 1872, 1786. 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o3 . ts 

Start 5103 

GI none 

Exons 5103.. 5291, 5155.. 5295, 5385. 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o4 . tm 

Start 5106 

GI none 

Exons 5106.. 5291, 5112.. 5288, 5155. 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o2 . tw 

Start 5124 

GI none 

Exons 5124.. 5291, 5155.. 5295, 5361. 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o7 . ts 

Start 17687 

GI none 

Exons 17687.. 18028 



End 2115 
Score 68 
.2115, 1797. .2042 



Seq. ID OJ990330_04 .9B22.C5 
Strand 

24930 

TBLASTX : Soybean 
5477 
123 



End 

Method 
End 
Score 
5477 



Seq. ID OJ990330_04 . 9B22.C5 
Strand 

End 24930 

Method TBLASTX : Maize 

End 5399 

Score 118 

5295, S346..5399 

Seq. ID OJ990330_04.9B22.C5 
Strand 

24930 

TBLASTX: Wheat 
5447 n 
136 



End 

Method 
End 
Score 
.5447 



Seq. ID OJ990330_04.9B22.C5 
Strand 

End 24930 

Method TBLASTX : Soybean 

End 18028 

Score 194 



Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . 06 . ts 

Start 18378 

GI none 

Exons 18378. .18602, 18609.. 18743 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 .C5.ol.tw 

Start 18540 

GI none 

Exons 18540. .18596, 18591 .. 18 94 4 , 1 

Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o2 . tm 

Start 18594 



Seq. ID OJ990330J34. 9B22.C5 
Strand 

End 24930 

Method TBLASTX : Soybean 

End 18743 

Score 123 



Seq. ID OJ990330_04.9B22.C5 
Strand 

End 24930 

Method TBLASTX : Wheat 

End 18944 

Score 77 
8599. .18901, 18 600. .1894 4 

Seq. ID OJ990330_04.9B22.C5 
Strand 

End 24930 

Method TBLASTX : Maize 

End 18812 



12409 




P T 


none 






Score 


9 0 9 

z yz 




Exons 


18594. 


.18812, 18594 




1 QCQQ 1 QC 

lo oyy . . lot 


• i i 




Seq. No. 


11906 






Seq. ID 


OJ990330_04.9B22. 


C5 


Gene No. 


25261 






Strand 






Cf art- 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


. ol . tm 


Method 


TBLASTX: Maize 






18813 






End 


19271 




bl 


none 






Score 


526 




Exons 


18813. 


.19271, 18813 


. . i y U y*± f 


18962. .19270 




Seq. No. 


11906 






Seq. ID 


OJ990330JD4.9B22. 


C5 


Gene No. 


25261 






Strand 








21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


. Oj . tW 


Method 


TBLASTX: Wheat 




Of -s vf 

otar t 


18945 






End 


19265 




PT 


none 






Score 


197 




Exons 


18945. 


.19265, 18962 










Seq. No. 


11906 






Seq. ID 


OJ990330_04.9B22. 


C5 


Gene No. 


25261 






Strand 






o L.air u 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


oz . ts 


Method 


TBLASTX : Soybean 




otart 


18960 






End 


19416 




Lrl 


none , 






Score ■ 


224 




Exons 


18960. 


.19241, 18998 


. i y i j d , 


19241. .19399, 19285.. .19416 




Seq. No. 


11906 






Seq. ID 


OJ990330_04 . 9B22. 


C5 


Gene No . 


25261 






Strand 






otart 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


ol . ts 


Method 


TBLASTX : Soybean 




C A , v~ 4- 

btart 


19580 






End 


19992 




P T 
tax 


none 






Score 


147 






19580. 


.19717, 19582 




19738. .19$ 


)92, 19739.. 19990 




Seq. No. 


11906 






Seq. ID 


OJ990330_04.9B22. 


C5 


Gene No. 


25261 






Strand 






Of- -a r-f- 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


o4 . tw 


Method 


TBLASTX: Wheat 




o car u 


19625 






End 


20023 






none 






Score 


81 




Exons 


19625. 


.19714, 19754 


. z UUZ J 








Seq. No. 


11906 






Seq. ID 


OJ990330_04.9B22. 


C5 


Gene No. 


25261 






Strand 






C f- -a v-h 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5 


Oj . tm 


Method 


TBLASTX: Maize 




Cf 2 rf 


20442 






End 


20822 




PT 


none 






Score 


81 




Exons 


20442. 


.20600, 20598 


. z u o z z 








Seq. No. 


11906 






Seq. ID 


OJ990330_04.9B22. 


C5 


Gene No. 


25261 






Strand 






Start 


21855 






End 


24930 




Name 


OJ990330 04.9B22.C5. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


20445 






End 


20843 




GI 


none 






Score 


231 





12410 



Exons 



20445. .20843, 20549. .20662 



Seq. No. 11906 Seq. ID 

Gene No. 25261 Strand 

Start 21855 End 

Name OJ990330_04 . 9B22 . C5 . o3 . tw Method 

Start 20601 • End 

GI none • Score 

Exons 20601.. 21014 



OJ990330_04.9B22.C5 
24930 

TBLASTX: Wheat 

21014 

212 



Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330_04 . 9B22 . C5 . o4 . ts 

Start 21193 

GI none 

Exons 21193. .21357, 2 1197 .. 21430, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_04.9B22.C5 
24930 

TBLASTX: Soybean 

21435 

232 



21397. .21435 



cri 



Seq. No. 11906 

Gene No. 25261 

Start 21855 

Name OJ990330JD4 . 9B22 . C5 . o7 . gs 

Start 21855 

GI none 

Exons 21855. .22568, 22 617 .. 22727 , 
24387.. 24930 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_04 . 9B22.C5 

24930 
GENSCAN 
24930 
.75 



22933. .23373, 23452 . _ 4 24 325, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11907 
25262 
290 

OJ990330 

290 

none 

290. .340 



04 . 9B22.C6.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_04 . 9B22.C6 
340 

GENSCAN 

340 

.81 



Seq. No. 11908 Seq. ID 

H ! Gene No. 25263 Strand 

y Start 3 End 

r\ Name " OJ990330_04 . 9B22 . C8 . ol . tm Method 

j»j Start 3 End 

'" J GI none Score 

Exons 3.. 80, 5.. 250, 9.. 323 



OJ990330_04.9B22.C8 
323 

TBLASTX: Maize 

323 

212 



Seq. No. 11909 Seq. ID 

Gene No. 25264 Strand 

Start 935 End 

Name OJ990330_04 . 9B22 . C12 . ol . gp Method 

Start 935 End 

GI 2310221 Score 

Exons 935.. 1221 



OJ990330_04.9B22.C12 
+ 

1221 
AAT/GAP 
1221 
533 



Seq. No. 11909 Seq. ID 

Gene No. 25264 Strand 

Start 935 End 

Name OJ990330JD4 . 9B22 . C12 . ol . tm Method 

Start 976 End 

GI none Score 



OJ990330_04.9B22.C12 
+ 

1221 

TBLASTX: Maize 

1200 

93 



12411 






F von c 




. .1200, 1050. .1160 








Seq. No. 


11909 


Seq. ID 


OJ990330_ 


04.9B22. 


C12 




Gene No. 


25264 


Strand 


+ 








q+- a v- ■»- 


5 j j 


End 


1221 








Name 


OTQQm^fl HA QR99 PI 9 nl rrc; 


Method 


GEN SCAN 










1UUU 


End ■ 


1119 








PT 


none 


Score 


.83 








Exons 


i nnn i i i q 

XUUU. . 111? 












o e q . in o . 


1 1 QnQ 


Seq. ID 


OJ990330_ 


n4 QR99 


P1 9 




Gene No. 


25264 


Strand 


+ 








Start 


935 


End 


1221 








Name 


n.TQQ0?^n n4 QR99 PI 9 r>1 nn 


Method 


AAT/NAP 










i nn q — 


End 


1221 








pt 


£7 ?n7 4 n 

D/JU/4U 


Score 


128 










1 nflQ 1991 

-L U U .7 • » _L ^ *C _L 












PT P) o q ^ t~ n o 


fAP01flR4Q} unknown nrnfpin 


[Arabidopsis thaliana] 






Seq. No. 


11910 


Seq. ID 


OJ990330_ 


04.9B22. 


C13 




Gene No. 


25265 


Strand 


+ 








Of a V-+- 


4 9 
ft £ 


End 


142 






y 


Name 


OTQQfl^^n OA QR99 PI ^ nl an 


Method 


AAT/GAP 






i. : 


Of a v+- 


4 9 _ 


End 


142 






E JJT 

rfi 


PT 


none 


Score 


176 






f M 


Exons 


4 9 14 9 












Seq. No. 


11910 


Seq. ID 


OJ990330_ 


04.9B22. 


C13 


i . ! 
f.LJ 


Gene No. 


25266 


Strand 








hl\ 




2682 


End 


6966 






\~ \ i 


Name 


OJ990330 04 . 9B22 . C13 . o2 . gs 


Method 


GENSCAN 










2682 


End 


6961 








PT 


none 


Score 


.59 






r! 


EjXOIIo 


2682. .2859, 3134. .3293, 3694. .3886, 5283. .6266, 


6841. .6961 




o e q . ln o . 


11910 


Seq. ID 


OJ990330_ 


04.9B22. 


C13 




P o T™> o M r\ 


25266 


Strand 










Start 


2682 


End 


6966 






□ 


Name 


OJ990330 04.9B22.C13.o2.gp 


Method 


AAT/GAP 








Start 


4979 


End 


5471 








PT 


19301 1.R1084 


Score 


913 








Exons 


4979. .5471 












PT Ho c pt i t™\ 
IjJ. UcbLIip. 


f 5441880/dbj IBAA82378.il 5. 


0e-75 (AP000367) EST 


C28952 (C62945) 






corresponds to a region of 


the predicted gene.; 


Similar 


to mai 






transposon MuDR mudrA protein. (AC0039E 


51) [Oryza 


sativa] 






Seq. No. 


11910 


Seq. ID 


OJ990330_ 


04.9B22. 


C13 




Gene No. 


25266 


Strand 










Q-t- a -r-h 
O L dl. l_ 


2682 


End 


6966 








Name 


OJ990330 04.9B22.C13.o2.tm 


Method 


TBLASTX: Maize 








5652 


End 


5924 








GI 


none 


Score 


210 








Exons 


5652.. 5924, 5682.. 5921 












Seq. No. 


11910 


Seq. ID 


OJ990330_ 


04.9B22. 


C13 




Gene No. 


25266 


Strand 










Start 


2682 


End 


6966 







12412 




Name 


ujyyujjU u 4 . yo^ z . bi o . 01 . cm 


Method 


TBLASTX: Maize 


otart 




End 


6267 


H T 


none 


Score 


69 


Exons 


£Q*3£ CQQO CQOl CQQ1 CQQC 


..6048, 6000. .6080, 6002. .6049, 




^nco cocc /rn^n cc\c\ 


. .6267 




oeq. NO. 


i i qi n 


Seq. ID * 


OJ990330_04 . 9B22 .C13 




25266 


Strand 




Start 


2682 


End 


6966 


Name 


OJ990330 04.9B22.C13.ol.np 


Method 


AAT/NAP 


btart 


6736 


End 


6966 


KjX 


4874303 


Score 


93 


Exons 


6736. .6966 






GI Descrip. 


(AC006053) putative transcription elongation factor S-II 




[Arabidopsis thaliana] 






Seq. No. 


11910 


Seq. ID 


ATOQAO'Dn f\ A AnOA /"•I'D 

OJy yiM JU_U4 . 3B2.Z . CI 3 


Gene No. 


O C O £ ^ 


Strand 








End 


by od 


Name 


ujyyuoou U4 . yozz . bi j . oo . tm 


Method 


i bLiAo i a : jxiai ze 


C -1 , v f 

otart 


6831 


End 


6964 


bl 


none 


Score 


138 


Exons 


6831.. 6962, 6836.. 6964, 6838 


. .6963 




Seq. No. 


11911 


Seq. ID 


OJ990330 04.9B22.C14 


Gene No. 


25267 


Strand 


+ 


Start 


8358 


End 


yioi 


Name 


OJ990330 04.9B22.C14.o4.gp 


Method 


AAT/GAP 


Start 


8358 


End 


y id i 


H T 
bl 


none 


Score 


975 


Exons 


8358. .8554, 8815. .9151 






oeq. no. 


11911 


Seq. ID 


OJ990330_04 . 9B22.C14 


bene no . 


25268 


Strand 


+ 


Start 


15229 


End 


15713 


Name 


OJ990330 04.9B22.C14.o5.gp 


Method 


AAT/GAP 


Of 2 -y-+- 


15229 


End 


15713 


H T 


uC-osflcyp020d01bl 


Score 


954 


Exons 


15229. .15713 






bi uescrip. 


' 1514643/emb|CAA94437 | 3.0e- 


65 (Z70524) 


PDR5-like ABC 




transporter [Spirodela polyrrhiza] 1 




oeq. no. 


11911 


Seq. ID 


OJ990330_04.9B22.C14 




25269 


Strand 




Start 


576 


End 


3139 


Name 


OJ990330 04.9B22.C14.ol.np 


Method 


AAT/NAP 


otart 


576 


End 


2967 


bl 


4874303 


Score 


487 


Exons 


576. .764, 990. .1091, 1179. .1556, 1648.. 


2128, 2204. .2967 


bi uescrip. 


(AC006053) putative transcription elongation factor S-II 




[Arabidopsis thaliana] 






Seq. No. 


11911 


Seq. ID 


OJ990330_04.9B22.C14 


Gene No. 


25269 


Strand 




Start 


576 


End 


3139 


Name 


OJ990330 04 . 9B22.C14 .ol.gs 


Method 


GENSCAN 


Start 


963 


End 


3139 



12413 



GI none Score 

Exons 963.. 1591, 1678.. 3139 



Seq. No. 


11911 


Seq. ID 


ojyyujou U4.yB22.ci4 


Gene No. 


25269 


Strand 




Start 


57 6 


End 


oijy 


Name 


OJ990330 04 . 9B22 . C14 . ol . gp 


Method 


AA1 /GAr 


Start 


1056 


hnd 




GI 


none 


Score 


TOO 

loo 


Exons 


1056. .1479 






Seq. No. 


11911 


Seq. ID 


OJ990330_04.9B22.C14 


Gene No. 


25269 


Strand 




Start 


576 


End 


3139 


Name 


OJ990330 04.9B22.C14.o2.gp 


Method 


AAT/GAP 


Start 


1555 


End 


1903 


GI 


LIB3475-003-P1-K2-H5 


Score 


562 


Exons 


1555. .1903 






GI Descrip. 


'4874 303/gb|AAD31365.1|AC006053_7 2 . Oe 


-09 (AC006053) putative 




transcription elongation factor [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11911 Seq. ID OJ990330_04.9B22.C14 

25269 Strand - 

576 End 3139 

OJ990330_04 . 9B22 . C14 . o3 . gp Method AAT/GAP 

1981 End " 2450 

4715646 * ' - Score 933 

1981. .2450 

4874303/gb|AAD31365. 1 |AC006053_7 2.0e-09 (AC006053) putative 
transcription elongation factor [Arabidopsis thaliana] 



Seq. No. 11911 
Gene No. 25270 
Start 11903 

Name OJ990330_04 . 9B22 . C14 . o3 . gs 

Start 11903 
GI none 

Exons. 11903. .12163, 12255 .. 12509, 

13178. .13311, 13400. .13483, 

14356. .14474, 14556 .. 14 678 , 

15185. .15662, 15743 .. 16024 , 

16678. .16728, 1 6833 .. 16909, 

17454. .17542, 17659 .. 17779, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12605. . 12776, 



OJ990330 04.9B22.C14 



13570. 
14764 , 
16105. 
16996. 
17985. 



,13860, 
.14926, 
, 16406, 
,17155, 
,18316 



18326 
GENSCAN 
18316 
. 9 

1?866. 
13937. 
15013. 
16504. 
17285. 



,13093, 
,14269, 
,15116, 
,16594, 
,17369, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11911 
25270 
11903 

OJ990330__04. 9B22.C14 .o2.np 
11906 
1514643 
11906. .12163, 



13178. .13311, 
14356. .14483, 



12255. .12509, 
13400. .13483, 



15185. 
16678. 
17454 . 



15662, 
,16728, 
,17542, 



14580. 
15743. 
16833. 
17659. 



14678, 
16024, 
16909, 
17779, 



Seq. ID OJ990330_04.9B22.C14 
Strand 

End 18326 

Method AAT/NAP 

End 18326 

Score 5487 
12605. .12776, 12866. .13093, 
13570. .138 60, 13937 .. 142 69, 
14 764. .14 912, 15005. .15116, 
16105. .164 06, 16504. .16594, 
16996. .17155, 17285. .17369, 
17985. . 18326 



GI Descrip. (Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 



12414 



Seq. No. 11911 

Gene No. 25271 

Start 18606 

Name OJ990330_04 . 9B22 . C14 . 06 . tm 

Start 1021 

GI none 

Exons 1021.. 1191, 1023.. 1193, 1023, 
1185. .1358, 1186. .1320 



Seq. ID OJ990330__04.9B22.C14 
Strand 

End 18891 

Method TBLASTX : Mai ze 

End 1358 

Score 121 

.1175, 1172.. 1294, 1172 . . 1294-,. 



Seq. No. 11911 

Gene No. 25271 

Start 18606 

Name OJ990330JD4.. 9B22 . C14 . o4 . tm 

Start 1443 

GI none 

Exons 1443.. 1631, 
1700. .1732, 



1445.. 1630, 1446. 
1732.. 1842, 1736. 



Seq. ID OJ990330_04.9B22.C14 
Strand 

End 18891 
Method TBLASTX : Maize 
End 1852 
Score 140 

.1631, 1672.. 1725, 1699.. 1740, 
.1852, 1739.. 1852 



Seq. No. 


11911 








Seq. 


ID OJ990330 


04.9B22 


Gene No. 


25271 








Strand 






Start 


18606 








End 


18891 




Name 


OJ990330 04.9B22.C14, 


.ol.ts 


Method TBLASTX : Soybean 


Start 


11891 








End 


16398 




GI 


none 








Score 


76 






Exons 


11891. , 


.12058, 


11904. , 


.12059, 


12054 . . 


12164, 


12071. 


.12163, 




12255. , 


.12353, 


12258. 


.12356, 


12274 . . 


12363, 


12417. 


. 12521, 




12418. , 


.12513, 


12428. , 


.12517, 


12602. . 


12778, 


12603. 


.12773, 




12868. , 


.13095, 


12875. , 


.13096, 


13177. . 


13308, 


13181. 


.13303, 




13395. , 


.13475, 


13400. , 


.13486, 


135.66. . 


13619, 


13567. 


.13863, 




13568. , 


.13861, 


13705. , 


.13863, 


13934. . 


14272, 


13938. 


.14273, 




13965. , 


.14273, 


14347. , 


.14466, 


14360. . 


14434, 


14799. 


.14906, 




14813. , 


.14908, 


15008. , 


.15112, 


15013. . 


15114, 


15016. 


.15114, 




15162. , 


.15386, 


15163. , 


.15378, 


15201. . 


15380, 


15339. 


.15497, 




16207. , 


.16290, 


16300. , 


.16398 










Seq. No. 


11911 








Seq. 


ID OJ990330 


04.9B22 


Gene No. 


25271 








Strand 






Start 


18606 








End 


18891 




Name 


OJ990330 04.9B22.C14, 


. ol . tm 


Method TBLASTX : Maize 


Start 


11900 








End 


13486 




GI 


none 








Score 


69 






Exons 


11900. , 


.11935, 


11901. 


.12020, 


11993. . 


12034, 


12059. 


.12181, 




12078. 


.12161, 


12258. , 


.12347, 


12262. . 


12363, 


12417. 


.12521, 




12602. , 


.12778, 


12603. , 


.12764, 


12868. . 


13095, 


12875. 


.13072, 




13174. , 


.13302, 


13177. , 


.13308, 


13205. . 


13309, 


13205. 


.13312, 




13395. 


.13475, 


13400. , 


.13486 











Seq. No. 11911 

Gene No. 25271 

Start 18606 

Name OJ990330_04 . 9B22 . C14 . o2 . tc 

Start 11904 

GI none 
Exons 



Seq. ID OJ990330_04.9B22.C14 
Strand 

End 18891 

Method TBLASTX : Cress 

End 16374 

Score 69 



11904. .11960, 12051. .12164, 12074 .. 121 63, 12250 .. 12363, 
12255. .12350, 124 17 .. 12521, 12593 12721, 12602 .. 12778 , 
12615. .12764, 12874 .. 13095, 12875 .. 13090, 13177 .. 13302 , 



12415 








1 ?1 7ft 1 ??0? 1 ?4 00 

X J X / O . . X -J .J U .J , X *i \J V . 


. 13486, 


13425. .13475, 13501 .. 13659, 








1 ?RRQ 1 ?660 1 S0?4 


1 SI 1 1 

• X ~J X X X , 


15339. .15497, 16207 .. 16290, 








i 6?oo i 6?74 












Seq. No. 


11911 




Seq. ID 


OJ990330_04.9B22 


.C14 




Gene No. 


25271 




Strand 








Q+- ~x y~+- 


1 ft 606 

J. O U \J \J 




End 


18891 






Name 


HTQQ0??0 04 QR99 PI 4 


o4 • tw 


Method 


TBLASTX: Wheat 






btart 


1 9079 _ 
X Z U / Z 




End 


12350 








none 




Score 


99 






Exons 


19079 19161 19077 


. 12160, 


12081. . 12161, 12252. . 12350 






O rt rt KT rt 

beq . no . 


I 1 Q1 1 

II J. 




Seq. ID 


OJ990330_04.9B22 


• C14 




Gene No. 


25271 




Strand 








Start 


18606 




End 


18891 






Name 


n,TQ90??0 04 9R9? C14 


. o2 . tw 


Method 


TBLASTX: Wheat 






oiart 


19417 ~~ 

X c. *s X / 




End 


15518 






CT 
ol 






Score 


49 






Exons 


19417 19S06 1 S0R9 


1 SI 14 

• X -J X X 1 , 


15083. .15112, 1518 6. .15518, 








1 SI 99 1 S507 












Seq. No. 


11911 




Seq. ID 


OJ990330_04 .9B22 


.C14 




Gene No. 


25271 




Strand 






1 

a? 




1 ft 60 6 




End 


18891 




Si 
5? 


Name 


r OTQQO^^O 04 QR99 PI 4 


(~\ ? +" uj 
. —J . l_ W 


Method 


TBLASTX: Wheat 




ri 


Start 


1 9 60 9 _ 




End 


12768 




GI 


none 




Score 


169 




u 
:i 


Exons 


19609 1 976? I960? 


1 97 64 


12 603. .127 64, 12 604. .127 68 






C rt rt- M rt 

beq. no. 






Seq. ID 


OJ990330_04.9B22 


.C14 


B'- 

=! 


Gene No . 


9^97 1 
Z jZ / 1 




Strand 






11 


Start 


18606 




End 


18891 






Name 


OJ990330 04.9B22.C14 


. ol . tw 


Method 


TBLASTX: Wheat 






OLai L 


1 9ft 6S 




End 


13699 






CT 
LjX 


none 




Score 


128 




.1 

'■: 


Exons 


19ft6S 1?0QS 19ft66 


1 3096 


13174. .13302, 13177. .13308, 




s: 




1?1ft1 1 ??0Q 1?400 

X J X O X . . 1 1J4UU . 


1 ?471 

• X ~J *i / X , 


13400. .13486, 13567 .. 13698 , 




s i 




13571 13699 










II 


Seq. No. 


11911 




Seq. ID 


OJ990330_04.9B22 


.C14 


a! 


Gene No. 


25271 




Strand 








OtdlL 


1 8 60 6 




End 


18891 






Name 


n.TQQ0??0 04 9R9? C14 


. o5 . tm 


Method 


TBLASTX: Maize 






b tar i. 


1 ?SSQ _ 




End 


13723 






PT 


none 




Score 


146 






Exons 


1 ?SSQ 137 9? 1 ?S67 


. 13722 










O rt rt- VT rt 

beq. wo. 


1 1 Q1 1 
ll!7ll 




Seq. ID 


OJ990330_04.9B22 


. C14 






25271 




Strand 








Start 


18606 




End 


18891 






Name 


OJ990330 04.9B22.C14 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


13660 




End 


17155 






GI 


none 




Score 


169 






Exons 


13660. .13821, 13685. 


.13816, 


13813. .13860, 13836. .13859, 








13940. . 14269, 13944. 


. 14270, 


14 34 8. . 14 4 82, 14 359 144 93, 





17024. .17155 

12416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11911 
25271 
18606 

OJ990330_04 . 9B22 . C14 . o2 . tm 

13754 

none 

13754 13861, 13756 .. 13818 , 
13938. . 14270, 13963 .. 14 331 , 
17456. . 17497 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13833. .13862, 
14347. .14424, 



OJ990330 04.9B22.C14 



18891 

TBLASTX: Maize 
17497 
83 

13.934. .14269, 
17294. .17368,' 



beq. no. 


11911 






Seq. ID 


OJ990330_04.9B22 


Gene No. 


25271 






Strand 




Start 


18606 






End 


18891 


Name 


OJ990330 04.9B22.C14, 


.ol. tm 


Method 


TBLASTX: Maize 


Start 


15357 






End 


15528 


GI 


none 






Score 


113 


Exons 


15357. 


.15527, 15358., 


.15528 






Seq. No. 


11911 






Seq. ID 


OJ990330_04.9B22 


Gene No . 


25271 






Strand 




Start 


18606 






End 


18891 


Name 


OJ990330 04.9B22.C14, 


. o4 . tc 


Method 


TBLASTX: Cress 


Start 


15498 






End 


15800 


GI 


none 






Score 


63 


Exons 


15498. 


.15665, 15499., 


. IjDDD/ 


15734. .15799, 15744. .15800 


Seq. No. 


11911 






Seq. ID 


OJ990330J34.9B22 


Gene No. 


25271 






Strand 




Start 


18606 






End 


18891 


Name 


OJ990330 04.9B22.C14. 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


15734 






End 


16206 


GI 


none 






Score 


145 


Exons 


15734. 


.16027, 15750., 


.16025, 


16099. .16206, 16100. .16204 


Seq. No. 


11911 






Seq. ID 


OJ990330_04.9B22 


Gene No. 


25271 






Strand 




Start 


18606 






End 


18891 


Name 


OJ990330 04.9B22.C14. 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


15899 






End 


16206 


GI 


none 






Score 


" 57 


Exons 


15899. 


.16027, 15911'., 


.16027, 


16099. .16206, 16100. .16204 



Seq. No. 11911 

Gene No. 25271 

Start 18606 

Name OJ990330_04 . 9B22 . C14 . o3 . tm 

Start 16186 

GI none 

Exons 16186. . 16416, 16187 .. 16408 , 
16503. . 16595 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_04.9B22.C1^ 
18891 

TBLASTX : Mai ze 

16595 

254 



16189. .164 40, 16502. .16582, 



Seq. No. 11911 Seq. ID 

Gene No. 25271 Strand 

Start 18606 End 

Name OJ990330_04 . 9B22 . C14 . o3 . ts Method 

Start 17662 End 

GI none Score 



OJ990330_04.9B22.C14 
18891 

TBLASTX: Soybean 

18226 

99 



12417 






1 7 669 1 7 7ft 7 

1 / UU^ • • X / /Of 


, 17663. .17794, 


17978. .18115, 18116 


1 ft 99 6 


Seq. No. 


11911 






Seq. ID 


OJ990330 


_04.9B22.C14 


Gene No. 


25271 






Strand 


- 






1 ft 60 6 

X O D U U 






End 


18891 




Name 


DTQQO^O 04 


9B22.C14.o4, 


.gs 


Method 


GENSCAN 




olait 


10DUD 






End 


18891 






none 






Score 


.63 






1 ft 60 6 1 ft 7 4 s 


, 18838. .18? 


391 








Seq. No. 


11912 






Seq. ID 


OJ990330 


_04 . 9B22.C15 


Gene No. 


25272 






Strand 


+ 




C -1- a >-+- 

blait 


9 Q9 






End 


846 




Name 


DTQQO^^O 04 


9B22.C15.ol, 


.gs 


Method 


GENSCAN 






9 Q9 _ 






End 


846 






none 






Score 


.97 




Exons 


9 Q9 ?1 ? Sft 

ZJ * . -J X J , JO 


3. .649, 699, 


. .846 








Seq. No. 


11912 






Seq. ID 


OJ990330 


_04.9B22.C15 


Gene No. 


25273 






Strand 


- 






1 1 6? 






End 


3292 




Name 


nTQQO^^O 04 


9B22.C15.o2, 


.gs 


Method 


GENSCAN 




otart 


1 1 6^ _ 






End 


3111 




C T 


none 






Score 


. 94 




_xons 


1 1 6 ^ 1474 


1996. .2076, 


2466 


..2531, 2€ 


570. .2738, 


OUjO . . Jill 


beq. no. 


1 1 Q 1 0 






Seq. ID 


OJ990330 


n A cm9 9 n i; 
U H . jdZZ . bl J 


Gene No . 


Z JZ / J 






Strand 






C4- -a 

O LclX L 


X X U -J 






End 


3292 




Name 


OJ990330 04. 


9B22.C15.ol, 


.tm 


Method 


TBLASTX : ] 


Maize 


Start 


1972 






End 


3292 




GI 


none 






Score 


81 




Exons 


1972. .2082, 


1991. .2083, 


2294 


..2365, 2294..2362, 


2451. .2549, 




2466. .2546, 


2470. .2559, 


2669 


..2740, 2670. .2741, 


2680. .2739, 




3055. .3108, 


3058. .3117, 


3245 


. .3292 







ij. Seq. No. 


11913 


Seq. ID 


OJ990330JD4 


. 9B22.C16 


* Gene No . 


25274 


Strand 






start 


936 


End 


3800 




M Name 


OJ990330 04.9B22.C16.ol.gs 


Method 


GENSCAN 




Start 


936 


^End 


3800 




GI 


none 


Score 


.56 




Exons 


936. .942, 1596. .1999, 2069.. 


2167, 3011 


..3409, 3687 


. .3800 


Seq. No. 


11913 


Seq. ID 


OJ990330_04 


.9B22.C16 


Gene No. 


25274 


Strand 






Start 


936 


End 


3800 




Name 


OJ990330 04.9B22.C16.ol.gp 


Method 


AAT/GAP 




Start 


1651 


End 


3250 




GI 


42383 1.R1084 


Score 


1297 




Exons 


1651. .1999, 2069. .2167, 3011 


. .3250 






GI Descrip. 


, 3776057/emb|CAA15498| l.Oe- 


09 (AL008725) dJ148E22 


.2 (similar 




PAB1) [Homo sapiens] ? 








Seq. No. 


11913 


Seq. ID 


OJ990330_04 


. 9B22.C16 


Gene No. 


25274 


Strand 






Start 


936 


End 


3800 





12418 




Name OJ990330_04 . 9B22 . C16 . ol . np Method AAT/NAP 

Start 2069 End 3148 

GI 322514 Score 69 

Exons 2069.. 2167, 3008.. 3148 

GI Descrip. glycine-rich RNA-binding protein (clone A81) - Arabidopsis 
thaliana (fragment) gi | 829254 | emb | CAA4 9174 | (X69377) 
' glycine-rich RNA-binding protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11913 Seq. ID 

25275 Strand 

4610 End 

OJ990330JD4 . 9B22 . CI 6 . o2 . tm Method 

166 End 

none Score 



OJ990330_04 . 9B22 . C16 
8026 

TBLASTX: Maize 

3118 

76 



166. .219, 169. .228, 352. .420, 356. .424, 356. .421, 1596. .1619, 
1596. .1631, 1597. .1629, 1658. .1699, 1666. .1722, 1669. .1725, 
1688. .1723, 1738. .1770, 1738. .1890, 1740. .1895, 1742. .1858, 
1786. .1893, 1914. .1991, 1948. .2001, 2069. .2173, 2070. .2168, 
3008. .3118, 3008. .3118 



11913 
25275 
4610 

OJ990330_04 . 9B22 . CI 6 . o2 . tw 

1744 

none 

1744 . . 1860,- 
1953. .1991, 
3008. . 



1744.. 1860, 1834. 
1953.. 1997, 2046. 



Seq. ID OJ990330_04.9B22.C16 
Strand 

End 8026 

Method TBLASTX : Wheat 

End 3062 

Score 143 

.1911, 1861. .1902, 1914. .1949, 
.2168, 2069. .2170, 2069. .2173, 



3061, 3009.. 3062 



11913 
25275 
4610 

OJ990330_04 . 9B22 . CI 6 . ol . tm 
2674 
none 
2674, 
. 5527, 
6442, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 04.9B22.C16 



.2973, 5320.. 5394, 5381, 

,5724, 5719.. 5925, 5735, 

,6795, 6861. .7016, 6871. 

7096. .7365, 7608. .8015, 7611. 



8026 

TBLASTX: Maize 
8019 
62 

5410, 5516.. 5659, 5523.. 5720, 
5923, 6441. .6605, 6441. .6794, 
7014, 7094. .7363, 7096. .7365, 
7676, 7612. .8019 



Seq. No. 11913 

Gene No. 25275 

Start 4610 

Name OJ990330_04 . 9B22.C16.o2 

Start 4610 

GI none 

Exons 4610.. 4995, 5550.. 5739, 
7096.. 7362, 7611.. 7964 

Seq. No. 11913 

Gene No. 25275 

Start 4610 

Name OJ990330_04 . 9B22.C16.o2 

Start 5235 

GI 18345JL.R1084 

Exons 5235.. 5336, 5622.. 5922, 



Seq. ID OJ990330_04.9B22.C16 
Strand 

End 8026 

.gs Method GENSCAN 

End 7964 

Score .64 
5761. .5922, 6444. .6527, 6870. .7013, 



Seq. ID OJ990330_04.9B22.C16 
Strand 

End 8026 

.gp Method AAT/GAP 

End 6701 

Score 1009 
6444. . 6701 



12419 



GI Descrip. 


1 4138583/emb|CAA71785 | 


1.0e-70 (Y10821) 


plastidic 




ATP/ADP-transporter [Solanum 


tuberosum] 


i 


Seq. No. 


11913 




Seq. ID 


OJ990330_04 . 9B22 . C16 


Gene No. 


25275 




Strand 




Start 


4610 




End 


8026 


Name 


OJ990330 04.9B22.C16.o2 


.np 


Method 


AAT/NAP 


Start 


5557 




End 


8026 


GI 


6226239 




Score 


1841 


Exons 


5557. .5922, 6444 . . 6791, 


6870. 


.7013, 7096. .7362, 7611. .8026 


GI Descrip. 


PLASTIDIC ATP/ADP-TRANSPORTER gi | 4 138583 | emb | CAA71785 I (Y10821) 


plastidic ATP/ADP-transporter 


[Solanum 


tuberosum] 


Seq. No. 


11913 




Seq. ID 


OJ990330_04.9B22.C16 


Gene No. 


25275 




Strand 




Start 


4 610 




End 


8026 


Name 


OJ990330 04.9B22.C16.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


5588 




End 


8021 


GI 


none 




Score 


37 


Exons 


5588. .5626, 5677. .5925, 


5738. 


.5923, 5770. .5925, 6416. .6532, 




6426. .6575, 6439. .6789, 


6441. 


.6794, 6642. .6812, 6861. .7016, 




6874. .7014, 6887. .7027, 


7090. 


.7365, 7136. .7366, 7139. .7363, 




7144. .7371, 7608. .7676, 


7608. 


.8015, 7612. .7734, 7840. .8016, 




7902 . . 8021 








Seq. No. 


11913 




Seq. ID 


OJ990330_04.9B22.C16 


Gene No. 


25275 




Strand 




Start 


4610 




End 


8026 


Name 


OJ990330 04.9B22.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5620 




End 


8019 


GI 


none 




Score 


251 


Exons 


5620.. 5655, 5701.. 5925, 


5738. 


.5923, 642 


!8. .6529, 6439. .6789, 




6441. .6794, 6861. .7016, 


6874. 


.7014, 7145. .7225, 7181. .7225, 




7228.. 7365, 7229.-7363, 


7608. 


.8015, 7612. .7734, 7840. .8019 


Seq. No. 


11913 




Seq. ID 


OJ990330_04.9B22.C16 


Gene No. 


25275 




Strand 




Start 


4610 




End 


8026. 


Name 


OJ990330 04.9B22.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6519 




End 


7042 


GI 


none 




Score 


322 


Exons 


6519.. 6794, 6523.. 6795, 


6861. 


.7025, 6871. .7011, 6872. .7042 


Seq. No. 


11914 




Seq. ID 


OJ990330_04.9B22.C17 


Gene No. 


25276 




Strand 




Start 


1 




End 


97 


Name 


OJ990330 04 .9B22.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


97 


GI 


•36737 1.R1084 




Score 


177 


Exons 


1. .97 








GI Descrip. 


' 4138583/emb|CAA71785 | 


2.0e-22 (Y10821) 


plastidic 




ATP/ADP-transporter [Solanum 


tuberosum] 




Seq. No. 


11914 




Seq. ID 


OJ990330JD4 . 9B22 . C17 


Gene No. 


25277 




Strand 




Start 


1802 




End 


2896 


Name 


OJ990330 04.9B22.C17.ol 


.gs 


Method 


GENSCAN 



12420 




Start 


loOz 




End 


28 96 


/— ' T 

bl 


none 




Score 


. 54 


Exons 


loU2..iyoO, 2141..2J44, 


A *7 1 1 

Z / 1 1 


a o a c 




Seq. No. 


11915 




Seq. ID 


OJ990330_04.9B22.C18 


Gene No. 


25278 




Strand 




Start 


lb J 




End 


A O "7 

Zo7 


Name 


/"staaao^a a a ao a a /-•< i o i 

OJyyOioO 04 . 9B22 . C18 . ol 


.gs 


Method 


GEN SCAN 


Start 


loJ 




End 


A O "J 

287 


GI 


none 




Score 


o c 


Exons 


1 DO . . Z O / 








Seq. No. 


11916 




Seq. ID 


OJ990330_04.9B22.C19 


Gene No. 


25279 




Strand 


+ 


o tart 


4 0 




bna 


ci 1 
oil 


Name 


ojyyujoU 04 . yBzz . ci y . oi 


. tw 


Method 


TBLASTX : Wheat 


Start 


y 




End 


17 6 


GI 


none 




Score 


A 1 O 

218 


Exons 


Q 1 "7 C lie; 
y . . 1 / 0, Zo . . 1 J.D 








Seq. No. 


11916 




Seq. ID 


OJ990330_04.9B22.C19 


Gene No. 


25279 




Strand 


+ 


Start 


A C 

4 0 




End 


/TIT 

oil 


Name 


/*\ T A A A O O A A nn o O 1 A 1 

OJy90J30 04 . 9B22 . C19 . ol 


.gs 


Method 


GENSCAN 


Start 


4 5 




End 


611 


GI 


none 




Score 


. 8 


Exons 


45 . . 611 








Seq. No. 


11917 




Seq. ID 


OJ990330 04.9B22.C20 


Gene No. 


25280 




Strand 


+ 


Start 


1 




End 


1352 


Name 


OJ990330 04.9B22.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1352 


GI 


6453853 




Score 


645 


Exons 


1..136, 234. .365, 435.. 


583, 


1313. . 1352 




GI Descrip. 


(AC011717) putative coatomer 


protein complex, subunit beta 2 




(beta prime) [Arabidops 


is thaliana] 




Seq. No. 


11917 




Seq. ID 


OJ990330_04 . 9B22.C20 


Gene No. 


25280 




Strand 


+ 


Start 


1 




End 


1352 


Name 


OJ990330 04.9B22.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


566 


GI 


none 




Score 


255 


Exons 


1..135, 2.. 139, 3. .149, 


32. . 


91, 231. .380, 231. .302, 231. .365 




236.. 367, 417.. 551, 432 


..566, 433. .552, 


434. .550, 459. .518 


Seq. No. 


11917 




Seq. ID 


OJ990330_04 . 9B22 . C20 


Gene No. 


25280 




Strand 


+ 


Start 


1 




End 


1352 


Name 


OJ990330 04.9B22.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


566 


GI 


none 




Score 


239 


Exons 


2. .139, 3. .149, 4. .135, 


231. 


.359, 231.. 


356, 236. .361, 327. .3 




432. .566, 456. .518 








Seq. No. 


11917 




Seq. ID 


OJ990330_04.9B22.C20 



12421 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l\ GI Descrip. 



3 

u 

~l 
: : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25280 Strand 

1 End 

OJ990330_04 . 9B22 . C20 . ol . ts Method 

32 End 

none Score 



+ 

1352 

TBLASTX: Soybean 

599 

59 



32. .91, 210. .380, 242. .370, 417. .599, 434. .586 



11917 Seq. ID 

25280 Strand 

1 End 
OJ990330_04 . 9B22 . C20 . ol . gs Method 

234 End 

none Score 
234. .365 



OJ990330_04 . 9B22.C20 
+ 

1352 
GENSCAN 
365 
.99 



OJ990330_04 . 9B22.C21 
+ 

6310 
AAT/NAP 
5409 
1815 

1568. .1642, 1731. .1907, 
.3995, 4095 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11918 
25281 
1 

OJ990330_04 . 9B22 . C21 . ol . np 
1 

6453853 

1..89, 479. .667, 1337. .1477. 
2173.. 2289, 2365.. 2479, 2561.. 2632, 3799 
4512. .4618, 4892. .5047, 5247. .5409 

(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



2001. .2092, 
.4189, 



11918 
25281 
1 

OJ990330_04. 9B22 . C21 . ol . gs 

479 

none 



Seq. ID OJ990330_04.9B22.C21 

Strand + 

End 6310 

Method GENSCAN 

End 5418 

Score .89 



479. .667, 1337. .1477, 1568. .1642, 1731. .1907, 2001. .2092, 



2173.. 2289, 2365.. 2470, 2561. 
5269. .5418 



.2632, 4512. .4618, 4892. .5027, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11918 
25281 
1 

OJ990330_04 . 9B22 . C21 . ol . gp 
1740 

LIB3475-001-P1-K2-C6 

1740. .1907, 2001. .2092, 2173 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2236 

'5902363/gbl AAD55465. 1|AC009322_5 3.0e-43 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



OJ990330_04.9B22.C21 
+ 

6310 
AAT/GAP 
2236 
568 



11918 Seq. ID 

25281 Strand 
1 End 6310 

OJ990330_04 . 9B22 . C21 . o2 . gp Method AAT/GAP 
2448 End 6310 

17063JL.R1084 Score 2329 

2448. .2479, 2561. .2632, 3799.-3995, 4095. .4189, 

4892.. 5027, 5269.. 5437, 5747.. 5812, 5893.. 6310 



OJ990330_04 . 9B22 . C21 
+ 



4512. .4618, 



GI Descrip. ? 5 902 3 63 /gb | AAD554 65 . 1 1 AC009322_5 2.0e-40 (AC009322) Putative 



12422 



coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11918 
25282 
5661 

OJ990330_04. 
21 

none 

21. .89, 26.. 
1336. . 1476, 



1725. 
2003. 
2362. 
3786. 



. 1913, 
.2092, 
.2475, 
.3995, 



4111. .4191, 
4904 . .4978, 



9B22.C21.ol.ts 



85, 442. .687, 476 

1346. .1477, 1559. 

1776. .1913, 1796. 

2014. .2091, 2170. 

2363.. 2479, 2363. 

3796.-3993, 3806. 

4509. .4583, 4511. 

5004.. 5033, 5263. 



Seq. ID 

Strand 
End 

Method 

End 

Score 

.667, 1331 
,1657, 1564 
,1915, 1814 
,2304, 2171 
,2479, 2558 
,4000, 4093 
,4597, 4512. .4625, 
,5403 



OJ990330 04.9B22.C21 



8793 

TBLASTX:So 
5403 
113 

1477, 
1668, 
1915, 
2302, 
2647, 
4119, 



ybean 



335. 
568. 
998. 
174. 
563. 
109. 



, 1475, 
,1642, 
,2090, 
.2353, 
,2652, 
,4192, 



i: 

1^ 
1< 

2: 

2i 

4: 

4890. .4991, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons*"' " 



11918 
25282 
5661 

OJ990330_04 . 9B22 . C21 . o2 . tw 

499 

none 



Seq. ID OJ990330_04.9B22.C21 



Strand 
End 

Method 

End 

Score 



8793 

TBLASTX: Wheat 

1477 

260 



499.. 669, 500.. 667, 505.. 669,. 1334. .1477, 1336.. 1473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11918 

25282 

5661 

OJ990 

584 

none 

584. . 

1564 . 

1987. 

2003. 

2363. 

3785. 

4107. 

4512. 

4999. 

5317. 

5924. 



330 04.9B22.C21.ol.tm 



667, 5 
.1641, 
.2091, 
.2119, 
.2479, 
.4000, 
.4190, 
.4625, 
.5028, 
.5406, 
.5986, 



84. .6 

1568 
1998 
2170 
2558 
3785 
4109 
4884 
5242 
5317 
5990 



67, 133 
. .1642, 
. .2090, 
. .2304, 
. .2647, 
. .3880, 
. .4198, 
. .4988, 
. .5325, 
. .5388, 
. .6052 



1. .147 
1725. 
1998. 
2172. 
2559. 
3786. 
4109. 
4888. 
5242. 
5337. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7, 1331. 



OJ990330 04.9B22.C21 



8793 

TBLASTX: 
6052 
133 
1474, 133 
1913, 1732.. 1893, 
2096, 1999.. 2091, 
2357, 2312.. 2470, 
2600, 2563.. 2652, 
3995, 3923.. 4030, 
4192, 4508.. 4600, 
4992, 4890.. 5003, 
5322, 5248.-5337, 
5411, 5348.-5395, 



Maize 



6. .147 
1814 . 
2000. 
2332. 
3756. 
4093. 
4510. 
4986. 
5275. 
5745. 



6, 

.1918, 
.2092, 
.2490, 
.3995, 
.4119, 
.4626, 
.5030, 
.5328, 
.5834, 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11918 
25282 
5661 

OJ990330_04 , 

1298 

none 

1298. .1468, 
1725. .1913, 
1998. .2054, 
2177. .2287, 



9B22.C21.ol.tc 



1331. .1477, 
1780. .1875, 
2003. .2056, 
2363. .2449, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1336. .1476, 
1820. .1915, 
2020. .2064, 



OJ990330 04.9B22.C21 



8793 

TBLASTX: Cress 
2488 
206 

1564.. 1668, 1568. 
1841. .1915, 1990. 
2040.. 2090, 2170. 



. 1642, 
.2052, 
.2289, 



2363. .2476, 2444. .2488 



Seq. No. 
Gene No. 



11918 
25282 



Seq. ID 
Strand 



OJ990330 04.9B22.C21 



12423 



Start 


5661 










End 


8793 




Name 


OJ990330 04. 


9B22 


.C21.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


1567 










End 


2481 




GI 


none 










Score 


125 




Exons 


1567. . 


.1641, 


1568 


. . 1642, 


1568 . 


.1642, 


1572. . 1664, 


1573 . . 1665, 




1725. . 


.1913, 


1728 


. . 1871, 


1735 . 


.1872, 


1817. . 1915, 


1998 . .2090, 




1999. . 


.2082, 


2000 


. .2134 , 


2003 . 


.2137, 


2170. .2289, 


2171. .2284, 




2312. . 


.2479, 


2320 


. .2481, 


2363 . 


.2476 • 






Seq. No. 


11918 










Seq. ID OJ990330 


_04 . 9B22 . C21 


Gene No. 


25282 










Strand 






Start 


5661 










End 


8793 




Name 


OJ990330 04. 


9B22 


.C21.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


3889 










End 


4997 




GI 


none 










Score 


138 




Exons 


3889. . 


,3993, 


3892 


. . 3981, 


3906 . 


.3995, 


4093. .4119, 


4109. .4192, 




4111. . 


,4191, 


4511 


. . 4 600, 


4512 . 


.4625, 


4842. .4892, 


4889. .4969, 




4890. . 


,4997 














Seq. No. 


11918 










Seq. ID OJ990330 


_04 . 9B22 . C21 


Gene No. 


25282 










Strand 






Start 


5661 










End 


8793 




Name 


OJ990330 04'. 


9B22 


.C21.o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3918 










End 


4992 




GI 


none 










Score 


116 


- 


Exons 


3918. . 


3995, 


3919 


. . 3993, 


4093. 


.4119, 


4109. .4192, 


4109. .4183, 




4111. . 


4191, 


4511 


. .4597, 


4512 . 


.4619, 


4515. .4619, 


4522. .4620, 




4874 . . 


4975, 


4890 


. . 4991, 


4915 . 


.4992 






Seq. No. 


11918 










Seq. ID OJ990330 


_04.9B22.C21 


Gene No. 


25282 










Strand 






Start 


5661 










End 


8793 




Name 


OJ990330 04. 


9B22 


.C21 .o2 


.gs 


Method 


GEN SCAN 




Start 


5661 










End 


8602 




GI 


none 










Score 


.46 




Exons 


5661. . 


5829, 


7245 


. . 7358, 


7857 . 


.7920, 


8007. .8133, 


8453. .8602 


Seq. • No. 


11918 










Seq. ID OJ990330 


_04 . 9B22 .C21 


Gene No . 


25282 










Strand 






Start 


5661 










End 


8793 




Name 


OJ990330 04. 


9B22 


.C21.o3 


• gp 


Method 


AAT/GAP 




Start 


6700 










End 


8793 




GI 


10522 


1.R1084 






Score 


2023 




Exons 


6700. . 


7358, 


7857 


. .7920, 


8007. 


.8133, 


8453. .8602, 


8688. .8793 


GI Descrip. 


'5441880/dbj 


IBAA82378.1 


I 5.0e 


-75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene . ; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11918 Seq. ID 

25282 Strand 

5661 End 
OJ990330__04 . 9B22 . C21 . o2 . tm Method 

7028 End 

none Score 
7028 
7255 



OJ990330_04.9B22.C21 
8793 

TBLASTX: Maize 

8793 

54 



.7096, 7032. 
.7299, 7257, 



7088, 7116. .7175, 7119. .7187, 7253. .7300, 
7334, 7279. .7338, 7890. .7913, 7892. .7918, 
7988. .8128, 7988. .8119, 8007. .8147, 8454. .8504, 8455. .8577, 



12424 






o4oo..oouy, o4yy..oo^^ / 


ODjU . . 


8604, 8576. .8608, 8582. .8608, 




o/uu..o/y^, o/ui..o/yo 








Seq. No. 


11919 




Seq. ID 


OJ990330_04 . 9B22 . C22 


Gene No. 


O C O O *3 




Strand 




Start 


Zoo 




End 


7236 


Name 


OJ990330 04 .9B22.C22.ol. 


gp 


Method 


AAT/GAP 


Start 


265 




End 


715 


GI 


10522 1.R1084 




Score 


636 


Exons 


265. .453, 550. .715 








GI Descrip. 


, 5441880/dbj |BAA82378.1| 


5.0e- 


■75 (AP000367) EST C28952 (C629' 


corresponds to a region 


of the predicted gene.; Similar to r 




transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa] ' 


Seq. No. 


11919 




Seq. ID 


OJ990330_04.9B22.C22 


Gene No. 


25283 




Strand 




Start 


265 




End 


7236 


Name 


OJ990330 04 . 9B22.C22.ol. 


gs 


Method 


GENSCAN 


Start 


283 




End 


7236 


GI 


none 




Score 


.92 


Exons 


283. .453, 550. .1041, 1193. .1747, 2190.. 


2339, 4213. .4388, 




4771. .4911, 5045. .5161, 


5219. . 


5513, 6463. .6482, 7176. .7236 


Seq. No. 


11919 




Seq. ID . 


OJ990330_04.9B22.C22 


Gene No. 


25283 




Strand 




Start 


265 




End 


7236 


Name 


OJ990330 04 .9B22.C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


283 




End 


1000 


GI 


none 




Score 


74 


Exons 


283. .348, 283. .453, 296. 


.454, 


548. .796, 


617. .796, 618. .797, 




619. .798, 796..8S8, 816. 


.860, 


936. . 995, 


938. .1000, 940. .999 


Seq. No. 


11919 




Seq. ID 


OJ990330_04.9B22.C22 


Gene No. 


25283 




Strand 




Start 


265 




End 


7236 


Name 


OJ990330 04.9B22.C22.ol. 


np 


Method 


AAT/NAP 


Start 


,706 




End 


4869 


GI 


4584540 




Score 


421 


Exons 


706. .809, 876. .1053, 1308. .1478, 1515.. 


1745, 1890. .1958, . 




2045. .2106, 2190. .2288, 


4729. . 


,4869 




GI Descrip. 


(AL04 9608) putative protein [Arabidopsis thaliana] 


Seq. No. 


11919 




Seq. ID 


OJ990330_04.9B22.C22 


Gene No. 


25283 




Strand 




Start 


265 




End 


7236 


Name 


OJ990330 04 .9B22.C22.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


1197 




End 


1529 


GI 


none 




Score 


56 


Exons 


1197. .1256, 1198. .1251, 


1202. . 


,1252, 1246.. 1524, 1304.. 1357, 




1304. .1351, 1337. .1528, 


1338. . 


, 1529 




Seq. No. 


11919 




Seq. ID 


OJ990330_04 . 9B22 . C22 


Gene No. 


25283 




Strand 




Start 


265 




End 


7236 


Name 


OJ990330 04.9B22.C22.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1530 




End 


4884 


GI 


none 




Score 


72 



12425 






Exons 


1 jjU . . loUl, IjjI 


i an a 
. . lo / 4 , 


1 coo 
1 ooz . 


.1675, 1537. .1674, 


i do / . . i / 4 y , 






1D/D. .1/DU/ lD/y 


i n a n 


1 QCQ 

i o o y . 


.1960, 1862. .1900, 


1 QQ1 1 QCQ 

i o y i . . l y o y , 






ioyy..iyoi, iyuu 


. . ±yo O, 


i q n i 

i yui . 


.1969, 2045. .2107, 


zu4 / . . ziuy , 






ZU4 / . .ZlUb, ZlOZ 


. . ZZ / 1 , 


O 1 d 
Zl Dl . 


.2304, 2190. .2291, 


O A 1 "7 o r n q 
Z4 1 / . . ZOUo, 






Z4Z4..ZD1U, Z4ZD 


o a q a 

. . Z 4 O 4 , 


4 / d y . 


.4846, 4771. .4857, 


4 / / 1 . . 4 o O 4 




Seq. No. 


11 y l y 






Seq. ID 


OJ990330 


n /I QnOO poo 

U4 . ybzz . CZZ 




Gene No. 


zozo J 






Strand 








Start 


265 






End 


7236 






Name 


OJ990330_04.9B22 


.C22.ol 


.ts 


Method 


TBLASTX : 


Soybean 




btart 


i o yz 






End 


2493 






hi 


none 






Score 


61 






Exons 


1 QQO 1 QCfl 1QQQ 

ioyz..iyou, loyy 


. . i y oi , 


o n /i r 

Zu 4 0 . 


.2107, 2047. .2106, 


Oi 0 071 

Zl/U. . ZZ / 1 , 






ziyu..zz/u, z i y u 


0 O Q 1 

. . zz y i , 


z x y / . 


.2277, 2417. .2485, 


Z4ZO..Z40/, 






z 4 z o . . z 4 y ,3 














Seq. No. 


11920 






Seq. ID 


n TQQn^^n 


_04 . 9B22.C23 




Gene No. 


25284 






Strand 


A 






b tart 


Z / O 






End 


1 CC1 

1 3D 1 






Name 


ujyyuoou U4 . ybzz 


. UZ J , Ol 


.gs 


Method 


btjNbUAN 






Start 


Z / O 






End 


1551 






bl 


none 






Score 


.4 




~i 


Exons 


OTC /in/1 1 Cyl C 

Z / 0 . . 4 U4 , 104 0 . . 


1 c CI 

1JJ 1 










3 ; 
at 


Seq. No. 


1 1 yz i 






Seq. ID 


uj y y u J ju 


o >t qd o o ro /i 
U4 . yBZz . 4 


f\ 


Gene No. 


25285 






Strand 


T 




Lj 


Start 


942 






End' 


O T 1 £ 




= : 


Name 


OJ990330 04.9B22 


.C24.ol, 


.np 


Method 






J 


Start 


942 






End 


Z o ± t> 






GI 


6815109 






Score 


164 






Exons 


942. .975, 2115..; 


2316 










Li 


GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sat i va J 




re 


beq. No. 


11921 






Seq. ID 


n tqqpi ^ 


U4 . yjDZZ . CZ 4 


s? 


Gene No. 


25286 






Strand 


T 






Start 


2410 






End 


OCTI 

ZD / 1 




at 


Name 


OJ990330 04.9B22 


.C24 .o2. 


.np 


Method 


AA1 / NAr 




'i 


otart _;v. 


2410 






End 


2571 




^ 


bl 


6815109 






Score 


142 




= : 


Exons 


2410. .2571 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






beq. no. 


11922 






Seq. ID 


OJ990330 


U4 . ywzz . L,Z D 




Gene No. 


25287 






Strand 


+ 






Start 


1394 






End 


1925 






Name 


OJ990330 04.9B22 


.C26.ol, 


.np 


Method 


AAT/NAP 






b tart 


1394 






End 


1925 








6721543 






Score 


98 






Exons 


1394. .1522, 1886 


. . 1925 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


11922 






Seq. ID 


OJ990330 


_04.9B22.C26 




Gene No. 


25287 






Strand 


+ 






Start 


1394 






End 


1925 






Name 


OJ990330 04.9B22 


,C26.ol. 


,gp 


Method 


AAT/GAP 






Start 


1408 






End 


1810 






GI 


7406 1.R1084 






Score 


655 





12426 




Exons 1408.. 1810 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] f 



beq. No. 


i 1 QOO 

1 lyzz 




Seq. ID 


OjyyUioO U4.9B22. 


C26 


bene No . 






Strand 






Start 


lo4 b 




End 


154 0 




Name 


ujyyuoJU U4 . yB22 . C2 6 . oi . gs 




Method 


GENSCAN 




Start 






End 


io4 (J 




C T 

bl 


none 




Score 






Exons 


1346. . 1540 










Seq. No. 


11923 




Seq. ID 


OJ990330_04.9B22. 


C27 


Gene No . 


25289 




Strand 






Start 


668 




End 


1645 




Name 


OJ990330 04.9B22.C27.ol.np 




Method 


AAT/NAP 




o tar z 


668 




End 


1493 




bl 


5441880 




Score 


695 




Exons 


668. .902, 1018. .1149, 1396., 


.1493 






GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


prot< 




(AC003981) [Oryza sativa] 










Seq. No. 


11923 




Seq. ID : 


OJ990330_04.9B22. 


C27 


Gene No. 


25289 




Strand 






Start 


668 




End 


1645 ' 




Name 


OJ990330 04.9B22.C27.ol.gs 




Method 


GENSCAN 




Start 


700 




End 


1645 




GI 


none 




Score 


.6 




Exons 


700. .902, 907. .954, 1018. .1149, 1250.. 


1305, 1396.. 1493, 






1525. . 1645 










Seq. No. 


11924 




Seq. ID 


OJ990330_04.9B22. 


C28 


Gene No . 


25290 




Strand 






btart 


1 




End 


771 




Name 


OJ990330 04.9B22.C28.ol.np 




Method 


AAT/NAP 




otart 


1 




End 


771 




bl 


5441880 




Score * : 


270- 




Exons 


1..104, 691. .771 










GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA 


prot< 




(AC003981) [Oryza sativa] 










Seq. No. 


11924 




Seq. ID 


OJ990330_04.9B22. 


C28 


Gene No . 


25290 




Strand 






otart 


1 




End 


771 




Name 


OJ990330 04.9B22.C28.ol.gs 




Method 


GENSCAN 




Start 


13 




End 


522 




GI 


none 




Score 


.53 




Exons 


13. .104, 196. .522 










Seq. No. 


11925 




Seq. ID 


OJ990330_04.9B22. 


C29 


Gene No. 


25291 




Strand 


+ 




Start 


1 




End 


506 




Name 


OJ990330 04 . 9B22 . C2 9 . ol . np 




Method 


AAT/NAP 




Start 


1 




End 


506 




GI 


5042454 




Score 


336 





12427 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .506 

(AC007789) putative polyprotein [Oryza sativa] 



11925 Seq. ID 

25292 Strand 

42 End 
OJ990330_04 . 9B22 . C29 . ol . gs Method 

42 End 

none Score 

42. .189, 243.-298, 322. .429 



11926 
25293 
1 

OJ990330_04 . 9B22 . C31 . ol . np 
1 

4206309 
1. .270 

(AF049112) prpol [Zea mays] 

11926 
25293 
1 

OJ990330_04 . 9B22 . C31 . ol . gs 
69 

none 
69. .102 



OJ990330_04 . 9B22 . C29 
429 

GENSCAN 
.429 
.51 



Seq. ID OJ990330_04.9B22.C31 
Strand 

End 270 

Method AAT/NAP 

End 270 

Score 109 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_04.9B22.C31 
270 

GENSCAN 

102 

.94 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11927 Seq. ID 'OJ990330 

25294 Strand + 

1 End 685 

OJ990330_04 . 9B22 . C33 . ol . np Method AAT/NAP 

1 End 685 

5441880 Score 1103 
1. .685 
(AP000367 



04.9B22.C33 



EST C28952 (C62945) 



corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



11927 Seq. ID 

25294 Strand 

1 End 
OJ990330_04 . 9B22 . C33 . ol . gs Method 

98 End 

none Score 
98. .184, 354. .595 



OJ990330_04 . 9B22.C33 
+ 

685 

GENSCAN 

595 

.87 



Seq. No. 11927 

Gene No. 25295 

Start 595 

Name OJ990330_04 . 9B22 . C33 . ol . gp 

Start 595 

GI 5701669 

Exons 595.. 685 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 
corresponds to a region 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_ 
+ 

685 

AAT/GAP 

685 

178 



04.9B22.C33 



5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
of the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



12428 






Seq. No. 


11928 


Seq. ID 


OJ990330_04 . 9B22.C36 




bene lno . 




dlx arid 








y 0 


Hincx 


1 9fl 
X Z o 




Name 




\A /~\ 4- Vl 

L v ieLnou 


b Lj IN ob,H. IN 




Of a ■y-f- 




HiIlU. 


1 9ft 
X z o 






none 


Score 






Exons 


Qfi 1 9ft 

.7 D . . 1ZO 








Seq. No. 


11929 


Seq. ID 


OJ990330_04.9B22.C37 




bene no . 


O tr O Q7 


jLiqIIU 








o 
z 




zoo 




Name 


HTQQfl^n D4 QR99 f3 7 ol i-m 
UvJ-/_/U0-jU Ufi . jDZZ . bO / .OX .LIU 


rJeLflUU. 


1 DLtr\0 1 A . L v Jdl Z 6 




OtdL L 


z 


Ljnci 


9 

ZOO 




bX 


none 


Score 


917 

Z X / 




Exons 


9 9fiR ^ 96^ 








Seq. No. 


11930 


Seq. ID 


OJ990330__04.9B22.C38 




Gene No. 


25298 


Strand 


+ 




OL.ar L 


1 


End 


1 S9Q 

X 3 Z .7 




Name 


OJ990330 04. 9B22 . C38 . ol . np 


Method 






btart 


1 


End 


X u u / 




bX 


6721543 


Score 


10 J 


'ssf 


Exons 


1..76, 889. .1007 






'is! 

L?i 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa J 


I s i I 

: it 


Seq. No. 


11930 


Seq. ID 


OJ990330_04 . 9B22 .C38 


L _! 


Gene No . 


25298 


Strand 


+ 


! i 5 


otart 


1 


End 


loz y 




Name 


OJ990330 04. 9B22 . C38 . ol . gs 


Method 


bEjLN Ob/\lN 


s i 


Of -5 


567 


End 


1 /I Q ft 
X 0 O 


i : 
: sr 


C T 


none 


Score 




is 


Exons 


567. .1488 






i ' 5 
'k sr 




11930 


Seq. ID 


OJ990330_04.9B22.C38 






25298 


Strand 


+ 


; e: 


Start 


1 


End 


1529 


*\ 
sat 


Name 


OJ990330 -04.9B22.C38.o2.np • 


Method 


AAT/NAP 


i 


O Ld.1. L 


1020 


End 


1529 ' 


;;i 




5441880 


Score 


894 




Exons 


1020. .1529 








bX UcbOiip. 


(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 






predicted gene.; Similar to 


maize transposon MuDR mudrA prot< 






(AC003981) [Oryza sativa] 








o e q . ln o . 


11930 


Seq. ID 


OJ990330_04.9B22.C38 




Gene No. 


25299 


Strand 






Start 


1 


End 


128 




Name 


OJ990330 04.9B22.C38.ol.gp 


Method 


AAT/GAP 




otart 


1 


End 


128 




GI 


7406 1.R1084 


Score 


179 




Exons 


1. .128 








GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


■10 (X94191) 


1 heat shock protein 1" 






[Pennisetum glaucum] 1 








Seq. No. 


11931 


Seq. ID 


OJ990330_04 . 9B22 . C40 




Gene No. 


25300 


Strand 





12429 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



105 



OJ990330_04 . 9B22 . C40 . ol . np 
105 

6815053 
105. .368 

(AP001080) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



368 

AAT/NAP 
368 
273 



Seq. ID OJ990330_04.9B22.C45 

Strand + 

End 123 

Method AAT/NAP 

End 123 

Score 91 



11932 
25301 
1 

OJ990330_04 . 9B22 . C4 5 . ol . np 
1 

3176661 
1. .123 

(AC004393) Similar to putative DNA polymerase gb|M29683 from S. 
cerevisiae. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



11933 Seq. ID 

25302 Strand 

1 End 
OJ990330_04 . 9B22 . C50 . ol .np Method 

1 End 

2623295 Score 
1..148, 233. .320 

(AC002409) hypothetical protein [Arabidopsis thaliana] 



OJ990330_04.9B22.C50 
+ 

320 

AAT/NAP 
320 
118 



11934 Seq. ID 

25303 Strand 
1 End 
OJ990330_04 . 9B22 . C53 . ol . gp Method 
1 End 
none Score 

1..135, 402. .478 



OJ990330_04.9B22.C53 
478 

AAT/GAP 

478 

396 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 



11935 Seq. ID OJ990330_04.9B22.C54 

25304 Strand 

1 End 591 

OJ990330_04 . 9B22 . C54 . ol . np Method AAT/NAP 

1 End 591 

2130051 Score 222 

1..166, 243. .294, 475. .591 

xylose isomerase (EC 5.3.1.5) - barley gi | 12 96807 | emb | CAA64 54 4 | 
(X95256) xylose isomerase [Hordeum vulgare] 

gi 1 1588664 |prf | I 2209268A xylose isomerase [Hordeum vulgare] 



Seq. No. 11935 
Gene No. 25304 
Start 1 

Name OJ990330_04 . 9B22 . C54 . ol . gp 

Start 58 
GI 9041_1.R1084 
Exons 58. .166, 243. .294, 475. .530' 

GI Descrip. 1 2130052/pir | | S654 67 1.0e-112 xylose isomerase (EC 5.3.1.5) 
barley >gi_1296809_emb_CAA64 54 5_ (X95257) xylose isomerase 
[Hordeum vulgare] 1 



Seq. ID OJ990330_04.9B22.C54 
Strand 

End 591 

Method AAT/GAP 

End 530 

Score 299 



Seq. No. 



11935 



Seq. ID OJ990330_04.9B22.C54 



12430 



Gene No. 


25304 






Strand 




Start 


1 






End 


591 


Name 




04. 


9B22.C54 .ol.tm 


L"iG L11UU 


TRT.A9TY • i 




/ D 






rjiiu. 


^^9 




none 






Score 


Q9 


Exons 




85. 


.168, 86. .169, 


9 41 9 Q4 


OA ^ 9 QQ 




461 ^9 


474. .530 






C o n M/-\ 

oeq. in o . 


1 1 Q^R 










Gene No. 


25304 






Strand 




Start 


1 






End 


591 


Name 




04. 


9B22.C54 .ol.tc 




1 D J_irAO 1 A • 1 




Q R ~~ 
O J 








S^9 




none ■ 






Score 


ft 9 


Exons 


ft S 1 fift 


86. 


.157, 102. .170, 


9 4 R 9 Q9 


94 Q 9QQ 




47Q ^9 












1 1 






Seq. ID 


OJ990330 


Gene No. 


25304 






Strand 




Start 


1 






End 


591 


Mamp 




04. 


9B22.C54 .ol.ts 


Method 


TBLASTX : ; 


Of- o r 4- 


ft R ~ 






End 


532 


PT 


none 






Score 


74 


Exons 


ftR 1 69 


85. 


.168, 95. .169, 


96. .170, 243. .299, 2 




A 67 R"39 


474. .530 








11"JJ 






Seq. ID 


OJ990330 


Gene No. 


25304 






Strand 




Start 


1 






End 


591 


Name 


OJ990330 


04. 


9B22.C54 .ol.gs 


Method 


GENS CAN 


Start 


87 






End 


530 


GI 


none 






Score 


.56 


Exons 


87. .166, 


243 


..294, 475. .530 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990330_04.9B22.C55 
Strand 

165 

AAT/NAP 
165 
121 



End 

Method 

End 

Score 



11936 
25305 
1 

OJ990330_04 . 9B22 . C55 . ol . np 
1 

2654088 
1. .165 

(AF033118) potassium transporter [Arabidopsis thaliana] 
gi | 2688979 (AF029876) high-affinity potassium transporter; 
AtKUPlp [Arabidopsis thaliana] gi | 3150413 | gb | AAC16965 . 1 | 
(AC004165) high affinity K+ transporter (AtKUPl/AtKTlp) 
[Arabidopsis thaliana] 



11937 
25306 
1 

OJ990330_04.9B22.C56.ol.gp 

1 

none 
1..55 



Seq. ID OJ990330_04.9B22.C56 

Strand ■+ 

End 55 

Method AAT/GAP 

End 55 

Score 96 



Seq. No. 
Gene No. 



11938 
25307 



Seq. ID OJ990330_04.9B22.C59 
Strand + 



12431 



Start 
Name 
Start 
GI 

Exons 



123 End 615 

OJ990330_04. 9B22 . C59 . ol . gs Method GEN SCAN 

123 End 615 

none Score .74 
123. .299, 532. .615 



Seq. No. 11939 

Gene No. 25308 

Start 65 

Name OJ990330_04 . 9B22 . C63 . ol . gs 

Start 65 

GI none 

Exons 6S..452, 559.. 1041 

Seq. No. 11939 

Gene No. 25308 

Start 65 

Name OJ990330_04 . 9B22 . C63 . ol . gp 

Start 628 

GI 4715781 

Exons 628.. 1151 



Seq. ID OJ990330_04.9B22.C63 

Strand + 

End 1210 

Method GENSCAN 

End 1041 

Score .86 



Seq. ID OJ990330_04.9B22.C63 

Strand + 

End 1210 

Method AAT/GAP 

End 1151 

Score 1014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11939 
25308 
65 

OJ990330_04. 9B22 . C63 . ol . tm 
852 
none 

852. .1028, 853. .1029, 1018. .1206, 1019. .1201, 1031 
1032. .1205, 1033. .1206 



Seq. ID OJ990330_04.9B22.C63 
Strand + 

1210 

TBLASTX: Maize 
1210 
172 

1210, 



End 

Method 

End 

Score 



11940 
25309 
46 

OJ990330_04 . 9B22 . C65 . ol . gs 
46 

none 

46. .265, 400. .560 



Seq. ID OJ990330_04.9B22.C65 

Strand + 

End 560 

Method GENSCAN 

End 560 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11941 Seq. ID OJ990330_04.9B22.C66 

25310 Strand + 

1 End 621 

OJ990330_04. 9B22 . C66 . ol . np Method AAT/NAP 

1 End 621 

6453853 Score 149 

1..39, 241. .395, 492. .621 

(AC011717) putative coatomer protein complex, subunit beta 2 
.{beta prime) [Arabidopsis thaliana] 



11941 Seq. ID 

25310 Strand 

1 End 
OJ990330_04. 9B22 . C66 . ol . ts Method 

217 End 

none Score 

217. .366, 239. .373 



OJ990330_04.9B22.C66 
+ 

621 

TBLASTX : Soybean 

373 

215 



12432 




Seq. No. 


11942 


Seq. ID 


OJ990330_04.9B22 


.C67 


Gene No. 


25311 


Strand 






C+- a vfr- 


i r 


bno 


A 

jj 4 




Name 


ojyyujju u 4 . yn^^ . bo / . oi . gs 


Method 


btiNobAIM 




O 4 1 vf 

o tart 


13 


bna 






P T 

bl 


none 


Score 


. j o 




Exons 


10 . . JJ^I 








Seq. No. 


11943 


Seq. ID 


OJ990330_04.9B22, 


( C69 


Gene No. 


25312 


Strand 






otart 


911 

z 1 1 




JJO 




Name 


ujyyu j ju Ufi.yozz.bDy.oi.qs 


Method 


brjWbbAIN 




btart 


Z 1 1 


cjna 


'ICQ 
JJO 




P T 
bl 


none 


Score 


• / J 




v /~\ r^i 

iiiXons 


Oil QPp 
Z J. J. . . J JO 








Seq. No. 


11944 


Seq. ID 


OJ990330JD4 . 9B22, 


.C70 


Gene No. 


25313 


Strand 


+ 




Of 2 V+- 

OLalL 


z oz 


CjUQ 


^ 7 £ 

j J D 




Name 


PiTQQm^n Hi4 Qn99 pin ^ i /-» o 
ujyyujju U4 . yozz . b / u . oi . qs 


Method 


bhjlMbb/iN 




otart 


9 £9 
Z OZ 




"3 1 £ 

JJO 




P T 


none 


Score 


. O J 




Exons 


9 £9 

Z OZ . . jjD 








Seq. No. 


11945 


Seq. ID 


OJ990330_04.9B22. 


.C72 


Gene No. 


25314 


Strand 


+ 




otart 


9. 9 
OZ 


hna 


ion 
1Z U 




Name 


OJyyuJJU U4 . yBzz . c /z . ol . gs 


Method 


GEN SCAN 




btart 


"3 9 

Jz 


hna 


ion 
1ZU 




C T 

bl 


none 


Score 


A R 




Exons 


"3 9 i on 
jZ . . lzU 








beq. no. 


I 1 Q / C 

I I y 4 d 


beq. id 


ujyyujZu ui.ybiz, 


, bz 


Gene No. 


25315 


Strand 


+ 




Start 


1 


End 


1238 




Name 


PiTQQn^on ni qui 9 po ^ 1 
ujyyuDzu ui . ytiiz . bz . 01 . np 


Method 


7\ 7\ T 1 /MAD 




Of 5 ~~ +- 

btart 


1 




1 9 "3 Q 

1Z Jo 




P T 
bl 


C Q C 9 n Q A 

JO OZUo 4 


Score 


C Q 




Exons 


1 *3 "3 11/11 1 O^Q 
1. . JJ, 11*11 . . JO 








bi uescrip. 


l/\iji 1 / z 04 ; zwnuuu/.i [uryza 


sat i va ] 






C £h rr \Wr\ 

ocvj. IN O . 


1 1 y 4 / 


beq. ID 


ujyyuozu ui.ybiz. 


. bo 


OtilltJ LN<J • 


0 c= 0 -1 c 
iJJlD 


Q f- ranH 


+ 




Start 


1 


End 


207 




Name 


OJ990520_01. 9B12.C5.ol.np 


Method 


AAT/NAP 




OLart 


1 
1 


ii<na 


207 




bl 


1 / Uo 1 y 1 


Score 


219 




Exons 


1 9 n *7 
1 . . Z U / 








GI Descirip. 


nhAUohj bAKKlbK FKUlhllN HbAD 


gi i 4o / j i y 


(L08188) hexose carri< 




protein [Ricinus communis] 








Seq. No. 


11947 


Seq. ID 


OJ990520_01.9B12. 


C5 


Gene No. 


25317 


Strand 






Start 


20 


End 


165 




Name 


OJ990520 01.9B12.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


162 




GI 


none 


Score 


192 





12433 



Exons 



1..162, 3. .140 



beq. no. 


I i q a n 

I I y h 1 


oeq . J.U 




Gene No . 




Q 4- y> 2 nrl 

0 1 ranu 




btart 


z U 


unci 


1 £R 


Name 


ujyyuozu ui.yDi^.Lo.oi.ts 


ixie inoa 


1 rJLiHo 1 a . ooyoean 


otart 






X D 




none. 


Score 




Exons 


1..162, 6. .140 






beq. no. 


I 1 OA 1 

I I y *t / 




n.TQQD^^n m qri 9 pr 


Gene No . 


ZjjI / 


OCX dllCJ. 




btart 


z u 


nun 


1 £S 

lUJ 


Name 


nTQQnR9n HI DDI O PR «-| 4-™ 
UJ yyUOZU U X . Z7D1Z . 1^3 . Ox . LIU 




TRT nQTY • Ma -i -7 0 
i 0 Ln.O 1 A . L lcl XZ.tr 


btart 


1 




1 fid 

X U *s 




none 


Score 


x :? 0 


Exons 


1..162, 3. .164 






beq. no. 


1 1 OA 1 
x x y H. ( 


ot^m . x u 




Gene No. 


9 R "3 1 "7 


otiana 




Start 


0 n 
zU 


Liia 


loo 


Name 


ujyyuozu u 1 . ybiz . uo . 01 . cw 


?uT a +— 1^ /"s 


T T 2\ Q TV • TaTVi q a +■ 

1 t5Lii^.b 1 a . wneat 


Start 


/ 


tjna 




GI 


none 


Score 


1 DO 


Exons 


/ . . 1 oZ , . lz . . 1 04 






beq . no . 


11947 


Seq. ID 


OJ990520_01.9B12.C5 


Gene No. 


25317 


Strand 




Start 


20 


End 


165 


Name 


OJ990520 01-9B12.C5.ol.gp 


Method 


AAT/GAP 


Start 


20 


End 


165 


GI 


3800 1.R1084 


Score 


266 


Exons 


20. .165 






GI Descrip. 


'1708191/sp|Q07423|HEX6- RICCO 


2.0e-38 


HEXOSE CARRIER PROTEIN 




HEX6 >gi_467319 (L08188) hexose carrier protein [Ricinus 




communis] 1 






beq. no. 


11948 


Seq. ID 


OJ990520_01.9B12.C11 


Gene No . 


25318 


Strand 




brart 


546 


End 


1171 


Name 


OJ990520 01.9B12.Cll.ol.ts 


Method 


TBLASTX : Soybean 


O 4 1 -k- 4- 

buarr 


546 


End 


1170 


bl 


none 


Score 


110 


Exons 


546. .632, 548.-628, 876. .1016, 


877. .1038, 1105. .1170 


Seq. No. 


11948 


Seq. ID 


OJ990520_01 . 9B12 .Cll 


Gene No . 


25318 


Strand 




btart 


546 


End 


1171 


Name 


OJ990520 01. 9B12.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


560 


End 


1171 


GI 


.none 


Score 


120 


Exons 


560. .634, 561. .638, 564. .638, 


871. .1038, 876. .1037, 1102. .1170, 




1103. .1171, 1105. .1170 






Seq. No. 


11949 


Seq. ID 


OJ990520J31 . 9B12 . C13 


Gene No. 


25319 


Strand 


+ 


Start 


1 


End 


499 



12434 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520_01 . 9B12 . C13 . ol . np Method AAT/NAP 

1 End 4 99 

1708191 Score 544 

1. .499 

HEXOSE CARRIER PROTEIN HEX6 gi 1467319 (L08188) hexose carrier 
protein [Ricinus communis] 



11949 
25319 
1 

OJ990520_01. 9B12.C13.ol. tm 
1 

none 



Seq. ID OJ990520_01.9B12.C13 

Strand + 

End 4 99 

Method TBLASTX : Mai ze 

End 4 99 

Score 189 



1..177, 1..183, 2. .187, 3. .188, 178. .498, 180. .197, 185. .499, 
186. .497, 187. .498 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11949 
25319 
1 

OJ990520_01. 9B12.C13.ol.ts 
1 

none 



Seq. ID OJ990520_01.9B12.C13 

Strand + 

End 4 99 

Method TBLASTX : Soybean 

End 489 

Score 185 



1..174, 2. .178, 181. .489, 182. .463 



Seq. No. 11949 

Gene No. 25319 

Start 1 

Name OJ990520_01 . 9B12 . C13 . ol . tc 

Start 2 

GI none 

Exons 2. .79, 2. .82, 79. .465, 80.. 



Seq. ID OJ990520_01.9B12.C13 

Strand + 

End 4 99 

Method TBLASTX: Cress 

End 4 99 

Score 7 6 



499 



Seq. No. 11949 

Gene No. 25319 

Start 1 

Name OJ990520_01 . 9B12 . C13 . ol . gs 

Start 101 

GI J none 

Exons 101.. 134, 153.. 425 



Seq. ID OJ990520_01.9B12.C13 

Strand + 

End 4 99 

Method GENSCAN 

End 425 

Score .44 



Seq. No. 11949 
Gene No. 25319 
Start 1 

Name OJ990520_01 . 9B12 . C13 . ol . gp 

Start 193 

GI LIB3431-037-P1-K1-G5 
Exons 193.. 499 

GI Descrip. 1 1708191/sp | Q07423 | HEX6_RICCO 4 . Oe-42 HEXOSE CARRIER PROTEIN 
HEX 6 >gi_467319 (L08188) hexose carrier protein [Ricinus 
communis] 1 



Seq. ID OJ990520_01.9B12.C13 

Strand + 

End 499 

Method AAT/GAP 

End 4 99 

Score 563 



Seq. No. 11950 

Gene No. 25320 

Start 409 

Name OJ990520_01 . 9B12 . C14 . ol . gs 

Start 409 

GI none 



Seq. ID OJ990520_01.9B12.C14 

Strand 

End 448 

Method GENSCAN 

End 4 4 8 

Score .79 



12435 



Exons 



409. .448 



Seq. No. 11951 Seq. ID 

Gene No. 25321 Strand 

Start 98 End 

Name OJ990520_01 . 9B12 . C15 . ol . gs Method 

Start . 98 End 

GI none Score 

Exons 98.. 244 



OJ990520_01.9B12.C15 
+ 

244 

GEN SCAN 

244 

.49 



Seq. No. 11952 Seq. ID 

Gene No. 25322 Strand 

Start 157 End 

Name OJ990520_01 . 9B12 . C17 . ol . gp Method 

Start 157 End 

GI none Score 

Exons 157.. 507 



OJ990520_01.9B12.C17 
+ 

559 

AAT/GAP 

507 

674 



Seq. No. 11952 Seq. ID 

Gene No. 25322 Strand 

Start 157 End 

Name OJ990520_01 . 9B12 . C17 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268 . . 559 



OJ990520_01.9B12.C17 
+ 

559 

GENSCAN 

559 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11953 Seq. ID OJ990520_01.9B12.C18 

25323 . - Strand 

1 End 445 

OJ990520_01 . 9B12 . C18 . ol . gp Method AAT/GAP 

1 End 142 

LIB3431-037-P1-K1-G5 Score 241 

1. .142 

'1708191/sp|Q07423|HEX6_RICCO 4.0e-42 HEXOSE CARRIER PROTEIN 
HEX6 >gi_467319 (L08188) hexose carrier protein [Ricinus 
communis] * 

11953 • Seq. ID OJ990520_01.9B12.C18 

25323 Strand 

1 End 445 

OJ990520_01 . 9B12 . C18 . ol . np Method AAT/NAP 

1 End 445 

1708191 Score 462 

1. .445 

HEXOSE CARRIER PROTEIN HEX 6 gi 1467319 (L08188) hexose carrier 
protein [Ricinus communis] 



11953 Seq. ID 

25323 Strand 
1 End 
OJ990520_01 . 9B12 . C18 . ol . tc Method 
1 End 
none Score 

1..255, 5. .256, 256.-399, 260. .397 



11953 
25323 



Seq. ID 
Strand 



OJ990520_01.9B12.C18 
445 

TBLASTX: Cress 

399 

147 



OJ990520 01.9B12.C18 



12436 




Start 


1 


End 


445 


Name 


OJ990b20 01 . yB12 . Clo . ol . tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


400 


GI 


none 


Score 


171 


Exons 


1..150, 2. .148, 5. .lb/, 6.. 


149, 138. .155, 147. .398, 148. .399, 




T C O "5 O ~7 ICO y| A A 

lb2..397, lbo..400 






Seq. No. 


11953 . .; 


Seq. ID 


ujyyuDzu u i . ybiz . cio 


Gene No. 


25323 


Strand 




Start 


1 


End 


A A c. 


Name . 


OJ990520 01. 9B12.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4 


End 


399 


GI 


none 


Score 


i m 


Exons 


4. .153, 5. .154, 157. .399, 161. .397 




Seq. No. 


11953 


Seq. ID 




Gene No. 


25323 


Strand 




Start 


1 


End 


A A R 
4 4 0 


Name 


OJ990b20 01 . 9B12 . Clo . ol . gs 


Method 




Start 


201 


End 


372 


GI 


none 


Score 


. 64 


Exons 


201. .372 






Seq. No. 


11954 


Seq. ID 


ojyyobzo ui.yBiz.c20 


Q Gene No. 


25324- 


Strand 


+ 


I'fj Start 


268 


End ■ 


c tz o c 

bo2b 


Name 


OJ990bzO 01 . yB12 . C20 . ol . gs 


Method 


GENSCAN 


Start 


268 


End 


5625 


! 5= ! GI 


none 


Score 


.47 


m Exons 


268.. 384, 1628.. 1684, 2967. 


.3095, 4425 


..4oJb, d2oz..04d1, 


i. "i 


5499. .5625 






j a i i 

Seq. No. 


11955 


Seq. ID 


ptaaacoa AT OD1 O POT 

ujyyob2u u1.yBi2.c21 


'* sai Gene No. 


25325 


Strand 


+ 


; is j Start 


92 


End 


O O Q 
ZZO 


~"--\ Name 


OJ990520 01.9B12.C21.ol.gs 


Method 


GENSCAN 


]i« Start 


92 


End 


228 


l*| GI 


none 


Score 


. yy 


.ssj Exons 


92.. 228 






^ Seq. No. 


11956 


Seq. ID 


ujyyoozu ui.yrJiz.czz 


Gene No. 


25326 


Strand 




Start 


1801 


End 


222 O 


Name 


OJ990520 01. 9B12.C22.ol.gs 


Method 


P 17 XT O P 7\ XT 

GENSCAN 


Start 


1801 


End 


2226 


GI 


none 


Score 


.88 


Exons 


1801. .2226 






Seq. No. 


11957 


Seq. ID 


OJ990520_01 . 9B12.C23 


Gene No. 


25327 


Strand 


+ 


C -j- -a y~+- 


1 


End 


2761 


Name 


OJ990520 01. 9B12.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2729 


GI 


115009 


Score 


230 


Exons 


1..131, 200. .297, 389. .462, 


505. .646, 


844. .957, 1039. .1172, 




1696.. 1784, 2023.. 2173, 2252.. 2320, 2638.. 2729 


GI Descrip. 


8-AMINO-7-OXONONANOATE SYNTHASE ( 7-KETO-8-AMINO-PELARGONIC ACID 



12437 



SYNTHETASE) (7-KAP SYNTHETASE) ( L-ALANINE--PIMELYL COA LIGASE) 
gi I 98180 I pir | UQ0512 8-amino-7-oxononanoate synthase (EC 
2.3.1.47) - Bacillus sphaericus gi | 142595 (M29291) 
7-keto-8-aminopelargonic acid synthetase (bioF) [Bacillus 
sphaericus] 



Seq. No. 

Gene " No . 

Start 

Name 

Start 

GI 

Exons 



11957 
25327 
1 

OJ990520JD1. 9B12.C23.ol.gs 

190 

none 



Seq. ID OJ990520__01.9B12.C23 



Strand 
End 

Method 

End 

Score 



+ 

2761 
GEN SCAN 
2761 
.78 



190. .297, 389. .577, 1039. .1172, 2638. .2761 



Seq. No. 11957 

Gene No. 25328 

Start 6452 

Name OJ990520JH . 9B12 . C23 . ol . tm 

Start 386 

GI none 

Exons 386.. 628, 388.. 627, 698. .763, 
856. .957, 8S8..956, 869. .973, 



Seq. ID OJ990520_01.9B12.C23 
Strand 
End 

Method 
End 
Score 

723. .764, 724. .762, 725. .763, 



6619 

TBLASTX: Maize 

1107 

340 

724. .762, 725. 



869.-958, 1039. .1107, 1044. .1106 



Seq. No. 11957 

Gene No. 25328 

Start 64 52 

Name OJ990520_01 . 9B12 . C23 . ol . ts 

Start 418 

GI none 
Exons 



Seq. ID OJ990520_01.9B12.C23 
Strand 
End 

Method 
End 
Score 



6619 

TBLASTX: Soybean 

2704 

258 



418. .615, 419. .628, 419. .616, 723. .764, 724. .762, 856. .957, 
858. .956, 1038. .1172, 1039. .1170, 1691. .1777, 1693. .1773, 
2021. .2161, 2022. .2183, 2238. .2324, 2250. .2339, 2633. .2704 



Q 



L.i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11957 
25328 
6452 

OJ990520 
1705 
none 
1705 
2247 
2633 



01.9B12.C23.o2.tm 



1779, 
2324, 
2761 



1706. 
2248. 



,1783, 
,2328, 



1709. 
2250. 



Seq. ID OJ990520_01.9B12.C23 
Strand 

End 6619 

Method TBLASTX : Mai ze 

End 2761 

Score • 120 

.1783, 2016. .2183, 2021. .2182, 
.2339, 2622.. 2759, 2622.. 2759, 



Seq. No. 11957 Seq. ID 

Gene No. 25328 Strand 

Start 6452 End 

Name OJ990520_01 . 9B12 . C23 . o2 . gs Method 

Start 6452 End 

GI none .- ■ Score 

Exons 6452. . 6619 



OJ990520_01.9B12.C23 

6619 
GENSCAN 
6619 
. 95 



Seq. No. 11958 Seq. ID 

Gene No. 25329 Strand 

Start 1 End 

Name OJ990520_01 . 9B12 . C24 . ol . np Method 

Start 1 End 

GI 6911858 Score 



OJ990520_01.9B12.C24 
516 

AAT/NAP 

195 

100 



12438 






Exons 


1 1 C\ c 

1 . . 195 












GI Descrip. 


/tit 1 oo n\ 

(AL138 64 3 ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


11958 






Seq. ID 


OJ990520JD1 . 9B12 . C24 




Gene No. 


25329 






Strand 






Start 


1 






End 


516 




Name 


OJ990520 01 


.9B12.C24.ol 


.gs 


Method 


GEN SCAN 




Start 


92 






End 


516 




GI 


none 






Score 


.75 




Exons 


92. .342, 420. .516 










Seq. No. 


11959 






Seq. ID 


OJ990520_01.9B12.C25 




Gene No. 


o c *3 o n 






Strand 


+ 




Start 


2748 






End 


5540 




Name 


OJ990520 01 


. 9B12.C25.ol 


.gs 


Method 


GENSCAN 




Start 


2748 






End 


5540 




GI 


none 






Score 


.76 




Exons 


2748. .2903, 


3453. .3591, 


3649 


..3762, 4406. .4632, 4778. .5018, 






5272. .5540 












Seq. No. 


11959 






Seq. ID 


OJ990520_01.9B12.C25 




Gene No. 


25330 






Strand 


+ 


n 

*==r 


Start 


2748 






End 


5540 


r. 


Name 


OJ990-520 01 


. 9B12.C25.ol 


. tm 


Method 


TBLASTX: Maize 


•J i 


Start 


3266 






End 


5516 


rl! 


GI 


none 






Score 


65 




Exons 


3266. .3346, 


3291. .3338, 


3430 


..3540, 3438..3S66, 3447. .3575, 


L _i 
■a = r 




4402. .4635, 


4402. .4599, 


4488 


..4634, 4775. .5041, 4775.. 5026, 


; . j 




4786. .5034, 


5211. .5516, 


5222 


. .5515 




m 


Seq. No. 


11959 






Seq. ID 


OJ990520_01.9B12.C25 




Gene No. 


25330 






Strand 


+ 




Start 


2748 






End 


5540 




Name 


OJ990520 01 


. 9B12.C25.ol 


.np 


Method 


AAT/NAP 




Start 


3294 






End 


5516 


|» a: 


GI 


1617036 






Score 


1068 




Exons 


3294. .3335, 


3453. .3591, 


4406 


..4632, 4778. .5035, 5214. .5516 




GI Descrip. 


' (Y08624) Ted2 [Vigna unguiculata] 




,2 Si 

: : 


Seq. No. 


11959 






Seq. ID 


OJ990520_01.9B12.C25 




Gene No. 


25330 






Strand 


+ 




O 4- -i v--4- 


2748 






End 


5540 




Name 


OJ990520 01 


.9B12.C25.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


4518 






End 


4980 




CjI 


none 






Score 


78 




Exons 


4518. .4634, 


4555. .4635, 


4775 


. .4978, 4786. .4980 




Seq. No. 


11959 






Seq. ID 


OJ990520__01.9B12.C25 




Gene No. 


25330 






Strand 


+ 




Start ' 


2748 






End 


5540 




Name 


OJ990520 01 


.9B12.C25.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4853 






End 


5035 




GI 


none 






Score 


246 




Exons 


4853. .5035, 


4855. .5028 










Seq. No. 


11960 






Seq. ID 


OJ990520_01.9B12.C26 




Gene No. 


25331 






Strand 





12439 






Start 


1 


End 


2182 




Name 


OJ990520 01.9B12.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2182 




GI 


2245102 


Score 


733 




Exons 


1..891, 1072. .1244, 2103. .2182 






GI Descrip. 


(Z97343) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11960 


Seq. ID 


OJ990520_01.9B12.C26 




Gene No. 


25331 


Strand 






Start 


1 


End 


O 1 o o 
ZloZ 




Name 


OJ990520 01. 9B12.C26.ol.gs 


Method 


GENSCAN 




Start 


188 


End 


2138 




GI 


none 


Score 


.82 




Exons 


188. .891, 1072. .1588, 1673., 


.1767, 1880 


. .2138 




Seq. No. 


. 11960 


Seq. ID 


OJ990520_01.9B12.C26 




Gene No. 


25331 


Strand 






Start 


1 


End 


zloz 




Name 


OJ990520 01. 9B12.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


475 


End 


848 




GI 


none 


Score 


90 




Exons 


475. .573, 477. .614, 624. .719, 631. .705 


, 765. .848, 793. .843 


y 


Seq. No. 


11960 


Seq. ID 


OJ990520_01.9B12.C26 


rfi 


Gene No. 


25331 


Strand 




'a ' - 


Start 


1 


End 


2182 


! i\ 


Name 


OJ990520 01. 9B12.C26.ol.gp 


Method 


AAT/GAP 




Start 


1064 


End 


1557 


: < t 


GI 


286592 


Score 


746 


is} 


Exons 


1064. .1557 






It 


Seq. No. 


11961 


Seq. ID 


OJ990520_01.9B12.C27 




Gene No. 


25332 


Strand 


+ 




Start 


1 


End 


17375 




Name 


OJ990520 01.9B12.C27.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


17369 




GI 


3386604 


Score 


689 




Exons 


1..79, 15766. .16008, 16215.. 


.16973, 17190.. 17369 


a J 
: 


GI Descrip. 


(AC004 665) putative protein 


kinase [Arabidopsis thaliana] . 


Zttl 


Seq. No. 


11961 


" Seq. ID 


OJ990520_01.9B12.C27 




Gene No. 


25332 


Strand 


+ 




btart 


1 


End 


17375 




Name 


OJ990520 01. 9B12.C27.ol.gs 


Method 


GENSCAN 




Start 


478 


End 


3591 




GI 


none 


Score 


.61 




Exons 


478. .628, 1169. .1488, 2506.. 


.2701, 2720 


. .3591 




Seq. No. 


11961 


Seq. ID 


OJ990520_01 . 9B12 . C27 






25332 


Strand 


+ 




Start 


1 


End 


17375 




Name 


OJ990520 01.9B12.C27,ol.np 


Method 


AAT/NAP 




Start 


499 


End 


3582 




GI 


1708191 


Score 


1703 




Exons 


499. .628, 1169. .1488, 2506.. 


.3582 






GI Descrip. 


HEXOSE CARRIER PROTEIN HEX6 


gi|467319 


(L08188) hexose carrier 



protein [Ricinus communis] 



12440 



Seq. No. 11961 Seq. ID 

Gene No. 25332 Strand 

Start 1 End 

Name OJ990520JD1 . 9B12 . C27 . o3 . gs Method 

Start 9324 End 

GI none Score 

Exons 9324.. 9530, 9795.. 9962 



OJ990520_01.9B12.C27 

+ . 

17375 
GENSCAN 
9962 
.52 



Seq. No. 11961 Seq. ID 

Gene No. 25332 Strand 

Start 1 End 

Name OJ990520JD1 . 9B12 . C27 . o4 . gs Method 

Start 13584 End 

GI none Score 

Exons 13584. .13764, 138 67 13985, 14260 

15386. .15487, 15583 .. 16008 , 16215 



OJ990520_01.9B12.C27 
+ 

17375 
GENSCAN 
17375 
. 91 

14381, 15117. .15210, 
16973, 17190.. 17375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11961 Seq. ID 

25333 Strand 

4 655 End 

OJ990520 JD1 . 9B12 . C27 . ol . tc Method 

54 7 End 

none Score 



OJ990520_01.9B12.C27 
7522 

TBLASTX: Cress 

3552 

99 



547. .630, 561. .629, 1161. .1247, 1162. .1242, 1222. .1488, 
1236. .1484, 1303. .1431, 2503. .2646, 2505. .2642, 2646. .3536^ 
2647. .3552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11961 
25333 
4655 

OJ990520_01. 9B12.C27.o5.tm 

547 

none 



Seq. ID OJ990520_01.9B12.C27 
Strand 
End 

Method 
End 
Score 



7522 

TBLASTX: Maize 

1431 

108 



547. .630, 549..629, 1145. .1240, 1162. .1431, 1167. .1421, 
1174. .1422 



Seq. No. 11961 Seq. ID 

Gene No. 25333 Strand 

Start 4 655 End 

Name OJ990520_01 . 9B12 . C27 . ol . ts Method 

Start 550 End 

GI none Score 

Exons 550. .630, 1145. .1219, 1162. .1242, 1167. .1229, 1189. .1488, 

1195. .1488, 2503. .2745, 2505. .2741, 2748. .3170, 2749. .3171, 

3180. .3467, 3180. .3551, 3181. .3552 



OJ990520_01.9B12.C27 
7522 

TBLASTX: Soybean 

3552 

100 



Seq. No. 

Gene No ; . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



11961 
25333 
4655 

OJ990520 01.9B12.C27.ol.tra 



2502 
none 

2502. .2744, 
2752. .3180, 

11961 



2503. .2754, 
2753. .3178, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 01.9B12.C27 



7522 

TBLASTX: Maize 
3180 
263 

2505. .2750, 2745. .3179, 2747. .2764, 
2754. .3179 



Seq. ID OJ990520_01.9B12.C27 



12441 



Gene No. 25333 Strand 

Start 4 655 End 

Name OJ990520_01 . 9B12 . C27 . o4 . tw Method 

Start 2818 End 

GI none Score 

Exons 2818.. 3204 



7522 

TBLASTX: Wheat 

3204 

212 



Seq. No. 11961 Seq. ID 

Gene No. 25333 Strand 

Start 4 655 End 

Name OJ990520_01 . 9B12 . C27 . o4 . tm Method 

Start 3180 End 

GI none Score 

Exons 3180.. 3548, 3181.. 3555 



OJ990520_01.9B12.C27 
7522 

TBLASTX: Maize 

3555 

413 



Seq. No. 11961 Seq. ID 

Gene No. 25333 Strand 

Start 4655 End 

Name OJ990520J31 . 9B12 . C27 . ol . tw Method 

Start 3211 End 

GI none Score 

Exons 3211.. 3540, 3249.. 3554 



OJ990520_01.9B12.C27 
7522 

TBLASTX: Wheat 

3554 

347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11961 
25333 
4655 

OJ990520_01 . 9B12.C27.o3.tm 
4501 



OJ990520 01.9B12.C27 



none 

4501. 

4688. 

4814 . 

5505. 

7373. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4579, 4561. .4689, 4579.. 4677, 4686 
4811, 4753. .4812, 4758.. 5153, 4768 



7522 

TBLASTX: Maize 

7522 

72 



,4724, 
.5112, 



,4581, 4523. 

,4723, 4752. 

,5113, 4818. .5132, 5136. .5228, 5184. .5228, 5505. .5714, 

,5714, 5506. .5715, 5507. .5716, 7243. .7290, 7244. .7288, 

,7522, 7394. .7420, 7420. .7521 



Seq. No. 


11961 










Gene No. 


25333 










Start 


4655 










Name 


OJ990520 01. 


9B12 


.C27.o2 


. gs 


Start 


4655 








GI 


none 










Exons 


4655. . 


.4672, 


4818, 


. .5225, 


5505 


Seq. No. 


11961 










Gene No. 


25333 










Start 


4655 










Name 


OJ990520 01. 


9B12, 


,C27.o3 


. ts 


Start 


4685 










GI 


none 










Exons 


• 4685. . 


,4714, 


4773, 


. .4832, 


4774 




5508. . 


,5714, 


5508, 


. .5714, 


5566 




7456. . 


,7521, 


7457. 


. .7522 




Seq. No. 


11961 










Gene No. 


25333 










Start 


4655 










Name 


OJ990520 01. 


9B12, 


,C27.o5 


. tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5758, 7245.. 7521 



OJ990520_01.9B12.C27 

7522 
GENSCAN 
7521 
.55 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 01.9B12.C27 



7522 

TBLASTX : Soybean 
7522 
62 

4851, 4857. .4949, 4861. .4944, 
5715, 7394. .7420, 7411. .7509, 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 7522 

Method TBLASTX : Cress 



12442 



Start 
GI 

Exons 



4776 End 5060 

none Score 36 

4776. .4814, 4809. .4958, 4810. .4836, 4810. .4956, 4848. .4958, 
4989. .5060 



Seq. No. 11961 . 

Gene No. 25333 

Start 4655 

Name OJ990520_01 . 9B12 . C27 . o2 . tw 

Start 5505 

GI none 

Exons 5505.. 5714, 5506.. 5715 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 7522 

Method TBLASTX : Wheat 

End 5715 

Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11961 
25333 
4655 

OJ990520_01. 9B12.C27.o2.tc 

5517 

none 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 7522 

Method TBLASTX : Cress 

End 5715 

Score 118 



5517. .5714, 5517. .5714, 5572. .5715 



Seq. No. 11961 

Gene No. 25333 

Start 4655 

Name OJ990520_01 . 9B12 . C27 . o4 . tc 

Start 7391 

GI none 

Exons 7391.. 7522, 7411.. 7521 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 7522 

Method TBLASTX: Cress 

End 7522 

Score 14 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11961 
25334 
15841 

OJ99052C_01.9B12.C27.o3.tc 

15841 

none 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 17354 

Method TBLASTX : Cress 

End 16691 

Score 7 9 



15841. .15951, 16274. .16528, 16281 .. 1 6532 , 16568 .. 16687, 
16569. .16691 



Seq. No. 11961 Seq. ID 

Gene No. 25334 Strand 

Start 15841 End 

Name OJ990520_01 . 9B12 . C27 . o2 . tm Method 

Start 16212 End 

GI none Score 
Exons 



OJ990520_01.9B12.C27 
17354 

TBLASTX: Maize 

16907 

383 



16212. .16556, 16212 .. 16532, 16214 .. 16540, 1 6557 .. 16907 , 
16568. .16894 



Seq. No. 11961 

Gene No. 25334 

Start 15841 

Name OJ990520_01 . 9B12 . C27 . o3 . tw 

Start 16272 

GI none 
Exons 



Seq. ID OJ990520_01.9B12.C27 
Strand 

End 17354 

Method TBLASTX : Wheat 

End 16700 

Score 67 



16272. .16355, 1 6287 .. 16355 , 1637 1 .. 16538 , 16376 .. 16537, 
16571. .16696, 16572. .16700 



Seq. No. 



11961 



Seq. ID OJ990520_01.9B12.C27 



12443 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



25334 Strand 

15841 End 

OJ990520_01 . 9B12 . C27 . o2 . ts Method 

16350 End 

none Score 



17354 

TBLASTX: Soybean 

17354 

140 



16350. .16526, 16352. .16525, 16571. .16882, 16572. .1688 9, 
16944. .16973, 17163 .. 17261, 17268.. 17354 



Seq. No. 11962 Seq. ID 

Gene No. 25335 Strand 

Start 5158 End 

Name OJ990520_01 . 9B12 . C29 . ol . gp Method 

Start 5048 End 

GI 268_2.R1084 Score 

Exons 5048.. 5319, 5408.. 5751, 5847.. 6510 
GI Descrip. 



OJ990520_01 . 9B12 . C29 
+ 

6510 
AAT/GAP 
6510 
2474 



1 12355 65 /emb | CAA654 56 | 9.0e-98 (X96681) DNA-binding protein 
[Oryza sativa] 1 



Seq. No. 11962 Seq. ID 

Gene No. 25335 Strand 

Start 5158 End 

Name OJ990520_01 . 9B12 . C29 . ol . np Method 

Start • 5121 End 

GI 6634483 Score 

Exons 5121. .5319, 5408. .5751, 5847. .6236 

GI Descrip. (X96681) DNA-binding protein [Oryza sativa] 

gi| 6635777 | gb | AAF19980 . 1 | AF211193_1 (AF211193) 

homeodomain-leucine zipper transcription factor [Oryza sativa] 



OJ990520_01 . 9B12 . C29 
+ 

6510 
AAT/NAP 
6236 
1555 



ill 



Seq. No. 


11962 


Seq. ID 


OJ990520_ 


_01 


. 9B12. 


>C29 


Gene No. 


25335 1 


Strand 


+ 








Start 


5158 


End 


6510 








Name 


OJ990520 01.9B12.C29.o2.gs 


Method 


GENSCAN 








Start 


5158 


End 


6239 








GI 


none 


Score 


.94 








Exons 


5158. .5751, 5847. .6239 












Seq. No. 


11962 


Seq. ID 


OJ990520_ 




.9B12. 


C29 


Gene No. 


25336 


Strand 


+ 








Start 


10107 


End 


10516 








Name 


OJ990520 01. 9B12.C29.o2.np 


Method 


* AAT/NAP 








Start 


7430 


End 


8855 








GI 


5852084 . 


Score 


75 








Exons 


7430. .7477, 8772. .8855 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


11962 


Seq. ID 


OJ990520_ 


01, 


.9B12. 


C29 


Gene No. 


25336 


Strand 


+ 








Start 


10107 . 


End 


10516 








Name 


OJ990520 01.9B12.C29.o3.gs 


Method 


GENSCAN 








Start 


10107 


End 


10516 








GI 


none 


Score 


.66 








Exons 


10107. .10331, 10400. .10516 












Seq. No. 


11962 


Seq. ID 


OJ990520_ 


_01. 


9B12. 


C2 9 


Gene No. 


25337 


Strand 


+ 








Start 


12150 


End 


12422 









12444 



Name 

Start 

GI 

Exons 



OJ990520_01 . 9B12 . C29 . o4 . gs Method GENSCAN 

12150 End 12422 

none Score . 53 
12150,. 12422 



OJ990520 01.9B12.C29 



Seq. No. ' 11962 Seq. ID 

Gene No. 25338 Strand 

Start 12623 -End 

Name OJ990520_01 . 9B12 . C29 . ol . tc Method 

Start 5670 End 

GI none . Score 

Exons 5670.. 5750, 5674.. 5760, 5838.. 6026, 5846.. 5926, 6092.. 6151, 
6093. .6152 



1658'4 

TBLASTX : Cress 

6152 

121 



Seq. No. 11962 

Gene No. 25338 

Start 12623 

Name OJ990520_01 . 9B12 . C29 . o2 . tm 

Start 5670 

GI none 

Exons 5670.. 5759, 
5925. .5987 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_01.9B12.C29 
16584 

TBLASTX: Maize 

5987 

97 



5670.. 5750, 5674.. 5760, 5838.. 5927, 5849.. 5926, 



Seq. No. 11962 

Gene No. 25338 

Start 12623 

Name OJ990520_01 . 9B12 . C2 9 . ol . ts 

Starts 567 4 

GI none 

Exons 5674 . .5772, 
6092. .6136 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_01.9B12.C29 
16584 

TBLASTX : Soybean 

6137 

132 



5679.-5759, 5846. .5926, 5847. .6026, 6084. .6137, 



Seq. No. 11962 

Gene No. 25338 

Start 12623 

Name OJ990520_01 . 9B12 . C29 . o5 . gs 

Start 12623 

GI none 

Exons 12623. .12840, 13896. . 14187, 
154 59. .15552, 16313. .16403 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_01.9B12.C29 

16584 
GENSCAN 
16403 
.64 



14 678. .14 7 67, 1484 9 .. 14 973, 



Seq. No. 11962 Seq. ID 

Gene No. 25338 Strand 

Start 12623 End 
Name OJ990520_01 . 9B12 . C29 . ol . tm Method 

Start 13566 End 

GI none Score 

Exons 13566. . 13607, 13567 .. 13611, 13608 

13611. .13652, 13735. .13857, 13749 

13900. . 14187, 13901. .14188, 14678 

14679. .14768, 14 680 .. 14769, 14873 

14883. . 14933, 15458 .. 15553, 15460 



OJ990520_01.9B12.C29 
16584 

TBLASTX: Maize 

16441 

39 



13646, 13610. 
13850, 13753. 



14767, 
14929, 
15552, 



14678. 
14874 . 



13651, 
13854, 
14779, 
14930, 



16313. . 16441, 



Seq. No. 
Gene No. 
Start 



11962 
25338 
12623 



Seq. ID 

Strand 

End 



OJ990520 01.9B12.C29 



16584 



12445 



Name 


OJ990520 01.9B12.C29.o3.np 




Method 


AAT/NAP 




1 ^701 




End 


16584 


PT 
O 1 


4 2 6^7ft 7 




Score 


410 


Ej AO! lO 


1^701 1^747 1 ^Rft4 14187 

1 J / VJ X • • 1 J / 4 / / X J O O 4 • • 11 10 / / 


14 678. .147 67, 14 84 9. .14 931, 




I^SQ 1 SSS2 1 6?1 ^ 16S84 

XJ4>JZ7..XJ.JJ^, XUJXO*.XUJO'i 








Ol UCC)Ol ip. 




[Arabidopsis thaliana] 


JC^. IN {J * 


1 1 Q62 

. X X _7 




Seq. ID 


OJ990520_01.9B12.i 


ycllc viV • 


J -J J 0 




Strand 




OLdl L 


1 2623 




End 


16584 


Name 


OJ990520 01.9B12.C29.o2.gp 




Method 


AAT/GAP 


Start 


13874 




End 


16360 


\j 1 


6990 1 R1084 




Score 


1155 




1 ^87Z 14187 1 4678 14767 

1 JO ' t • • X 4 X O / / li U / O • • X *i f \J f , 


14849. .14931, 154 59 .. 15552 , 




1 6^1 1 1 6^60 










' 4 2 63787 /ah 1 AAD1 S4 4 7 1 1 0p- 


45 


(AC006068) unknown protein 




r ttrahi H pit-i qi c f ha 1 i ana 1 ' 
[ni aijxuu^oio u lid x x di id j 








0 tr q • L\ U . 


1 1 962 




Seq. ID 


OJ990520_01. 9B12J 




2 S^3ft 




Strand 




Start 


12623 




End 


16584 


Name 


OJ990520 01.9B12.C29.ol.tw 




Method 


TBLASTX: Wheat 


0 Lai i_ 


1 4 683 




End 


16436 


r T 






Score 


114 




146ft^ 14766 14684 1 477Q 

14 DO J • • 14 / f 14004 • • 14 / / -7 , 


14 685. .147 68, 14 68 6 .. 147 69, 




14R41 149^ 14847 149^0 

14041 • • 14 4 .X 404 / . . 14 3JUf 


14 


1848. .14931, 14848. .15051, 




1S4S8 1 SSS^ 1 S460 1SSS2 


16313. .164 35, 16314. .164 36 


Seq. No. 


11963 




Seq. ID 


OJ990520_01.9B12.< 


Gene No. 


25339 




Strand 




J Ual L 


^4 




End 


207 


Name 


n.T990S2n D1 9R1 9 P^f) nl n<? 

UJ I7^U JtU Ul.JDlii^JUiUlfyo 




Method 


GEN SCAN 


O Lai U 


^4 ~ 

O 4 




End 


207 


0 X 


none 




Score 


.96 




34 . .207 








Seq. No. 


11963 




Seq. ID 


OJ990520_01. 9B12J 


Gene No. 


25340 




Strand . 




u Lai L 


14 8 




End 


423 


LM CLltlC 


OJ990S20 01 9B12 C30 ol an 




Method 


AAT/GAP 




14ft ~~ 

X 4 O 




End 


423 


VJ X 


2427 683 




Score 


500 


EjAUIIO 


14ft 4 2^ 

X40. • 4 J 








0 c ^ • LN • 


11964 




Seq. ID 


OJ990520_01.9B12.< 


Gene No. 


25341 




Strand 




Start 


1742 




End 


3663 


Name 


OJ990520 01.9B12.C31.ol.np 




Method 


AAT/NAP 


9-t- a rt- 

j Lai L 


1742 




End 


3663 


riT 
0 X 


5302801 




Score 


234 


Exons 


1742. .2058, 2108. .2207, 2238.. 


3066, 3509.. 3663 


GI Descrip. 


(Z97342) glycoprotein homolog 


[Arabidopsis thaliana] 


Seq. No. 


11964 




Seq. ID 


OJ990520_01.9B12.i 


Gene No. 


25341 




Strand 




Start 


1742 




End 


3663 


Name 


OJ990520 01.9B12.C31.ol.gp 




Method 


AAT/GAP 



12446 



b L32T L. 






A 1 
j4 4 / 




0 0 (3 n £ £0 
ZZ 0 U 0 OZ 


Score 


£ £ C 
D DO 


_xons 


jU jo . . J ft 4 / 






beq. JNO. 




beq . id 


ATQQncon ni qdi o poo 


Gene No. 


25342 


Strand 




Start 


724 


End 


4255 


Name 




lxieunoa 




en , v+- 

b car z 


7 0/1 
/ Z H 


CjIIQ 


/l T A A 
H 1 fi 4 




none 


Score 


/I 0 
. ft Z 


Exons 


"7 0/1 "7Q/1 1 COQ 0 1 A Q 
/ Z 4 . * / :7 ft , i OZO . . ± / jO , illy , . 


0 0 £ft 0 £ £0 
Z Z Do , Z O OZ 


OQ1/1 OQQC OQ/IO 
. . Z O ± 4 , Z O :7 O . . Z :? *i ,3 , 




OflOQ "31 CO 000Q O^Eifl OQ^O 


/I 1 A A 




beq. JNO. 


1 1 QCC 


beq . iu 


piTQQn^on m qdi o poo 


uene iNo • 


25342 


Strand 




Start 


724 


End 


4255 


Name 


OJ990520 01.9B12.C33.ol.np 


Method 


AAT/NAP 


b tar x. 


1502 


End 


4154 


C T 


2194137 


Score 


238 


Exons 


1502. .1594, 3249. .3459, 3875 


. .4154 




GI Descrip . 


(AC002062) ESTs gb | R29947 , gb | H7 6702 come from this gene. 




[Arabidopsis thaliana] 






beq. INo. 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No . 


25342 


Strand 




btarti 


724 


End 


4255 


Name 


OJ990520 01.9B12.C33.ol.gp 


Method 


' AAT/GAP 


Start 


2409 


End 


3408 


GI 


12268 1.R1084 


Score 


1231 


Exons 


2409. .2814, 2896. .2943, 3078 


..3152, 3238. .3408 


GI Descrip. 


' 1076660/pir | IS51839 6.0e-15 


D13F (MYBST1 ) protein - potato 




>gi 786426 bbs 159122 (S74753) MybStl=Myb-related 




transcriptional activator { DNA-binding 


domain repeats} [Solanum 




tuberosum=potatoes, leaf, Peptide, 342 


aa] [Solanum tuberosum] 1 


beq. INO . 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No. 


25342 


Strand 




Start 


724 


End 


4255 


Name 


OJ990520 01.9B12.C33.ol.tm 


Method 


TBLASTX: Maize 


btiar n 


3075 


End 


3997 




none 


Score 


45 


TT 1 T7 T^l c 

_xons 


3075.. 3122, 3075.. 3119, 3238 


..3384, 3261. .3452, 3262. .3462, 




3269.. 3460, 3852.. 3896, 3953 


. .3997 




Seq. No. 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No. 


25342 


Strand 






724 


End 


4255 


Name 


OJ990520 01.9B12.C33.ol.ts 


Method 


TBLASTX : Soybean 


b tar l 


3232 


End 


3520 . 


in 1 t 


none 


Score 


69 


Exons 


3232.. 3462, 3259.. 3372, 3368 


. .3520 




Seq. No. 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No. 


25342 


Strand 




Start 


724 


End 


4255 


Name 


OJ990520 01.9B12.C33.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3238 


End 


3460 



12447 




(IT 


none 


Score 


"37 


uAUi 1 0 


^9^fi ^4^9 ^9fiQ - ?^9R ^77 


^4 fin 

. J4DU 




Seq. No. 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No. 


25342 


Strand 




Q+- a r f- 


794 


r nr ) 


4 9 S S 

H &. D D 


Name 




\A s-\ -4- V* 


i dlao iA. tress 




^9 fi9 ~~ 


Hina 


^4 fin 




none 


Score 


1 9^ 


Exons 


^9fi9 "34SQ ^?fiR ^4fin 






Seq. No. 


11965 


Seq. ID 


OJ990520_01.9B12.C33 


Gene No. 


25342 


Strand 




u Lai L 


794 




4 9 R R 


Name 


n t TQQflS9n m QRI 9 o9 rrr^ 






Q ■(- -a 

O LdlL 








\j ± 


none 


Score 


fi7 4 




^QD S 4 9 S S 






Qorr Mri 
O tr . in vj . 






PiTQQfiRon m QDi o r , *5/i 


Gene No. 


25343 


Strand 


+ _ 


Start 


1 


End 


254 




OJ990520 01.9B12.C34.ol.np 


Method 


MM.1 / LNM.it 


Of ar f 


1 


1 End 


O CL / 


PT 


5852084 


Score 


0 / . 


T7 1 v c? 


1..23, 119. .254 






~r <-» -V t 

(ai uescrip . 


(AL117264) zwh0007.1 [Oryza sativa] 




oeq. in o . 


11966 


Seq. ID 




Pono KT/*^ 


25344 


Strand 


I 


u Lai L 


540 


End 


Q7 £t 


Name 


OJ990520 01. 9B12.C34 . o2 . np 


Method 


AAT /MAP 


Start 


540 


End 




GI 


6069646 


Score 


328 


Exons 


540. .978 






(~1 T P)ci qpr i n 
ul L/t. OL.J L £J . 


(AP000616) similar to putative reverse 


transcriptase ^hluuo ji o ; 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


. i j (Aruuii^y j oimixar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence. 




putative non-LTR retroelement 


reverse 


uranscriptdse . \M.L-.uuDZfto j 




[Oryza sativa] 






Seq. No. 


11966 


Seq. ID 


OJ990520_01 . 9B12 . C34 


Gene No. 


25345 


Strand 


+ 


Start 


1460 


End 


1 QQ9 


Name 


OJ990520 01. 9B12.C34 .ol.gs 


Method 


PFTOCr'AKl 
kjrjLNo^HLN 


OLal L 


1460 


End 


1 QQ9 


\3 -L 


none 


Score 


Q1 


DAU11 O 


1460. .1992 






Sea No 


11967 


Seq. ID 


o.TQQn c i9n m qri9 p^r 


Gene No. 


25346 


Strand 


+ ~ 


Start 


1 


End 


2139 


Name 


OJ990520 01. 9B12.C35.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


2139 


GI 


2245036 


Score 


745 


Exons 


1..128, 156. .1086, 1837. .2139 







GI Descrip. (Z97342) triacylglycerol lipase like protein [Arabidopsis 

12448 



thaliana] 

Seq. No. 11967 

Gene No. 25346 

Start 1 

Name OJ990520_01 . 9B12 . C35 . ol . gs 

Start 67 

GI none 

Exons 67.. 1185- 

Seq. No. 11967 

Gene No. 25347 

Start 1750 

Name OJ990520_01 . 9B12 . C35 . ol . ts 

Start 4 9 

GI none 
Exons 



Seq. ID OJ990520_01.9B12.C35 

Strand + 

End 2139 

Method GENS CAN 

End 1185 

Score .99 



Seq. ID OJ990520_01.. 9B12.C35 
Strand 

2730 

TBLASTX: Soybean 
1092 
107 



End 

Method 
End 
Score 

49. .123, 87. .149, 168. .242, 169. .243, 264 .. 410, 265 .. 420, 
448. .663, 484. .669, 700. .765, 781. .852, 867. .1061, 868. .1092 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11967 
25347 
1750 

OJ990520_01. 9B12.C35.ol. tm 

586 
none 



Seq. ID OJ990520_01.9B12.C35 
Strand 

End 2730 

Method TBLASTX : Mai ze 

End 1019 

Score 125 



586. .705, 586. .666, 603. .728, 694. .837, 696. .836, 789.-863, 
873. .1019, 874. .1017 



Seq. No. 11967 

Gene No. 25347 

Start 1750 

Name OJ990520_01 . 9B12 . C35 . o2 . gs 

Start 1750 

GI none 

Exons 1750.. 1924, 2645.. 2730 

Seq. No-. 11968 

Gene No. 25348 

Start 1626 

Name OJ990520_01 . 9B12 . C36 . ol . gs 

Start 1626 

GI none 

Exons 1626.. 1751 



Seq. ID OJ990520_01.9B12.C35 
Strand 

End 2730 

Method GENS CAN 

End 2730 

Score .77 



Seq. ID OJ990520_01.9B12.C36 
"Strand 

End 1751 " P 

Method GENSCAN 

End 1751 

Score' .92 



Seq. No. 11969 

Gene No. 25349 

Start 92 

Name OJ990520_01 . 9B12 . C37 . ol . gs 

Start 92 

GI none 

Exons 92.. 166, 178.. 942 

Seq. No. 11970 

Gene No. 25350 

Start 358 

Name OJ990520_01 . 9B12 . C38 . ol . gs 

Start 358 



Seq. ID OJ990520_01.9B12.C37 

Strand + 

End 942 

Method GENSCAN 

End 942 

Score . 6 



Seq. ID OJ990520_01.9B12.C38 

Strand 

End 617 

Method GENSCAN 

End 617 



12449 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

358. .405, 492. .617 



Score 



.55 



11971 
25351 
1 

OJ990520_01 . 9B12 . C39 . o J./np 
1 • " ' 

4455259 
1. .487 

(AL035523) putative Ser/Thr protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ990520_01.9B12.C39 
Strand + 

487 

AAT/NAP ■ 
487 
531 



End 

Method 

End 

Score 



Seq. No. 11971 Seq. ID 

Gene No. 25352 Strand 

Start 13 End 

Name OJ990520_01 . 9B12 . C39 . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13.. 267 



OJ990520_01.9B12.C39 
486 

GENSCAN 

267 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11971 
25352 
13 

OJ990520_01. 9B12.C39.ol. tc 
28 

none 

28. .300, 84. .305 

11971 
25352 
13 

OJ990520_01 . 9B12 . C39 . ol . tm 
34 

none 



Seq. ID 

Strand 

End 1 

Method 

End 

Score 



OJ990520_01.9B12.C39 
486 

TBLASTX: Cress 

305 

292 



Seq. ID OJ990520_01.9B12.C39 
Strand 
End 

Method 
End 
Score 



486 

TBLASTX: Maize 

486 

383 



34. .378, 34. .354, 36. .362, 379. .486, 390. .482 



11971 
25352 
13 

OJ990520_01. 9B12.C39.ol.ts 
34 

5057587 



Seq. ID OJ990520_01.9B12.C39 
Strand 
End 

Method 
End 
Score 



486 

TBLASTX: Soybean 

480 

60 



34. .123, 109. .339, 165. .350, 394. .480 
4539330/emb_CAB38831.1_ 6.0e-74 (AL035679) putative 
receptor-like protein kinase (fragment) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11971 
25352 
13 

OJ990520_01 . 9B12 . C39 . ol . tw 
94 

none 



Seq. ID OJ99.0520_01.9B12.C39 
Strand 
End 

Method 
End 
Score 



486 

TBLASTX: Wheat 

486 

67 



94. .177, 109. .177, 193. .360, 198. .359, 394. .486 



11972 
25353 



Seq. ID 
Strand 



OJ990520 01.9B12.C44 



12450 






Start 


444 




End 


659 








Name 


ujyyuozu ui 


.ytnz.C44.oi. np 


Method 


AAT/NAP 








Start 


/I A A 




End 


659 








GI 


o o o r c a a 




Score 


108 








Exons 


AAA CCQ 

444. .boy 














GI Descrip. 


( AOUU4 b DO J 


putative protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


1 1 y / o 




Seq. ID 


OJ990520_ 


01. 9B12. 


C4 5 




Gene No. 


25354 




Strand 


+ 








Start 


1 




End 


573 








Name 


ujyyuozu ui 


Qnl O Ayl C — . 1 — — . 

. y o i z .c4o . oi . np 


Method 


Mi / NAr 








Start 


1 




End 


573 








GI 


C Q C O A Q /I 

0 0 DZ U o 4 




Score 


75 








Exons 


1 . . / 3 , 4 y U . 


. 0 I o 












GI Descrip. 


\ ALi 11 / Z O 4 / 


zwnuuu / . i [uryza 


sativa] 










Seq. No. 


11973 




Seq. ID 


OJ990520_ 


01. 9B12. 


C45 




Gene No. 


25355 




Strand 










btart 


14 1 




End 


O A O 
J0J 








Name 


ujyyuozu ui 


. yniz .C4o . oi . gs 


Method 


GENSCAN 








Start 


1/1 
14 1 




End 


303 








GI 


none 




Score 


.69 








Exons 


i/ii *5 n "5 
14 1. . jUj 












y 

i s ! 
af 


Seq.. No. 


11974 




Seq. ID 


OJ990520_ 


01. 9B12. 


C46 




Gene No. 


25356 




Strand 


' + 








Start 


OTA 

z 30 




End 


375 






r Li 


Name 


ojyyoozo oi 


. yBlz . C4 b . ol . gs 


Method 


GENSCAN 








Start 


z30 




End 


375 






i : i 


GI 


none 




Score 


.73 








Exons 


ZOO . . O / 0 












S b- 


Seq. No. 


11975 




Seq. ID 


OJ990520_ 


01.9B12. 


C47 




Gene No. 


25357 




Strand 








r*i 


Start 


bO 1 




End 


879 






=v i 
*i 


Name 


ojyyoozo oi 


. yniz ,C4 / . oi .gs 


Method 


GENSCAN 






Mi 


Start 


bO 1 




End 


879 






: S i 


bl 


none tr\- 




Score 


.72 






"SVT 


Exons 


bo i . . / 1 y , o 


CA QTQ 

b4 . . o / y 












beq. no. 


I 1 Q "7 £ 

I I y / d 




Seq. ID 


OJ990520_ 


01.9B12. 


C48 




Gene No. 


25358 




Strand 


+ 








Start 


1 




End 


1938 








Name 


ujyyuozo oi 


.ybiz.u4o.oi. np 


Method 


AAT/NAP 








Start 


i 




End 


1938 








GI 


zo4 4 yo 1 




Score 


641 








Exons 


i . . do , oy b . 


H O C T C / fill 

. /ZD/ /o4..yn, 


939. . 1184, 


1845. .1938 






GI Descrip. 


( AC 0 U Z J o o ; 


putative protein 


kinase [Arabidopsis 


thaliana] 




oeq . no . 


I 1 Q7 £ 

I I y / D 




Seq. ID 


OJ990520_ 


01.9B12. 


C48 




Gene No. 


25358 




Strand 


+ 








Start 


1 




End 


1938 








Name 


OJ990520 01 


.9B12.C48.ol.gs 


Method 


GENSCAN 








Start 


159 




End 


1931 








GI 


none 




Score 


.43 








Exons 


159. . 1183, 


1432. .1459, 1845 


. .1931 









12451 






Seq. No. 


1197 6 




Seq. ID 


OJ990520_01.9B12 


. C4 8 




Gene No. 


25358 




Strand 


+ 






Start 


1 




End 


1938 






Name 


OJ990520 01 . 9B12 . C4 8 . ol 


. tc 


Method 


TBLASTX: Cress 






Start 


782 




End 


1937 






GI 


none 




Score 


156 






Exons 


TOO rtA/ T o 1 AAA A /I O 

782.,. 904, 783.. 908, 942 


. . 1184 , 


953. .1177, 1842. .1937, 








*1 O O O T A O O 1 O HO 1 A1 o 

1872. .1928, 1892. .1933 












Seq. No. 


11976 




Seq. ID 


OJ990520_01.9B12 


.C48 




Gene No. 


25358 




Strand 


+ 






Start 


1 




End 


1938 






Name 


z-\ TO A A C OA A "1 A T~) 1 O A O _ 1 

OJ99U520 01 . 9B12 . C48 . ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


TOO 

782 




End 


1126 






GI 


none 




Score 


164 






Exons 


TOO A A >l TOO A A O A /I O 

/82..904, /83..9U8, 942 


1 1 O A 

. . 1124 , 


953. .1126 






Seq. No. 


1197 6 




Seq. ID 


OJ990520_01.9B12 


. C4 8 




Gene No. 


25358 




Strand 


+ 






Start 


1 




End 


1938 






Name 


ninnncon at nolo o /i o _ t 

OJ990520 01 . 9B12 . C4 8 . Ol 


. tm 


Method 


TBLASTX: Maize 






Start 


too 

782 




End 


1937 






GI 


none 




Score 


164 




'i.l 


Exons 


OOO A A /t '"TOO A A O A >l O 

782.. 904, 783.. 908, 942 


1 T O A 

. . 1184 , 


953. .1177, 1842. .1937, 




cn 




1858. .1905, 1892. .1933 










m 


Seq. No. 


11977 




Seq. ID 


OJ990520 01.9B12 


. C4 9 


•t 3? 


Gene No. 


25359 




Strand 


+ 




: . 3 
i.l: 


Start 


400 




End 


1336 






Name 


/~\ -r A A A fT O A AT AT*i 1 O /~i ^ A "1 

OJ990520 01 . 9B12 . C4 9 . ol 


.np 


Method 


AAT/NAP 




; U 


Start 


400 




End 


1333 






GI 


1 O A A O tZ f 

1200256 




Score 


807 




;: 

.: 3 j 


Exons 


a r\ r\ iooo ionc "looo 

400.. 1222, 1295.. 1333 












GI Descrip. 


(X90990) stpkl protein 


kinase 


[Solanum 


tuberosum] 






Seq. No. 


11977 




Seq. ID 


OJ990520_01.9B12 


.C49 




Gene No. 


25359 




Strand 


+ 






Start 


A A A 

400 




End 


1336 






Name 


✓"VTAAACOA AT A T"» "1 O /-i / A _,i 

OJ990520 01 . 9B12 . C4 9 . ol 


.gs 


Method 


GENSCAN 






Start 


A A /" 

406 




End 


1336 






GI 


none 




Score 


.86 






Exons 


A f\ C 1 oor 

4 Uo . . 1 j 3d 












Seq. No. 


IT A O O 

11977 




Seq. ID 


OJ990520_01. 9B12 


/"* A A 

. C4 9 




Gene No. 


25359 




Strand 


+ 






Start 


400 




End 


1336 






Name 


/-\ T A A A C OA AT nm O p / A _t 

OJ990520 01 . 9B12 . C4 9 . Ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


A O O 

428 




End 


1153 






-GI 


none 




Score 


242 






Exons 


/IOO C VI 1 /I O A /" A A A A f~ 

428. .541, 439. .600, 446 


/"TO 

. . 613, 


629. . 691, 


751. .987, 758.. 


1153 






1066 . . 1152 












Seq. No. 


11977 




Seq. ID 


OJ990520_01.9B12 


,C49 




Gene No. 


25359 




Strand 


+ 






Start 


400 




End 


1336 






Name 


OJ990520 01.9B12.C49.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


434 




End 


1153 





12452 






bl 


none 






Score 


9^1 
Z J 1 




Exons 


434. .541, 439.-594, 446 


. . DU / 


COQ £Q1 


fi^R ££7 l c \'\ 114Q 
DjD. . DO / ; / Jl . .1145 






758. .1153 












beq. JNO . 


11977 






oeq . i u 


ujyyuj^u u i . r/JDiz . bf± z? 




Gene No. 


25359 






Strand 


+ — 




Start 


400 






End 


1336 




Name 


OJ990520 01 


; 9B12.C49.ol 


. tm 


Mo +■ H r\r\ 
I JC L11UU 


i lj i /\ . via i 




o tart 


434 








1 1 Rft 
11JO 




bl 


none 






Score 


7 a n 

^ f± U 




Exons 


434. .541, 439. .600, 446 


. .613 




fc^l ££H £44 £01 






754 . .1152, 


758. .1153, 1078.. 


I 1 ^fi 

II JO 






Seq. No. 


11977 






Seq. ID 


OJ990520_01.9B12.C49 




Gene No. 


25359 






Strand 


+ 




C ■< . v-t- 

otdit 


400 






EjI 1U 


lOJD 




Name 


OJ990520 01 


. 9B12.C49.ol 


. tw 




1 D linu IA • VV I it: a L, 




O 4- -3 v+- 

otdiL 


815 








1 D £. U 




C T 
bl 


none 






Score 


^91 
-J ^ 1 




Exons 


815. .1153, 


817. .1152, 1016.. 


1 1 fi^ 1 9D7 


1 ^9D 




Seq. No. 


11978 






Seq. ID 


OJ990520_01.9B12.C50 


:i 


Gene No. 


25360 






Strand 






otart 


15 






dIIU 


7 


J 
?i 


Name 


OJ990520 01 


.9B12.C50.ol 


. gs 


Method 


bll.NbbA.JN 




Start 


15 






tina 


7 £ £ 


II 


GI 


none 






Score 


. O / 


= I 


Exons 


15. .421, 523. .625, 680. 


.766 






!.! 
If 


beq. No. 


11978 






Seq. ID 


OJ990520_01.9B12.C50 


t I 


Gene No. 


25361 






Strand 




y 


Start 


5007 






End 


6850 




Name 


OJ990520 01 


.9B12.C50.o3 


.tm 


Method 


TBLASTX: Maize 


= f 


otart 


4849 






End 


5127 


*l 


C T 
bl 


none 






Score 


50 




Exons 


4849. .4947, 


4919. .4945, 


4920 


..4946, 4939.-4962, 5004. .5126, 


:i 




5004. .5126, 


5005. .5127 










beq. jno . 


11978 






Seq. ID 


OJ990520_01.9B12.C50 




Gene No . 


25361 






Strand 






Start 


5007 






End 


6850 




Name 


OJ990520 01 


.9B12.C50.ol 


.tc 


Method 


TBLASTX: Cress 




otart 


5001 






End 


6127 




C T 


none 






Score 


138 




Exons 


5001. .5243, 


5008. .5238, 


5256 


..5378, 5257. .5319, 5421. .5447, 






5421. .5444, 


5448. .5504, 


5562 


..5711, 5577. .5714, 5718. .5795, 






5719. .5796, 


5903. . 6127, 


5904 


. .6023 






Seq. No. 


11978 






Seq. ID 


OJ990520_01.9B12.C50 




Gene No. 


25361 






Strand 






Start 


5007 






End 


6850 




Name 


OJ990520 01 


.9B12.C50.o2 


.gs 


Method 


GEN SCAN 




Start 


5007 






End 


6391 




GI 


none 






Score 


.43 




Exons 


5007. .5759, 


5945. . 6121, 


6383 


. .6391 






Seq. No. 


11978 






Seq. ID 


OJ990520_01.9B12.C50 



12453 




Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


,C50.o2. 


np 


Method 


AAT/NAP 


Start 


5010 








End 


6850 


GI 


2317905 








Score 


684 


Exons 


5010. .5399, 


5472 


. .5805, 


5898. 


.5977, 6050. .6176, 6704. .6850 


GI Descrip. 


(U89959) bZIP-like protein [Arabidopsis thaliana] 


Seq. No. 


11978 








Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


.C50.ol. 


gp 


Method 


AAT/GAP 


Start 


5089 








End 


5381 


GI 


5803362 








Score 


542 


Exons 


5089. .5381 












GI Descrip. 


2317905 l.Oe 


-25 


(U89959) 


bZIP 


-like protein [Arabidopsis 




thaliana] 












Seq. No. 


11978 








Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


.CSO.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5100 








End 


5502 


GI 


5508980 








Score 


114 


Exons 


5100. .5234, 


5101 


. .5235, 


5262. 


.5357, 5340.. 5501, 5383.. 5502 


GI Descrip. 


2317905 l.Oe 


-24 


(U89959) 


bZIP 


-like protein [Arabidopsis 




thaliana] 












Seq. No. 


11978 








Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


.C50.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5303 








End 


5492 


GI 


none 








Score 


166 


Exons 


5303. .5356, 


5304 


. .5492, 


5304 . 


.5492 




Seq. No. 


11978 








Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


-CSO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5494 








End 


6121 


GI 


none 








Score 


333 


Exons 


5494. .5805, 


5496 


. .5795, 


5498. 


.5797, 5892. .6098, 5897. .6121 


Seq. No. 


11978 








•Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


.C50.O2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5652 








End 


6127 


GI 


none 








Score 


90 


Exons 


5652. .5723, 


5718 


. .5795, 


5719. 


.5796, 5723. .5800, 5906. .6127, 




5910. .6098, 


5953 


. .6123 








Seq. No. 


11978 








Seq. ID 


OJ990520_01.9B12.C50 


Gene No. 


25361 








Strand 




Start 


5007 








End 


6850 


Name 


OJ990520 01. 


9B12 


.C50.o2. 


gp 


Method 


AAT/GAP 



12454 






Start 


5662 


End 


6121 






bl 


5005405 


Score 


654 






Exons 


5662.. 5805, 5898.. 6121 










GI Descrip. 


600855 6.0e-54 (U17887) bZIP protein 


[Arabidopsis thai i ana] 




Seq. No. 


11979 


Seq. ID 


OJ990520_01.9B12 


.C52 




Gene No. 


. 25362 


Strand 


+ 






Start 


1 


End 


1094 






Name 


OJ990520 01.9B12.C52.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1094' 






GI 


A O C ^ 1 O "7 


Score 


245 






Exons 


1. .60, 106. .225, 351. .482, 


621. .746, 


996. .1094 






GI Descrip. 


(AC006068) unknown protein 


[Arabidopsis t ha liana] 






Seq. No. 


11979 


Seq. ID 


OJ990520 01.9B12 


.C52 




Gene No. 


25362 


Strand 


+ 






C 4 1 -w- 4- 

btart 


1 


End 


1094 






Name 


OJ990520_01. 9B12.C52.ol.tm 


Method 


TBLASTX : Maize 






Start 


LZ 


End 


746 






bl 


none 


Score 


226 






Exons 


12. .218, 85. .219, 97. .219, 


618. .746, 


623. .745 




Si 


Seq. No. 


11979 


Seq. ID 


OJ990520_01. 9B12 


.C52 


:J 


Gene No. 


25362 


Strand 


+ 




ill 


Start 


1 


End 


1094 




J i 


Name 


OJ990520_01. 9B12.C52.ol.gs 


Method 


GENS CAN 




; : t 
fcf 


Start 


85 


End 


733 






GI 


none 


Score 


.47 




ssF 
t U 


Exons 


85. .200, 656. .733 








a; 


Seq. No. 


11979 


Seq. ID 


OJ990520_01. 9B12 


.C52 


~L\ 


Gene No. 


25362 


Strand 


+ 




- 


btart 


1 


End 


1094 






Name 


OJ990520_01.9B12.C52.ol.tw 


Method 


TBLASTX: Wheat 




its? 


Start 


COT 

oZ J 


End 


746 




GI 


none 


Score 


173 




: 3! 


Exons 


623. .745, 624. .746 








if? 


Seq. No. 


11980 ' 


Seq. ID 


OJ990520_01. 9B12 


.C5'4 




Gene No. 


25363 


Strand 








Cf iv>4- 

otart 


359 


End 


439 






Name 


OJ990520 01.9B12.C54.ol.gs 


Method 


GENSCAN 






btart 


359 


End 


439 








none 


Score 


.61 






Exons 


359. .439 










Seq. No. 


11981 


Seq. ID 


OJ990520_01. 9B12 


.C56 




Gene No. 


25364 


Strand 


+ 






Start 


1 


End 


378 






Name 


OJ990520 01.9B12.C56.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


378 






GI 


1076660 


Score 


239 






Exons 


1. .378 









GI Descrip. D13F (MYBST1 ) protein - potato gi | 78 6426 I bbs | 159122 (S74753) 

MybSt l=Myb-related transcriptional activator {DNA-binding domain 
repeats) [Solanum tuberosum=potatoes, leaf, Peptide, 342 aa] 
[Solanum tuberosum] 



12455 




Seq. No. 


11981 




Seq. ID 


OJ990520_01. 9B12 


.C56 


Gene No . 






Strand 


+ 




Start 


1 






J / O 




Name 




. gs 


Method 






Start 








o4 y 






none 




Score 


. DO 




Exons 


. . oh y 










oeq. INO . 


11981 




Seq. ID 


OJ990520_01.9B12 


.C56 


Gene No. 


25365 




Strand 






Start 


1 




End 


537 




Naine 


OJ990520 01.9B12.C56.ol 


.gp 


Method 


AAT/GAP 




otart 


1 




End 


537 






4371 1.R1084 




Score 


1070 




Exons 


1. .537 










GI Descrip. 


'2344894 2.0e-17 (AC002388) 


hypothetical protein [Arabidops 




thaliana] 1 










Seq. No. 


11981 




Seq. ID 


OJ990520_01.9B12 


.C56 


Gene No. 


25365 




Strand 






Start 


1 




End 


537 




Name 


OJ990520 01.9B12.C56.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


537 




GI 


none 




Score 


395 




Exons 


1..336, 2. .346, 292. .351, 293. .352, 380. .418, 381. .416, 






415. .537, 427. .525 










Seq. No. 


11981 




Seq. ID 


OJ990520JD1. 9B12 


C56 


Gene No . 


25365 




Strand 






Start 


1 




End 


537 




Name 


OJ990520 01.9B12.C56.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


35 




End 


328 






none 




Score 


239 




Exons 


35. .289, 148. .282, 293. 


.328, 


302. .328 






Seq. No. 


11981 




Seq. ID 


OJ990520_01.9B12 


C56 


Gene No . 


25365 




Strand 






o tar l 


1 




End 


537 




Name 


OJ990520 01.9B12.C56.ol 


tc 


Method 


TBLASTX: Cress 




btart 


44 




End 


328 




r* t 


none 




Score 


72 




Exons 


44/. 115, 146. .295, 146. 


256, 


148. .294, 


268. .294, 290. .328 


Seq. No. 


11982 




Seq. ID 


OJ990520_01.9B12 


C58 


Gene No . 


25366 




Strand 


+ 




Start 


96 




End 


375 




Name 


OJ990520 01.9B12.C58.ol 


gs 


Method 


GENSCAN 




otart 


96 




End 


375 




GI 


none 




Score 


.76 




Exons 


96. .375 










Seq. No. 


11983 




Seq. ID 


OJ990520_01.9B12 


C61 


Gene No. 


25367 




Strand 






Start 


143 




End 


263 




Name 


OJ990520 01.9B12.C61.ol 


gs 


Method 


GENSCAN 




Start 


143 




End 


263 





12456 



GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

143. .263 

11984 
25368 
65 

OJ990520_01 . 9B12 . C62 . ol . gs 
65 

none 
65. .307 

11985 
25369 
216 

OJ990520_01. 9B12 .C63.ol.gs 

216 

none 

216. .378 



Score .72 



Seq. ID OJ990520_01.9B12.C62 

Strand 

End 307 

Method GEN SCAN 

End 307 

Score .65 



Seq. ID OJ990520_01.9B12.C63 

Strand + 

End 378 

Method GEN SCAN 

End 378 

Score .89 



11986 
25370 
664 

OJ990520_01.9B12.C65.ol.np 
664 

.2245102 
664. .809 

(Z97343) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990520_01.9B12.C65 
Strand 

809 

AAT/NAP * 
809 
111 



End 

Method 

End 

Score 



11987 Seq. ■ ID 

25371 Strand 

1 End 

OJ990520_01. 9B12 .C66.ol.np Method 

1 End 

418604 Score 
1. .478 

HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



OJ990520_01.9B12.C66 
+ 

481 

AAT/NAP 
478 
807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 



11987 
25371 
1 

OJ990520_01.9B12.C66.ol.gs 
48 

none 
48. .481 

11988 
25372 

84 . - 

OJ990520_01. 9B12.C68.ol.gs 
84 

none 
84 . .206 

11989 
25373 
93 



Seq. ID OJ990520_01.9B12.C66 

Strand + 

End 481 

Method GENSCAN 

End 481 

Score .73 



Seq. ID OJ990520_01.9B12.C68 
Strand 

End 206 

Method GENSCAN 

End 206 

Score .97 



Seq. ID OJ990520_01.9B12.C69 
Strand + 
End 170 



12457 



Name 

Start 

GI 

Exons 



OJ990520_01. 9B12.C69.ol.gs Method GENSCAN 

93 End 170 

none Score .76 
93. .170 



Seq. No. . 11990 ■ Seq. ID 

Gene No. 25374 Strand 

Start 272 End 

Name OJ990920_06 . 9B02 . C2 . ol . gs Method 

Start 272 End 

GI none Score 

Exons 272.. 401 



OJ990920_06. 9B02 .C2 
+ 

401 

GENSCAN 
401 
. 98 



Seq. No. 11990 , Seq. ID OJ990920JD6 . 9B02 . C2 

Gene No. 25375 Strand + 

Start 6993 End 7795 

Name OJ990920_06 . 9B02 . C2 . ol . np Method AAT/NAP 

Start 6993 End 7795 

GI 6630696 Score 1237 

Exons 6993..7795 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11990 Seq. ID 

25376 Strand 

1088 End 

0 J990 920_0 6 . 9B02 . C2 . o2 . gs Method 

1088 End 

none Score 



OJ99092t)_06.9B02.C2 

5752 
GENSCAN 
5752 
.78 



1088. .1655, 2413. .3023, 3143. .3220, 5197. .5292, 5450. .5579, 
5691. .5752 



Seq. No. 


11990 






Seq. ID 


OJ990920_06.9B02.C2 


Gene No. 


25377 






Strand 




Start 


6887 






End 


7340 


Name 


OJ990920 06 


.9B02 


.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6887 






End 


7284 


GI 


none 






Score 


81 


Exons 


6'887. .7027, 


7062 


..7283, 7088.. 


7261, 7114. .7284 


Seq. No. 


11990 






Seq. ID 


OJ990920_06. 9B02.C2 


Gene No. 


25377 






Strand 




Start 


6887 






End 


7340 


Name 


OJ990920 06 


. 9B02 


.C2.ol. tm 


Method 


TBLASTX: Maize 


Start 


7059 






End 


7340 


GI 


none 






Score 


270 


Exons 


7059. .7340, 


7074 


. .7340 






Seq. No. 


11991 






Seq. ID 


OJ990920_06.9B02.C3 


Gene No. 


25378 






Strand 


+ 


Start 


1 






End 


751 


Name 


OJ990920 06 


. 9B02 


.C3.ol .np 


Method 


AAT/NAP 


Start 


1 






End 


751 


GI 


6630696 






Score 


1169 


Exons 


1. .751 










GI Descrip. 


(AP000969) 


ESTs 


D22114 (C10364) 


, AU076106 (E20423) correspond 



12458 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 11991 

Gene No. . 25378 

Start . 1 

Name OJ990920_06 . 9B02 . C3 . ol . tw 

Start 3 

GI none 
Exons 



Seq. ID OJ990920_06.9B02.C3 

Strand + 

End 751 

Method TBLASTX: Wheat 

End 583 

Score 530 



3. .332, 7. .474, 347. .463, 399. .476, 401. .481, 478. .570, 
478. .579, 479. .580, 491. .583 



Seq. No. 


11991 


Seq. ID 


OJ990920 06.9B02.C3 


Gene No. 


1 C O "J o 

253/b 


Strand 


+ 


Start 


1 


End 


751 


Name 


ojyyuyzu uo.yBuz.co.oi.gs 


Method 


GEN SCAN 


Start 


2. 1 


End 


651 


GI 


none 


Score 


.6 ' 


Exons 


27. .84, 101. .397, 468. .651 






Seq. No. 


11991 


Seq. ID 


OJ990920_06 . 9B02 . C3 


Gene No. 


25378 


Strand 


+ 


Start 


1 


End 


751 


Name 


OJ990920_06 . 9B02 . C3 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


503 


End 


751 


GI 


5509260 


Score 


196 


Exons 


503. .751, 595.. 729 






GI Descrip. 








Seq. No. 


11991 


Seq. ID 


OJ990920_06.9B02.C3 


Gene No. 


25378 


Strand 


+ 


Start 


1 


End 


751 


Name 


OJ990920 06. 9B02 . C3 . ol . tm 


Method 


TBLASTX: Maize 


Start 


509 


End 


751 


GI 


none 


Score 


181 


Exons 


509. .751, 556. .750 






Seq. No. 


11992 


Seq. ID 


OJ990920_06.9B02.C4 . 


Gene No. 


25379 


Strand 


+ 


Start 


1 


End 


181 


Name 


OJ990920 06.9B02.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


181 


GI 


6630696 


Score 


260 


Exons 


1. . 181 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 11992 

Gene No. 25380 

Start 4075 

Name OJ990920_06 . 9B02 . C4 . o2 . gs 

Start 4075 

GI none 
Exons 



Seq. ID OJ990920_06.9B02.C4 

Strand + 

End 13662 

Method GENSCAN 

End 10282 

Score .58 



4075. .4520, 4761. .5125, 5191. .5346, 5443. .6384, 6427. .7089, 
7176. .7312, 7481. .8280, 8479. .9670, 9806. .10282 



12459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11992 
25380 
4075 

OJ990920_06 . 9B02 .C4 . o2 . np 
7490 
5902445 
7490. .9325, 9365. .10612 

(AB030283) GAG-POL precursor [Oryza sativa], 



Seq. ID OJ990920JD6. 9B02.C4 

Strand + 

End 13662 

Method AAT/NAP 

End 10612 

Score 3005 



11992 
25380 
4075 

OJ990920_06. 9B02 .C4 ,o4 .np 

8613 

4680186 



Seq.' ID OJ990920_06. 9B02.C4 



Strand 
End 

Method 

End 

Score 



+ 

13662 
AAT/NAP 
13662 
382 



8613.. 8647, 12060 .. 12091, 12572 12623, 13462.. 13662 
(AF111709) unknown [Oryza sativa subsp. indica] 



11992 
25381 
11258 

OJ990920_06 . 9B02 . C4 . o7 . tw 

320 

none 



Seq. ID OJ990920_06.9B02.C4 
Strand 

End 14606 

Method TBLASTX : Wheat 

End 672 

Score 73 



320. .391, 321. .392, 369. .461, 393. .464, 395. .475, 401. .463, 
464. .541, 465. .554, 466.-534, 467. .538, 568. .'642, 568. .672, 
649. .672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11992 Seq. ID 

25381 Strand 

11258 End 

OJ990920_06.9B02.C4 .06. tw Method 

5808 End 

none Score 

5808. .6206, 5822. .6115 



OJ990920_06.9B02.C4 
14606 

TBLASTX: Wheat 

6206 

249 



OJ990920 06.9B02.C4 



11992 Seq. ID 

25381. Strand 

11258 . End 

OJ990920_06 . 9B02 . C4 . 08 . tw Method 

6789 End 

none Score 

6789. .6971, 6797. .6970, 7008. .7082, 7010. .7105, 7171. .7233, 
7175. .7243 



14606 

TBLASTX: Wheat 

7243 

147 



Seq. No. 11992 

Gene No. 25381 

Start 11258 

Name OJ990920_06 . 9B02 . C4 . ol . tw 

Start 7435 

GI none 

Exons 7435.. 7890, 7436.. 7891 

Seq. No. 11992 

Gene No. 25381 

Start 11258 

Name OJ990920 06 . 9B02 . C4 . o2 . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990920_06.9B02.C4 
14606 

TBLASTX: Wheat 

7891 

556 



OJ990920_06. 9B02.C4 
14606 

TBLASTX : Soybean 



12460 






/ 4 / D 










7 QA Pi 
/ O 4 U 






none 








Score 


119 
1 1Z 




Exons 


/ 4 / D . . / Oyy f 


7 7 n fi 


7 q /i n 

. / O 4 U 










Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






btart 












i a fin £ 
1 4 ou 0 




XT __, _ 

Name 


uj yyuyzu uo . 


youz 


L-4 . Ol . 


tm 


fsj\ f-\ W 

Met noa 


i n ii/ib l a : LYia i z e 




btart 


7 R fi 










7 Q9 1 

/ y z i 






none 








Score 


a m 
H u / 




Exons 


ICCC 7Q01 

/ODD. . / y Z X f 


TCI Q 

/ ox y 


7 ft ^ 1 


7 fi97 
/ OZ / . 


7Q90 






Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






Start 


1 1Z Do 










i /i fin £ 
1 4 ou 0 




Name 


uj yyuyzu uo . 


ynuz 


HA r\ "3 
^✓4 . Oj . 


LIU 


lYieT- noa 


TT3T Zi CTY • M=a i r7 c* 

1 Olirio 1 A . ixia i z e 




otart 


/ y / o 








EjUU 


O JDZ 






none 








Score 


^91 
JZ 1 




Exons 


7 Q7 fi 


q n c; o 

o UD j 


Q ^ ^ 1 
i O J J 1 










Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






C4- -i v4- 

b tart 


1 1 OCQ 

11Z Do 








CjIIu 


1 A£.C\& 
14 0 U 0 




Name 


uj yyuyzu uo . 


y t>uz 


C4 . oz . 


tw 


Method 


i r>ii/\b i a . wneat 




Start 


oUU D 










o 4 jU 




GI 


none 








Score 


/i fin 
4 bU 




Exons 


oUU b . .o4^o, 


o n n q 

buuy 


Q 9 fi fi 

. o Z b b , 


oUj j . 


. o 4 jU 






Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






Start 


1 1 OCQ 

1 1Z Do 








£jna 


1 4 ou b 




Name 


uuyyuyzu ub . 


ybuz 


p 1 /i ^ i 

U4 . Ol . 


t s 


Method 


i Dii/\b i a : boyoean 




Start 


o U o 4 










o 4 o D 






none 








Score 


jUj 




Exons 


o U o 4 . . 0 4 0 D , 


q n q ^ 
o u o 0 


P. 9 /l A 
. O Z 4 4 










Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






otal L 


1 1 oco 

1J.Z JO 








ji^na 


1 4 0 U 0 




Name 


ujyyuyzu uo. 


cmn 9 
ytsuz 


L,4 . OD . 


tw 


Method 


i oiiH.b ia . wneau 




btart 


Q c.7 fi 
o D / 0 










Q QQ "5 






none 








Score 


9 n r 
z u o 




Exons 


oD/O. . ooUU/ 


o oz y 


. o o UZ / 


qqi n 
o o 1U . 


. o y o j 






Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


.C4 


Gene No. 


25381 








Strand 






bt art 


1 1 OCQ 

JO 








Cjna. 


1 4 OU O 




Name 


Pi TQQH QOn H fi 

ujyyuyzu uo. 


ynuz 


H A r\ Q 

L-4 . oy . 


tw 


mq t noa 


1 1DL1H.0 i a . wneat 




bt art 


o y o,/ 








tjna 


y>34 O 




Lil 


none 








Score 


one 
Z U D 




Exons 


o y o / . . y o 4 o , 


y u l y 


qi fi9 
. y i oz 










Seq. No. 


11992 








Seq. ID 


OJ990920_06.9B02 


C4 


Gene No. 


25381 








Strand 






Start 


11258 








End 


14606 




Name 


OJ990920 06. 


9B02 


C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9485 








End 


9790 





12461 



GI 


none 




Score 


*5 *5 "3 

333 




Exons 


94 bo . . 9 / yo, 


A C A A A ~7 O A 

9502 . . 978 9 








Seq. No. 


11992 




Seq. ID 


OJ990920_06. 9B02 


.C4 


Gene No. 


25381 




Strand 






Start 


11258 




End 


14 606 




Name 


OJ990y20 06. 


9B02 . C4 . o3 . tw 


Method 


mT">T 7\ nfnv - t.t'l. j_ 

TBLASTX : Wheat 




Start 


n A O ET 

9485 




End 


no /to 

98 68 




GI 


none 




Score 


357 




Exons 


ft /I O r a o /~ o 

9485 . . 98 68 , 


AVIA*^ A A / 7 

94 93 . . 9867 








Seq. No. 


i *i a a o 

11992 




Seq. ID 


/~\ ~T A A A A O A A/" A T1 A A 

OJy90920 06.9B02 


. C4 


Gene No. 


25381 




Strand 






Start 


11258 




End 


14606 




Name 


OJ99U920 06. 


A T1 A A /"t A — A i 

9B02 . C4 . o4 . tw 


Method 


TBLASTX : Wheat 




Start 


9992 




End 


i a a a o 
10603 




GI 


none 




Score 


256 




Exons 


n noo i a o a a 

9992 . . 10390, 


1 A A A 1 A A A C 

10006 . . 10095, 


10141. .10241 


3, 10283 . . 10447 , 






1 A / "7 A T A £ A O 

104 /2 . . 10 603 










Seq. No. 


11992 




Seq. ID 


OJ990920_06.9B02 


C A 


Gene No. 


25381 




Strand 






Start 


11258 




End 


14606 




Name 


OJ990920 06. 


9B02.C4 .o3.gs 


Method 


GEN SCAN 




Start 


11258 




End 


14606 




GI 


none 




Score 


..8 




Exons 


11258. . 11745, 11856. .12001, 


12142. .12517, 13546. .13601, 





14479. . 14606 



Seq. No. 11992 
Gene No. 25381 
Start 11258 

Name OJ990920_06 . 9B02 . C4 . o3 . np 

Start 12141 
GI 6721561 
Exons 12141. . 12517 

GI Descrip. (AP001073) EST 

predicted gene 

gi| 6815086|dbj 

corresponds to 

protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920__06.9B02.C4 

14606 
AAT/NAP 
12517 
408 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il {AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 11992 Seq. ID OJ990920_06 . 9B02 . C4 

Gene No. 25381 Strand 

Start 11258 End 14606 

Name OJ990920_06 . 9B02 . C4 . ol . gp Method AAT/GAP 

Start 13214 End 13595 

GI uC-osflcyp033a04bl Score 651 

Exons 13214.. 13595 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 11993 Seq. ID 

Gene No. 25382 Strand 

Start 1 End 

Name OJ990920___06 . 9B02 . C5 . ol . np Method 

Start 1 End 



OJ990920_06. 9B02.C5 
+ 

6006 

AAT/NAP 

1898 



12462 





GI 


4 680179 


Score 


2311 




Exons 


1 . .55, 204 . . 1898 








GI Descrip. 


(AFlll/(jy) polyprotem LOryza 


sativa subsp. indica] 




Seq. No. 


11993 


Seq. ID 


OJ990920_06.9B02.C5 




Gene No. 


25382 


Strand 


+ 




Start 


1 


End 


6006 




Name 


y-\ Tf_f_nr_ori n _r c. o n o c _t _. 

ujyyuy_u uo.ynU-_.LD.oi.gs 


Method 


GEN SCAN 




Start 


213 


End 


6006 " 




GI 


none 


Score 


.66 




Exons 


213. .1410, 1450. .1898, 2641.. 


2880, 4009. .4104, 5200.. 6006 




Seq. No. 


11993 


Seq. ID 


OJ990920_06.9B02.C5 




Gene No . 


25382 


Strand 


+ 




Start 


1 


End 


6006 




Name 


OJ990920 06.9B02.C5.o2.gp 


Method 


AAT/GAP 




Start 


3936 


End 


4317 




GI 


uC-osflcyp033a04bl 


Score 


647 




Exons 


3936. .4317 








GI Descrip. 


f 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


11993 


Seq. ID 


OJ990920_06.9B02.C5 


3.* 


Gene No. 


25383 


Strand 


+ 


:i 


Start 


6420 


End 


8986 


n 


Name 


OJ990920 06.9B02.C5.o2.np 


Method 


AAT/NAP 




Start 


6255 


End 


8901 




GI 


4680179 


Score 


2556 




Exons 


6255.-7342, 7376. .8901 






Li 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


11993 


Seq. ID 


OJ990920_06. 9B02.C5 


tv 


Gene No. 


25383 


Strand 


+ 




Start 


6420 


End 


8986 


"i 
=.» 


Name 


OJ990920 06. 9B02 . C5 . o2 . gs 


Method 


GENSCAN 


-J 


Start 


6420 


End 


8986 


J: 




none 


Score 


.57 


_l 


Exons 


6420. .6619, 6743. .7168, 7184. 


.7382, 7388..7457, 76*44. .8986 




Seq. No. 


11993 


Seq. ID 


OJ990920_06.9B02.C5 




Gene No . 


25384 


Strand 


+ 




Start 


9042 


End 


9189 




Name 


OJ990920 06. 9B02 . C5 . o3 . gp 


Method 


AAT/GAP 




o t art 


9042 


End 


9189 




GI 


uC-osflcyp033a04bl 


Score 


269 




Exons 


9042. .9189 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 






oeq . wo . 


11993 


Seq. ID 


OJ990920_06.9B02.C5 




Gene No. 


25385 


Strand 






Start 


8975 


End 


9189 




Name 


OJ990920 06. 9B02 . C5 . o3 . tw 


Method 


TBLASTX : Wheat 




Start 


191 


End 


8875 




GI 


none 


Score 


507 




Exons 


191. .223, 8474. .8875, 8476. .8 


B74, 8477 


. .8875 



12463 





Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 




Gene No. 


25385 




Strand 








otdlt 


ft Q7 R 
o y / 0 






Q "1 ft Q 
y x 0 " 






Name 


ujyyuyzu u o . youz . ld . . 


tw 


ixie t noa 


1 D.u-tt.0 ia . wneat 






otart 






Lna 


PP7 

00/ 








none 




Score 


DO 0 






Exons 


ftft7 4A7 ftft£ 
jjI . .00// < . . OOD 












Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 




Gene No. 


25385 




Strand 








otan 


0 y / 3 




cina 


Q1 ft Q 
y xo y 






Name 


ujyyuy^u uo . ytsuz . to . ox . 


tc 


riet noa 


1 r3±j/io ia . tress 






o tar t 


o y 4 






QI 1 

y 1 1 








none 




Score 


y u 






Exons 


RCM 7£7 7£ft Q1 1 77f 
. . /Off /DO. . jll, / / L 


i qi n 
t . • y iu 










Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 




Gene No. 


25385 




Strand 








otari. 


/ O 




DilU 


Q1 ft Q 

y x 0 y 






Name 


UUyyUyZU U D . yt5UZ . L/O . O^ . 


4- 0 

t S 


TUT /"-J 


TRT Z1QTY • CAuKoan 

1 oj-ir^o 1 a . ooyxjean 






Of 2 V--I- 


£7 R 




CjOU 


y 0 3 






C T 


none 




Score 


^ y 0 






Exons 


(Ttc; qoc con Q^/l 












Seq. No- 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 


ilri 


Gene No. 


, 25385 




Strand 








btart 


by / o 




bna 


y ioy 






Name 


ujyyuyzu ud . ytsu^ .to . oj . 


4- «i 

tm 


Method 


1 r>j_iAo 1 a : Mai 2 e 






C 4- -i -w~ 4- 

btart 






Cjna 


1 not; 




! . i 




none 




Score 








Exons 


7*5/1 1 091 7 "5 R 1fi9c; 
/ Oft . . lU^l, / JJ. . lU^J 










m 


Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 


is 


Gene No. 


25385 




Strand 








ot art 


8975 




t»na 


Q1 ft Q 

y 1 0 y 




M- 


Name 


OJ990920 06.9B02.C5.ol. 


tw 


Method 


1 dLiAo 1 a . wneat 




o t art 


894 




ona 


1 con 
X U 






C T 


none 




Score 


D / / 




^ J 

r "{ 




894. .1520, 957. .1235, 1081.. 




1 CI Q 

* . x d 1 y 




.: a , 


Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 




Gene No. 


25385 




Strand 








Q+- a -r+- 
o Lait 


8975 




End 


9189 






Name 


OJ990920 06. 9B02.C5.ol. 


tm 


Method 


TBLASTX: Maize 






o t art 


1074 




End 


1673 






PT 
ol 


none 




Score 


224 






IT 1 V S\ Y~\ <T* 


1074. .1235, 1082. .1228, 


1233 


. .1673, 1235. .1657 






Seq. No. 


11993 




.Seq. ID 


OJ990920_06.9B02 


.C5 




Gene No. 


25385 




Strand 








Start 


8975 




End 


9189 






Name 


OJ990920 06.9B02.C5.o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


1520 




End 


1853 






GI 


none 




Score 


307 






Exons 


1520. .1789, 1521. .1853 












Seq. No. 


11993 




Seq. ID 


OJ990920_06.9B02 


.C5 



12464 



II 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j"j Seq. No. 

Gene No. 

Start 
~\ Name 
J Start 
i\ GI 
3 | Exons 

3? 

j| Seq. No. 
l\ Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



25385 
8975 

OJ990920_06. 

6438 

none 

6438. .6485, 

11993 
25385 
8975 

OJ990920_06. 

6731 

none 

6731. .6925, 

11993 
25385 
8975 

OJ990920_06. 

6732 

none 

. 6732. .7037, 

11993 
25385 
8975 

OJ990920_06. 

7405 

none 

7405. .7614, 

11993 
25385 
8975 

OJ990920_06. 

7939 

none 

7939. .8382, 

11993 
25385 
8975 

OJ990920_06. 

7960 

none 

7960. .8244, 

11993 
25385 
8975 

OJ990920_06. 

8312 

none 

8312. .8491, 

11993 
25385 



9B02.C5.o8.tw 
6498. .6695, 6500', 

9B02.C5.o6.tw 
6732. .7082 

9B02.C5.o5. tm 
6746. .6838 

9B02.C5.o7.tw 



Strand 
End 

Method 
End 
Score 
. 6697 



9189 

TBLASTX: Wheat 

6697 

196 



Seq. ID OJ990920_06. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Wheat 

End 7082 

Score 289 



Seq. ID OJ990920_06. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Mai ze 

End 7037 

Score 216 



Seq. ID OJ990920_06. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Wheat 

End 7774 

Score 150 



7406. .7615, 7660. .7773, 7661. .7774 



9B02.C5.o4.tw 



8048. .8425 



9B02.C5.o4.tm 



7961. .8242 



Seq. ID OJ990920_06. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Wheat 

End 8425 

Score 4 63 



Seq. ID OJ990920JD6. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Mai ze 

End 8244 

Score 271 



9B02.C5.o2.tm 



Seq. ID OJ990920JD6. 9B02.C5 
Strand 

End 9189 

Method TBLASTX : Mai ze 

End 8812 

Score 163 
8320.. 8439, 8498.. 8812, 8638.. 8691, 8719.. 8769 

Seq. ID OJ990920_06. 9B02.C5 
Strand 



12465 



Start 
Name 
Start 
GI 

Exons 



8975 

OJ990920_06.9B02.C5.ol.ts 

8366 

none 

8366.. 8398, 8368.. 8397, 8402. 
8470. .8760, 8489. .8761 



End 9189 

Method TBLASTX : Soybean 

End 8761 

Score 57 

.8761, 8403. .8435, 8404. .8439,. 



Seq. No". 11993 ,-, r: . Seq. ID 

Gene No. 25385 Strand 

Start 8975 End 

Name OJ990920_06 . 9B02 . C5 . o3 . np Method 

Start 8975 End 

GI 4680186 Score 

Exons 8975.. 9189 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990920_06. 9B02.C5 

9189 
AAT/NAP 
9189 
341 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11994 Seq. ID 

25386 Strand 

582 End 

OJ990920_06 . 9B02 . C6 . o7 . np Method 

582 End 

5091513 Score 



OJ990920_06.9B02.C6 
+ 

20567 
AAT/NAP 
20567 
124 



582. .755, 3236. .3669, 19589 .. 19815 , 20508. .20567 
(AB023482) Hypothetical protein [Oryza sativa] 



11994 
25386 
582 

OJ990920_06 . 9B02 . C6 . o3 . np 
4020 
6900306 
4020. .4158, 5282. .5673 

(AJ250282) putative acid phosphatase [Hordeum vulgare] 



Seq. ID OJ990920_06.9B02.C6 

Strand + 

End 20567 

Method AAT/NAP 

End 5673 

Score 438 



Seq. No. 11994 Seq. ID 

Gene No. 25386 Strand 

Start 582 End 

Name OJ990920_06 . 9B02 . C6 . o4 . np Method 

Start 4599 End 

GI 5295971 Score 

Exons 4599.. 4660, 8044.. 9049, 12052.. 12123 
GI Descrip. 



OJ990920_06. 9B02.C6 
+ 

20567 
AAT/NAP 
12123 
506 



(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 11994 Seq. ID 

Gene No. 25386 Strand 

Start 582 End 

Name OJ990920_06 . 9B02 . C6 . ol . gp Method 

Start 18105 End 

GI 72524JL.R1084 Score 

Exons 18105. .18413 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ990920JD6. 9B02.C6 
+ 

20567 
AAT/GAP 
18413 
441 



Seq. No. 
Gene No. 



11994 
25387 



Seq. ID 
Strand 



OJ990920 06.9B02.C6 



12466 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3628 
AAT/NAP 
2289 
704 



OJ990920_06. 9B02 . C6 . ol . np 
1 

6721561 

1..21, 776. .1231, 1315. .1373, 1443. .1636, 2221. .2289 
(AP001073.) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (012976 ) _ ' 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


11994 








Seq. ID 


OJ990920_06.9B02, 


.06 


Gene No. 


O C O O 1 

2538 7 








Strand 






Start 


1 








End 


3628 




Name 


OJ990920 06 


.9B02. 


C6.o2. 


np 


Method 


AAT/NAP 




Start 


1 








End 


3496 




GI 


6907089 








Score 


222 




Exons 


l . .38, 1918 


..2481, 3331 


. .3496 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


H994 








Seq. ID 


OJ990920_06.9B02, 


.06 


Gene No. 


O C O O "J 

25387 








Strand 






Start 


1 








End 


3628 




'Name.. 


A TA AA AAA f\ f 

OJ990920_06 


.9B02. 


06. ol. 


gs 


Method 


GENSCAN 




Start 


.871 








End 


3628 




GI 


none 








Score 


.63 




Exons 


ATI -1 O -~> 1 

871 . .1231, 


1443. . 


1636, 


1703. . 


1827, .1992.. 2064, 2161.. 2330, 




2506. .2595, 


3250 . 


. 3628 










Seq. No. 


11994 








Seq. ID 


OJ990920_06. 9B02, 


.06 


Gene No. 


i c: o o o 

25388 








Strand 






Start 


T A A O 

14433 








End 


20390 




Name 


OJ9909zU Oo 


.9B02. 


06. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


coon 
5280 








End 


5630 




GI 


none 








Score 


250 




Exons 


5280. .5489, 


5287. 


.5490, 


5405. 


.5515, 5509.. 5628, 5523.. 5630 




5532. .5630 














Seq. No. 


ny y4 








Seq. ID 


OJ990920_06. 9B02. 


.06 


Gene No. 


O C *3 o o 

25388 








Strand 






Start 


14433 








End 


20390 




Name 


OJ990920 06 


.9B02. 


06. ol. 


tc 


Method 


TBLASTX: Cress 




'Start 


5283 








End 


5670 




GI 


none 








Score 


152 




Exons 


5283. .5471, 


5284. 


.5487, 


5520. 


.5669, 5521.. 5670 




Seq. No. 


11994 








Seq. ID 


OJ990920_06. 9B02. 


.06 


Gene No. 


25388 








Strand 






Start 


14433 








End 


20390 




Name 


OJ990920 06 


.9B02. 


06. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


■5286 








End 


5670 




GI 


none 








Score 


133 




Exons 


5286. .5444, 


5287. 


.5451, 


5521. 


.5670, 5523.. 5669 




Seq. No. 


11994 








Seq. ID 


OJ990920_06.9B02. 


,06 


Gene No. 


25388 








Strand 






Start 


14433 








End 


20390 





12467 



Name 


OJ990920_06 . 9B02 . C6 . o2 . tw 


Method 


TBLASTX : 


Wheat 


Start 


5562 


End 


5704 




GI 


none 


Score 


178 




Exons 


5562.. 5669, 5563.. 5670, 5585 


. . 5704 






Seq. No. 


11994 


Seq. ID 


OJ990920 


_06.9B02 


Gene No. 


25388 


Strand 






Start 


14 4 33 


T-l _ -J 

End 


20390 




Name 


OJ990920_06 . 9B02 . C6 . ol . tw 


Method 


TBLASTX : 


Wheat 


Start 


804 6 


End 


8339 




GI 


none 


Score 


188 




Exons 


8046. . o 3 3 y , 82 2 8. .8335 








Seq. No. 


11994 


Seq. ID 


OJ990920 


_06 . 9B02 


Gene No. 


25388 


Strand 






Start 


14433 


End 


20390 




Name 


/-s t a a a a a a a /r a o a a «*3 j-™ 

oj y9U92U_uo . 9B02.Co.o3. tm 


Method 


TBLASTX: 


Maize 


Start 


OAT"; 

8217 


End 


8658 




GI 


none 


Score 


134 




Exons 


821 /. .8336, 8228. .8335, 8337 


..8423, 8348. .8443, 


O A A a o 

8 400. .8 




O /I T A O C *3 C OCOiC OCT/1 OCOT 

8419. .8530, oo3b..85/4, 858/ 


. .8658 






Seq. No. 


11994 


Seq. ID 


OJ990920 


_06. 9B02 


Gene No. . 


25388 


Strand 






Start 


14 433 


End 


20390 




Name 


OJ990920 06 . 9B02 . C6 . o2 . ts 


Method 


TBLASTX: 


Soybean 


Start 


8244 


End 


8736 




GI 


none 


Score 


103 




Exons 


n o yi yi a a o a a a c a a a o c n i ^ n 

8244. .8339, 8252. .8335, 8348 


..8443, 8425. .8535, 


8539 . .8 


Seq. No. 


11994 


Seq. ID 


OJ990920 


06 . 9B02 


Gene No. 


25388 


Strand 






Start 


14433 


End 


20390 




Name 


OJ990920_06. 9B02.C6.o4 .tm 


Method 


TBLASTX: 


Maize 


Start 


13830 


End 


14313 




GI 


none 


Score 


55 




Exons 


13830 .. 13916, 13830 .. 1394 6, 


13886. .14017, 13905 


. . 14018 , 




13937 .. 14218 , 13969 .. 14 019, 


14015. .14203, 14023 


. .14 205, 




14206 .. 14313 , 14206. .14307 








Seq. No. 


11994 


Seq. ID 


OJ990920 


06 . 9B02 


Gene No. 


25388 


Strand 






Start 


14433 


End 


20390 




Name 


OJ990920 06. 9B02 . C6 . o5 . np 


Method 


AAT/NAP 




Start 


14433 


End 


15738 




GI 


6815099 


Score 


89 




Exons 


14433. .14585, 15200. .15251, 


15709. .15738 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11994 


Seq. ID 


OJ990920 


06 . 9B02 


t^ene cmo . 


25388 


Strand 






Start 


14433 


End 


20390 




Name 


OJ990920 06. 9B02 . C6 . 06 . np 


Method 


AAT/NAP 




Start 


14737 


End 


20390 




GI 


6705984 


Score 


386 




Exons 


14737. .15123, 20343.. 20390 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 





12468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11994 
25388 
14433 

OJ990920JD6 . 9B02 . C6 . o2 . tm 

14761 

none 



Seq. ID OJ990920_06.9B02.C6 
Strand 

End 20390 

Method TBLASTX : Mai ze 

End 15006 • 

Score 152 



14761. .14805, 14808. .15005, 14812 .. 15006 



11995 
25389 
662 

OJ990 920 JD 6 . 9B02 . C7 . ol . gs 

662 

none 

662. .783 



Seq. ID OJ990920_06.9B02.C7 

Strand + 

End 783 

Method GENSCAN 

End 783 

Score .83 



Seq. No. 11996 
Gene No. 25390 
Start 1 

Name OJ990920_06 . 9B02 . C10 . ol . np 

Start 1 
GI 6630696 
Exons 1.-165 

GI Descrip. (AP00.0969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene;; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990920_06.9B02.C10 
Strand 

End 165 

Method AAT/NAP 

End 165 

Score 236 



Seq. No. 


11997 






Seq. ID 


OJ990920_06. 


Gene No. 


25391 






Strand 


+ 


Start 


1 






End 


158 


Name 


OJ990920 06.9B02.C11 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


158 


GI 


4680179 






Score 


208 


Exons 


1. .158 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


11997 






Seq. ID 


OJ990920_06. 


Gene No. 


25392 ■ 






Strand 




Start 


512 






End 


560 


Name 


OJ990920 06.9B02.C11 


.ol 


.gs 


Method 


GENSCAN 


Start 


512 




End 


560 


GI 


none 






Score 


.55 


Exons 


512. .560 










Seq. No. 


11998 






Seq. ID 


OJ990920_06. 


Gene No. 


25393 






Strand 


+ 


Start 


680 






End 


874 


Name 


OJ990920 06.9B02.C12 


ol 


.gs 


...Method 


GENSCAN 


Start 


680 






'End 


874 


GI 


none 






Score 


.42 


Exons 


680. .874 










Seq. No. 


11999 






Seq. ID 


OJ990920_06. 


Gene No. 


25394 






Strand 




Start 


143 






End 


188 


Name 


OJ990920 06.9B02.C14. 


ol 


.gs 


Method 


GENSCAN 



12469 




C -1- -j Y-+- 


i d *3 

X ft o 










PnH 

Hii 1U. 


1 ftft 

lOO 




(IT 


n on o 
















Hi AvJ i 1 CD 


X *i ^ . • X O O 
















Seq. No. 


12000 










Seq. ID 


OJ990920 


_06.9B02.C15 


Gene No. 


25395 










Strand 






O LCt i. L. 


126 










End 


261 




Name 


O.TQQ099D 








o 1 n q 
uj. ■ yo 


M^t* hnH 

11" L. 1 Iv^kX 


nFM^PAM 

OCilNO V^-rtlN 




Otdl L 


1 ?'6 
X ^. u 










EjI 1LJ. 


2 61 

C. \J X 




r-T 


none 










Score 


. 81 




von q 


1 ?6 ?61 




























c Pn TD 

JC^> X 1_/ 


\JKJ Zf ZJ \J Zt £*\J 


06 CM 


VJJG 1 1C IN w . 


25396 










Strand 


+ 




Start 


1 










End 


504 




Name 


OJ990920 


_06. 


9B02. 


C17. 


ol.np 


Method 


AAT/NAP 




O Lai L 


1 










End 


504 




(IT 
\J X 


3024871 










Score 


152 






1..240, 


477. 


.504 














HYPOTHETICAL 


77.3 


KD 


PROTEIN 


SLL0005 gi 11001579 


1 dbi 1 BAA1020 6 






ABCl-like [ Synechocystis sp.] 






Seq. No. 












Seq. ID 


O.TQQ0Q9D 
\JO y z? u z?z u 


_06.9B02.C17 


Gene No. 


9 R 1 Q6 










Strand 


+ 




C -f- 4- 


1 
X 










End 






Name 


n tq Qn Q9 n 


_06. 


9B02. 


C17. 


ol . gs 


Method 






O CclxL 












End 


fi U .7 




PT 


none 










Score 


.48 






72. .183, 


339 


. .409 












Seq. No. 


12001 










Seq. ID 


OJ990920 


_06.9B02.C17 


Gene No. 


25396 










Strand 


+ 




O Lai i_ 


1 










End 


504 




INdlllC? 


OJ990920 


_06. 


9B02. 


C17. 


ol. tc 


Method 


TBLASTX: 


x c o o 


OLal L. 


72 










End 


239 




VJ J. 


none 










Score 


191 






72. .239, 


89. 


.202 












Seq. No. 


12001 










Seq. ID 


OJ990920 


_06.9B02.C17 


Gene No. 


25396 










Strand 


+ 






1 










End 


504 




Name 


OJ990920 


_06. 


9B02. 


C17. 


ol. ts 


Method 


TBLASTX: 


^o\;hps n 




75 










End 


239 






none 










Score 


264 




JjAUHO 


75. .239, 


80. 


.226, 


87. 


.233 






- 


Cpn Mo 

OCL| . Vi{J . 


12002 










Seq. ID 


OJ990920 


06 QRD? PI ft 


Gene No. 


25397 










Strand 


+ 




Start 


1 










End 


2556 




Name 


OJ990920 


_06. 


9B02. 


Cx8. 


ol . np 


Method 


AAT/NAP 




Start 


1 










End 


2556 




GI 


3024871 










Score 


200 




Exons 


1. .199,. - 


445 . 


.796, 


238 


6. .2556 








GI Descrip. 


HYPOTHETICAL 


77.3 


KD 


PROTEIN 


SLL0005 gi| 1001579 


Idbj IBAA10206 



(D64000) ABCl-like [Synechocystis sp.] 



Seq. No. 12002 Seq. ID OJ990920_06.9B02.C18 



12470 




Gene No. 


25397 






Strand 


+ 




C" 4- -i v 4- 

otart 


± 






bna 


Z D D D 




Name 


ujyyuyzu uo. 


yoUZ .Lib . Ol 


. gs 


Method. 


kjhjINoL/M.!N 




Start 


/ O 








±Z D4 






none 






Score 


Q 7 




Exons 


/ O . . zzz , *±oo 


7 A G. 1 fi Q / 


, . X Z Of± 








Seq. No. 


12002 






Seq. ID 


OJ990920_06. 9B02, 


.C18 


Gene No. 


25398 






Strand 






otart 


9 9 £ "5 
ZZ Do 








Zo4 Z 




Name 


ujyyuyzu ud. 


ytiuz .Lio . ox . 


4- m 

. tm 


Method 


i dLiAo i a : Ma i z e 




btart 


4 / O 








7 Q T 

/ol 






none 






Score 


9 £/l 
Z D4 




Exons 


/ 70 ICQ /IQ 
^1 / O. t / J"; f* 0 


9 7 7^ zlQc; 










Seq. No. 


12002 






Seq. ID 


OJ990920_06. 9B02, 


.C18 


Gene No. 


25398 






Strand 






ot art 


2263 






Hinci 


Z O ft z 




Name 


OJ990920 06. 


9B02.C18.ol, 


, t s 


Method 


1 d1j/\o 1 a . ooyuean 




otart 


541 






i^na 


/ 0 y 






none 






Score 


0 1 z 




Exons 


541. .747, 542. .748, 542, 


7 4 fl 


c c c 7 c o 
ODD . . / jo 


C C (~ ICQ 

, DO D . . / d y 




Seq. No. 


12002 






Seq. ID- 


OJ990920_06.9B02, 


.C18 


Gene No. 


25398 






Strand 






Start 


9 9 £ "5 
ZZ Do 






T-> „ _J 

hna 


9 q /i 9 
Zo4 Z 




Name 


OJ990920 06. 


9B02.C18.o2, 


,gs 


Metnoa 


GENSCAN 




Start 


2263 






hna 


9 "3 yi 9 
Zo4Z 




GI 


none 






Score 


A 

. 4 




Exons 


2263. .2342 












Seq. No. 


12002 






Seq. ID 


OJ990920_06. 9B02, 


.C18 


Gene No. 


25399 






Strand 






btart 


2259 






End 


2458 




Name 


OJ990920 06. 


9B02.C18.o2. 


4- m 

. tm 


Method 


TBLASTX: Maize 




b tart 


2259 






End 


2458 




T 


none 






Score 


39 




Exons 


2259.-. 2288, 


2263. .2304, 


9 9 7 0 
Z Z / U . 


.2458, 2287. .2457 




Seq. No. 


12003 






Seq. ID 


OJ990920_06.9B02, 


.C19 


Gene No. 


25400 






Strand 






otart 


1389 






End 


1730 




Name 


OJ990920 06. 


9B02.C19.ol. 


■ gs 


Method 


GENS CAN 




otart 


1389 






End 


1730 






none 






Score 


.81 




Exons 


1389. .1730 












Seq. No. 


12003 






Seq. ID 


OJ990920_06.9B02. 


.C19 


Gene No. 


25401 .. 






Strand 






Of 3 yf 

otart 


1703 






End 


1970 




Name 


OJ990920 06. 


9B02.C19.ol. 


,gp 


Method 


AAT/GAP 




Start 


1703 






End 


1970 




GI 


2312335 






Score 


455 




Exons 


1703. .1970 












Seq. No. 


12004 






Seq. ID 


OJ990920_06.9B02. 


,C20 


Gene No. 


25402 






Strand 


+ 





12471 




Start 


yy 


End 


"D O 1 A 






Name 


ojyyuyzu uo.yBUz.czu.oi.gs 


Method 


GENSCAN 






Start 


yb 


End 


O 1 A 

jj 1U 






GI 


none 


Score 


c 0 
. DO 






Exons 


yo. .iUo, y/o..iu4y, zooi.. 


z4 4 1 , z / o y . . 


. OO 1U 






Seq. No;' 


12004 


Seq. ID 


OJ990920_06. 


9B02 


.C20 


Gene No. 


25403 


Strand 








btart 


oz y i 


U 1 1-» /-J 


do y 0 






Name 


ojyyuyzu ut>. ybuz .ozu.oz.gs 


Method 


GENSCAN 






Start 


ozy i 


End 


bo y D 






GI 


none 


Score 


. 98 






Exons 


£OG1 CT^O CCQC (TQQC 










Seq. No. 


12004 


Seq. ID 


OJ990920_06. 


9B02 


.C20 


Gene No. 


25404 


Strand 








btart 


OZZ / 




8389 






Name 


ujyyuyzu ud . ybuz .czu . oi . tm 


Method 


TBLASTX: Maize 




Start 


OZZ / 


End 


0 0 0 y 






GI 


none 


Score 


z 4 0 






Exons 


Q O 0 *7 QOQQ QTOQ QOQQ 

ozz / . .oooo/ ozzo . . ooo y 










Seq. No. 


12005 


Seq. ID 


uj y yuyzu ud . 


AO A A 


.C22 


Gene No. 


25405 


Strand 


+ 






Start 


1 4 O 


End 


OZ D 






Name 


ojyyuyzu uo.yBUz.czz.oi.gs 


Method 


GhNoCAN 






Start 


14 6 


End 


c; 0 c 
0 z 0 






GI 


none 


Score 


. /b 






Exons 


1 A C 1 AA O £ O CO/C 
14b. .iyy, OOO..OZO 










Seq. No. 


12006 


Seq. ID 


uj y y u yz u ud. 


ytJUz , 


.C23 


Gene No. 


25406 


Strand 


+ 






otart 


Q "3 
O O 


End 


1 T AO 

1 /Uo 






Name 


AiTAAAAAA A C AT3AA O A O _ ~\ _ 

ojyyuy^u__UD . yBUz .c20.oi.gs 


Method 


GENSCAN 






Start 


o 5 


End 


1708 






r~< -r 

GI 


none 


Score 


.47 






Exons 


o J . . y / , lo4U..±/Uo 










Seq. No. 


12006 


Seq. ID 


OJ990920JD6. 


9B02, 


.C23 


Gene No. 


25407 


Strand 








C +- v- 4- 

otart 


O c: ji 1 
z 34 1 


hna 


3071 






Name 


ujyyuyzu ud . ybuz .czo . oz .gs 


Method 


GENSCAN 






btart 


z D4 1 


hna 


3071 






GI 


none 


Score 


.54 






Exons 


ac/it -ami 
z34 1 . . oU / 1 










Seq. No. 


12007 


Seq. ID 


OJ990920_06. 


9B02. 


.C27 


Gene No. 


25408 


Strand 


+ 






btart 


zUo 


End 


1238 






Name 


f\ T A A A A O A A£ AdAO pOl _ 1 _ 

ojyyuyzu uo.yBUz.cz/.oi.gs 


Method 


GENSCAN 






Start 


A A O 

zUo 


End 


1238 






GI 


none 


Score 


.47 






Exons 


208. .357, 561. .652, 1234. .: 


L238 








Seq. No. 


12007 


Seq. ID 


OJ990920_06. 


9B02. 


,C27 


Gene No. 


25409 


Strand 








Start 


3728 


End 


4195 







12472 



Name OJ990920_06 . 9B02 . C27 . ol . gp Method AAT / GAP 

Start 3728 End 4195 ■ 

GI 4861_1.R1084 Score 901 

Exons 3728.. 4195 

GI Descrip. f 4 557026/ref | NP_003913 . 1 | pHERCl | 2.0e-14 guanine nucleotide 

exchange factor p532 >gi_1477565 (U50078) p532 [Homo sapiens] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12007 Seq. ID OJ990920_06.9B02.C27 

25410 Strand 

1 End 300 

OJ990920_06.9B02.C27.ol.np Method AAT /NAP 

1 End 300' 

3249083 Score 64 

1..31, 124. .300 

(AC004473) Contains similarity to heat shock transcription 
factor homolog gb 1224 4754 from A. thaliana chromosome 4 contig 
gb|Z97335. [Arabidopsis thaliana] 



Seq. No. 


12007 




Seq. ID 


OJ990920_06.9B02.C27 


Gene No. 


25411 




Strand 




Start 


1785 




End 


5308 


Name 


OJ990920 06 


.9B02.C27.o2.gs 


Method 


GENSCAN 


Start 


1785 




End 


5264 


GI 


none 




Score 


.89 


Exons 


1785. .1879, 


3137. .3258, .4078. 


.4415, 4701. .4808, 4896. .5264 


Seq. No. 


12007 




Seq. ID 


OJ990920_06.9B02.C27 


Gene No. 


25411 




Strand 




Start 


1785 




End 


5308 


Name 


OJ990920 06 


.9B02.C27.o2.np 


Method 


AAT /NAP 


Start 


2497 




End 


5308 


GI 


5478530 




Score 


244 


Exons 


2497. .2540, 


4163. .4415, 4701. 


.4808, 48 


96. .5308 


GI Descrip. 


(AF130441) 


UVB-resistance protein UVR8 


[Arabidopsis thaliana] 



Seq. No. 12007 Seq. ID 

Gene No. 25411 Strand 

Start • 1785 End 

Name OJ990920_06 . 9B02 . C27 . ol . tm Method 

Start 3835 End 

GI none Score 
Exons 



OJ990920_06.9B02.C27 
5308 

TBLASTX: Maize 

5267 

59 



3835. .3888, 3836. .3898, 3923. .3961, 3924. .3965, 3994. .4038, 

4054. .4257, 4056. .4418, 4059. .4418, 4060. .4431, 4309. .4419, 

4690. .4824, 4692. .4808, 4696. .4827, 4968. .5057, 5043. .5111, 

5044. .5112, 5112. .5219, 5149. .5220, 5178. .5267 



Seq. No. 


12007 






Seq. ID 


OJ990920_06.9B02 


.C27 


Gene No. 


25411 






Strand 






Start 


1785 






End 


5308 




Name 


OJ990920 06. 


9B02 


C27.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4098 






End 


4307 




GI 


none 






Score 


125 




Exons 


4098. .4307, 


4126 


.4257 








Seq. No. 


12007 






Seq. ID 


OJ990920_06.9B02 


C27 


Gene No. 


25411 






Strand 






Start 


1785 






End 


5308 . 





12473 



Name 


OJ990920 06.9B02 


.C27.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


4o Jb 








End 


5277 




GI 


none 








Score 


95 




Exons 


4 336 . 


. 4 4 lb, 4 jjo 


A A 1 O 

. .4418/ 


a c o n 

4 byu . 


.4824, 4692. .4808, 


4 b y b . . 4 o z ± , 




4888 . 


.5130, 4888 


A n H A 

. .49/4, 


a o n o 

4 o y j . 


.5138, 4908. .5138, 


4 y bZ . .3114, 




4977. 


.5117, 5043 


CI 1 1 

. .bill, 


OlU4 . 


.5208, 5112. .5267, 


jijU . . 3^.4 U , 




5137. 


.5277, 5139 




d 14 y . 


.5265 






Seq. No. 


12007 








Seq. ID 


OJ990920 


u b . you/ . l,z i 


Gene No. 


25411 








Strand 






Start 


1785 








End 


5308 




Name 


OJ990920 06.9B02 


.C27.o2 


.gp 


Method 


AAT/GAP 




Start 


4773 








End 


5200 




GI 


3766635 






Score 


658 




Exons 


4773. 


.4808, 4896 


. .5200 










GI Descrip. 


4557026/ref | NP 003913.1 


IpHERCll 2.0e-: 


14 guanine 


nucleotide 




exchange factor p532 >gi_1477565 (U50078) p532 


[rioiuo sdpiGnb j 


Seq. No. 


12008 








Seq. ID 


OJ990920 


__06.9B02.C28 


Gene No. 


25412 








Strand 


+ 




Start 


271 








End 


440 




Name 


OJ990920 06.9B02 


.C28.ol 


.gs 


Method 


GENSCAN 




Start 


271 








End 


440 




GI 


none 








Score 


.66 




Exons 


271. . 


358, 425.. 440 










Seq. No. 


12008 








Seq. ID 


OJ990920 


U b . yBUz . Czo 


Gene No . 


25413 








Strand 






Start 


1 








End 


565 




Name 


OJ990920 06.9B02 


.C28.ol 


.np 


Method 


. AAT/NAP 




Start 


1 ■ 








End 


565 




GI 


5103193 






Score 


971 




Exons 


1. .565 












GI Descrip. 


(AP000342) transposase - 


of TnlO [Plasmid R100] 





gi | 5738084 | gb | AAD50242 . 1 | AF162223_ 
transposase [Shigella flexneri] 



1 (AF162223) ISlO-left 



Seq. No. 


12008 








Seq. ID 


OJ990920_06.9B02 


.C28 


Gene No. 


25414 








Strand 






Start 


525 








End 


655 




Name 


OJ990920 


06. 9B02 


.C2* 


3 .ol. tc 


Method 


TBLASTX: Cress 




Start 


525 








End 


655 




GI 


none 








Score 


177 




Exons 


525. .644, 


525. . 6 


44, 


526. .654, 


527. .655 






Seq. No. 


12009 








Seq. ID 


OJ990830_04 . 9B09 


.CI 


Gene No. 


25415 








Strand 


+ 




Start 


90 








End 


170 




Name 


OJ990830 


04 . 9B09 


.CI. 


.ol.gs 


Method 


GENSCAN 




Start 


90 








End 


170 




GI 


none 








Score 


.41 




Exons 


90. .170 














Seq. No. 


12009 








Seq. ID 


OJ990830_04.9B09 


.CI 


Gene No. 


25416 








Strand 






Start 


1 








End 


350 




Name 


OJ990830 


04 . 9B09 


.CI, 


, o 1 . np 


Method 


AAT/NAP 





12474 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



350 
78 



5777623 
1. .350 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



12010 
25417 

1 • 

OJ990830_04 . 9B09 . C2 . ol . np~ 

1 

4680183 
1..45, 415. .530 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990830_04 .-9B09.C2 

Strand + 

End 530 

Method AAT/NAP 

End 530 

Score 103 



12010 
25417 
1 

OJ990830_04 . 9B09 . C2 . ol . gs 
48 

none 

48. .95, 310. .428, 442. .486 

12011 
25418 
5908 

OJ990830_04 . 9B09 . C7 . o3 . gs 

5908 

none 



Seq. ID OJ990830_04 .9B09.C2 

Strand + 

End 530 

Method GENSCAN 

End 486 

Score . 64 



Seq. ID OJ990830_04 .9B09.C7 



Strand 
End 

Method 

End 

Score 



+ 

12355 
GENSCAN 
12355 
.5 



5908. .6274, 6736. .7035, 7415. .7560, 7755. .7886, 7942. .7989, 
8240. .9569, 10077 12087, 12301. .12355 



12011 
25418 
5908 

OJ990830_04 . 9B09 . C7 . ol . np 



Seq. ID OJ990830_04 .9B09.C7 

Strand + 

End 12355 

Method AAT/NAP 

End 12088 

Score 6717 



8183 
6539553 
8183. .12088 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



12011 
25419 
12845 

OJ990830_04 . 9B09 . C7 . o4 . gs 

12845 

none 

12845. .13035, 13170 13328 , 
14661. .14725 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990830_04, 
+ 

14725 
GENSCAN 
14725 
.75 



9B09.C7 



13417. .134 64, 13990. .14150, 



Seq. No. 12011 Seq. ID 

Gene No. 25420 Strand 

Start 16933 End 

Name OJ990830_04 . 9B09 . C7 . o5 . gs Method 

Start 16933 End 



OJ990830_04.9B09.C7 
+ 

17791 

GENSCAN 

17791 



12475 




(IT 
O X 


I iUliC 




8 1 

• OX 




DAUliO 


169^3 17087 1757 t v 17791 

J J . • X ' U Q / / X / .J r >J ■ .X / / J X 








Cprt KJo 
Ocy • LN \J • 


12011 


Seq. ID 


OJ990830 04 9B09 


. C7 


V CI 1 ^ Li* V_/ . 


25421 


Strand 


+ _ 




Start 


19048 


End 


19152 




Name 


OJ990830 04.9B09.C7.ol.gp 


Method 


AAT/GAP 




Start 


19048 


End 


19152 




CT 
O X 


3107009 


Score 


117' 






19048. .19152 








O -L L/C O O J — L ^/ . 


4 521194 /dbj I AB013613 . 1 | AB013613 6.0e-< 


40 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


1201 1 

X \J X X 


Seq. ID 


OJ990830_04 . 9B09 


CI 


Gene No. 


2^422 

C *J 1 £~ C. 


Strand 






Start 


21 "31 2 
jit 


End 


26577 




Name 


OJ9908^0 04 9R09 P7 o4 tw 


Method 


TBLASTX: Wheat 




Start 


8177 ~~ 


End 


8563 




GI 


none 


Score 


350 




P 1 v Tl Q 


8177. .8563, 8188. .8562 








Seq. No. 


12011 


Seq. ID 


OJ990830JD4.9B09 


CI 


Gene No. 


H £. £. 


Strand 






Start 




End 


26577 




LVJcllUC 


0,79908^0 04 9R09 P7 r>2 tm 


Method 


TBLASTX: Maize 






8^12 _ 


End 


15277 






none 


Score 


366 




XT' von Q 


8312. .8623, 8320. .8625, 8413. 


.8625, 15089. .15277 




Seq. No. 


12011 


Seq. ID 


OJ990830_04 . 9B09 


. C7 


Gene No. 


25422 


Strand 






Start 


21312 


End 


26577 




Name 


OJ990830 04 9B09 C7 ol tm 


Method 


TBLASTX: Maize 




Start 


9124 _ 


End 


9446 




\J X 


none 


Score 


268 




PvAn a 

1—1 x\ W 1 1 o 


9124. .9378, 9131. .9445, 9151. 


.9444, 9279. .9446 




Seq. No. 


12011 


Seq. ID 


OJ990830_04.9B09 


. C7 


Gene No. 


25422 


Strand 






Start 


21312 


End 


26577 




Name 


OJ990830 04.9B09.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


9646 


End 


10080 




GI 


none 


Score 


286 




p.VAn q 

1—1 ^i. V-/ X 1 O 


9646. .10080, 9888. .10055 








Seq. No. 


12011 


Seq. ID 


OJ990830_04 . 9B09 


.C7 


Gene No. 


25422 


Strand 






Start 


21312 


End 


26577 




Name 


OJ990830 04.9B09.C7.o6.tw 


Method 


TBLASTX: Wheat 






9723 


End 


9915 




GI 


none 


Score 


121 




Exons 


9723.. 9914, 9724.. 9915, 9727. 


.9915 






Seq. No. 


12011 


Seq. ID 


OJ990830_04.9B09 


,C7 


Gene No. 


25422 


Strand 






Start 


21312 


End 


26577 




Name 


OJ990830 04 . 9B09.C7 ,o3.ts 


Method 


TBLASTX : Soybean 





12476 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9868 End 10267 

none Score 193 

9868. .10092, 9876. .10046, 10093 .. 10131, 10127. .10267 



12011 
25422 
21312 
OJ990830 
9916 
none 
9916. 
10130 
10455 



04 . 9B09.C7 .ol. tw 



10173, 9924.. 10160, 



Seq. ID OJ990830_04.9B09.C7 
Strand 
End 

Method 
End 
Score 
10128. .10373, 



26577 

TBLASTX: Wheat 

10672 

291 

10129. .10362, 



10381, 10138. .10404, 
10652, 10513.. 10671 



10425. .10655, 10433 .. 10672, 



12011 
25422 
21312 

OJ990830_04 . 9B09 . C7 . ol . ts 
10592 
5509260 



26577 

TBLASTX : Soybean 
11056 
384 

10592. .11056, 10693. .10761, 10810 .. 10905, 10978. .11037 



Seq. ID OJ990830_04 . 9B09.C7 
Strand 
End 

Method 
End 
Score 



12011 
25422 
21312 

OJ990830_04 . 9B09 . C7 . ol . tc 

10685 

none 

10685. .10945 



Seq. ID OJ990830_04.9B09.C7 
Strand 

End 26577 

Method TBLASTX: Cress 

End 10945 

Score 286 



12011 
25422 
21312 

OJ990830_04 . 9B09 . C7 . o3 . tm 

10726 

none 

1072 6. .10908, 10727. .11173, 

12011 
25422 
21312 

OJ990830_04. 9B09 . C7 . o3 . tw 

10727 

none 

10727. .11071, 10874. .11047, 



Seq. ID OJ990830_04.9B09.C7 
Strand 

End 26577 

Method TBLASTX : Mai ze 

End 11173 

Score 362 
10862. .11044/ 10975. .11088 

Seq. ID OJ990830_04.9B09.C7 
Strand 

End 26577 

Method TBLASTX : Wheat 

End 11272 

Score 319 
11066. .11272, 1114 0. .11262 



12011 
25422 
21312 

OJ990830_04 . 9B09 . C7 . o2 . ts 

11125 

none 

11125. .11325, 11126. .11470 



Seq. ID OJ990830_04 . 9B09.C7 
Strand 

End *■ 26577 

Method TBLASTX : Soybean 

End 11470 

Score 313 



12011 
25422 



Seq. ID OJ990830_04.9B09.C7 
Strand 



12477 




Start 


21312 




End 


26577 




Name 


OJ990830 04 9B09 C7 


o4 . tm 


Met* hod 


TBLASTX * Mai ze 




Start 


11281 ~~ 




End 


11620 




GI 


none 




Score 


318 




Evnn *=; 


11281 . . 11619, 11282 . 


. 11620 








Seq. No. 


12011 




Seq. ID 


OJ990830_04.9B09 


.C7 


Gene No. 


25422 




Strand 






Start 


21312 




End 


26577 




Name 


OJ990830 04.9B09 C7 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11476 ~~ 




End 


11952 




GI 


none 




Score 


101 




F.xon s 

X—l £\ \-/ HO 


11476.. 11547, 11477. 


. 11551, 


11566. .11952, 11567. .11914 




Seq. No. 


12011 




Seq. ID 


OJ990830_04 . 9B09 


.C7 


Gene No. 


25422 




Strand 






Start 


21312 




End 


26577 




Name 


OJ990830 04 . 9B09.C7 . 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


11483 ~~ 




End 


11824 




GI 


none 




Score 


91 




Exon 

iiij 


11483. . 11596, 11509 


. 11589, 


11615. .11824, 11620. .11745 




Seq. No. 


12011 




Seq. ID 


OJ990830_04.9B09 


. C7 


Cpnp No 


25422 




Strand 






Start 


21312 




End . 


26577 




Name 


OJ990830 04.9B09.C7. 


o2 . np 


Method 


AAT/NAP 




Start 


21312 




End 


26577 




GI ■ 


6815052 




Score 


1904 




F 1 von q 


21312. .21431, 21711. 


.21780, 


21862. .22196, 23118 .. 23524 , 






23573. .23708, 24492. 


.24584, 


25485. .255£ 


14, 25883. .25999, 






26267. .26343, 26425. 


.26577 








GI Descr ip . 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12011 




Seq. ID 


OJ990830_04 . 9B09 


-C7 


Gene No. 


25422 




Strand 






Start 


21312 




End 


26577 




Name 


OJ990830 04.9B09.C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


23763 




find ' * 


24254 




GI 


none 




Score 


78 




Exons 


23763. .24254, 23839. 


.24021 








Seq. No. 


12012 




Seq. ID 


OJ990830JD4.9B09 


.C8 


Gene No. 


25423 




Strand 


+ 




Start 


119 




End 


1455 




Name 


OJ990830 04.9B09.C8. 


ol . gs 


Method 


GENS CAN 




Start 


119 




End 


1455 




GI 


none 




Score 


. 68 




Exons 


119. .299, 1409. .1455 










Seq. No. 


12012 




Seq. ID 


OJ990830_04.9B09 


. C8 


Gene No. 


25424 




Strand 


+ 




Start 


6390 




End 


6765 




Name 


OJ990830 04.9B09.C8. 


ol.gp 


Method 


AAT/GAP 




Start 


6390 




End 


6765 




GI 


2427387 




Score 


687 




Exons 


6390. . 6765 










GI Descrip. 


5852170/emb|AL117265 


.1IOST17804 3.0e-94 


Oryza sativa 





12478 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t!7804 



Seq. No. 


12012 


Seq. ID 


OJ990830_04.9B09 


Gene No. 


25425 


Strand 


+ 




7392 


End 


7564 


Name 


OJ990830 04.9B09.C8.o2.gp 


Method 


AAT/GAP 


Start 


7392 


End 


7564 


GI 


LIB3433-02 6-P1-K1-C1 


Score 


258 • * 


F 1 von q 


7392. .7564 






OX L/CiJ Li J. £j • 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl780 


O C ^ • IN W • 


12012 


Seq. ID 


OJ990830 04 9B09 


flpnp Mo 


25426 


Strand 


+ 


JLui L 


10744 


End 


11061 


Name 


OJ990830 04.9B09.C8.o4.gs 


Method 


GENSCAN 


Start 


10744 


End 


11061 




none 


Score 


. 59 


Exons 


10744. .11061 






Sea No 


12012 


Seq. ID 


OJ990830_04.9B09 




25427 


Strand 


+ 


O L. CI i_ L. 


19138 


End 


19765 


Name 


OJ990830 04.9B09.C8.o6.gs 


Method 


GENS CAN 


Cfarf 
O L. Ct J_ L. 


19138 


End 


19765 




none 


Score 


.56 


Exons 


19138. .19167, 19246. .19304, 


19600. .19765 


Qpn No 


12012 " 


Seq. ID 


OJ99.0830_04 . 9B09 




25428 


Strand 


+ 


9+-^rt 


25086 


End 


25159 . 


Name 


OJ990830 04.9B09.C8.o7.gs 


Method 


GENSCAN 


Start 


25086 


End 


25159 


GI 


none 


Score 


. 9 


F 1 von ^ 


25086. .25159 






Seq. No. 


12012 


Seq. ID 


OJ990830_04.9B09 


Qpnp NO 


25429 


Strand 




Start 


1 


, .End 


1619 


Name 


OJ990830 04 . 9B09 . C8 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1619 


GI 


6815052 


Score 


293 


F! von 


1..19, 181. .273, 1130. .1229, 


1527. .1619 


VJ± UCDL1 -L ^ • 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


12012 


Seq. ID 


OJ990830_04.9B09 


Gene No. 


25430 


Strand 




Start 


4256 . 


End 


6372 


Name 


OJ990830 04 . 9B09 . C8 . o2 . np 


Method 


AAT/NAP 


Start 


4256 


End 


6372 


GI 


6721561 


Score 


269 


Exons 


4256. .4698, 6342. .6372 






GI Descrip. 


(AP001073) EST AU082058 (C1297 6 ) corresponds to a region 



C8 



predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



of the 

; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6) 
a region of the predicted gene.; hypothetical 
sativa] 



12479 




Seq. No. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


Gene No . 


25431 






o t ranu 






btart 


7712 






tiiia 


on 7 (z 




Name 


OJ990830 04.9B09.C8 


. o3 . gs 


Tut r\ y\ 

ixiet noa 


biMN ObnN 




Start 


7712 








yu / 0 






none 






Score 


O 
* O 




Exons 


7712. 


7898, .8838. . 9076 








Seq. No. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


bene jno . 


25432 






on aiicj. 






Of nvf 

otart 


11686 






IT r> H 
E4UO 


1 D D U / 




Name 


OJ990830 04.9B09.C8 


. o3 . tw 




1 ojj/io iA . wneat 




Of vf 

otart 


3731 












b-L 


none 






Score 






Exons 


3731. . 


3925, 3804. .3929 








Seq. No. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


bene lno . 


25432 






Strand 






C4- -> v-4- 

btart 


11686 






End 


16607 




Name 


OJ990830 04.9B09.C8 


. o5 . gs 


Method 


GENSCAN 




o car r 


11686 






End 


16595 




bl 


none 






Score 


.7 




Exons 


11686. 


.12824, 12960 


. .13121, 


15623. .16595 




Seq. No. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


Gene No. 


25432 






Strand 






Start 


11686 






End 


16607 




Name 


OJ990830 04.9B09.C8 


.o3.np 


Method 


AAT/NAP 




otart 


'1168 9 






End 


16607 




bl 


5803260 




Score 


835 




Exons 


11689. 


.12842, 13029 


. . 13142, 


15643. . 16607 




GI Descrip. 


(AP000399) similar 


to wakl 


gene (AJ009696) [Oryza sativa] 


beq . ino . 


12012 






Seq. ID 


OJ990830_04 . 9B09. 


C8 


Gene No. 


25432 






Strand 






Start 


11686 






End 


16607 




Name 


OJ990830 04.9B09.C8 


. ol.tm 


Method 


TBLASTX: Maize 




otart 


11869 






End 


12795 




PT 
bl 


none 






Score 


110 




Exons 


11869. 


.12039, 12049 


. .12189, 


12056. . 12190, 12206. .12280, 






12206. 


.12277, 12211 


. .12294, 


12304. .12588, 1237 9 .. 12528 , 






12395. 


.12589, 12592 


. .12699, 


12703. .12795 




beq. no. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


Gene No. 


25432 






Strand 






Start 


11686 






End 


16607 




Name 


OJ990830 04.9B09.C8 


.ol.tc 


Method 


TBLASTX: Cress 




O J > v- -f- , 

otart 


11881 






End 


15818 




C T 

bl 


none 






Score 


40 




Exons 


11881. 


.11976, 12052 


. .12192, 


12074. .12193, 12188. .12307, 






12211. 


. 12294, 12304 


. .12591, 


124 07. .12595, 12604. .12714, 






12605. 


. 12670, 12991 


. .13071, 


15651. .15731, 15759. .15818 




Seq. No. 


12012 






Seq. ID 


OJ990830_04.9B09. 


C8 


Gene No. 


25432 






Strand 






Start 


11686 






End 


16607 





12480 



Name 

Start 

GI 

Exons 



OJ990830_04 . 9B09 . C8 . o2 . tw 

12034 

none 

12034. .12177, 12056. .12181, 



Method TBLASTX : Wheat 
End 12300 
Score 106 
12211. .12300 



Seq. No. 12012 
Gene No. 25432 

Start " 11686 

Name OJ990830_04 . 9B09 . C8 . ol . ts 

Start 12046 
GI none 

Exons 12046. .12174, 12050 12184 , 

12304. .12531, 12527. .12670, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830 04.9B09.C8 



16607 

TBLASTX: Soybean 
12792 
107 

12209. . 12304, 12211 .. 12294 , 
12592. . 12699, 12736. . 127 92 



Seq. No. 12012 

Gene No. 25432 

Start 11686 

Name OJ990830_04 . 9B09 . C8 . ol . tw 

Start 12313 

GI none 
Exons 



Seq. ID OJ990830_04 . 9B09.C8 
Strand 
End 

Method 
End 
Score 



16607 

TBLASTX: Wheat 

12681 

89 



12313. .12576, 124 07 .. 12577 , 12592 .. 12681, 12605.. 12670 



Seq. No. 12012 Seq. ID OJ990830_04 . 9B09 . C8 

Gene No. 25432 Strand 

Start 11686 End 16607 

Name OJ990830_04 . 9B09 . C8 . o3 . gp Method AAT/GAP 

Start 13765 End 13841 

GI LIB3477-003-P1-K1-E9 Score 92 

Exons 13765.. 13841 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



□ 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12013 
25433 
1976 

OJ990830_04.9B09.C9.ol.gs. 

1976 

none 

1976.. 2005, 2825.. 3238 



Seq. ID OJ990830_04.9B09.C9 

Strand + 

End 3397 

Method GENSCAN 

..End 3238 

Score .53 



12013 Seq. ID 

25433 Strand 
1976 End 
OJ990830JD4 . 9B09 . C9 . ol . np Method 
2637 End 
5091523 Score 
2637.. 3397 

(AB023482) . Similar to Gallus gallus mRNA for attachment region 
'binding protein (ARBP) . (Y14166) [Oryza sativa] 



OJ990830_04.9B09.C9 
+ 

3397 
AAT/NAP 
3397 
179 



12013 Seq. ID 

25433 Strand 

197 6 End 

OJ990830_04 . 9B09 . C9 . o2 . np Method 

2637 End 

5091523 Score 



OJ990830_04.9B09.C9 
+ 

3397 
AAT/NAP 
3397 
180 



12481 




Exons 2637.. 3397 

GI Descrip. (AB023482) Similar to Gallus gallus mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



iw> ^ \_J > IV W » 


12013 






Seq. ID 


OJ990830 


04 . 9B09 . 


C9 




25434 






Strand 








Start 


4226 






End 


5676 






Name 


OJ990830 04 


9B09 C9 o2 




Method 


GEN SCAN 






Start 


4226 






End 


5676 






GI 


none 






Score 


.84 






F.vnnc 


4226. . 4363, 


4462 . . 4700, 


5610 . 


. 5676 








Seq. No. 


12013 






Seq. ID 


OJ990830 


04 . 9B09 . 


C9 


Conp No 


25435 






Strand 








Start 


7715 






End 


8304 






Name 


OJ990830 04 


. 9B09.C9.o3. 


as 


Method 


GENSCAN 






Start 


7715 






End 


8304 






GI 


•none 






Score 


.75 






Exon ^ 


7715. .7776, 


8178. .8304 












O C . nU i 


12013 






Seq. ID 


OJ990830 


04 . 9B09 . 


C9 


Hpnp No 
OCilC 1NU • 


25436 






St rand 










10951 






End 


11113 






Name 


OJ990830 04 


. 9B09.C9.o4. 


rr 0 
y £> 


Mp1" h od 


GENSCAN 








10951 






End 


11113 






GI 


none 






Score 


.8 






Exons 


10951. . 11113 












JClJi Vi KJ • 


12014 






Seq. ID 


OJ990830_ 


_04.9B09. 


C10 




25437 






Strand 








Start 


1 






End 


710 






Name 


OJ990830 04 


. 9B09.C10.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


710 






GI 


4680199 






Score 


326 






Exons 


1..78, 165. 


.710 












GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 




Sea No 


12015 






Seq. ID 


OJ990830_ 


_04.9B09. 


Cll 


Gone No 


25438 






Strand 


+ 






Start 


2363 






End 


7869 






Name 


OJ990830 04 


. 9B09.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


2363 






End 


4757 






GI 


5042463 






Score 


146 






Exons 


2363. .2585, 


3025. .3192, 


3830. 


.4012, 4063. .4250, 


4700. .4757 


GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 






Seq. No. 


12015 






Seq. ID 


OJ990830_ 


_04 . 9B09. 


Cll 


Gene No. 


• 25438 






Strand 


+ 






Start 


. 2363 






End 


7869 






Name 


OJ990830 04 


. 9B09.Cll.o2 


.np 


Method 


AAT/NAP 






Start 


2598 






End 


7869 






GI 


6063554 






Score 


159 






Exons 


2598. .2648, 


5136. .5224, 


6303. 


.6481, 65! 


30. . 6643, 


7697. .7869 


GI Descrip. 


(AP000615) 


ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,C98611 (E04 64) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12482 






12015 








Seq. ID 


OJ990830 04 9B09 Cll 


Gene No. 


25439 








Strand 




Start 


4956 








End 


10361 


Name 


OJ990830 04 


.9B09. 


Cll.o3. 


np 


Method 


AAT/NAP 




4 956 ~~ 

1 Z> *J \J 








End 


9159 




364 58 99 








Score 


557 


F von Q 


4956 4976 


8540. 


.9159 








GT Descrio 


(U68408) 5 1 


end not determined experimentally [Zea mays] 


O C ^ • IN \J . 


12015 








Seq. ID 


OJ990830_04.9B09.C11 


Gene No. 


25439 








Strand 




Start 


4956 








End 


10361 


Name 


OJ990830 04 


.9B09. 


Cll.o2. 


gs 


Method 


GENSCAN 


O l_ Cl -L L. 


5805 _ 








End 


10361 


GI 


none 








Score 


.51 


V von ^ 


5805 6206 


6247. 


.6357, 


6372. 


.6641, 6653.. 6820, 8234.. 8313, 




9415 9771 


10148 


. .10361 






Seq. No. 


12015 








Seq. ID 


OJ990830_04.9B09.C11 


Gene No. 


25439 








Strand 




Start 


4 956 








End 


10361 


Name 


OJ990830 04 


.9B09. 


Cll.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


8539 _ 








End 


8748 


GT 


none 








Score 


68 


F v on ^ 


8539 8748 


8542. 


.'8745 








O fc; ■ LN U • 


J. U J. J 








Seq. ID 


OJ990830_04.9B09.C11 


Gene No. 


25439 








Strand 




Start 


4956 








End 


10361 


Name 


OJ9908 30 04 


9B09. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Qf art" 
u Lai. L 


8542 _ 








End 


8908 


GT 


none 








Score 


127 


F! v o n C3 


8542 8784 


8566. 


.8772, 


8567. 


.8788, 8583. .8789, 8777. .8908, 




8779 8907 












Seq. No. 


12015 








Seq. ID 


OJ990830_04 . 9B09.C11 


Gene No. 


25439 








Strand 




Start 


4956 








End 


10361 


Name 


OJ990830 04 


9B0 9. 


Cll.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8911 ~ 








End 


9271 


GI 


none 








Score 


47 


Exons 


8911 . . 9120, 


8911. 


. 9150, 


9179. 


.9262, 9179. .9271 


Seq. No. 


12016 








Seq. ID 


OJ990830_04.9B09.C12 


Gene No. 


25440 








Strand 


-f 


Start 


292 








End 


576 


Name 


OJ990830 04 


9B09. 


C12.ol. 


gs 


Method 


GENSCAN 




292 ~~ 








End 


576 


GI 


none 








Score 


.56 


UAVl 1 O 


292 . .576 












Seq. No. 


12016 








Seq. ID 


OJ990830_04.9B09.C12 


Gene No. 


25441 








Strand 




Start 


785 








End 


1432 


Name 


OJ990830 04. 


9B09. 


C12.o2. 


gs 


Method 


GENSCAN 


Start 


785 








End 


1420 


GI 


none 








Score 


.95 



12483 



Exons 



785. .1420 



# 



Seq. No. 12016 

Gene No. 25441 

Start 785 

Name OJ990830_04 . 9B09 . C12 . ol . np 

.Start 806 

GI 5915839 

Exons 806.. 1432 

GI Descrip. CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94 588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. ID OJ990830_04.9B09.C12 
Strand 

1432 
AAT/NAP 
1432 
587 



End 

Method 

End 

Score 



Seq. No. 12016 

Gene No. 25441 

Start 785 

Name OJ990830_04 . 9B09 . C12 . o2 . tw 

Start 809 

GI none 
Exons 



Seq. ID OJ990830_04.9B09.C12 
Strand 

End 1432 

Method TBLASTX : Wheat 

End 1084 

Score 176 



809. .1039, 813. .1040, 845. .1039, 1055. .1084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12016 
25441 
785 

OJ990830_04 . 9B09 . C12 . ol . ts 

822 
none 



Seq. ID OJ990830_04.9B09.C12 
Strand 

End 1432 

Method TBLASTX: Soybean 

End 14 29 

Score 96 



822. .1034, 845. .1039, 1058. .1285, 1059. .1223, 1316. .1429, 
1320. . 1424 



Seq. No. 12016 

Gene No. 25441 

Start 785 

Name OJ990830_04 . 9B09 . C12 . ol . tc 

Start 908 

GI none 
Exons 



Seq. ID OJ990830_04.9B09.C12 
Strand 

End 1432 

Method TBLASTX : Cress 

End 1429 

Score 81 

908. .1039, 966. .1034, 1058. .1429, 1059. .1163, 1188. .1244, 
1238. .1354 



Seq. No. 12016 

Gene No. 25441 

Start 785 

Name OJ990830_04 . 9B09 . C12 . ol . tm 

Start 953 

GI none 
Exons 



Seq. ID OJ990830_04:9B09.C12 
Strand 

End 1432 

Method TBLASTX : Mai ze 

End 1424 

Score 78 



953. .1039, 953. .1039, 966. .1040, 1046. .1306, 1047. .1307, 
1304. .1357, 1304. .1423, 1305. .1424 



Seq. .No. 12016 

Gene No. 25441 

Start 785 

Name OJ990830JD4 . 9B09 . C12 . ol . tw 

Start 1109 

GI none 
Exons 



Seq. ID OJ990830_04.9B09.C12 
Strand 

End 1432 

Method TBLASTX : Wheat 

End 1424 

Score 121 



1109. .1303, 1110. .1298, 1307. .1423, 1317. .1424 



Seq. No. 
Gene No. 



12017 
25442 



Seq. ID OJ990830_04.9B09.C13 
Strand 



12484 





Start 


15 










hna 


1 TA 

1 / u 








Name 


OJ990830_U4 


An A A 


. Clo 


. ol 


,gs 


Metnoa 










Start 












tna 


i "7 n 
l / U 








GI 


none 










Score 


Q C 
. O D 








Exons 


Ij. . 1 / U 




















Seq. No. 


12018 










Seq. ID 


OJ990830_04 . 


9B09 


C14 




Gene No. 


25443 










Strand 










Start 












Hina 


i fi ^ 








Name 


ojyyuoju U4 


AO A A 

. yBU y 


. C14 


.Ol 


.gs 


Method 


LjlINoLAIN 








Start 


TOO 












/OJ 








GI 


none 










Score 


Q 
. O 








Exons 


1 QO -7 O C 

loZ . . / O 0 




















Seq. No. 


1 O A T A 

izu iy 










i>eq . i u 


ujyyuoou U4 . 








Gene No. 


25444 










Strand 


+ ~~ 








Start 


1 










End 


146 








Name 


ujyyuoou U4 


.9B09 


.C16 


. Ol 


. np 


Method 


AAT/NAP 








Start 


1 










End 


146 








GI 


a a o a i tq 
4 DoUl / y 










Score 


190 








Exons 


1 . . 14 0 




















GI Descrip. 


/ 7\ 171 1 1 7AQ\ 

( Ar 111 / U y ) 


polyprote 


in 


[Ory za 


sativa subsp. indica] 








Seq. No. 


12019 










Seq. ID 


OJ990830_04 . 


9B09 


C16 




Gene No. 


25444 . 










Strand 


+ 






m 


Start 


1 










End 


14 6 








Name 


/""\ *r A A A O OA A/1 

OJyyOoJO 04 


.9B09 


.C16 


. ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


1 










End 


129 






? ~i 


GI 


none 










Score 


181 








Exons 


1 1 O 

i . . lz y , o . . 


128 
















i ; 


Seq. No. 


12020 










Seq. ID 


OJ990830_04 . 


9B09 


.C17 


: sr 


Gene No. 


25445 










Strand 


+ 








Start 


lo 1 










End 


483 






* s h 
; cr 


Name 




. 9B09 


-C17 


. Ol 


. gs 


Method 


GEN SCAN 






i . 1 


Start 


TOT 
lb 1 










End 


483 








GI 


none 










Score 


.76 






= : 
s s? 


Exons 


1 Q1 A Q O 

1 o i . . 4 o o 


















: 31 
E 


Seq. No. 


12021 










Seq. ID 


OJ990830_04 . 


9B09 


.C21 




Gene No. 


25446 










Strand 


+ 








Start 












End 


4679 








Name 


A TOfiAO O A C\ A 

ujyyubou U4 


. 9B09 


.C21 


.Ol 


. gs 


Method 


GENSCAN 








Start 


O 1 1 A 

z 1 ID 










End 


4679 








GI 


none 










Score 


.47 








Exons 


ZllU. . ZZ 4 1 , 


2324 


. .2773, 


A C. A Q 

4 t>4 o . 


.4679 










Seq. No. 


12021 










Seq. ID 


OJ990830_04. 


9B09 






Gene No. 


25447 










Strand 










Start 


210 










End 


7290 










OJ990830 04 


.9B09 


-C21 


.Ol 


.np 


Method 


AAT/NAP 








Start 


210 










End 


7290 








GI 


6691191 










Score 


793 








Exons 


210. .470, 6614.. 


7290 
















GI Descrip. 


(AC007534) 


F7F22 


.15 


[Arabidopsis thaliana] 








Seq. No. 


12021 










Seq. ID 


OJ990830JD4. 


9B09 


C21 



12485 




Gene No. 


25447 


Strand 






Start 


ZlK) 


bna 


/ z y u 




Name 


0Jy90o30 04.yBU9.C21 


. ol . t s Metnoa 


•"POT TV O T 1 V . Or-vT iU — . — — 

1 BLAb i a : boyjDean 




Start 


o r\ Ti 

303 


End 


by J4 




GI 


none 


Score 


ICC 

loo 




Exons 


3UJ..J9Z, 4Uz..4/b, 


DD14 . ,byj4, obyo. . 


byjz, d / oi . . byjj 




Seq. No. 


12021 


Seq. ID 


OJ990830_04. 9B09 


.C21 


Gene No. 


25447 


Strand 






Start 


Z1U 


bna 


i z yu 




Name 


OJ990o30 U4.yBU9.Czl 


. oz . tw Metnoa 


l BMb 1 a : wneat 




Start 




End 


DO UZ 




GI 


none 


Score 


C /I 

54 




Exons 


oyy..4/0/ DD14..D//D 


, bb!4 . . boUZ 






Seq. No. 


12021 


Seq. ID 


a Ttinno on c\ a non n 

ojyyuoju U4.9Buy 


. CZ 1 


Gene No. 


25447 


Strand 






Start 


210 


End 


7290 




Name 


OJ990830 04.9B09.C21 


. ol.tm Method 


TBLASTX: Maize 




Start 


482 


End 


1157 




GI 


none 


Score 


108 




Exons 


482. .604, 483. .599, 


486. .611, 500. .604 


, 596. .712, 597.. 


TOR 
f ZD f 




609. .725, '969. .1091, 


970. .1086, 973. .1098, 987. .1091, 






1083. .1157; 1095. .1157 






Seq. No. 


12021 


Seq. ID 


OJ990830_04.9B09 


.C21 


Gene No. 


2544'7 


Strand 






Start 


210 


End 


7290 




Name 


OJ990830 04.9B09.C21 


. o2 . gs Method 


GEN SCAN 




Start 


6605 


End 


7285 




GI 


none 


Score 


.99 




Exons 


6605. .7285 








Seq. No. 


12021 


Seq. ID 


OJ990830_04.9B09 


.C21 


Gene No. 


25447 


Strand 






Start 


210 


End . 


7290 




Name 


OJ990830 04.9B09.C21 


. ol.ty* Method 


TBLASTX: Wheat 




Start 


6803 


End 


7258 




GI 


none 


Score 


197 




Exons 


6803. .7258, 6813. .7253 






Seq. No. 


12021 


Seq. ID 


OJ990830_04.9B09 


.C21 


Gene No. 


25447 


Strand 






Start 


210 


End 


7290 




Name 


OJ990830 04.9B09.C21 


.o2.ts Method 


TBLASTX: Soybean 




Start 


6935 


End 


7259 




GI 


none 


Score 


165 




Exons 


6935. .7219, 6936. .7220, 7217. .7258, 7218. .7259 




Seq. No. 


12022 


Seq. ID 


OJ990830_04.9B09 


POO 
. K^ZZ 


CI o r*t a Mo 
belle LNO . 


25448 


Strand 






Start 


1 


End 


3632 




Name 


OJ990830 04.9B09.C22 


.ol.np Method 


AAT/NAP 




Start 


1 


End 


1902 




GI 


6691193 


Score 


1712 




Exons 


1. .1902 








GI Descrip. 


(AC007534) F7F22.17 


[Arabidopsis thaliana] 





12486 



I 



Seq. No. 12022 Seq. ID 

Gene No. 25448 Strand 

Start 1 End 

Name OJ990830_04 . 9B09 . C22 . o4 . tw Method 

Start 7 End 

GI none Score 

Exons 7. .72, 52. .147, 139. .339, 155. .337 



OJ990830_04 . 9B09.C22 
3632 

TBLASTX: Wheat 

339 

124 



Seq. No. 12022 Seq. ID 

Gene No. 25448 Strand 

Start 1 End 

Name OJ990830_04 . 9B09 . C22 . ol . gs Method 

Start 121 End 

GI none Score 

Exons 121. .863, 960. .1140, 1450. .1706, 1779. 
3169. .3310 



OJ990830_04 . 9B09.C22 

3632 
GEN SCAN 
3310 
.44 

.1909, 2241. .2925, 



Seq. No. 12022 Seq. ID 

Gene No. 25448 Strand 

Start 1 End 

Name OJ990830_04 . 9B09 . C22 . o3 . ts Method 

Start 199 End 

GI none Score 

Exons 199.. 333, 212.. 319, 217.. 333 



OJ990830_04.9B09.C22 
3632 

TBLASTX : Soybean 

333 

126 



Seq. No. 12022 Seq. ID 

Gene No. 25448 Strand 

Start 1 End 

Name OJ990830_04 . 9B09 . C22 . o2 . tw Method 

Start 352 End 

GI none Score 

Exons 352.. 654, 353.. 625, 384.. 650 



OJ990830_04 . 9B09.C22 
3632 

TBLASTX: Wheat 

654 

207 



Seq. No. 12022 Seq. ID 

Gene No. , 25448 Strand 

Start , 1 End 

Name OJ990830_04 . 9B09 . C22 . ol . tm Method 

Start 37 6 ■* End 

GI " none Score 

Exons 376. .519, 511. .924, 512. .910 



OJ990830__04 . 9B09.C22 
3632 

TBLASTX: Maize 

924 

125 



Seq. No. 12022 Seq. ID 

Gene No. 25448 Strand 

Start 1 End 

Name OJ990830_04 . 9B09 . C22 . o2 . ts Method 

Start 443 End 

GI none Score 

Exons 443.. 733, 445.. 732, 733. .798 



OJ990830_04 . 9B09.C22 
3632 

TBLASTX: Soybean 

798 

132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12022 Seq. ID 

25448 Strand 

1 End 
OJ990830_04 . 9B09 . C22 . ol . tw Method 

658 End 

none Score 

658. .1089, 668. .973, 682. .1071, 1037.. 



OJ990830_04 . 9B09.C22 
3632 

TBLASTX: Wheat 
1089 
238 
1087 



12487 






Seq. No. 


12022 








Seq. ID 


OJ990830_04.9B09.C22 




CZ(^j-\(Zi Mo 


25448 








rand 

yj \ L 0. 1 1U 






OLdl L 


i 








End 


3632 






OJ990830 04 


. 9B09 


. C22 . o2 . 


( tm 


Me^t" hod 


TBLASTX * Mai ze 






940 _ 








End 


1302 




G.I 


none 








Score 


219 






940 1302 














Seq. No. 


12022 








Seq. ID 


OJ990830_04 . 9B09.C22 




CZ(^r~\ pi Kin 


25448 








Strand 






Cf a rt* 


1 








End 


3632 






OJ990830 04 


. 9B09 


. C22 . ol . 


t s 


Method 


TBLASTX: Soybean 




Cf art" 
J Lai t 


1165 ~ 








End 


1590 




GI 


none 








Score 


79 




R von 


1165 1359. 


1177 , 


1374 , 


1383 


..1421, 1421. .1564, 1423. .1590 




Seq. No. 


12022 








Seq. ID 


OJ990830_04 . 9B09.C22 




fipnp No 


25448 








Strand 






Start 


1 








End 


3632 




Name 


OJ990830 04 


. 9B09 , 


C22 o3 


tw 


Method 


TBLASTX: Wheat 




Start 


1186 ~ 








End 


1590 






nunc 








Score 


85 




TT von Q 


i iflfi 1359 




1 390 


1381 


..1458, 1421. .1573, 1423. .1590 


q 


Seq. No. 


12022 








Seq. ID 


OJ990830_04.9B09.C22 


jT: 


Gene No. 


25448 








Strand 




:s ; t 
! ' ! 

1 5f 




1 








End 


3632 




Name 


0,7990830 04 


. 9B09. 


.C22.o3. 


np 


Method 


AAT/NAP 


j =U 


Start 


2163 — 








End 


3632 




GI 


5852181 

J U J 1 U 1 








Score 


111 






2163 2269 


3435. 


. .3632 










(IT npopr-j n 

VJ -L i-J O ^ J L . 


(AL117265 ) 


zhbOOll.l [Oryza 


sativa] 




u 


Seq. No. 


12022 








Seq. ID 


OJ990830_04 . 9B09.C22 


M 


O ~ 1 1 ~ LNU • 


254 48 








Strand 






Start 


1 








End 


3632 




Name 


OJ990830 04 


. 9B09. 


.C22.o5. 


tw 


Method 


TBLASTX: Wheat 


:/| 


Start 


2762 ~~ 








End 


3115 


rf 

■J 37 


GI 


none 








Score 


179 


:=.- 


Kvon 

—J \J ii U 


2762 3115 














Seq. No. 


12023 








Seq. ID 


OJ990830_04.9B09.C26 






25449 








Strand 


+ 




Start 


4 92 








End 


650 




Name 


OJ990830 04 


. 9B09. 


,C26.ol. 


gs 


Method 


GENSCAN 




Start 


4 92 ~~ 








End 


650 




GI 


none 








Score 


.85 




ill J\. KJl 1 O 


492 650 














Seq. No. 


12024 








Seq. ID 


OJ990830_04.9B09.C27 




Gene No. 


25450 








Strand 






Start 


305 








End 


364 




Name 


OJ990830 04 


. 9B09. 


,C27.ol. 


gs 


Method 


GENSCAN 




Start 


305 








End 


364 




GI 


none 








Score 


.78 




Exons 


305. .364 













12488 





Seq. No. 


12025 


Seq. ID 


OJ990830_04 . 9B09.C29 




ucllc inl; • 


9 S4 SI 


O L. X. Cl i 1U 






^•h a rt- 

OLdl L 




End 


J 1 V 




LN dint: 






\J III LN VillM 




q+- a r +- 
o Lai u 


C ZJ 


End 


510 






nnnp 


Score 


. 54 




Exons 


SID 








Seq. No. 


12026 


Seq. ID 


OJ990810_05.9B08.C2 




Gene No. 


25452 


Strand 


+ 




O Lai U 


384 


End 


1483 




Name 


OJ990810 05.9B08.C2.ol.np 


Method 


AAT/NAP 




O L Cl i. L- 


384 


End 


1483 






6175185 


Score 


117 




Exons 


384. .544, 1104. .1190, 1322.. 


1483 








(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 


12026 


Seq. ID 


OJ990810_05.9B08.C2 






25452 


Strand 


+ 




q+- a -rf- 


384 


End 


1483 




Mamo 
In cUIIC 


OJ990810 05.9B08.C2.ol.gs 


Method 


GEN SCAN 




C-f- a r 4- 


405 


End 


1450 


M 




none 


Score 


.8 


c\ 


HiXOIlo 


405. .544, 1322. .1450 






w 


oeq. in o . 


12027 


Seq. ID 


OJ990810_05.9B08.C4 


\\ I 


bene ino . 


25453 


Strand 


+ 






7153 


End 


21340 




Name 


OJ990810 05. 9B08 .C4 . o2 . gs 


Method 


GENSCAN 




Start 


7153 


End 


21340 




GI 


none 


Score 


.79 






7153. .7234, 7549. .7640, 7691 


..7960, 8023. .8146, 8158. .8288, 






8645. .8739, 8869. .9013, 9143 


..9217, 9346..9424, 9842. .9917, 






10325. . 10906, 118 61. . 12057, 


12959. . 13080, 13733. .137 64, 


"- i 




13817. .1398 9, 14 142 .. 14 804 , 


15226. . 15305, 15662 .. 1584 4 , 






15930. .16312, 16360. .17392, 


17543. .176 


S94, 18565. .18859, 






19360. .19842, . 19961 .. 20094 , 


20225. .20714, 20774. .21340 


Q' 


O C m . LN • 


12027 


Seq. ID 


OJ990810_05.9B08.C4 






25453 


Strand 


+ 




Start 


7153 


End 


21340 




Name 


OJ990810 05.9B08.C4.o2.np 


Method 


AAT/NAP 




Start 


14378 


End 


21337 




O -L 


6498441 


Score 


3892 






14 378. .14 857, 15662. .16235, 


16562. . 17724, 19222 .. 19392, 






19567. .20962, 21056.. 21337 










(AP000815) EST C72786 ( E2258 ) 


corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


12027 


Seq. ID 


OJ990810_05. 9B08.C4 




Gene No. 


25454 


Strand 


+ 




Start 


31273 


End 


35642 




Name 


OJ990810 05.9B08.C4.o6.np 


Method 


AAT/NAP 




Start 


31273 


End 


35642 




GI 


6063557 


Score 


230 



12489 




Exons 


31273. .31360, 34219 34369, 


34565. .34740, 35518. 


. J D OH c. 




ui uescrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sat i va ] 




Seq. No. 


12027 


Seq. ID 


OJ990810_ 


05. 9B08 


.C4 


Gene No. 


25455 


Strand 


- 






OLclIL. 


507 


End 


4573 






Name 


OJ990810 05. 9B08.C4 .ol.gs 


Method 


GENSCAN 






Of n -—-1- 


507 


End 


4573 








none 


Score 


.46 






IT 1 V /^S O 


507.. 521, 1537.. 1662, 1828.. 


1856, 4402 


. .4573 






o e q . in u . 


12027 


Seq. ID 


OJ990810_ 


V D • 3DUO 


. l^fi 


Gene No. 


25456 


Strand 


- 






Start 


8165 


End 


8901 






LMclilltr 


OJ990810 05. 9B08.C4 .ol.np 


Method 


AAT/NAP 






Of o t~+- 


8165 


End- 


8901 








6815052 


Score 


389 






Exons 


8165. .8287, 8567. .8640, 8722 


!. .8901 










(AP001080) hypothetical protein [Oryza 


sativa] 






o e q . IN U . 


12027 


Seq. ID 


OJ990810_ 


Uj . JDUO 




Gene No. 


25457 


Strand 








Start 


- 21992 


End 


28285 






Name 


; OJ990810 05.9B08.C4.o3.gs 


Method 


GENSCAN 








21992 


End 


25302 






C T 


none 


Score 


.8 






Exons 


21992. .22216, 22259 .. 22711, 


22748. .22996, 23099. 


o "5 n o 






23687. .23843, 23914 .. 24 113, 


24190. .25080, 25165. 






o e q . ln o . 


12027 • 


Seq. ID 


OJ990810_ 


ac anno 




bene lno. 


25457 


Strand 








Start 


21992 


End 


28285 






Name 


OJ990810 05.9B08.C4.o3.np 


Method 


AAT/NAP 






Of- 3 r -|- 


22010 


End 


28285 






bl 


6907089 


Score 


1808 






IT 1 v /"\ r"i o 


22010. .22912, 23015 24 057, 


24191. .24474, 24514. 


9 c o o q 






28132. .28285 












(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12027 


Seq. ID 


OJ990810_ 


05. 9B08. 


,C4 


Gene No. 


25457 


Strand 








o Lai t 


21992 


End 


28285 






Name 


OJ990810 05.9B08.C4.o4.gs 


Method 


GENSCAN 






Oldl L 


26922 


End 


28276 






TT 
Vj J. 


none 


Score 


.53 






F" von Q 


26922. .27234, 28134. .28276 










o e q . in o . 


12027 


Seq. ID 


OJ990810_ 


oc QD n ft 




Gene No. 


25458 


Strand 








Start 


28535 


End 


30667 






Name 


OJ990810 05.9B08.C4.o5.gs 


Method 


GENSCAN 






Start 


28535 


End 


30667 






GI 


none 


Score 


. 6 






Exons 


28535. .28760, 29040. .29186, 


29304 . .29440, 29554. 


.29590, 






30588. .30667 










Seq. No. 


12027 


Seq. ID 


OJ990810_ 


05.9B08. 


,C4 



12490 



# 



Gene No. 25459 Strand 

Start 32366 End 

Name OJ9908 10_05 . 9B08 . C4 . 06 . tw Method 

Start 14579 End 

GI none Score 

Exons 14579. .14686, 14 596 .. 14 676, 14 656 14 799, 14660. .14842 



35642 

TBLASTX: Wheat 

14842 

91 



Seq. No. 12027 

Gene No. 25459 

Start 32366 

Name OJ990810JD5 . 9B08 . C4 . ol . tw 

Start 16447 

GI none 

Exons 16447. .16620, 16448 .. 16933, 



Seq. ID OJ990810_05. 9B08.C4 
Strand 

End 35642 

Method TBLASTX : Wheat 

End 16933 

Score 372 
16648. .16902 



m 
a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No,. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12027 
25459 
32366 

OJ990810_05 . 9B08 . C4 . o4 . tw 

17054 

none 

17054. .1714 9, 17059. .17148, 
17162. .17344 

12027 
25459 
32366 

OJ990810_05 . 9B08 . C4 . o2 . tm 

17141 

none 

17141. .17344, 17170. .17343 



Seq. ID OJ990810_05.9B08.C4 
Strand 

End 35642 

Method TBLASTX : Wheat 

End 17344 

Score 97 
17140. .17343, 17141. . 17344, 



Seq. ID OJ990810_05. 9B08.C4 

Strand . 

End 35642 

Method TBLASTX : Maize 

End 17344 

Score 199 



12027 
25459 
32366 

OJ990810JD5. 9B08.C4 .o5.tw 
19395 
none 

19395. .19490, 19396 .. 19491, 19567 .. 19854 , 19569 .. 19655, 
19683. .19742 



Seq. ID OJ990810_05. 9B08.C4 
Strand 

End 35642 

Method TBLASTX : Wheat 

End 19854 

Score , 133 



Seq. No. 12027 

Gene No. 25459 

Start 32366 

Name OJ990810_05 . 9B08 . C4 . ol . tm 

Start 20217 

GI none 

Exons 20217. .20531, 20321 .. 20521 , 



Seq. ID OJ990810_05. 9B08.C4 
Strand 

End 35642 

Method TBLASTX: Maize 

End 20560 

Score 331 
20328. .20540, 20513.. 20560 



Seq. No. 12027 

Gene No. 25459 

Start 32366 

Name OJ9908 10_05 . 9B08 . C4 . o2 . tw 

Start 20345 

GI none 

Exons 20345. .20422, 2034 6 .. 20714 , 



Seq. ID OJ990810_05. 9B08.C4 
Strand 

End 35642 

Method TBLASTX : Wheat 

End 20731 

Score 368 
20447. .20689, 20480. .20731 



12491 



• # 





Seq. No. 


1 O A O T 
lzUZ I 


Seq. ID 


OJ990810_05.9B08, 


. C4 




Gene No. 


25459 


Strand 








Start 


32366 


End 


35642 






Name 


ojyyuoiu uo . ybuo . C4 . oo . tw 


Method 


TBLASTX: Wheat 






Start 


zu / jz 


End 


21328 






GI 


none 


Score 


239 






Exons 


ZU / oz . . Z 1VZZ , Zv / o4 . . zUozy , 


20899. .21009, 21092. .21172, 








oiono O'X'kOA 0190*5 oi qoo 
Z 1Z UZ . . Z ± OZ 4 , ZIZUj . . Z ± OZ 0 










Seq. No. 


i o a o *7 
lzUZ / 


Seq. ID 


OJ990810_05.9B08, 


. C4 




Gene No. 


25459 


Strand 








Start 


32366 


End 


35642 






Name 


ujyyuoiu uo.yriUo.u4.OD.gs 


Method 


GENSCAN 






Start 


JZ o b b 


End 


34985 






GI 


none 


Score 


.82 






Exons 


qoo^C *50^m QOCiQ oo^Q^ 


33227. .33344, 33406. .33449, 








o-iT/iO *5*5QO*7 ^^QO.^ "l/i HQi; 

jj / io . . jjoz / ;> Joyub..,54Uoo, 


34884. .34985 






Seq. No. 


IZUz / 


Seq. ID 


OJ990810_05. 9B08, 


. C4 




Gene No . 


O R / R G 

z 04 o y 


Strand 








Start 


32366 


End 


35642 






Name 


OJ990810 05. 9B08.C4 .o5.np 


Method 


AAT/NAP 






Start 


33396 


End 


35642 




U 


GI 


6175185 


Score 


135 






Exons 


33396..33453, 33748.-33827, 


33906. .34085, 34884 .. 34 970, 




: zr 




35609. .35642 








Hi 


GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




_t 


Seq. No. 


12028 


Seq. ID 


OJ990810_05. 9B08, 


.C7 


: S U 


Gene No. 


25460 


Strand 






: 5 ! 


Start 


1265 


End 


2202 






Name 


OJ990810 05.9B08.C7.ol.gs 


Method 


GENSCAN 




I'll 


Start 


1265 


End 


1978 






GI 


none 


Score 


.44 




i. : 


Exons 


1265. .1291, 1739. .1978 








c; 


beq. No. 


12028 


Seq. ID 


OJ990810_05.9B08, 


. U / 


. "t 


Gene No. 


25460 


Strand 








Start 


1265 


End 


2202 




1- _l 


Name 


OJ990810 05. 9B08.C7.ol.np 


Method 


AAT/NAP 






b tart 


1510 


End 


2202 








6175185. 


Score 


80 






Exons 


1510. .1645, 1739. .1928, 2164. .2202 








GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 






beq. no. 


12029 " 


Seq. ID 


OJ990810_05. 9B08. 


r"Q 
. Lo 




Gene No. 


25461 


Strand 








Start 


1 


End 


1097 






Name 


OJ990810 05. 9B08.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1097 






GI 


6175185 


Score 


50 






Exons 


1..25, 397. .555, 836. .988, 


1070. .1097 








GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 






Seq. No. 


12030 


Seq. ID 


OJ990810_05. 9B08. 


,C10 




Gene No. 


25462 


Strand 








Start 


1 


End 


4407 





12492 



Name OJ9908 10_05 . 9B08 . CIO . ol . np Method AAT/NAP 

Start 1 End 3231 

GI 6175185 Score 150 

Exons 1..74, 312.. 451, 1702.. 1830, 2868.. 3037, 3134.. 3231 

GI Descrip. (AC011437) ankyrin-like protein [Arabidopsis thaliana] 



beq. NO. 


i on^n 






beg. iu 


to Qnoi n 
uj y y u o i u 


Gene No . 


o r a &o 






Strand 




btart 


l 








a'a nn 
4 4 U / 


Name 


OJ990810 05.9B08 


.ClO.ol. 


gs . 


Method 


GENSCAN 


Start 


276 






End 


3048 


C T 


none 






Score 


. 00 


Exons 


276. .451, 1702.. 


1830, 2868.. 


3048 




beq. jno . 


12030 






Seq. ID 


n TQQHQ 1 H 

uu y yuo i u 


bene jno . 


25462 






Strand 




otiar u 


1 






End 


a a m 

H 4 U / 


Name 


OJ990810 05.9B08 


.C10.o2. 


np 


Method 


AAT/NAP 


Start 


2591 






End 


4407 




6721512 






Score 


Q 1 

y 1 


Exons 


2591. .2704, 4047 


. .4073, 


4116 


. .4407 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


12031 






Seq. ID 


ATQOA01 C\ 

OJy y(Jo 1U 


Gene No . 


25463 






Strand 


+ 


Start 


701 






End 


1936 


Name 


OJ990810 05.9B08 


.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


701 






End 


1936 


P T 
bl 


none 






Score 


. 61 


Exons 


701. .771, 1247.. 


1365, 1£ 


155. . 


1936 




beq . wo . 


12031 






Seq. ID 


OJ990810 


Gene No . 


25464 






Strand 


+ 


o car u 


5240 






End 


14001 


Name 


OJ990810 05.9B08 


.Cll.o3. 


gs 


Method 


GENSCAN 


Start 


5240 






End 


10279 


GI 


none 






Score 


.46 


Exons 


5240.. 5309, 5336 


. .5450, 


5721 


. .5831, 5911. .6011, 




7273.. 7320, 7584 


. .7778, 


8023 


..8597, 8622. .9030, 


Seq. No. 


12031 






Seq. ID 


OJ990810 


Gene No. 


25464 






Strand 


+ 


Start 


. 5240 






End 


14001 


Name 


OJ990810 05.9B08 


.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


8359 






End 


14001 


GI 


6498441 






Score 


6893 


Exons 


8359.. 9422, 9753 


. .10216, 


10280. . 10653, 


10837. .1" 



05. 9B08.C11 



05.9B08.C11 



11145. .11571, 11764. .12060, 12232 .. 13626, 13720.. 14001 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 12031 Seq. ID 

Gene No. 25465 Strand 

Start 19156 End 

Name OJ990810_05 . 9B08 . Cll . 06 . gs Method 

Start 19156 End 



OJ990810_05.9B08.C11 
+ 

20347 

GENSCAN 

20347 



12493 



• * 



GI 


none 


Score 


.47 








Exons 


1 Q1 CC 1 QOI O 1 CM /l 9 1 QCTI 


20259. .20347 








Seq. No. 


12031 


Seq. ID 


OJ990810_ 


_05. 


9B08 


.Cll 


Gene No. 


25466 


Strand 


+ 








btart 


z u / H Z 


End 


20761 w 








Name 


ujyyuoiu Uj.ybuo.tii.o / .gs 


Method 


GEN SCAN 








Start 


Z U / H Z 


End 


20761 








GI 


none 


Score 


.42 








Exons 


ZU / 4Z . . ZU / bl 












Seq. No. 


12031 


Seq. ID 


OJ990810_ 


JD5. 


9B08 


.Cll 


Gene No. 


25467 


Strand 


- 








otart 


9 1 CM 

z ± y 4 


End 


2704 








Name 


ujyyuoiu uo . y oUo . l^i i . oz . gs 


Method 


GENSCAN 








o tar t 


0 1 CM 

z i y 4 


End 


2704 








GI 


none • 


Score 


.68 








Exons 


z ± y 4 . . z 4 u o , z 4 o z . .z / U4 












Seq. No. 


12031 


Seq. ID 


OJ990810_ 


_05. 


9B08 


.Cll 


Gene No. 


25468 


Strand 












14 D J J 


End 


17977 








Name 


r\TQQnQi n nt; qdhq r*i i /re? 

ujyyuoiu uo . ybuo . Gi i . oo . gs 


Method 


GENSCAN 








Start 


i ii COO 

14 boo 


End 


17977 








GI 


none 


. Score 


.85 








Exons 


14 boo . . lbU14 , ±blZ4 . . IbZyz, 


16485. .16620, 16716 


. .17977 




Seq. No. 


iZUol 


Seq. ID 


OJ990810 


_05. 


9B08 


.Gil 


Gene No. 


25468 


Strand 










Start 


\ 14633 


End 


17977 








Name 


OJ990810 05.9B08.Cll.o2.np 


Method 


AAT/NAP 








ot art: 


14636 


End 


17977 








GI 


5803259 


Score 


4982 








Exons 


14636. .16306, 16391. .16620, 


16716. .17977 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








oeq. no. 


12031 


Seq. ID 


OJ990810 


_05. 


9B08 


. ^ ± 1 


ucuc 1NO . 


254 69 


Strand 










OLaiL. 


18794 


End 


19664 








Name 


OJ990810 05.9B08.Cll.o3.np 


Method 


AAT/NAP 








Start 


18794 


End 


19664 








C T 

GI 


5922623 


Score 


205 








Exons 


18794. .18869, 19037. .19191, 


19580. .19664 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gil 6016856|dbj | BAA85199 . 1 1 


(AP000570) : 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


12031 


Seq. ID 


OJ990810_ 


_05. 


9B08 


.Cll 


Gene No. 


25470 


Strand 










ot art 


19704 


* End 


20948 








Name 


OJ990810 05.9B08.Cll.o6.tw 


Method 


TBLASTX: Wheat 




Start 


8562 


End 


8900 








GI 


none 


Score 


112 








Exons 


8562. .8660, 8567. .8659, 8627. .8866, 8643. .8900 








Seq. No. 


12031 


Seq. ID 


OJ990810_ 


_05. 


9B08 


.Cll 


Gene No. 


25470 


Strand 











12494 





19704 






End 


£. \J ZJ T O 




Name 


OJ990810 05.9B08.C11 


,o2 . tw 


Method 


1 DlinO 1A . VVIlcal. 






9637 






End 






PT 


none 






Score 






Exons 


9637. . 


.9774, 9638.. 10096, 9832. .10092 






Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08 


.Cll 


Gene No. 


25470 






Strand 








19704 






End 


20948 




Name 


OJ990810 05.9B08.C11, 


■ Ul i L- w 


Method 


TBLASTX: Wheat 




O Lai L 


10287 






End 


10750 




PT 


none 






Score * 


219 




Exons 


10287. 


..10730, 10288., 


.10743, 


10289. .10750, 10289.. 10744 




Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08 


.Cll 


Gene No. 


25470 






Strand 






DL.ci.LL 


19704 






End 


20948 




Name 


OJ990E 


310_05.9B08.C11. 




Method 


TBLASTX : Soybean 




O t a. IT L. 


10328 






End 


10693 




pr 


none 






Score 


117 






10328. 


..10552, 10559., 


.10693 








Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08 


.Cll 


Gene No. 


25470 






Strand 






OLail 


19704 






End 


20948 




Name 


' OJ990810 05.9B08.C11, 


• ol • tm 


Method 


TBLASTX: Maize 






10418 






End 


10774 ■ 




P T 


none 






Score 


392 




Exons 


10418. 


,.10774, 10453., 


.10764, 


10469. .10774 




Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08 


.Cll 


Gene No. 


25470 






Strand 






Of- -3 r-+- 


19704 






End 


20948 




Name 


OJ990810 05.9B08.C11. 


pi R i~ w 

i U J • (_ w 


Method 


TBLASTX: Wheat 




c+- a v~4- 


10751 






End 


11062 




PT 


none 






Score 


324 




Cj Avji 1 o 


10751. 


,.11062, 10759., 


.11049 








Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08- 


.Cll 


Gene No. 


25470 






Strand 






Of arf 
O Lai L 


19704 






End 


20948 




Name 


OJ990E 


ilO_05.9B08.Cll, 


. o2 . tm 


Method 


TBLASTX: Maize 




O L.O..L L, 


10801 






End 


11184 




pT 


none 






Score 


272 




IjAUHo 


10801. 


.11085, 10802., 


.11086, 


11074 . . 11184 




Seq. No. 


12031 






Seq. ID 


OJ990810_05. 9B08 


.Cll 


Gene No. 


25470 






Strand 






Cf 3 
OLdl L 


19704 






End 


20948 




Name 


OJ990810 05.9B08.C11, 


.ol. ts 


Method 


TBLASTX : Soybean 




Cf 2 v~ 4- 


10937 






End 


11307 




GI 


none 






Score 


136 




Exons 


10937. 


.11080, 11077.. 


.11307 








Seq. No. 


12031 






Seq. ID 


OJ990810_05.9B08 


.Cll 


Gene No. 


25470 






Strand 






Start 


19704 






End 


20948 





12495 



• # 



LN all It 


O.TQQOfilO OS QROft PIT 


ofi t* w 








OLaL L 


11071 _ 

X X \J f X 




End 


11358 




OX 


none 




Score 


240 






11071 11358 










Q orr Mo 
o c . ln *j • 


12031 




Seq. ID 


OJ990810_05.9B08 


. Cll 


Gene No. 


25470 




Strand 






Start 


19704 




End 


20948 




MpTrif^ 

alllC 


OJ990810 05 9B08 Cll 


. o4 . tw 


Method 


TBLASTX: Wheat 




OLaJ. L 


11804 ~~ 




End 


12366 






none 




Score 


235 




T7 1 von c 


11804 11824 11932 


. 12156, 


11947. .12156, 11997. .12182, 






12217 12366 12226 


12363 


12228. .12365 




Cpn Mo 


12031 

1 i. U J 1 




Seq. ID 


OJ990810_05.9B08, 


. Cll 


Gene No. 


25470 




Strand 






Start 


19704 




End 


20948 




Name 


OJ990810 05.9B08.C11 


,o2.ts 


Method 


TBLASTX : Soybean 




9-t-^rt 

u Lai l 


12055 




End 


12621 




\J X 


5666795 




Score 


69 




£j A. Wl 1 O 


12055. .12153, 12229. 


.12366, 


12421. .12621 




wX uCubl J- £j • 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


12031 




Seq. ID 


OJ990810_05.9B08, 


.Cll 


Gene No. 


25470 




Strand 






O (_ a. J_ L 


19704 




End 


20948 




Name 


O.TQQOfllO OS QROfl PI 1 




Method 


TBLASTX: Wheat 




O UcU. L 


12369 




End 


12681 






none 




Score 


18 9 




P v on q 


12369. .12545, 12421. 


.12681 








Seq. No. 


12031 




Seq. ID 


OJ990810_05.9B08, 


.Cll 


Gene No. 


25470 




Strand 






Start 


19704 




End 


20948 




Name 


OJ990810 05.9B08.C11 


. o3 . tm 


Method 


TBLASTX: Maize 






12874 




End 


13194 






none 




Score 


46 




P von ^ 


12874. .12924, 12930. 


.13181, 


12931. .13194 




Seq. No. 


12031 




Seq. ID 


OJ990810_05. 9B08 , 


.Cll 


Gene No. 


25470 




Strand 






Start 


19704 




End 


20948 




Name 


OJ990810 05.9B08.C11 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13008 




End 


13389 






none 




Score 


365 




P. von ^ 

III A \J 1 1 O 


13008. .13064, 13009. 


.13389, 


13110. .13253 




Cpa Mo 


12031 




Seq. ID 


OJ990810_05.9B08. 


. CI 1 


Gene No. 


25470 




Strand 






Start 


19704 




End 


20948 




Name 


OJ990810 05.9B08.C11 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13390 




End 


13992 




GI 


none 




Score 


265 




Exons 


13390. .13674, 13390. 


.13806, 


13530. .13700, 13866. . 13988, 






13867. .13992 










Seq. No. 


12031 




Seq. ID 


OJ990810_05.9B08. 


.Cll 



12496 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25470 Strand 

19704 End 20948 

OJ990810__05.9B08.Cll.o4 .np Method AAT/NAP 

19704 End 20948 

4455188 Score 170 
19704. .19911, 20804. .20948 

(AL035521) putative protein [Arabidopsis thaliana] 



Seq. No. 12031 Seq. ID 

Gene No. 25470 Strand 

Start 19704 End 

Name OJ9908 10_05 . 9B08 . CI 1 . o5 . np Method 

Start 20517 End 

GI 4585985 Score 

Exons 20517. .20600, 20676.. 20948 

GI Descrip. (AC005287) Hypothetical protein [Arabidopsis thaliana] 



OJ990810_05.9B08.C11 

20948 
AAT/NAP 
20948 
211 



Seq. No. 


12031 


Seq. ID 


OJ990810_05.9B08 


.Cll 


bene ino . 


9 1 n 


Strand 










End 


20948 




Name 


Uu ^ jUOIU Uj. ^DUo .^ll.U4 .till 


Method 


TBLASTX: Maize 




O Ual L 




End 


20923 






none 


Score 


72 






9fl"7Q'3 9HQ1 9 9D7Q£ 9HQ1R 


20797. .20919, 20837.. 20923 




rf\ Seq. No. 


■ 12032 * 


Seq. ID 


OJ990810_05. 9B08 


■ C12 


C2_ /~\ j~\ r\ VT /-\ 


25471 


Strand 


+ 




jtdiL 


3701 


End 


3946 




''''' Name 


OJ990810 05. 9B08.C12.o2.gs 


Method 


GENSCAN 




i '• 1 Q+- ^ -rf- 


3701 


End 


3946 




I. t \3 ± 


none 


Score 


.81 




:-; | £iAUI lo 


3701. .3946 








! ! Seq. No. 


12032 


Seq. ID 


OJ990810_05. 9B08 


.C12 


U Gene No. 


25472 


Strand 






\l Start 


245 


End 


995 




y s Name 


OJ990810 05. 9B08.C12.ol.gs 


Method 


GENSCAN 




i=i Start 


245 


End - 


995 






none 


Score 


.88 




^ Exons 


245. .256, 483. .995 








Seq. No. 


12033 


Seq. ID 


OJ990810_05.9B08 


.C14 


Gene No. 


25473 


Strand 


+ 




Start 


448 


End 


3444 




Name 


OJ990810 05.9B08.C14.ol.gs 


Method 


GENSCAN 




Start 


448 


End 


3444 




GI 


none 


Score 


.55 




Exons 


448. .595, 812. .910, 1590. .1858, 2719.. 


2816, 2981.. 3444 




Seq. No. 


12033 


Seq. ID 


OJ990810_05.9B08 


.C14 


Gene No. 


25474 


Strand 






Start 


2861 


End 


5839 




Name 


OJ990810 05.9B08.C14.ol.np 


Method 


AAT/NAP 




Start 


2861 


End 


5839 




GI 


4234854 


Score 


1249 




Exons 


2861. .2887, 4052. .5096, 5134. .5839 






GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 







12497 





Seq. No. 


12033 






Seq. ID 


OJ990810 


_05.9B08 


.C14 




Gene No. 


25474 






Strand 










OLdl t 


9ft fil 






End 


5839 








Name 


o.TQQnfti n or 


QRDft PI 4 nl 


• L- W 


Method 


TBLASTX : 


Wheat 






Q 4- -» rh 


4 4 7ft _ 






End 


5255 








ui 


none 






Score 


54 










447ft 4774 


4878 4961 


'4885 


..4962, 4985. .5143, 


4989. .5060, 






c;i 'jn ci qc 

JlOU . . JlJJ/ 


S9 1 1 S9 S S 














Seq. No. 


12033 






Seq. ID 


OJ990810 


_05.9B08, 


.C14 




Gene No. 


25474 






Strand 












9fi 61 






End 


5839 








Name 


n.TQQOft 1 n n s 


qonft Pi 4 nl 


• L. O 


Method 


TBLASTX: 


Soybean 








4 ft S7 ~~ 

*i O J / 






End 


5210 










I it; 






Score 


77 










4ftS7 soon 


489^ 4976 


4 910 
*± ^ j. \j 


..4999, 4973. .5143, 


5018: .5137, 






si i ft S9i n 


SI 64 SI Qfi 














Seq. No. 


12033 






Seq. ID 


OJ990810 


OS QROft 


n 4 






9 S4 7 4 






Strand 












9ft fil 






End 


5839 








Name 


O TQQOR 10 OS 


QDnQ PI 4 /^9 


. gs 


Method 


GENSCAN 






.3 Kt, 

!..[ 


oL.ar L. 


JJlU 






End 


5678 






; 'i 


P T 


none 






Score 


.47 






a? 

m 


Exons 
















ry 


Seq. No. 


12034 






Seq. ID 


OJ990810 


_05. 9B08, 


PI s 


i ; 


Gene No." 


25475 






Strand 








! i ! 


o La.ru 


i 






End 


728 








Name 


p> tq QH ft in n s 


. 9B08.C15.ol, 


.np 


Method 


AAT/NAP 






i : { i 


OLdl L 


1 ~~ 






End 


728 








pt 


4 9^4 ft 4 






Score 


432 






,. 


CjAUIIo 


1 7 9ft 




















gag-pol polyprotein [Zea mays] 






! : 


Seq. No. 


12035 






Seq. ID 


OJ990810 


_05.9B08, 


.C16 


i 


Gene No. 


25476 






Strand 


+ 










861 






•End 


3270 






L s j| 


Name 


OJ990810 05 


.9B08.C16.o2, 


.np 


Method 


AAT/NAP 






r~t 


jLall 


861 






End 


2646 








pr 


4585884 






Score 


111 








Exons 


861. .897, 2166. .2405, 2477..; 


2646 










ox uescrip, 


(AC005850) 


Hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


12035 






Seq. ID 


OJ990810 


_05.9B08. 


,C16 




Gene No. 


25476 






Strand 


+ 








9t- a Tt- 


861 






End 


3270 . 








Name 


OJ990840 05 


. 9B08.C16.ol, 


.np 


Method 


AAT/NAP 


■> 






Qfa r-+- 

O t a. IT t 


1839 






End 


3270 








GI 


6721512 






Score 


85 








Exons 


1839. .1975, 


3237. .3270 














GI Descrip. 


(AP001072) : 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


12035 






Seq. ID 


OJ990810_ 


_05. 9B08. 


C16 




Gene No. 


25477 






Strand 


+ 








Start 


3905 






End 


5108 







12498 



Name OJ990810_05 . 9B08 . CI 6 . o3 . np Method AAT/NAP 

Start 3905 End 5108 

GI 6907106 Score 458 

Exons 3905. .4195, 4501. .4848, 4923. .5108 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Qpn Mo 


12035 










Seg. ID 


\JKJ Zf-Zf \J (J J. \J KJ ~J • _7 LJ\J O .OXvJ 


Gene No. 


25478 










Strand 


+ ~ 


Start 


7235 










End 


7876 


Name 


OJ990810 05. 


9B08 , 


C16 o3 




Method 


GEN SCAN 


Start 


7235 










End 


7876 


GI 


none 










Score 


.86 




7235. 


7648, 


7859 . 


.7876 








Seg. No. 


12035 










Seg. ID 


OJ990810_05 . 9B08 .CI 6 


Gene No. 


25479 










Strand 




Start 


4071 










End 


4670 


Name 


OJ990£ 


U0_05. 


9B08 . 


n fi o? 


. tm 


Method 


TBLASTX: Maize 


OLdi L 


2163 










End 


2577 


(IT 


none 










Score 


210 




2163. 


2408, 


9 i fin 


99 49 




.2407, 2477. .2536, 2512. .2577 


Qp>rr Mo 


12035 










Seg. ID 


OJ990810_05.9B08.C16 


("lane* Mo 


25479 










Strand 




Start 


4071 










End 


4670 * 


Name 


OJ990810 05. 


9B08. 


C16.o2 


.gs 


Method 


GEN SCAN 


OLdl L 


4071 










End 


4670 


(it 


none 










Score 


.9.7 


HiAUl 1 o 


4071. 


4670 












Seg. No. 


12035 










Seg. ID 


OJ990810_05.9B08.C16 


Cpnp No 


25480 










Strand 




Start 


4639 










End 


5013 


Name 


OJ990810 05. 


9B08. 


C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4639 










End 


5013 


GI 


none 










Score 


193 


X-J 4\. Vw/ 1 1 o 


4639. . 


4875, 


4 66 3 *". 


. 4 872, 


4 8 68. 


.4900, 4£ 


180.. 4912, 4964.. 5011, 




4966. . 


5013, 


4 966. 


. 5010 








Qpn Mo 


12035 










Seg. ID 


OJ990810_05 . 9B08 .CI 6 


Gene No. 


25481 










Strand 




Start 


7214 










End 


7588 


Name 


OJ990810 05. 


9B08. 


C16.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


7214 










End 


7588 


GI 


none 










Score 


288 


Exons 


7214. . 


7486, 


7215. 


.7472, 


7426. 


.7473, 7505.. 7588, 7523.-7585 


Seg. No. 


12036 










Seg. ID 


OJ990810_05.9B08.C17 


Gene No. 


25482 










Strand 


+ 


Start 


202 










End 


6818 


Name 


OJ990810 05. 


9B08. 


C17.ol 


gs 


Method 


GENSCAN 


Start 


202 










End 


6818 


GI 


none 










Score 


.58 



Exons 202. .240, 397. .498, 2980. .3501, 5460. .5640, 6410. .6625, 

6637. .6818 



12499 



Sea No 


12036 


Seq. ID 


OJ990810 05 9B08 


. C17 


Gene No 


25482 


Strand 






Start 


202 


End 


6818 




Name 


OJ990810 05. 9B08.C17.o2.gp 


Method 


AAT/GAP 




Start 


4679 


End 


4939 




GI 


3763145 


Score 


349 




P von ^ 


4679. .4939 








GI Descrip . 


416325/gb|U03454 | PRS423 2 . Oe- 


15 Yeast 


episomal vector pRS423 




with HIS3 marker, complete sequence 






Seer No 


12036 


Seq. ID 


OJ990810 05.9B08 


. C17 


Gene No. 


25483 


Strand 


+ ~~ 




Start 


7746 


End 


8647 




Name 


OJ990810 05.9B08.C17.ol.np 


Method 


AAT/NAP 




Start 


7746 


End 


8647 




GI 


5852178 


Score 


512 




Exons 


7746. .8054, 8086. .8182, 8545. 


.8647 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 






Sea No 


12036 


Seq. ID 


OJ990810 05 9B08 


. C17 


Gene No. 


25484 


Strand 






Start 


3647 


End 


4175 




Name 


OJ990810 05. 9B08.C17.ol.gp 


Method 


AAT/GAP 




Start 


3647 


End 


4175 




GI 


LIB34 75-007-P1-K1-E8 


Score 


700 




F 1 von q 


3647. .3693, 3783. .4175 








f^T Dp qpri n 


M512233/dbj | AB014743 . 1 1 AB01474 3 l.Oe- 








copia-type retrotransposon RIRE7 DNA, 


n3Tt"ir5l ^prrupnrp ' 




Seq. No. 


12036 


Seq. ID 


OJ990810_05.9B08 


.C17 


Gene No. 


25485 


Strand 






Start 


7821 


End 


9183 




Name 


OJ990810 05.9B08.C17.o2.gs 


Method 


GENS CAN 




Start 


7821 


End 


9183 




GI 


none 


Score 


. 84 




Exons 


7821.. 8005, 8164. .8325, 9102. 


.9183 






Seq. No. 


12037 


Seq. ID 


OJ990810 05.9B08 


. C18 


Gene No. 


25486 


Strand 


+ ' ' ~ 




Start 


97 


End 


194 




Name 


OJ990810 05. 9B08.C18.ol.gs 


Method 


GENSCAN 




Start 


97 


End 


194 




GI 


none 


Score 


.84 




Exons 


97. .194 








Sea No 


12038 


Seq. ID 


OJ990810_05.9B08 


.C19 


Gene No. 


25487 


Strand 


+ 




Start 


1 


End 


436 




Name 


OJ990810 05. 9B08.C19.ol.gp 


.Method 


AAT/GAP 




Start 


1 


End 


436 




GI 


uC-osflcyp039a01bl 


Score 


789 




Exons 


1. .436 








GI Descrip. 


, 1173090/sp|Q05921|RN5A MOUSE 


4 .0e-09 


2 -5A- DEPENDENT 





RIBONUCLEASE (2-5A-DEPENDENT RNAASE) {RNASE L) (RIBONUCLEASE 4) 

>gi_1083193_pir B45771 2-5A-dependent RNAase - mouse (fragment) 

>gi_293265 (L10382) 2-5A-dependent RNase [Mus musculus] 1 



12500 



OJ990810_05. 
+ 

436 

AAT/NAP 
156 

.53 



Seq. No. 12038 Seq. ID OJ990810_05.9B08.C19 

Gene No. 25487 Strand 

Start 1 End 

Name OJ9908 10_05 . 9B08 . C19 . ol . np Method 

Start 1 End 

GI 730856 Score 

Exons 1 - . 156 

GI Descrip. REGULATORY PROTEIN SWI6 (CELL-CYCLE BOX FACTOR, CHAIN SWI6) 

(TRANS-ACTING ACTIVATOR OF HO ENDONUCLEASE GENE) (MBF SUBUNIT 
P90) gi|480316|pir| IS36657 SWI6 protein - yeast (Kluyveromyces 
marxianus var. lactis) gi | 397612 | emb | CAA52345 | (X74292) SWI6 
[Kluyveromyces lactis] 





o e q . in v . 


12038 


Seq. ID 


O.TQQOft i n 




Cl o n o KIo 


25487 


Strand 


+ 




uLctl I 


1 


End 


436 




Name 


OJ990810 05. 9B08.C19.ol.gs 


Method 






Start 


40 


End 


156 




GI 


none 


Score 


.67 




T* 1 von c; 


40. .156 








o c q . in u . 


12039 


Seq. ID 


D.TQQOR 1 0 
uu y y \j o xu 




ocllc 1NU . 


25488 


Strand 


_l_ 




OLdl L 


1 


End 






Name 


OJ990810 05.9B08.C20.ol.np 


Method 


A AT /MAP 


n 


Start 


1 


End 


278 


t : 


GI 


6907089 


Score 


269 


L! 


LiAUllO 


"1. .278 






sf 
. 1 




(AP001129) hypothetical protein [Oryza 


sqli va J 


-.• 




12039. 


Seq. ID 


O.TQQDft 1 0 


s? 




25488 


Strand 


-j- 




Start 


1 


End 


278 




Name 


OJ990810 05.9B08.C20.ol.gs 


Method 


GENSCAN 


% 


Start 


49 


End 


186 


X 


GI 


none 


Score 


. 61 






49. .186 






= i 


Seq. No. 


12040 


Seq. ID 


OJ990830 


It 


Gene No. 


25489 


Strand 


+ 


I 

CT 


Start 


302 


End 


927 




Name 


OJ990830 01.9B04 .C3.ol.gs 


Method 


GENSCAN 




Start 


302 


End 


927 




GI 


none 


Score 


.67 




Exons 


302. .363, 617. .839, 871. .927 








Seq. No. 


12040 


Seq. ID 


OJ990830 




Gene No. 


25490 


Strand 






Start 


2317 


End 


2445 




Name 


OJ990830 01. 9B04 .C3.o2.gs 


Method 


GENSCAN 




Start 


2317 


End 


2445 




GI 


none 


Score 


.79 




Exons 


2317. .2445 








Seq. No. 


12041 


Seq. ID 


OJ990830_ 




Gene No. 


25491 


Strand 


4- 




Start 


1817 


End 


5741 



12501 




Name 


n,T990R30 m 


9R04 


PS n1 




Method 


GENSCAN 




o Lai L 


1 fil 7 ~~ 

X O X / 








End 


5302 




Cl T 

ux 


none 








Score 


.42 






1 R1 7 1 Q9S 

X O X / ■ ■ X -/ — > , 


2974 


. 3294 , 


3393 . 


.3937, 4151. .4237, 


44R0 471R 




4 R 4 1 4 QfiO 


^0S7 


M 4 3 

• t J14 J/ 


S944 


.5302 






D e CJ . IN u • 


X \J *i x 








Seq. ID 


OJ990830 


01 9R04 

\J X . ?DU4 .V^J 


cleric LNU . 


9S491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


.9B04, 


.C5.ol. 


np 


Method 


AAT/NAP 




O Lai L 


30S0 








End 


5173 




rir 

\3 X 


3337367 








Score 


938 




Exons 


30R0 3994 


3393, 


. .3937, 


4148. 


.4223, 4; 


335. .4384, 


4480. .4718, 




4841 4960 


5057, 


. .5173 










\j x JV/J — tr " 


(AC004481) 


hypothetical 


protein [Arabidopsis thaliana] 


o t; l| . i\ * 


12041 








Seq. ID 


OJ990830 


_01. 9B04 .C5 


Gene No. 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


.9B04 , 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




3118 ~~ 








End 


4609 




ox 


none 








Score 


89 






31 1 R 3931 

J X X O . . J ^. J 1 ^ 


3127, 


. .3297, 


3216. 


.3254, 3395.. 3508, 


3396. .3629, 




36S1 393S 


4149. 


. .4214, 


4152. 


.4235, 4345.. 4371, 


4469. .4609 


Seq. No. 


12041 








Seq. ID 


OJ990830 


_01.9B04.C5 


Gene No. 


25491 








Strand 


+ 




OLdlt 


1 R 1 7 
x o x / 








End 


5741 




Name 


n,TQQ0R30 ni 


.9B04. 


,C5.o3. 


tm 


Method 


TBLASTX: 


Maize 


Ot ax t 


31 91 _ 








End 


3497 




C3X 


none 








Score 


240 




XT' VAfi Q 


3191 3997 


3124. 


. .3225, 


3162. 


.3296, 3395.. 3496, 


3396. .3497 


Seq. No. 


12041 








Seq. ID 


OJ990830 


_01.9B04.C5 


Gene No. 


25491 








Strand 


+ 




OLCli L 


1817 








End 


5741 




Mamo 

IN CLILLt: 


OJ990R30 01 


.9B04. 


.C5.ol. 


tc 


Method 


TBLASTX: 


Cress 




3127 _ 








End 


3776 




O X 


none 








Score ■ 


166 






3127 3297 


3201. 


. .3293, 


3392. 


.3529, 3396.. 3749, 


3738. .3776 


Seq. No. 


12041 








Seq. ID 


OJ990830 


_01.9B04.C5 


Gene No. 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990R30 01 


. 9B04. 


,C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Cf 2 r-t- 

O L, di L, 


3600 ~~ 








End 


3943 




v3 -L 


none 








Score 


430 




TT YAT1 Q 


3600 393S 


3602'. 


. .3742, 


3806. 


.3943, 3836. .3940 




OCLj . LNU . 


1 904 1 








Seq. ID 


OJ990830 


_01. 9B04 .C5 


^pnp Mo 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


. 9B04. 


.C5.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3753 








End 


4528 




GI 


none 








Score 


194 




Exons 


3753. .3947, 


3815. 


. .3946, 


4119. 


.4235, 4151. .4234, 


4326. .4397, 




4438. .4524, 


4469. 


, .4528 











12502 



Seq. No. 


12041 








Seq. ID 


OJ990830JD1.9B04 


.C5 


Gene No. 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


. 9B04 


. C5 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


4151 _ 








End 


4917 




GI 


none 








Score 


127 




Exons 


■" 4151 . . 4231, 


4152 


. . 4235, 


4469. 


.4720, 4477. .4728, 4833. .4916, 




4837 . .4917 














Seq. No. . 


12041 








Seq. ID 


OJ990830_01.9B04 


.C5 


Gene No. 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


. 9B04 


.C5 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4328 ~~ 








End 


4961 




GI 


none 








Score 


79 




Exons 


4328 . . 4384, 


4329 


. . 4397, 


4439. 


.4717, 4471. .4719, 4472. .4720, 




4833 4961. 


4837 


. . 4917, 


4905. 


.4949 






Seq. No. 


12041 








Seq. ID 


OJ990830_01.9B04 


.C5 


Gene No . 


25491 








Strand 


+ 




Start 


1817 








End 


5741 




Name 


OJ990830 01 


. 9B04 


. C5 . ol . 




Method 


AAT/GAP 




Start 


5059 _ 








End 


5741 




GI 


none 








Score 


951 




F von <3 


5059 5143 


5244 


, ,5741 










Seq. No. 


12042 








Seq. ID 


OJ990830_01.9B04 


.C6 


Gene No. 


25492 








Strand 






Start 


1 








End 


1285 




Name 


OJ990830 01 


. 9B04 


,C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


1281 




GI 


342 1.R1084 








Score 


2034 




Exons 


1. .1281 
















1 4 574 4 06/gb |AAD24 042.1i 


O.Oe+00 (AF121139) RIM2 protein 


[Oryza 




sativa] ' 














Seq. No. 


12042 








Seq. ID 


OJ990830_01.'9B04 


.C6 


Gene No. 


25492 








Strand 






Start 


1 








End 


1285 




Name 


OJ990830 01 


. 9B04 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1285 




GI 


4680203 








Score 


1540 




Exons 


1. .1285 














GI Descr ip . 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


12042 








Seq. ID 


OJ990830_01.9B04 


,C6 


Gene No . 


25492 








Strand 






Start 


1 








End 


1285 




Name 


OJ990830 01 


.9B04 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


22 








End 


364 




GI 


none 








Score 


289 




Exons 


22. .363, 50 


. .364 












Seq. No. 


12042 








Seq. ID 


OJ990830_01.9B04 


.C6 


Gene No. 


25492 








Strand 






Start 


1 








End 


1285 





12503 



Name 

Start 

GI 

Exons 



OJ990830_01. 9B04 .C6.0I . gs Method GENSCAN 

54 End 1285 

none Score .49 
54. .644, 925. .1285 



Seq. .No. 12042 Seq. ID 

Gene No. 254 92 Strand 

Start 1 .End 

Name OJ990830_01 . 9B04 . C6 . ol . tm Method 

Start 104 End 

GI none Score 

Exons 104.. 364, 106.. 387, 403.. 492 



OJ990830_01.9B04.C6 
1285 

TBLASTX: Maize 

492 

142 



Seq. No. 12042 Seq. ID 

Gene No. 254 92 Strand 

Start 1 End 

Name OJ990830J31 . 9B04 . C6 . ol . tc Method 

Start 151 End 

GI none Score 

Exons 151. .492, 155. .298, 347. .499 



OJ990830_01.9B04.C6 
1285 

TBLASTX: Cress 

499 

87 



Seq. No. 12042 Seq. ID 

Gene No. 254 92 Strand 

Start- 1 End 

Name OJ990830_01 . 9B04 . C6 . ol . ts Method 

Start 232 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990830_01. 9B04 .C6 
1285 

TBLASTX: Soybean 

652 

102 



232. .528, 250. .474, 523. .585, 578. .652, 586. .651 



12042 
25492 
1 

OJ990830_01. 9B04 .C6.o2.tw 

582 

none 



Seq. ID OJ990830_01.9B04.C6 
Strand 

End 1285 

Method TBLASTX : Wheat 

End 960 

Score 60 



582. .659, 592. .702, 593. .652, 653. .844, 657. .836, 676. .843, 
827. .919, 841. .960 



Seq. No. 12043 Seq. ID 

Gene No. 254 93 Strand 

Start 257 End 

Name OJ990830_01 . 9B04 . C7 . ol . gs Method 

Start 257 End 

GI none Score 

Exons 257.. 522, 943.. 1051, 2834.. 2885 



OJ990830_01.9B04 .C7 

2885 
GENSCAN 
2885 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ990830 01.9B04.C8 



12044 - Seq. ID 

25494 Strand 

542 End 1164 

OJ990830_01. 9B04 .C8.ol.np Method AAT/NAP 

542 End 1164 

6561992 Score 121 

542. .674, 861. .970, 1035. .1164 

(AL133363) putative protein [Arabidopsis thaliana] 



12044 
25494 



Seq. ID OJ990830_01.9B04 .C8 
Strand 



12504 




Start 


542 


End 


1164 




Name 




L i" L11UU 


aat /cap 




O Lai U 


7Q4 _ 




1 1 fid 

11D4 




GI 


286418 




4 70 




F.xon ^ 


794 974. 1039 1164 








Seq. No. 


12045 


Seq. ID 


OJ990830_01.9B04 


.C9 


Gene No. 


25495 


Strand 


+ 




Start 


542 


End 


718 




Name 


OJ990R30. D1 9R04 CQ nl 








Start 


542 ~~ 


Fnrl 






GI 


none 


Score 


. 54 




F.xon s 


542 718 








Qoq Ma 


12045 


Seq. ID 


O.TQQDR^O 01 QRD4 




Gene No . 


25496 


Strand 


+ 




Start 


1602 


End 


1983 




Name 


OJ990830 01.9B04 .C9.ol.gp 


Method 


AAT /GAP 




Start 


1602 


End 


1983 




GI 


2312718 


Score 


620 




E von <5 


1602. .1983 








GI Dp qprin 


4512233/dbj IAB014743.1 IAB014743 1.0e-176 Oryza sativa copia-type 




retrotrarisposon RIRE7 DNA, 


partial sequence 




Seq. No. 


12046 


Seq. ID 


OJ990830_01. 9B04 


.C10 


Gene No. 


25497 


Strand 


+ 




Start 


847 


End 


2728 




Name 


OJ990830 01.9B04.C10.ol.gs 


Method 


GENSCAN 




q+- >-+- 
O Lai L 


847 


End 


2478 




GI 


none 


Score 


.44 




1_J 1 1 O 


847. .2478 








Sea No 


12046 


Seq. ID 


OJ990830_01.9B04, 


.C10 


Gene No. 


25497 


Strand 


+ 




Start 


847 


End 


2728 




Name 


OJ990830 01. 9B04 .C10.ol.np 


Method 


AAT /NAP 




Start 


847 


End 


2728 




GI 


6705984 


Score 


3147 




Exons 


847. .2728 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Sea No 


12046 


Seq. ID 


OJ990830J31.9B04. 


.CIO 


Gene No. 


25497 


Strand 


+ 




Start 


847 


End 


2728 




Name 


OJ990830 01.9B04.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1288 


End 


1876 




GI 


none 


Score 


193 




F.xon s 


1288. .14 94, 1305. .14 69, 1330. .14 7 6, . 14 


85. .1859, 1500. .1661, 




1504.. 1860, 1700. .1876 








Seq. No. 


12046 


Seq. ID 


OJ990830_01. 9B04 . 


,C10 


Gene No. 


25497 


Strand 


+ 




Start 


847 


End 


2728 




Name 


OJ990830 01.9B04.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


1291 


End 


1527 




GI 


none 


Score 


257 





Exons 1291.. 1527, 1293.. 1514 



12505 




Seq. No. 


12046 










Seq. ID 


OJ990830_01.9B04.C10 


Gene No . 


25497 










Strand 


+ 


Start 


847 










End 


2728 


Name 


OJ990830 01 


. 9B04 


.C10.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


1344 










End 


1731 


*GI 


none 










Score 


131 


Exons 


1344 . 


. 1469, 


1345 


. . 1476, 


1510 


. . 1731 




Seq. No. 


12046 










Seq. ID 


OJ990830_01. 9B04 ,C10 


Gene No. 


25497 










Strand 


-f 


Start 


847 










End 


2728 


Name 


OJ990E 


330_01 


. 9B04 


.C10.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2242 










End 


2724 


GI 


none 










Score 


353 


Exons 


2242. 


2523, 


2250 


. .2510, 


2516 


..2686, 2524. .2694, 2530. .2724, 




2541. 


2711 












Seq. No. 


12046 










Seq. ID 


OJ990830 01 . 9B04 .C10 


Gene No . 


25497 










Strand 


+ ~~ 


Start 


847 










End 


2728 


Name 


OJ990830 01 


. 9B04 


.ClO.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2293 










End 


2727 


GI 


none 










Score 


214 


Exons 


2293. 


2580, 


2325 


. . 2558, 


2554 


. .2727 




Seq. No. 


12046 










Seq. ID 


OJ990830 01 . 9B04 .C10 




25497 










Strand 


+ 


Start 


847 










End 


2728 


Name 


OJ990830 01 


. 9B04 


.ClO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2479 










End 


2724 


GI 


none 










Score 


303 


Exons 


2479. . 


2724, 


2484 


. .2720, 


2488 


. .2724 




Seq. No. 


12047 










Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25498 










Strand 




Start 


1 










End 


7212 


Name 


OJ990E 


J30_01 


. 9B04 


.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 










End 


2684 


GI 


6705984 








Score 


4648 


Exons 


1. .2684 












GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


12047 










Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25498 










Strand 


+ 


Start 


1 










End 


7212 


Name 


OJ990830 01 


. 9B04 


.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


64 










End 


7212 


GI 


none 










' Score 


.69 


Exons 


64. .1536, 1602.. 


1705, 1790.. 


2777, 3370 


..3544, 4022. .4141, 




4795. . 


5192, 


5203 


. .5708, 


6305 


..6543, 6667.. 6785, 6898. .7009, 




7112. . 


7212 












Seq. No. 


12047 










Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25498 










Strand 


+ 


Start 


1 










End 


7212 


Name 


OJ990830_01 


. 9B04 


.Cll.ol. 


gp 


Method 


AAT/GAP 



.12506 



Start 2643 End 3028 

GI 2312718 Score 748 

Exons 2643.. 3028 

GI Descrip. 4512233/dbj | AB014743 . 1 1 AB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 12047 

Gene No. 25498 * 

Start 1 

Name OJ990830_01 . 9B04 . Cll . o2 . gp 

Start 3203 

GI 25792_1.R1084 

Exons 3203. . 3544 

GI Descrip. 1 4512233/dbj | AB01474 3 . 1 | AB014 743 0 
retrotransposon RIRE7 DNA, partial 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830_ 
+ 

7212 
AAT/GAP 
3544 
643 



01. 9B04.C11 



, 0e+00 Oryza 
sequence 1 



sativa copia-type 



Seq. ID OJ990830_01.9B04.C11 

Strand + 

End 7212 

Method AAT/NAP 

End 7045 

Score 1008 
5164. .5708, 5960. .6049, 6273. .6543, 6667. .6785, 



Seq. No. 12047 

Gene No. 25498 

Start 1 

Name OJ990830_01 . 9B04 . Cll . o2 . np 

Start 4807 

GI 3337367 

Exons 4807. .5054, 
6923.-. 7045 

GI Descrip. (AC004481) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


12047 








Seq. ID 


OJ990830_01. 9B04 


.Cll 


Gene No. 


25499 








Strand 






Start 


9258 








End 


10119 




Name 


OJ990830 


01.9B04.C11 


.08 


.tm 


Method 


TBLASTX: Maize 




Start 


28 








End 


177 




GI 


none 








Score 


229 




Exons 


28. .177, 


36. .176 












Seq. No. 


12047 








Seq. ID 


OJ990830_01. 9B04 


.Cll 


Gene No. 


25499 








Strand 






Start 


9258 








- End 


10119 




Name 


OJ990830 


01/9B04.C11 


.o4 


. tw- 


Method 


TBLASTX: Wheat 




Start 


133 








End 


615 




GI 


none 








Score 


393 




Exons 


133. .615, 


228. .611 













Seq. No. 12047 Seq. ID 

Gene No. 25499 Strand 

Start 9258 End 

Name OJ990830_01 . 9B04 . Cll . o4 . tm Method 

Start 202 End 

GI none Score 

Exons 202.. 669, 273.. 626 



OJ990.830_01. 9B04 .Cll 
10119 

TBLASTX : Maize 

669 

401 



Seq. No. 12047 Seq. ID 

Gene No. 25499 Strand 

Start 9258 End 

Name OJ990830_01 . 9B04 . Cll . o2 . ts Method 

Start 592 End 

GI none Score 

Exons 592.. 951, 597.. 632, 711.. 950 



OJ990830_01.9B04.C11 
10119 

TBLASTX : Soybean 

951 

343 



12507 






Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04 


.Cll 






? S4 99 








Cf- rand 
kj L x a 1 i-\JL 








O Lai L 


9258 








End 


10119 






Name 




. 9B04 


. CI 1 . o5 


. tw 


Mp f- n oH 


TBLASTX ' Whp^-h 






O Lai t 


664 ~~ 

U \J *i 








End 


1065 






U X . ^ , 


none 








Score 


313 






T* 1 vo n c 


664 1 OfiS 


711 


1064 












Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04 


.Cll 






254 99 








Strand 








OL.OI L 


9258 








End 


10119 






Name 


OJ990830 01 


. 9B04 


.Cll.o5 


. tm 


Method 


TBLASTX * Mai ze 






<lt art 
u Lai l 


712 ~~ 








End 


1215 






GI 


none 








Score 


392 








712 1215 


753 


1133, 949. .1137 








Seq. No. 


12047 








Seq. ID 


OJ990830_01. 9B04 


.Cll 






254 99 








Strand 








O Lai L 


9258 








End 


10119 








OJ990830 01 

w c z/ y \j \j \j \j x 


. 9B04 


.Cll.ol 


. ts 


Method 


TBLASTX • Sovbpan 






JLalL 


97 6 ~~ 








End 


1232 








none 








Score 


343 




i 
or 


Exons 




97 9 


1215, 1002.. 


1232 






!i 

f! 


Seq. No. 


12047 *' 








Seq. ID 


OJ990830_0'1.9B04 


.Cll 




Gene No. 


25499 








Strand 






y 

Si 


o Lai L 


9? Sfi 

Jt. JO 








End 


10119 




„! 


Name 


WU J^vO JU ux 


9R04 

. .7 D L* *i 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




: i 
h: 


O Lai. L 


IIS? ~~ 

X X -J 








End 


1580 




s\ 


\J X 


none 








Score 


559 




Lj 




1152 1484 

X X J ■ • X T (_> M , 


1153 


. .1506, 


1489 


..1545, 1490. .1552, 1535. .1579, 






1J Ju . • X J O U 














=1 


Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04 


.Cll 


"St 


("X^n^ Mo 

VJJ "11" LNU • 


254 99 








Strand 






= : 


Start 


9258 








End 


10119 




3 


Name 


OJ990830 01 


. 9B04 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 




si 


Start 


1237 ~~ 








End 


1431 




,! 


GI 


none 








Score 


155 




=* 


DA UJ 1 O 


1237 1341. 


1251 


. .1349, 


1345 


. .1431, 1347. .1430 






Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04 


.Cll 




Hpnp Mo 


25499 








Strand 








Start 


9258 








End 


10119 










9R04 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1535 ~~ 








End 


1895 






GI 


none 








Score 


442 






TT von q 


1 1 8 94 

X *J J J ■ . X (J 3> I , 


1554 


. .1895 












Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04 


.Cll 




Gene No. 


25499 








Strand 








Start 


9258 








End 


10119 






Name 


OJ990830 01 


. 9B04 


.Cll.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1613 








End 


1962 






GI 


none 








Score 


515 






Exons 


1613. .1957, 


1614 


. .1958, 


1798 


. . 1962 







12508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01, 

1707 

none 

1707. .2066, 



9B04 .Cll.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01.9B04.C11 
10119 

TBLASTX: Wheat 

2066 

431 



1711. .2055, 1712. .2056, 1749. .2060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01, 

1755 

none 

1755. .1820, 



9B04 .Cll.06. ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01.9B04.C11 
10119 

TBLASTX: Soybean 

2030 

84 



1761. .1835, 1848. .2030, 1875. .2030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01. 

1965 

none 

1965. .2258 



9B04 .Cll.o9.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01. 9B04 .Cll 
10119 

TBLASTX :Maize 

2258 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01. 

2097 

none 

2097. .2495, 



9B04 .Cll.o2.tw 



2099. .2488, 2121. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2489 



OJ990830_01.9B04.C11 
10119 

TBLASTX: Wheat 

2495 

558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01. 
2414 v 
none 

2414 . .2659, 



9B04 .Cll.06.tm 



2415. .2660 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01.9B04.C11 
10119 

TBLASTX: Maize 

2660 

349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01. 

4914 

none 

4914 . .5057, 



9B04.Cll.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01. 9B04 .Cll 
10119 

TBLASTX: Cress 

5505 

155 



4952. .5050, 5152. .5505, 5166. .5246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12047 
25499 
9258 

OJ990830_01, 

4914 

none 

4914 . .5063, 



9B04 .Cll.o7.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_01. 9B04 .Cll 
10119 

TBLASTX: Maize 

5313 

179 



4943. .5062, 5157. .5249, 5167. .5250, 5167. .5313 



12509 




Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




otart 


yz do 








End 


10119 


Name 


ujyyuoju ui 


Qnn a 


bl 1 . Oj . 


IS 


Method 


TBLASTX : Soybean 


Start 


4 y i / 








End 


6047 


bl 


none 








Score 


73 


Exons 


/I Q1 7 c.n £ £ 
4 y 1 / . . DUDD/ 


DID/. 


CO /( Q 

. dz 4 y , 


m ^7 

DID/. 


.5250, 5314. .5706, 5964. .6047 


Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




C 4- -i -w~ 4- 

otart 


yz d o 








End 


10119 


Name 


u j y y uo j u ui 


Qnn a 
. ytsu 4 . 


bl 1 . OZ . 




Method 


TBLASTX: Maize 


brart: 


C o yl /l 








End 


5708 


bl 


none 








Score 


463 


Exons 


D J 4 4 . . J IUD, 


D J 4 4 . 


^497 
. D4 Z / , 


JJ / U. 


.5513, 5503. .5706, 5559. .5708 


Seq. No. 


i on/17 
1ZU4 / 








Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




Start 


9258 








End 


10119 


Name 


n Toon ft "3 n n 1 
uj y y u o ju u i 




PI 1 o £ 
til . OD. 


LW 


Method 


TBLASTX: Wheat 


C" 4 i -1-4- 

otart 


DDZ4 








End 


6355 


bl 


none 








Score 


194 


Exons 


C CO/l c, 7 n £ 
DDZ4 . . 0 / Ut), 


CC07 
DDZ / . 


. D / Ub, 


DDDy . 


.5708, 5601. .5708, 5963. .6046, 




cq/T/I £ H /I 7 
DyD4 . . bU4 / , 


£.1 A A 
O 1 4 4 . 


. DZ uu , 


DJUZ . 


.6355, 6303.. 6353 


Seq. No. 


12047 








Seq. ID- 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




Start 


QOCQ 

yzoo 








End 


10119 


Name 


ujyyuoou ui 


Qn O A 

. ybU4 . 


bl 1 . OJ . 


4- _ 

tc 


Method 


TBLASTX: Cress 


Start 


D y o j 








T End 


6545 


bl 


none 








Score 


118 


Exons 




D y D4 . 


^n /i 7 

. DU4 / , 


£1 A 7 
Dl 4 / . 


.6197, 6296.-6544, 6303. .6545 


beq. No. 


1ZU4 / 








Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




Start 


- 9258 








End 


10119 


Name 


ujyyuoou ui 


Qnn a 


PI 1 ~ Q 

bl 1 . Oj . 


4-Tn ' 
till 


Method 


TBLASTX: Maize 


bran:- . 


£ 1 a 7 
0 1 4 / 








End 


6779 


H T 
bl 


none 








Score 


63 


Exons 


Dl 4 / . . DZUU , 


D 1 DU . 


conn 

. DZ UU / 


D JUZ . 


.6544, 6303. .6545, 6648. .6779, 




(TCCQ £77 C 












Seq. No. 


12047 








Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




otarr 


QOCQ 

yz do 








End 


10119 


Name 


ujyyuoju ui 


Qnn a 


pi 1 „ c 

bl 1 . Oj . 


ts 


Method 


TBLASTX : Soybean 


otart 


CO C yl 
ODD 4 








End 


6761 


C T 
bl 


none 








Score 


142 


Exons 


D JD4-. . DD4 D f 


D D4 D . 


£7 £1 
. D / Dl , 


£ £ £9 
D D DZ . 


.6736 




Con Kl 

o c q . LN o . 










Seq. ID 


OJ990830_01.9B04.C11 


Gene No. 


25499 








Strand 




Start 


9258 








End 


10119 


Name 


OJ990830 01 


. 9B04 . 


Cll.o2. 


gs 


Method 


GENSCAN 


Start 


9258 








End 


10119 


GI 


none 








Score 


.58 


Exons 


9258. .9310, 


10065 


. .10119 







12510 



Seq. No. 12048 

Gene No. 25500 

Start 1 

Name OJ990830_01 . 9B04 . C12 . ol . np 

Start 1 

GI 99922 

Exons 1. .322 

GI Descrip. hypothetical protein - soybean 
ORF (334 AA) [Glycine max] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830_ 
+ 

322 

AAT/NAP 

322 

226 



01.9B04.C12 



gil 930025|emb|CAA31883| (X13528) 



Seq. No. 12049 Seq. ID 

Gene No. 25501 Strand 

Start 59 End 

Name OJ990830_01 . 9B04 . C16 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59*. 253, 310.. 444 



OJ990830_01.9B04.C16 
+ 

444 

GENSCAN 
444 
.71 • 



Seq. No. 


12050 




Seq. ID 


OJ990830_ 


01. 


9B04 


.C18 


Gene No. 


25502 




Strand 










Start 


597 




End 


1884 








Name 


OJ990830 01.9B04.C18.ol 


.np 


Method 


AAT/NAP 








Start - 


597 




End 


1884 








GI 


5091513 




Score 


710 








Exons 


597. .1671, 1822. .1884 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


12051 




Seq. ID 


OJ990830_ 


01. 


9B04 


.C19 


Gene No. 


25503 




Strand 










Start 


94 




End 


2655 








Name 


OJ990830 01. 9B04.C19.ol 


.gs 


Method 


GENSCAN 








Start 


94 




End 


2648 








GI 


none 




Score 


.75 








Exons 


94. .219, 1030. .1096, 1619.. 


1673, 2385. 


.2648 








Seq. No. 


■ 12051 




Seq. ID 


OJ990830_ 


01. 


9B04 


C19 


Gene No. 


25503 




Strand 










Start 


94 




End 


2655 








Name 


OJ990830 01. 9B04.C19.ol 


gp 


Method 


AAT/GAP 








Start 


2112 




End 


2655 








GI 


3548963 




Score 


958 








Exons 


2112. .2655 















Seq. No. 12052 Seq. ID 

Gene No. 25504 Strand 

Start 180 End 

Name OJ990830_01. 9B04 . C20 . ol . gs Method 

Start 180 End 

GI none Score 

Exons 180.. 257, 310.. 398 



OJ990830_01.9B04.C20 
+ 

398 

GENSCAN 

398 

.66 



Seq. No. 12052 Seq. ID 

Gene No. 25505 Strand 

Start 967 End 

Name OJ990830_01 . 9B04 . C20 . o2 . gs Method 

Start 967 End 



OJ990830_01.9B04.C20 

1595 

GENSCAN 

1569 



12511 




GI 


none 








Score 


8 9 

* O Zf 




F 1 von q 


967 1569 














kJ ~ ^-J • 1NU i 


12052 








Seq. ID 


OJ990830 01 9R04 


C20 


Gene No. 


25505 








Strand 






Start 


967 








End 


1595 




Name 


OJ990830 01 


.9B04 


.C20.ol 


.np 


Method 


AAT/NAP 




Start 


104 4 ~ 








End 


1595 




GI 


5091513 








Score 


588 




Pynn^ 


1044 1595 














f^T De<3crio 

-L i-^ w O v** J- -I- £S m 


( AB023482 1 


Hypothetical 


protein [Oryza 


O d _X_ V CI J 




Seq . No . 


12053 








Seq. ID 


OJ990830J31.9B04 


C21 


Gene No. 


25506 








Strand 


+ 




Start 


433 








End 


6465 




Naine 


OJ990830 01 


.9B04 


.C21.ol 


.gs 


Method 


GEN SCAN 




Start 


433 








End 


5447 




GI 


none 








Score 


.43 






433. .531, 1866.. 


2018, 3148.. 


3300, 3349 


. .3441, 3877. .3952, 




4388 . . 4986, 


5097 


. .5447 










O vZ- ^ • LN • 


12053 








Seq. ID 


OJ990830JD1.9B04. 


C21 


Gene No. 


25506 








Strand 


+ 




Start 


433 








End 


6465 




Name 


OJ990830 01 


. 9B04 


.C21.ol 


.np 


Method 


AAT/NAP 






4024 ~' 








End 


6465 






4680203 








Score 


505 




Hi AU1 1 £> 


4024 4257. 


4534 


. .5258, 


6442 


. . 6465 








(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 




Qprr Mn 
O C \J ■ LNU i 


12053 








Seq. ID 


OJ990830_01. 9B04 . 


C21 


Gene No. 


25507 








Strand 






Start 


6015 








End 


6493 




Name 


OJ990830 01 


.9B04 


.C21.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


3382 








End 


3888 




GI 


none 








Score 


195 




Exon *=? 

J— J A*. \J 1 1 L_> 


3382. .3669, 


3504 


. .3692, 


3721 


..3840, 3727. .3846, 3746.-3847, 




3838. .3888 














Seq. No. 


12053 








Seq. ID 


OJ990830_01.9B04. 


C21 


Gene No. 


25507 








Strand 






Start 


6015 








End 


6493 




Name 


OJ990830 01 


. 9B04 


.C21.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


3394 








End 


3669 




GI 


none 








Score 


277 




Ex on s 


3394. .3669, 


3408 


. .3560 










Seq. No. 


12053 








Seq. ID 


OJ990830J)1.9B04. 


C21 


Gene No. 


25507. 








Strand 






Start 


6015 








End 


6493 




Name 


OJ990830 01 


. 9B04 


,C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4111 








End 


4494 




GI 


none 








Score 


63 




Exons 


4111. .4179, 


4179 


. .4490, 


4180 


. . 4494, 4342. .4491 




Seq. No. 


12053 








Seq. ID 


OJ990830_01. 9B04 . 


C21 


Gene No. 


25507 








Strand 







12512 




Start 


6015 








End 


6493 


Name 


ujyyuoju ui 


Qn ft A 

. y tiu 4 


. bZ 1.01. 


. rw 


Method 


TBLASTX: Wheat 


Start 


4 1 JO 








End 


5315 


GI 


none 








Score 


476 


Exons 


4 lOD . . 4oD4 , 


4 o y u 


. . 4 bDU , 


4 0 oy . 


.5015, 4876. .4998, 5019. .5123, 




OUOZ . . jIUj , 


0 1 z / 


c 0 -3 >1 
. . jZ J4 , 


014 1. 


.5233, 5229.-5297, 5247.. 5315 


Seq. No. 


12053 








Seq. ID 


OJ990830_01.9B04.C21 


Gene No. 


25507 








Strand 




Start 


cm c 
DUIj 








HiilU. 


fid 

D4 3 J 


Name 


ujyyuo ju u i 


nnn a 

. y bu 4 


. bZ l.Ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


/I A O C 
4 4 Z O 








End 


4854 


GI 


none 








Score 


289 


Exons 


A AO C jIQR/1 
4 4ZO . .4 004 , 


4 4 DZ 


. . 4 DDU 








Seq. No. 


12053 








Seq. ID 


OJ990830_01.9B04.C21 


Gene No. 


25507 








Strand 




O 4- — , 4- 

otart 


oUlD 








Hjna 


fid 

D4 " J 


Name 


vjj yyuo ou ui 


. y DO 4 


noi r\0 
. uz 1 . oz . 


. gs 


Method 


GENSCAN 


o tar u 


bUlo 








End 


6493 


bl 


none 








Score 


.81 


Exons 


bUlo . . o 1 J / , 


ano 

0 JUZ 


. . d4 y 0 








Seq. No. 


12054 








Seq. ID 


OJ990B30_01.9B04.C22 


Gene No. 


25508 








Strand 


+ . 


C 4 i 4- 

b tar t 


ZZ DD 








End 


2664 


Name 


ojyyuoou ui 


. ybU4 


noo s~\ i 
. bZZ . 01 , 


,gp 


Method 


AAT/GAP 


Start 


ZZ DO 








End 


2664 


GI 


i n *3 c o o o 
lUobo o y 








Score 


426 


Exons 


OOCC 0 CCA 
ZZ DD . . Z DD4 












Seq. No. 


12054 








Seq. ID 


OJ990830_01.9B04.C22 


Gene No. 


25509 








Strand 




btart 


ZDZO 








End 


6793 


Name 


vjj yyuoju u i 


on n /I 
. yoU4 


noo r\0 
. bZ z . oz . 


. gs 


Method 


GENSCAN 


btart 


ZDZo 








End 


3413 




none 








Score 


.83 


Exons 


Z j . . Z Djj , 


z d y D 


001 9 
. . Z O 1Z , 


0 OA A 
Z y 4 4 . 


.3062/ 3224. .3413 


beq. no. 


1ZU34 








Seq. ID 


OJ990830_01.9B04.C22 


Gene No . 


zoou y 








Strand 




Start 


2523 








End 


6793 


Name 


OJ990830_01 


.9B04 


.C22.ol, 


.np 


Method 


AAT/NAP 


C4--« -v4- 

o tart 


Z DO / 








End 


5057 


C T 


JJJ / o o / 








Score 


958 


Exons 


z do / . . Z O 1Z , 


2944 


. .3062, 


3224. 


.3462, 3779.-3824, 3929. .4008, 




41/1.. 4/13, 


4822 


. .5057 








bi uescrip. 


V R.b U U ft H O ± ) 


hypothetical 


protein [Arabidopsis thaliana] 


oeq. in u • 


X ^ \J *J *i 








Seq. ID 


OJ990830_01.9B04.C22 


Gene No. 


25509 








Strand 




Start 


2523 








End 


6793 


Name 


OJ990830 01 


.9B04 


.C22.o2, 


. tc 


Method 


TBLASTX: Cress 


Start 


3222 








End 


4004 


GI 


none 








Score 


90 


Exons 


3222. .3464, 


3223 


. .3465, 


3919. 


.3993, 3921.. 4004 



12513 




Seq. No. 


12054 








Seq. ID 


OJ990830 01.9B04.C22 


Gene No. 


25509 








Strand 




b tart 


9 R 9 ? 








End 


6793 


Name 


ujyyuo ju ui. 




P9 9 0? 


. LIU 


Method 


TBLASTX: Maize 


otart 










End 


3471 


hi 


none 








Score 


213 


Exons 


"399c; ? 4 RQ 
j^Z J . . J 4 3 O , 


jZ ZO 


?4 £4 

. . O 4 D4 , 


JZZO . 


.3465, 3247. .3471 


beq . no . 


1 9 n r a 

XZU34 








Seq. ID 


OJ990830_01 . 9B04 . C22 


Gene No. 


25509 








Strand 




Start 


2523 








End 


6793 


Name 


pi TQQnR ?n m 


cm 

^JDU 4 


P9 9 ol 
.LZZ . 0 X 


. LW 


Method 


TBLASTX: Wheat 




? A 9 £ 








End 


4355 




none 








Score 


70 


Exons 


ri a 9 £ ?4 £4 
jU^O . . O 4 04 , 


?7 fi 1 


?ft R9 


?Q9 1 


.4004, 3922. .3993, 4162. .4296, 




4 X / J . . 4 J 3Z , 


4 17? 
4 X / J 


4 ? R R 
. 1 4 J J J 








Seq. No. 


12054 








beq . x u 


PTQQHQ^n HI QR04 P99 

uoy^uo ju ui . jdU4 .uzz 


Gene No. 


25509 








Strand 




b tar t. 


9 R 9 ? 








End 


6793 


Name 


Pi TQQDQ H 1 

ujyyuo ju ux. 




P9 9 ol 
. LZZ . Ol 


. L5 


Method 


x dXjHo i a . boyxjean 


OH 1 v~4- 












4 / X D 


p t 
bX 


none 








Score 




Exons 


oy^x. . 4 u x 0 , 


?Q4 9 


zi n 1 q 
. . 4 u x y , 


4 17? 
4 X / O . 


. 4 3 t>3 , 4DJ 


Q 4719 A £££ 4 7 1 £ 
O. .4 / X ^ , 4DDD. .4 /ID 


Seq. No. 


12054 








beq . x u 


nTQQHQ^n m qrH4 coo 
uuyyuo jU Ui . jOUfl . LZZ 


Gene No. 


25509 








Strand 




b l. ar l 


Z jZ J 








End 


6793 


Name 


uj yyuo ou u x . 


yoU4 


P9 9 o"3 
. Lz Z . O J 


. gs 


Method 


GENSCAN 


b tart: 


A 1 1 Q 

4 x x y 








End 


6793 




none 








Score 


.89 


Exons 


4il j . .4 / X 3 , 


/099 
4 0 ZZ 


ri ?n 


O 0 4 . 


.6637, 66S 


8. . 6793 


Seq. No. 


12054 








Seq. ID 


OJ990830_01.9B04.C22 


Gene No. 


25509 








Strand 




buar l 


9 r 9 ? 








End 


6793 


Name 


uu^yuo jU ux. 


:7DU 4 


P9 9 n1 
. LZZ .ox 


. LIU 


Method 


TBLASTX: Maize 




/I "31 

4 X / X 








End 


4535 


P T 


none 








Score 


106 




4171 4 ?0 R 


417? 


. • 4 J J J r 


4 9 fiO 


.4535 




beq. no. 


1Z U04 








Seq. ID 


OJ990830_01.9B04.C22 


Gene No. 


25509 








Strand 




Start 


2523 








End 


6793 


Name 


pi tq Qnfl ?n n 1 

Uu!?l7Uo jU UX. 


you 4 


P9 9 ol 


■ uc 


Method 


TBLASTX: Cress 


OLdit 


4 ?7 R ~~ 








End 


4989 


(jX 


none 








Score 


41 


Exons 


4 ?7 R 4 4 R R 
4 J / 3 . .4403, 


/1 4 4 n 
4 4 4 u 


/1 7 nn 
. .4 / uu , 


A A A n 
4 4 4 U . 


.4565, 4641. .4730, 4813. .4989, 




4 O X 4 . . 4 Z7 0 / 












o c q . in u . 


1 9DR4 








Seq. ID 


OJ990830_01 . 9B04 . C22 


Gene No. 


25509 








Strand 




Start 


2523 








End 


6793 


Name 


OJ990830 01. 


9B04 


.C22.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4617 








End 


4989 


GI 


none 








Score 


124 


Exons 


4617. .4712, 


4637 


. .4717, 


4645. 


.4713, 4819. .4989, 4820. .4978, 



12514 



4906. .4980 



Sen No 


12055 


Seq. ID 


OJ990830_01.9B04.C23 


Gene No. 


25510 


Strand 


+ 


Start 


1112 


End 


1663 


Name 


OJ990830 01 . 9B04 .C23.ol.gp 


Method 


AAT/GAP 


OLqL l 


1112 


End 


1663 


\J X 


4879016 


Score 


797 




1112. .1663 






ox L/t;o^.j. x^j • 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








12055 


Seq. ID 


OJ990830_01.9B04.C23 




25511 


Strand 


+ 




2589 


End 


2947 


IN dill c 


OJ990830 01.9B04.C23.o2.gs 


Method 


GENS CAN 


OLdl L 


2589 


End 


2947 


VjX 


none 


Score 


.61 


V von q 


2589. .2740, 2776. .2947 






Seq. No. 


12056 


Seq. ID 


OJ990830_01.9B04.C24 


OCilC LN tw> . 


25512 


Strand 


+ 


Of- a r-+- 
OlQLL 


10371 


End 


19873 


Name 


OJ990830 01.9B04.C24.o2.np 


Method 


AAT/NAP 


OLal t 


10371 


End 


13302 


C T 


6498436 


Score 


599 


T7* v s~\ f\ o 


10371. .10393, 12611. .12918, 


13173. .13302 




(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


12056 


Seq. ID 


OJ990830_01.9B04.C24 


Gene No. 


25512 


Strand 


+ 


uLai L 


10371 


End 


19873 


Name 


OJ990830 01. 9B04 .C24 .o3.np 


Method 


AAT/NAP 


Of a r +- 
O Let I. u 


12863 


End 


17180 


w X 


4006833 


Score 


447 


F 1 von q 


12863. .12886, 15912.. 17180 






(~1 T Flo q ^ T~ i 
ox ucoLl * 


(AC005970) putative non-LT-R 


-retroelement.. reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


12056 


Seq. ID 


OJ990830_01.9B04.C24 


Gene No. 


25512 


Strand 


+ 


Qfarl" ■ 


10371 


End 


19873 


iNdllltr 


OJ990830 01.9B04.C24.o4.np 


Method 


AAT/NAP 


o Lai L 


13562 


End 


19386 


O X 


4538901 


Score 


473 




13562. .13624, 15906. .17834, 


19354. .19386 


O X L/CoLI X £J • 


(AL049482) RNA-directed DNA 


polymerase- 


-like protein [Arabidops: 




thaliana] 






Seq. No. 


12056 


Seq. ID 


OJ990830_01.9B04.C24 


Gene No. 


25512 


Strand 


+ 


Start 


10371 


End 


19873 


Name 


OJ990830 01.9B04.C24.o5.np 


Method 


AAT/NAP 


Start 


17968 


End 


19873 


GI 


3337367 


Score 


341 


Exons 


17968. .18374, 18903. .18985, 


19110. . 19157, 19303. .194 98, 



12515 




19765. .19873 

GI Descrip. (AC004481) hypothetical protein [Arabidopsis thaliana] 





Corf Mn 

o e q . IN O . 


12056 




Seq. ID 






Gene No . 


25513 




Strand 






oiart 


334 




End 






Name 


OJ990830 01.9B04.C24.ol.gs 


Method 


\J £j LM O V^rllN 




Cf 2 yf 


■334 




End 


DOIU 




P T 


none 




Score 


• D 1 




IT 1 V /"\ c* 


334. . 


446, 847. .911, 1341. .1416, 1514.. 


1729, 5194.. 5263, 






5534. 


.5609, 5963.-6365, 6367 


. . 6610 






Seq. No. 


12056 




Seq. ID 


OJ990830_01.9B04.C24 






25513 




Strand 






Qf ja rt- 


334 




End 


19513 




Name 


OJ990830 01.9B04.C24.ol.np 


Method 


AAT/NAP 




OCdl L 


965 




End 


10342 




PT 


3337367 


Score 


951 






965. . 


1090, 1240. .1358, 1514. 


.1752, 7822. .7867, 7972. .8051, 






9446. 


.9990, 10094. .10342 








GI Descrip. 


(AC004481) hypothetical protein [Arabidopsis thaliana] 


t 


oeq . jno . 


12056 




Seq. ID 


OJ990830_01.9B04.C24 


sr 

3; 


Gene No . 


2551-3 




Strand 






C 4- -i -vf 

o tar u 


334 




End 


19513 


ri 


Name 


OJ990830 01. 9B04 .C24 .o3.tm 


Method 


TBLASTX: Maize 


!i 


oi ar l 


1515 




End 


19513 


J 


H T 


none 




Score 


149 


'J 


Exons 


1515. 


.1643, 1515. .1661, 1516 


..1755, 1517. .1750, 1537. .1761, 


!i 




19300 


..19479, 19301. .19513, 


19316.. 19498 


Li 


Seq. No. 


12056 




Seq. ID 


OJ990830_01.9B04.C24 




Gene No. 


25513 




Strand 




c*. 


C f -a -r-f 


334 




End 


19513 


: 
j 


Name 


OJ990830 01.9B04.C24.o2.tw 


Method 


TBLASTX: Wheat 




Q-t- a -r +- 


1708 




End 


19353 


a; 




none 




Score 


60 


sf 


T7 von q 


1708. 


.1755, 1716. .1754.., -7824 


..7895, 7962. .8036, 7964. .8047, 


Hi 
£ 




9446. 


.9571, 9448. .9627, 9448 


..9630, 18285. .18377, 18287. .18: 


s f 




18912 


..18995, 18914. .18994, 


19098. .19157, 19099. .19155, 






19300 


..19353, 19301.. 19348 








Seq. No. 


12056 




Seq. ID 


OJ990830_01.9B04.C24 






25513 




Strand 






Cf 3 r-f 

o l. art 


334 




End 


19513 




Name 


OJ990: 


830_01.9B04.C24.o2.tm 


"Method 


TBLASTX: Maize 




Of a r-f 

o x_ar u 


9446 




End 


18379 




C T 


none 




Score 


105 




Exons 


9446. 


.9580, 9448.. 9639, 9535 


..9810, 9599.. 9703, 9709.. 9810, 






18075 


. .18179, 18078. .18176, 


18079. .18210, 18167. .18214, 






18247 


..18297, 18285. .18377, 


18288. .18377, 18290.. 18379 




Seq. No. 


12056 




Seq. ID 


OJ990830_01.9B04.C24 




Gene No. 


25513 




Strand 






Start 


334 




End 


19513 




Name 


OJ990I 


330_01.9B04.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


9715 




End 


10285 



12516 




C T 
bl 


none 


Score 


84 




Exons 


071^ QQl^ Q71 S Q840 QQ1 6 


..9987, 10085. .10285, 10086 


1 0 


oeq. no. 


12056 


Seq. ID 


OJ990830_01.9B04 


CO A 


Gene No. 


25513 


Strand 






Start 


334 


End 


19513 




Name 


OJ990830 01.9B04.C24.o4.tm 


Method 


TBLASTX: Maize 




o l arc 


9892 


End 


15901 






none 


Score 


124 




Exons 


9892. .9987, 9912. .9986, 10091 .. 10267, 


10092. .10250, 






15566 15646. 15678 .15728. 


15686. .15721, 15809 .. 15829, 






1 5R09 15829 15836 15901 


15851. .15901 




oeq . iNo . 


12056 


Seq. ID 


OJ990830_01.9B04 


CO A 


Gene No. 


Z. J -J X J 


Strand 






Start 


j ji 


End 


19513 




Name 


D.T9Q0R30 01 QR04 C94 nl tm 


Method 


TBLASTX: Maize 




C -I- -a -r-4- 




End 


16895 




PT 


nunc 


Score 


59 




Exons 


1 RQ37 1 6039 1609^ 16937 


16030. .16218, 16269. .16721, 






16271. .16702, 16713. .16838, 


16869.. 16895 




Seq. No. 


190^6 


Seq. ID 


OJ990830_01.9B04 


.C24 


Gene No. 


9 ^R1 3 
jl J 


Strand 






otari 


334 
O 04 


End 


19513 




Name 


HTQQ0fi30 01 QR04 P94 n3 fw 


Method 


TBLASTX: Wheat 






1 60Q4 ~~ 

X U \J Zf *i 


End 


16379 








Score 


121 




Exons 


16094. .16243, 16254 .. 16379, 


16256. .16363 




Seq. No. 


190^6 


Seq. ID 


OJ990830_01.9B04 


.C24 


Gene No. 


2 5513 


Strand 








334 


End 


19513 




Name 


OJ990R30 01 9R04 C94 nl tw 


Method 


TBLASTX: Wheat 




Cf 2 y-4- 

OtaiL 


16713 ~ 


End 


17180 




bl 


none 


Score 


273 




Exons 


16713. .17075, 16724. .17059, 


16752. .17063, 17082.. 17180 




Seq. No. 


12057 


Seq. ID 


OJ990830_01.9B04 


.C25 


Gene No. 


9 5S1 4 


Strand 






OLdXL 


104 6 


End 


2298 




Name 


OJ990830 01.9B04.C25.ol.gs 


Method 


GENSCAN 




OtalL 


1046 


End 


2298 




ol 


none 


Score 


.7 




Exons 


1046. .1225, 1325. .1415, 1885 


..2058, 2147. .2298 




Seq. No. 


12058 


Seq. ID 


OJ990830_01.9B04 


C2 6 


Gene No. 


25515 


Strand 


+ 




o Ldit 


383 


End 


842 




Name 


OJ990830 01.9B04.C26.ol.gs 


Method 


GENSCAN 




Cf 5 yf 


383 


End 


842 




GI 


none 


Score 


.82 




Exons 


383. .579, 662. .769, 831. .842 








Seq. No. 


12058 


Seq, ID 


OJ990830J31.9B04 


C26 


Gene No. 


25516 


Strand 


+ 




Start 


2916 


End 


4870 





12517 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990830_01. 9B04 .C26.o2.np Method AAT/NAP 
2916 End 4870 

4680186 Score 173 

2916. .2996, 4667. .4870 

(AF111709) unknown [Oryza sativa subsp. indica] 



12058 
25517 
1 

OJ990830_01. 9B04 .C26.ol.np 
1 

4680204 
1..141, 312. .814, 906. .2305 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990830_01.9B04.C26 
Strand 

End 6801 

Method AAT/NAP 

End 2305 " 

Score 899 



12058 
25517 
1 

OJ990830_01. 9B04 .C26.o2.gs 

1126 

none 



Seq. ID OJ990830_01.9B04.C26 
Strand 

End 6801 

Method GENSCAN 

End 6517 

Score .64 



1126. .1778, 1825. .2224, 3035. .3101, 3451. .3774, 3841. .3862, 
4586. .4723, 5283. .5328, 5784. .6517 



Seq. No. 12058 
Gene* fib". ' 25517 

Start 1 

Name OJ990830_01 . 9B04 . C26 . ol . tw 

Start 1285 

GI none 
Exons 



Seq. ID OJ990830_01.9B04.C26 
Strand 

End 6801 

Method TBLASTX : Wheat 

End 1686 

Score 56 

1285. .1455, 1286. .1402, 1445. .1585, 1450. .1686, 1492. .1686 



Seq. No. 12058 
Gene No. 25517 
Start 1 

Name OJ990830_01 . 9B04 . C26 . o3 . np 

Start 5263 
GI 6907087 
Exons 5263.. 5359, 5900.. 6801 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990830_01.9B04.C26 
Strand 

End 6801 

Method AAT/NAP 

End 6801 

Score 451 



Seq. No. 12059 

Gene No. .25518 

Start 608 

Name 0 J9908 30_01 . 9B04 . C27 . ol . gs 

Start 608 

GI none 
Exons 



Seq. ID OJ990830_01.9B04.C27 
Strand 

End 2158 

Method GENSCAN 

End 2033 

Score .55 



608. .880, 944. .1183, 1434. .2033 



Seq. No. 12059 

Gene No. 25518 

Start 608 

Name OJ990830_01 . 9B04 . C27 . ol . tw 

Start 683 

GI none 



Seq. ID OJ990830_01.9B04.C27 
Strand 

End 2158 

Method TBLASTX : Wheat 

End 1988 

Score . 53 



12518 




Exons 683..77S, 684. .749, 700. .771, 776. .844, 792. .845, 849. .947, 

850. .966, 851. .967, 858. .998, 869. .997, 927. .1040, 977. .1036, 
1042. .1107, 1043. .1084, 1053. .1088, 1091. .1318, 1094. .1339, 
1354. .1413, 1422. .1775, 1428. .1982, 1438. .1983, 1803. .1988, 
1883. .1984 





Sea. No. 


12059 


Seq. ID 


OJ990830_01.9B04.C27 




Gene No. 


25518 


Strand 


- 




Start 


608 


End 


2158 




Name 


OJ990830 01.9B04.C27.ol.np 


Method 


AAT/NAP 




Start 


1152 


End 


2158 




GI 


6742729 


Score 


1420 




Exons 


1152. .2158 








GI Descrip. 


(AF121139) RIM2 protein [Oryza 


sativa] 






Seq. No. 


12059 


Seq. ID 


OJ990830_01.9B04.C27 




Gene No . 


25518 


Strand 






Start 


608 


End 


2158 




Name 


OJ990830 01.9B04.C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


1250 


End 


1695 




GI 


none 


Score 


109 




Exons 


1250. .1318, 1354. .1413, 1422.. 


1691, 1428. .1691, 1438. .1695, 


n 




1438 . . 1695 








Sea. No. 


12059 


Seq. ID 


OJ990830 01.9B04.C27- 


rn 


Gene No . 


25518 


Strand" ' 






Start 


608 


End 


2158 


; z$ 


Name 


OJ990830 01.9B04.C27.ol.tm 


Method 


TBLASTX: Maize 


i" "| 


Start 


1626 


End 


1940 


i. y 


GI 


none 


Score 


144 




Exons 


1626. .1940, 1654. .1929. 






! »F 

13 


Seq. No. 


12060 


Seq. ID 


OJ990810_02.9B08.C1 


; 3S E 


Gene No. 


25519 


Strand 




;;| 


Start 


1 


End 


727 




Name 


OJ990810 02.9B08.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


727 


i' r \ 


GI 


4572671 


Score 


201 




Exons 


1..31, 446. .727 






i ,= i 


GI Descrip. 


(AC006954) putative cyclic nucleotide- 


regulated ion channel 


'S3? 




protein [Arabidopsis thaliana] 








Seq. No. 


12060 


Seq. ID 


OJ990810_02.9B08.C1 




Gene No. 


25519 


Strand 






Start 


1 


End 


727 




Name * 


OJ990810 02. 9B08.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


451 


End 


722 




GI 


none 


Score 


42 




Exons 


451. .525, 468. .575, 573.-722, 


585. .641 






Seq. No. 


12060 


Seq. ID 


OJ990810_02.9B08.C1 




Gene No. 


25519 


Strand 






Start 


1 


End 


727 




Name 


OJ990810 02.9B08.Cl.ol.gp 


Method 


AAT/GAP 




Start 


467 


End 


725 




GI 


2427543 


Score 


472 




Exons 


467. .725 







12519 




GI Descrip. 4572671/gb | AAD23886 . 1 | AC006954J7 1.0e-31 (AC006954) putative 

cyclic nucleotide regulated ion channel [Arabidopsis thaliana] 



Cart 

OcLj. IN v_> • 


i 9060 


c prf t n 

JC 1 ^ . XL/ 


O.TQQOfil 0 09 QROft PI 

\JU^Py\JO±\J UZ* 7DUO < tl 


bene ino . 


9 S SI Q 


OLI dl HJl 




O Lai L 


1 

-L 


End 


727 




OJ990810 02 9B08 CI ol tc 








4fifi ~~ " 


FnH 


u y o 


GI 


none 


Score 


209 


Exons 


468. .698 








12060 




O.T990R10 09 QROR PI 




25519 


C; i- ranH 
O LI Cll i \JL 




q+- a r 4- 


]_ 


End 


727 


Name 


OJ990810 02 9B08 CI ol ts 


Mpt - hod 






4 68 _ 

1 u o 


FnH 


\J z> o 


GI 


none 


Score 


211 


Exons 


468. .698 






OCLJ. LN \J • 


1 2060 

± u u u 


oc^ . x u 


O.TQQ0R1 0 09 QROfi PI 

vU^ JUOIU U ^ • 3DUO • *w X 




9 SSI Q 


OLI di in 




Of a r-4- 
o L ax L. 


i 

X 


FnH 


7 97 


Name 


PTQQ0R10 09 QROfi PI c\~\ rr<5 


^ +■ Vk /**\H 


PFMQPQM 
oljlNok_/-rt.LN 




4 71 ~ 


EjilvJ. 


DO X 


GI 


none 


Score 


.81 


Exons 


471. .651 




•• 


o e q . in u . 


1 9061 


q orr t n 


OTQQORIO 09 QDfiQ po 


bene wo . 


9 S S90 


OLlanU 


1 




17^0 


FnH 


900 Q 


Name 




LYie tnoa 


a 5iT /pa d 




17^0 ~~ 


FnH 


900 Q 




^1 07 ^Ofi 


OLUI c; 


S4 4 


P. v o n s 


1730. .2009 






Seq. No. 


12061 


Seq. ID 


OJ990810_02.9B08.C2 




25521 


Strand 




Start 


1 


End 


688 


Name 


OJ990810 02.9B08.C2.ol.gp 


Method 


AAT/GAP ■ 


Start 


1 


End 


688 


GI 


uC-osflM202089c01bl 


Score 


652 




1..110, 443. .688 






GI Descrip. 


'4572671/gb|AAD23886.1|AC006954 7 1 . Oe 


-31 (AC006954) putative 




cyclic nucleotide regulated 


ion channel [Arabidopsis thaliana; 




12061 


Seq. ID 


OJ990810_02. 9B08.C2 




25522 


Strand 




Start 


3350 


End 


5857 


Name 


OJ990810 02. 9B08.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


3337 


End 


3706 


GI 


none 


Score 


123 


Exons 


3337.. 3459, 3352.. 3480, 3353 


..3706, 3354. .3650, 3545. .3661 


Seq. No. 


12061 


Seq. ID 


OJ990810_02.9B08.C2 


Gene No. 


25522 


Strand 




Start 


3350 


End 


5857 


Name 


OJ990810 02. 9B08.C2.o2.gs 


Method 


GENSCAN 



12520 



Start 3350 

GI none 

Exons 3350.. 4467, 4724.. 4840, 5211. 

Seq. No. 12061 

Gene NoV 25522 

Start 3350 

Name OJ990810_02 . 9B08 . C2 . o2 . ts 

Start 3443 

GI none 

Exons 3443.. 3646, 3444.. 3644 



End 5857 

Score .78 
.5307, 5735..58S7 

Seq. ID OJ990810_02.9B08.C2 
Strand 

End 5857 

Method TBLASTX : Soybean 

End 364 6 

Score 144 



Seq. No. 12061 Seq. ID 

Gene No. 25522 Strand 

Start 3350 End 

Name OJ990810JD2 . 9B08 . C2 . o2 . tm Method 

Start 4047 End " 

GI none Score 

Exons 4047.. 4121, 4058.. 4120, 4163. 

Seq. No. 12061 Seq. ID 

Gene No. 25522 Strand 

Start 3350 End 

Name OJ9908 10_02 . 9B08 . C2 . ol . ts Method 

Start 4058 End 

GI none Score 

Exons 4058.. 4120, 4163.. 4291 

Seq. No. 12061 Seq. ID 

Gene No. 25522 Strand 

Start 3350 End 

Name OJ990810_02 . 9B08 . C2 . o3 . gp Method 

Start 4599 End 

GI 701048 Score 

Exons 4599.. 4999 



OJ990810_02.9B08.C2 
5857 

TBLASTX: Maize 

4291 

68 



4291, 4181. .4252 



OJ990810_02.9B08.C2 
5857 

TBLASTX : Soybean 

4291 

16'6 



OJ990810 02.9B08.C2 



5857 
AAT/GAP 
4999 
760 



Seq. No. 12062 Seq. ID 

Gene No. 25523 Strand 

Start 290- End 

Name OJ9908 10_02 . 9B08 . C3 . ol . gs Method 

Start 290 End 

GI none Score 

Exons 290.. 458 



OJ990810_02.9B08.C3 
458 

GENS CAN 

458 

.91 



Seq. No. 12063 

Gene No. 25524 

Start 233 

Name OJ990810_02 . 9B08 . C4 . o2 . tm 

Start 228 

GI none 

Exons 228. .344, 234. .344, 235. .348 

Seq. No. 12063 

Gene No. 25524 

Start 233 

Name OJ990810_02 . 9B08 . C4 . ol . gs 

Start 233 



Seq. ID 

Strand 

End 

Method 
End 

Score ■ 



Seq. ID 

Strand 

End 

Method 
End 



OJ990810_02.9B08.C4 
1333 

TBLASTX: Maize 

348 

57 



OJ990810_02.9B08.C4 

1333 

GENSCAN 

1263 



12521 



\J X 


n on o 


Score 


. 72 


F* von q 


233 427 588 682 908 1263 






Cpn Mo 

JCIJ . LsKJ . 


12063 


Seq. ID 


OJ990810_02.9B08.C4 


f^pnp Mo 


25524 


Strand 




Start 


233 


End 


1333 


Name 


OJ990810 02.9B08.C4.ol.np 


Method 


AAT/NAP 


UL.OI L 


233 


End 


1333 


O X 


45574 45 


Score 


109 


F 1 von Q 


233 427 588 727 908 993 


1213. .1333 


r^T no c p y "1 t^i 

OX JJcoLi . 


RPPI — 1 \ lcf=> P ^ v r* h ;a n rr i nrr f arfriT" 

X J L JVC vj CAUUull^ J- CI LU1 


RLG gi|3789799 (AF060219) 




RPP1 —1 i Icp f4 f^vph^nni nn f artor 


RLG [Homo sapiens] 


Seq. No. 


12063 


Seq. ID 


OJ990810_02.9B08.C4 


Gene No. 


25524 


Strand 


- 


Start 


233 


End 


1333 


Name 


OJ990810 02.9B08.C4 .ol.tm 


Method 


TBLASTX: Maize 


Of- a r +- 
O Lai U 


907 


End 


1230 


\3 X 


none 


Score 


218 


F 1 von c; 


907. .1020, 908. .1114, 1059. .1148, 1111 


1230. 1178 1228 


Seq. No. 


12064 


Seq. ID 


OJ990810_02.9B08.C5 


Gene No. 


25525 . 


Strand 


+ 


O L. d X L. 


30 


End 


439 


Name 


OJ990810 02.9B08.C5.ol.gs 


Method 


GENSCAN 


G+- -a v-+- 
oT_ctx U 


30 


End 


439 




none 


Score 


1 


Jli A (J 1 1 0 


30. .167, 335... 439 






C pri Mn 

O C vJ * IN • 


12065 


Seq. ID 


OJ990810_02.9B08.C6 


Cpnp No 


25526 


Strand 


+ 


Start 


1 


End 


1232 


Name 


OJ990810 02.9B08.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


535 


GI 


2194139 


Score 


75 


F 1 von q 


1..60, 312. .535 






fl T r)p^rr"i n 

\J X UC JUX i 


(AC002062) EST gb|ATTS0887 comes from 


this gene. [Arabidopsis 




thaliana] 






Seq. No. 


12065 


Seq. ID 


OJ990810_02. 9B08.C6 


Gene No. 


25526 


Strand 


+ 


Start 


1 


End 


1232 


Name 


OJ990810 02.9B08.C6.ol.gs 


Method 


GENSCAN 


Start 


311 


End 


1232 


GI 


none 


Score 


.85 


F 1 von ^ 


311. .440, 1126. .1232 






Qpn Mn 


12065 


Seq..- ID 


OJ990810_02.9B08.C6 


Gpne No 


25527 .. 


Strand 


+ 




2835 


End 


4839 


Name 


OJ990810 02.9B08.C6.ol.gp 


Method 


AAT/GAP 


Start 


2796 


End 


4839 


GI 


16849 1.R1084 


Score 


984 


Exons 


2796. .3011, 4543. .4839 






GI Descrip. 


' 3047 100/gb|AF058 919 IAF058919 


1.0e-08 


Arabidopsis thaliana BAC 




F6N23' 







12522 



Seq. No. 12065 Seq. ID 

Gene No. 25527 Strand 

Start 2835 End 

Name OJ9908 10_02 . 9B08 . C6 . o2 . gs Method 

Start 2835 End 

GI none Score 

Exons 2835.. 3011, 4505. .4831 



OJ990810_02.9B08.C6 

+ 

4839 
GENSCAN 
4831 
.93 



Seq. No. 12065 Seq. ID 

Gene No. 25528 ' Strand 

Start 5194 End 

Name OJ9908 10_02 . 9B08 . C6 . o3 . gs Method 

Start 5194 End 

GI none Score 

Exons 5194.. 6540 



OJ990810_02. 9B08.C6 

6540 
GENSCAN 
6540 
.99 



Seq. No. 12065 

Gene No. 25528 

Start 5194 

Name OJ990810_02 . 9B08 . C6 . o2 . np 

Start 5197 

GI 6652882 

Exons 5197.. 6451 

GI Descrip. (AF123392) 
thaliana] 



Seq. ID OJ990810_02. 9B08.C6 
Strand 

End 6540 

Method AAT/NAP 

End 6451 

Score 855 



26S proteasome AAA-ATPase subunit RPT3 [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12065 
25529 
7538 

OJ990810_02. 9B08 .C6.o4 .tm 
299 
none 

299. . 442, 310. .444, 311. .448, 313. .444 



Seq. ID OJ990810_02.9B08.C6 
Strand 

End .7946 
Method TBLASTX : Maize 
End 448 
Score 118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12065 
25529 
7538 

OJ990810_02. 9B08 .C6.o3.tm 

2776 

none 



Seq. ID OJ990810_02.9B08.C6 
Strand 
End 

Method 
End 
Score 



7946 

TBLASTX: Maize 

3014 

257 



2776. .2814, 2829. .2903, 2874. .3014, 2876. .3013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12065 
25529 
7538 

OJ990810JD2. 9B08 .C6.ol. tw 

2802 
none 



Seq. ID OJ990810_02. 9B08 .C6 



Strand 
End 

Method 

End 

Score 



7946 

TBLASTX: Wheat 

4697 

249 



2802... 2903, 2874. .3017, 2876. .3016, 4519. .4659, 4537. .4623, 
4541. .4639, 4569. .4652, 4649. .4684, 4656. .4697, 4660. .4692 



Seq. No. 12065 Seq. ID 

Gene No. 25529 Strand 

Start 7538 End 

Name OJ990810_02 . 9B08 . C6 . o2 . tc Method 

Start 2874 End 

GI none Score 



OJ990810_02.9B08.C6 
7946 

TBLASTX: Cress 

4608 

212 



12523 




Rxon s 


2874. , 


.3011, 


2876 


. . 3010, 


4519 . 


. 4 608 




Seq. No. 


12065 










Seq. ID 


OJ990810_02.9B08.C6 


Gene No. 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990810 02 


. 9B08 , 


,C6. o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2874 










End 


4614 


GI 


none 










Score 


231 


Exons 


2874., 


.3017, 


2876. 


. . 3016, 


4519. 


.4614, 4537. .4614 


Seq. No. 


12065 










Seq. ID 


OJ990810_02. 9B08.C6 


Gene No. 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990810 02, 


. 9B08 , 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5224 










End 


6138 


GI 


none 










Score 


35 


F.xon s 

■LJ *\ V—/ A 1 


5224. , 


.5343, 


5404 , 


. .5445, 


5440 . 


.5613, 5453. .5554, 5554. .5628, 




5674. , 


.5751, 


5675 , 


. . 5758, 


5755. 


.6009, 5777. .5995, 6037. .6138 


Seq. No. 


12065 










Seq. ID 


OJ990810_02.9B08.C6 


fipnp No 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990S 


310_02. 


. 9B08. 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5224 










End 


6138 


GI 


none 










Score 


58 


F.xon 

1_J V^/ 1 1 


. 5224.. 


.5343, 


524 3 . 


5320, 


5383 . 


.5445, 5404. .5445, 5440. .5613, 




5443.. 


.5628, 


5674 . 


. .5751, 


5675 . 


.5752, 5755. .6009, 5762. .5995, 




6037. . 


.6138 












C V-J . 1. V m 


12065 










Seq. ID 


OJ990810_02.9B08.C6 


fipnp No 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990810 02. 


. 9B08. 


X6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5224 










End 


6138 


GI 


none 










Score 


43 


Exons 


5224. . 


.5343, 


5258 . 


5320, 


5353. 


.5445, 5404. .5445, 5440. .5613, 




■ 5443.. 


,5613, 


5674 . 


, .5751, 


5675 . 


.5758, 5755. .6009, 5777. .5995, 




6032.. 


, 6115, 


6037 . 


, . 6138 








Seq. No. 


12065 










Seq. ID 


OJ990810_02. 9B08.C6 


Gene No. 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990810 02. 


, 9B08 . 


,C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5761 










End 


5989 


GI 


none 










Score 


180 


Exons 


5761. . 


,5988, 


5762 . 


. .5989 








Spct No 


12065 










Seq. ID 


OJ990810_02.9B08.C6 


Gene ; No. 


25529 










Strand 




Start 


7538 










End 


7946 


Name 


OJ990810 02. 


, 9B08. 


C6.o3. 


np 


Method 


AAT/NAP 


Start 


7538 










End 


7946 


GI 


3152591 








Score 


313 


Exons 


7538. . 


7946 













GI Descrip. (AC002986) Similar to hypothetical protein gb|Z97336 from A. 

thaliana. This gene is probably cut off. [Arabidopsis thaliana] 



12524 




Seq. No. 


12065 




Seq. ID 


OJ990810_02.9B08.C6 


Gene No. 


25529 




Strand 




O 4- -i +- 

otart 






hna 


"7 Q A C 

/ y 4 O 


Name 


r\ tq QfiQi n no 

ujyyuoiu uz 


. ytsuo . bo . oz . tm 


fuf \-\ 

Metnoa 


i biiAb i a : Mai ze 


btart 


n a a o 

1 Dfl Z 






"7 Q *7 A 
1 0 / 4 


bl 


none 




Score 


z y o 


Exons 


/ o4 Z . . /ODD/ 


IdA'X TQTO 1CAA 

1 04 o . . / o / o , / 04 4 


n qi a 

. . / O / 4 




beq. no. 


1 Z U D D 




beq. iu 


ujyyuoiu uz.yoUo.b/ 


Gene No. 


25530 




Strand 


+ 


Start 


5770 




End 


8110 


Name 


uuyyuoiu uz 


. 9B08.C7.o2.np 


Method 


AAT/NAP 


otart 


0 / / u 




End 


8110 


bl 


o Q n C *7 C A 

joUO / 04 




Score 


852 


Exons 


3 / / U . . O 4 Z 0 , 


6920.. .7114, 7189 


..7394, 78 


44. .8110 


GI Descrip. 


^ Ab UUDDl? j J 


hypothetical protein [Arabidopsis thaliana] 


beq. no. 


1 o n £ £ 
1 Z U 0 0 




Seq. ID 


OJ990810_02.9B08.C7 


bene no . 


Z D 0 J 1 




Strand 




oiari 


1 




End 


3091 


Name 


OJ990810 02 


. 9B08 .C7.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3091 


P T 
bl 


oiozo yi 




Score 


733 


Exons 


1 on cqi 


.808, 919. .1101, 


1214. .1327 


, 1439. .1684, 1770. .1907, 




Z4 o y . . z yu / , 


2940. .3091 






GI Descrip. 


( Ab UUz y o D J 


Similar to hypothetical protein gb|Z97336 from A. 




t nanana . 


This gene is probably cut off. [Arabidopsis thaliana 


Seq. No. 


12066 




Seq. ID 


OJ990810_02.9B08.C7 


Gene No. 


25531 




Strand 




Start 


1 




End 


3091 


Name 


OJ990810 02 


. 9B08 .C7.ol.gs 


Method 


GENS CAN 


OH , v-+- 

b car u 


488 




End 


3082 


C T 
bl 


none 




Score 


.87 


Exons 


488. .524, 591. .808, 1214. .1327, 1439.. 


1549, 1770. .1907, 




2489. .3082 








Seq. No. 


12066 




Seq. ID 


OJ990810_02.9B08.C7 


Gene No. 


■ 25532 




Strand 




O t cUTt 


5818 




End 


6126 


Name 


OJ990810 02 


.9B08.C7.ol.ts 


Method 


TBLASTX : Soybean 


b tarr. 


5818 




End 


6126 


C T 
bl 


none 




Score 


216 


Exons 


5818. .6126, 


5850. . 6125 






Seq. No. 


12066 




Seq. ID 


OJ990810_02.9B08.C7 


Gene No. 


25532 




Strand 




otart 


5818 




End 


6126 


Name 


OJ990810 02 


.9B08.C7.ol.tc 


' Method 


TBLASTX: Cress 


ot art 


5844 




End 


6081 


GI 


none 




Score 


187 


Exons 


5844. .6077, 


5845. .6081 






Seq. No. 


12066 




Seq. ID 


OJ990810_02.9B08.C7 


Gene No. 


25533 




Strand 




Start 


7072 




End 


8030 


Name 


OJ990810 02 


. 9B08.C7.ol.tm 


Method 


TBLASTX: Maize 



12525 



Start 
GI 

Exons 



7072 End 8030 

none Score 59 

7072. .7116, 7073. .7117, 7225. .7290, 7226. .7291, 7227. .7289, 

7699. .8016, 7701. .8027, 7712. .8029, 7761. .8030 



Seq. No. 12067 Seq. ID OJ9908 10_02 . 9B08 . C8 

Gene No. 25534 Strand 

Start 953 End 1203 

Name OJ990810_02 . 9B08 . C8 . ol . np Method AAT/NAP 

Start 953 End 1203 

GI 2580499 Score 91 

Exons 953.. 1052, 1175.. 1203 

GI Descrip. (U67186) NADPH : f errihemoprotein oxidoreductase [Eschscholzia 
calif ornica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12068 Seq. ID 

25535 Strand 

21559 End 

OJ990810_02. 9B08 .C9.o6.np Method 

21556 End 

1403711 Score 
21556. .21639, 21754.. 22023 

(U59380) thioredoxin-h-like-2 [Brassica napus] 



OJ990810_02. 9B08.C9 
+ 

22050 
AAT/NAP 
22023 
110 



12068 Seq. ID 

25535 Strand 

21559 End 

OJ990810_02. 9B08 .C9.o5.gs Method 

21559 End 

none Score 

21559. .21639, 21754.. 22050 



OJ990810_02.9B08.C9 
+ 

22050 
GEN SCAN 
22050 
.89 



Seq. No. 12068 Seq. ID OJ9908 10_02 . 9B08 . C9 

Gene No. 25536 Strand 

Start 1 End 4310 

Name OJ990810_02 . 9B08 . C9 . ol . gp Method AAT/GAP 

Start 1 End 247 

GI 494JL.R1084 Score 240 

Exons 1.'.71, 150. .247 

GI Descrip. 1 480669/pir | | S37 156 5.0e-16 NADPH — f errihemoprotein reductase 
(EC 1.6.2.4) - Jerusalem artichoke (fragment) 
>gi_1359894_emb_CAA81210_ (Z26251) NADPH-f errihemoprotein 
reductase [Helianthus tuberosus] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



12068 
25536 
1 

OJ990810 
1 

2809385 
1..71, 1 
2064. .21 
3477. .35 
(AF02463 
crispum] 



_02.9B08.C9.ol.np 



Seq. ID OJ990810_02.9B08.C9 
Strand 

End 4310 
Method AAT/NAP 
End 4261 
Score 1692 

50. .299, 1156. .1252, 1330. .1481, 1550. .1633, 1726. .1953, 
56, 2238.. 2432, 2587.. 2656, 3185.. 3221, 3303.. 3386, 
34, 3657. .3733, 3834. .3893, 3974. .4261 
4) NADPH cytochrome P4 50 reductase [Petroselinum 



Seq. No. 



12068 



Seq. ID OJ990810_02.9B08.C9 



12526 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25536 Strand 
1 End 4310 

OJ990810_02 .9B08.C9.o2. gp Method AAT/GAP 

1540 End 2163 

LIB3475-007-P1-K1-E6 Score 672 

1540. .1633, 1726. .1953, 2064. .2163 

f 2580499 2.0e-35 (U67186) NADPH : f errihemoprotein oxidoreductase 
[Eschscholzia californica] 1 - ' 



Seq. No. 12068 , 

Gene No. 25536 

Start 1 

Name OJ9908 10JD2 . 9B08 . C9 . o3 . gp 

Start 3506 

GI uC-osflcypl25f08bl 

Exons 3506.. 3534, 3657.. 3733, 3834 
GI Descrip. 



OJ990810 02.9B08.C9 



Seq. ID 
Strand 

End 4310 
Method AAT/GAP 
End 4310 
Score 906 
3892, 3973.. 4310 
'2580499 2.0e-21 (U67186) NADPH : f errihemoprotein oxidoreductase 
[Eschscholzia californica] 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



12068 Seq. ID 

25537 Strand 

6408 End 

OJ9908 10_02 . 9B08 . C9 . o2 . np Method 

6408 End 

4887759 Score 
6408. .6550, 6670. .7186, 7217. .8236 

(AC006533) putative ARI-like RING zinc finger protein 
[Arabidopsis thaliana] 



OJ990810_02.9B08.C9 

8236 
AAT/NAP 
8236 
992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12068 

25538 

8318 

OJ99081 

8318 

6850317 

8318. .8 

(AC0099 

Drosoph 

and a z 

gb|T420 



0_02.9B08.C9.o3.np 



Seq. ID OJ990810_02.9B08.C9 
Strand 

End 11070 
Method AAT/NAP 
End 11019 
Score 754 
404, 9373.. 9531, 9613.. 10076, 10185.. 11019 
99) Contains similarity to Ariadne-2 protein from 
ila melanogaster gb|AJ010169 and contains an IBR PF 101485 
f-C3HC4 (RING finger) PF| 00097 domain. ESTs gb|AA585849, 
14 come from this gen. . . 



Seq. No. 


12068 


Seq. ID 


OJ990810_ 


02. 9B08, 


.C9 


Gene No. 


25538 


Strand 








Start 


8318 


End 


11070 






Name 


OJ990810 02.9B08.C9.o2.gs 


Method 


GENSCAN 






Start 


9295 


End 


11070 ■ 






GI 


none 


Score 


.85 






Exons 


9295.-9942, 9963. .10443, 10481. .11070 








Seq. No. 


12068 


Seq. ID 


OJ990810_ 


02.9B08. 


,C9 


Gene No. 


25539 


Strand 








Start 


11638 


End 


14887- 






Name 


OJ990810 02.9B08.C9.o3.gs 


Method 


GENSCAN 






Start 


11638 


End 


14887 






GI 


none 


Score 


.71 






Exons 


11638. .12261, 12369. .12987, 


13473. .13523, 14709. 


.14887 





12527 



Seq. No. 12068 Seq. ID OJ990810_02.9B08.C9 

Gene No. 25539 Strand 

Start 11638 End 14887 

Name OJ990810_02 . 9B08 . C9 . o4 . gp Method AAT/GAP 

Start 13665 End 13763 

GI LIB3477-003-P1-K1-E9 Score 115 

Exons 13665.. 13763 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12068 Seq. ID 

25540 Strand 
16732 End 
OJ990810_02. 9B08.C9.o5.np Method 
15614 End 

4680182 . Score 



OJ990810_02 . 9B08.C9 

19014 
AAT/NAP 
19011 
621 



15614. .15662, 16866 .. 17124, 17221 .. 18125 , 18216. 
(AF111709) unknown [Oryza sativa subsp. indica] 



19011 



Seq. No. 12068 Seq. ID 

Gene No. 25540 Strand 

Start 16732 End 

Name - OJ990810_02 . 9B08 . C9 . o4 . gs Method 

Start 16732 End 

GI none Score 

Exons 16732. .19014 



OJ990810_02.9B08.C9 

19014 
GENSCAN 
19014 
.98 



Seq. No. 12068 
Gene No. 25541 
Start 24350 

Name OJ990810_02 . 9B08 . C9 . ol . tc 

Start 1 
GI none 

Exons ■ 1..78, 3. .74, 148. .174, 150.. 

1156. .1266, 1157.. 1246, 1336. 
1550.. 1636, 1726.. 1800, 1726. 
2058.. 2165, 2063.. 2164, 2086. 
2327.. 2365, 2369.. 2434, 2369. 
3300.. 3383, 3304.. 3348, 3475. 
3974. .4048, 3975. .4070 



Seq. ID 
Strand 
End 

Method 
End 
Score 
305, 165 



OJ990810 02.9B08.C9 



24502 

TBLASTX: Cress 
4070 
77 

305, 229. .309, 
.1479, 1362. .1478, 1548. .1622, 
.1785, 1836. .1952, 1840. .1959, 
.2166, 2228. .2389, 2232. .2348, 
.2443, 2573. .2659, 2586. .2651, 
.3531, 3477. .3533, 3656. .3700, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12068 
25541 
24350 

OJ990810_02. 9B08.C9.ol.ts 
1 



OJ990810 02.9B08.C9 



24502 

TBLASTX: Soybean 
2658 
108 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1..78, 3. .74, 148. .174, 150. .305, 156. .305, 229. .309, 
1150. .1254, 1156. .1251, 1157. .1255, 1330. .1479, 1330. 
1347. .1484, 1362. .1478, 1488. .1622, 1546 
1550. .1636, 1718. .1768, 1726. .1785, 1738 
1836.. 1952, 1839.. 1952, 1841.. 1954, 2057 
2063.. 2164, 2228..2389, 2369.. 2431, 2581 



.1614, 1549. 

.1785, 1786. 

.2155, 2058. 

.2658, 2586. 



. 1476, 
. 1659, 
, 1833, 
.2165, 
.2651 



Seq. No. 
Gene No. 



12068 
25541 



Seq. ID 
Strand 



OJ990810 02.9B08.C9 



12528 



Start 
Name 
Start 
GI 

Exons 



24350 End 

OJ990810_02 . 9B08 . C9 . ol . tw Method 

1 End 

none Score 



24502 

TBLASTX: Wheat 

1255 

117 



1..78, 3. .74, 150. .305, 150. .305, 172. .321, 229. .330, 
1150. .1251, 1156. .1251, 1157. .1255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12068 
25541 
24350 

OJ990810_02. 
1 

none 

1..78, 3. .74 
1156. .1254, 
1333. .1479, 
1711. .1812, 
2058. .2165, 
2315. .2443, 
3174. .3224, 
3477. .3533, 
3975. .4079 



9B08.C9.o2. tin 



Seq. ID OJ990810_02. 9B08.C9 
Strand 

End 24502 
Method TBLASTX : Maize 
End 4079 
Score 87 
, 148. .174, 150. .305, 156. .305, 229. .318, 
1157. .1252, 1157. .1267, 1158. .1253, 1330. .1476, 
1350. .1526, 1362. .1478, 1548. .1622, 1550. .1636, 
1726. .1788, 1839. .1952, 1843. .1953, 1887. .1952, 
2066. .2164, 2191. .2271, 2208. .2348, 2228. .2431, 
2326. .2442, 2579.-2656, 2581. .2658, 2586. .2651, 
3300. .3368, 3300. .3389, 3301. .3387, 3474. .3533, 
3478.-3546, 3654. .3740, 3834. .3899, 3974. .4048, 



Seq. No. 12068 

Gene No. 25541 

Start 24350 

Name OJ990810_02 . 9B08 . C9. o4 . ts 

Start 3174 

GI none 

Exons 3174.. 3224, 3175.. 3219, 3300. 

3478. .3531, 3654. .3734 



Seq. ID OJ990810_02. 9B08.C9 

Strand . - 

End 24502 

Method TBLASTX : Soybean 

End 3734 

Score 51 

.3383, 3304. .3381, 3477. .3533, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12068 
25541 
24350 

OJ9908 10_02 . 9B08 . C9 . ol . tm 
6671 



OJ990810 02.9B08.C9 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6671. .6781, 6681. .6761, 6803. .6922, 6855. .6923, 6932.. 
6933. .7037, 7248. .7367, 7250. .7504, 7260. .7469, 7553.. 
7554. .7628, 7698.-7835, 9406. .9495, 9637. .9711, 9736.. 
9924. .1004 9, 10050. .10313, 10084. .10284, 10341. .10526, 
10357. .104 37, 10504. .10521, 10528. .10593, 10529. .10594 



24502 

TBLASTX: Maize 

10594 

74 



7186, 
7810, 
9849, 



Seq. No. 12068 Seq. ID 

Gene No. t 25541 Strand 

Start 1 24350 End 

Name OJ9908 10_02 . 9B08 . C9 . o2 . t s Method 

Start 6848 End 

GI none Score 

Exons 6848. .6931, 6935. .7186, 7250. .7504, 7251 

7566. .7619, 9637. .9711, 9736. .9855, 9743 



OJ990810 02.9B08.C9 



24502 

TBLASTX : Soybean 
10454 
202 

7505, 7493.-7648, 
9856, 9924 . . 10049, 



10050. .10313, 10084. .10290, 1032 9. .104 54, 10369. .104 4 6 



Seq. No. 
Gene No. 
Start 



12068 
25541 
24350 



Seq. ID 

Strand 

End 



OJ990810 02.9B08.C9 



24502 



12529 






Name 




tr 


Method 


TBLASTX: Cress 






6Q65 _ 




End 


10139 




ijj. 






Score 


63 






6965 7186 7250 7339 


7260 . 


.7340, 9924.. 10049, 10050. .10139 




Seq. No. 


12068 




Seq. ID 


OJ990810_02.9B08.C9 




Gene No. 


25541 




Strand 


— 






24 350 




End 


24502 




Name 


O.7990R10 0? 9R08 f"9 r>3 


tc 


Method 


TBLASTX: Cress 




O Lai L. 


74 72 _ 




End 


10526 




OX 


none 




Score 


180 




Hi AUi lo 


7472 7504 7553 7750 


10272 , 


. . 10331, 


10338 . . 10526 




Seq. No. 


12068 




Seq. ID 


OJ990810_02.9B08.C9 




Gene No. 


25541 




Strand 


_ 




Start 


24350 




End 


24502 




Name 


OJ990810 02 9B08 C9 o3 


ts 


Method 


TBLASTX : Soybean 




O L. CI x u 


7 664 _ 




End 


10869 






none 




Score 


103 






7664 7864 7922 8125- 


10467 , 


. .10526, 


10537. .10647, 10696. .108 69 




Seq. No. 


12068 




Seq. ID 


OJ990810J32. 9B08.C9 




Gene No. 


25541 




Strand 


— 






24350 




End 


24502 




Name 


OJ990810 02.9B08.C9.o3. 


tm 


Method 


TBLASTX: Maize 




C-f- -a v-f- 


18802 




End 


19011 


r\l 


r-T 
ui 


none 




Score 


113 


v ~\ 


LiAUllo 


18802. .19011, 18803. .19000 








Seq. No. 


12068 




Seq. ID 


OJ990810_02.9B08.C9 




Gene No. 


25541 




Strand 


- 


\ Z \l 

1 Kf 


Q-f- a rt 


24350 




End 


24502 




Name 


OJ990810 02.9B08.C9.o6. 


gs 


Method 


GEN SCAN 




O Lai L. 


24350 




End 


24502 


'Si 


GI 


none 




Score 


.87 




LiAUllo 


24350. .24502 










o " ^ • nu • 


12069 




Seq. ID 


OJ990810_02.9B08.Clp 




Gone No . 


25542 




Strand 


+ 


,; si 
U 


Start 


' 1047 




End 


5084 




Name 


OJ990810 02.9B08.C10.ol 


• gp 


Method 


AAT/GAP 




0 U Q X L. 


1047 




End 


3152 




GI 


uC-osrocypOlOf lObl 




Score 


996 




pyrin q 
£j AUI ID 


1047. .1152, 1955. .2223, 


2996. . 


.3152 






OX L/COUi _L ■ 


' 102506/pir | | S15786 1.0e-18 glucose transport protein homolog - 






Caenorhabditis elegans ? 










Seq. No. 


12069 




Seq. ID 


OJ990810_02. 9B08.C10 




Gene No. 


25542 




Strand 


+ 




Start 


1047 




End 


5084 




Name 


OJ990810 02.9B08.C10.ol 


.np 


Method 


AAT/NAP 




Start 


1972 




End 


4886 




GI 


3901268 




Score 


521 




Exons 


1972.. 2223, 2996.. 3233, 


3657. , 


.3889, 3986. .4120, 4213. .4481, 



4594. .4886 

GI Descrip. (AF060173) SV2 related protein [Rattus norvegicus] 



12530 




Seq. No. 


12069 






Seq. ID 


OJ990810_ 


02.9B08 


.C10 


Gene No. 


25542 






Strand 


+ 






Start 


1047 






End 


5084 






Name 


OJ990E 


!10 02.9B08. 


C10 o2 as 


Met hod 


GENSCAN 






Start 


3809 






End 


4818 






GI 


none 






Score 


.88 






_J jtl. 1 1 O 


3809. . 


4193, 4279. 


.4481, 4594 


. . 4818 








Seq. No. 


12069 






Seq. ID 


OJ990810 


02 9B08 


. C10 


Gene No. 


25542 






Strand 


+ 






Start 


1047 






End 


5084 






Name 


OJ990810 02.9B08. 


C10.o2.gp 


Method 


AAT/GAP 






Start 


4316 






End 


5084 






GI 


50426 


1.R1084 




Score 


1221 






Exons 


4316. . 


"4481, 4594. 


.5084 










GI Descrip. 


•3901268 6.0e-14 


(AF060173) 


SV2 related protein 


[Rattus 





norvegicus] 1 



Seq. No. 12069 Seq. ID 

Gene No. 25542 Strand 

Start 1047 End 

Name OJ990810_02 . 9B08 . C10 . o2 . np Method 

Start 4565 End 

GI ■ 3097809 • Score 

Exons 4565. .4821 

GI Descrip. (L4 94 65) hypothetical metabolite transport protein [Pseudomonas 
f luorescens] 



OJ990810_02.9B08.C10 
+ 

5084 
AAT/NAP 
4821 
67 





Seq. No. 


12069 


Seq. ID 


OJ990810_ 


_02.9B08.C10 


; Vf 


Gene No. 


25543 


Strand 


+ 




; s? 


Start 


5581 


End 


8059 




1! 


Name 


OJ990810 02.9B08.C10.o3.gp 


Method 


AAT/GAP 






Start 


5471 


End 


6187 






GI 


uC-osflM202095b01bl 


Score 


738 




: n? 

; *i 


Exons 


5471. .5680, 5810. .5948, 6110 


. .6187 








GI Descrip. 


'3152588 2.0e-19 (AC002986) 


Contains 


similarity 


to Cf-2.2 gene 


. J- 




gb_U42445 from Solanum pimpinellif olium. [Arabidopsis thaliana] 


■J 
\\\ 


Seq. No. 


12069 


.Seq. ID 


OJ990810_ 


_02.9B08.C10 




Gene No. 


25543 


Strand 


+ 




IS? 


Start 


5581 


End 


8059 






Name 


OJ990810 02.9B08.C10.o3.gs 


Method 


GENSCAN 






Start 


5581 


End 


6493 






GI 


none 


Score 


.82 






Exons 


5581. .5680, 5810. .5893, 6105 


..6181, 6255.-6325, 


6439. .6493 



Seq. No. 12069 

Gene No. 25543 . t ,. 

Start 5581 

Name OJ9908 10_02 . 9B08 . C10 . o3 . np 

Start 5797 

GI 3360289 

Exons 5797.. 5948, 6110.. 6181, 6260. 

6882.-6955, 7047. .7110, 7399. 

GI Descrip. 



OJ990810_02.9B08.C10 
+ 

8059 
AAT/NAP 
8059 
354 
6433. . 6509, 



Seq. ID 

Strand 

-End 

Method 

End 

Score 
.6322, 
.7464, 7541. .7815, 



6634. 
7989. 



.6705, 
,8059 



(AF023164) leucine-rich repeat transmembrane protein kinase 
[Zea mays] 



12531 



Seq. No. 12069 

Gene No. 25543 

Start 5581 

Name OJ990810_02 . 9B08 . CIO . o4 . gs 

Start 7584 

GI none 

Exons 7584.. 7758, 7971.. 8030 



Seq. ID OJ990810_02. 9B08.C10 

Strand + 

End 8059 

Method GENSCAN 

End 8030 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12069 
25544 

196 - . 

OJ990810_02. 9B08.C10.ol.gs 
196 
none 



Seq. ID OJ990810_02. 9B08.C10 
Strand 

End 3235 

Method GENSCAN 

End 3202 

Score . 65 



196. .349, 819. .1006, 1144. .1450, 3066. .3202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

»l Exons 



12069 
25544 
196 

OJ990810_02. 9B08.C10.o4 .tm 

3012 

none 



Seq. ID OJ990810_02. 9B08.C10 
Strand 

End 3235 

Method TBLASTX : Mai ze 

End 3235 

Score 247 



3012. .3233, 3017. .3229, 3024. .3233, 3104. .3235 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12069 
25545 
3661 

OJ990810_02. 9B08.C10.o3.tm 

3661 

none 



Seq. ID OJ990810_02 . 9B08..C10 
Strand 

End 3900 

Method TBLASTX : Mai ze 

End 3900 

Score 229 



3661. .3864, 3668. .3898, 3707. .3889, 3826. .3900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12069 
25546 
3902 

OJ990810_02.9B08.C10.ol.tm 

3902 

none 



Seq. ID OJ990810_02. 9B08.C10 
Strand 

End 4445 

Method TBLASTX : Mai ze 

End 4445 

Score 283 



3902. .4117, 3919. .4116, 3929. .4138, 4063. .4137, 4114. .4242, 
4115. .4192, 4277. .4444, 4278.". 4445 



Seq. No. 12069 

Gene No. 25547 

Start 444 6 

Name OJ990810_02 . 9B08 . C10 . o2 . tm 

Start 4446 

GI none 
Exons 



Seq. ID OJ990810_02.9B08.C10 
Strand 

End 4803 

Method TBLASTX : Mai ze 

End 4803 

Score 4 9 



4446. .4484, 4576. .4803, 4591. .4776, 4599. .4802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12069 
25548 
5809 

OJ990810_02. 9B08.C10.o5.tm 

5809 

none 



Seq. ID OJ990810_02. 9B08.C10 
Strand 

End 6180 

Method TBLASTX : Mai ze 

End 6180 

Score 60 



5809. .5952, 5811. .5891, 5812. .5943, 5825. .5947, 6088. .6180, 
6088. .6180 



12532 






Cprr No 


12070 




Seq. ID 


OJ990810_02.9B08 


.Cll 




Gene No. 


25549 




Strand 


+ 






Start 


1 




End 


1779 








OJ990810 02 9B08 Cll ol 


np 


Method 


AAT/NAP 






Of a >-4- 


1 _ 
X 




End 


1779 






OX 


3 3 D ?' ft 9 

J J t> U O -7 




Score 


665 






Exons 


1- 3 9 7 8 363 4 64 58^ 


, 668 


..814, 946. .1102, 1639. .1779 






(AF023164} leucine-rich 


repeat transmembrane protein kinase 


















Seq. No. 


12070 




Seq. ID 


OJ990810_02.9B08 


.Cll 










Strand 


+ 






o Lai u 


1 

X 




End 


1779 






Name 




gs 


Method 


GENSCAN 






Of a r f 


ft 3 _ 




End 


1773 






O X 


none 




Score 


.57 








83 363 4 64 583 94 6 


1 1 09 


1639. .1773 






Seq. No. 


12070 




Seq. ID 


OJ990810_02.9B08 


.Cll 






2554 9 




Strand 


+ 






Cf a y-f- 

jlai i. 


i 

X 




End 


1779 






Name 


O.TQQOftin 09 9R08 P11 o9 


tm 


Method 


TBLASTX: Maize 






o L a. x i_ 


Q4 ~~ 




End 


253 




.!! 


o X 


none 




Score 


157 




j i 


T V /™N TO o 


Q4 9 R9 im 9 S 3 101 


253 








'Li 


Seq. No. 


12070 




Seq. ID . 


OJ990810_02. 9B08 


.Cll 




Gene No. 


25549 




Strand 


-(. 




;f 


Of -, r f 
O L-ClX l_ 


1 




End 


1779 




■"a 


Name 


OJ990810 02.9B08.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 




; I 


OLdl 1, 


125 




End 


1718 






KJ X 


none 




Score 


206 






tr v ti 


125. .364, 148. .366, 447. 


.560, 


464. .568, 


701. .814, 702.. 


oi o 


s* 




944. .1102, 961. .1101, 1633. .1704, 1641. 


.1718 




a: 


Seq. No. 


12070 




Seq. ID 


O.J990810_02.9B08 


PI 1 
. <w X X 




UC11C LN ^ • . 


25549 




Strand 


+ 




!' 

= : 




1 




End 


1779 




-J 


Name 


OJ990810 02.9B08.Cll.ol. 


tc 


Method 


TBLASTX: Cress 






u ICti L 


146 




End 


563 






(IT 

X 


none 




Score 


166 






DAUllO 


146. .364, 456. .563 














12070 




Seq. ID 


OJ990810_02.9B08 


.Cll 




Gene No. 


25549 




Strand 


+ 






Start 


1 




End 


1779 






Name 


OJ990810 02.9B08.Cll.ol. 


tm 


Method 


TBLASTX: Maize 








254 




End 


1775 






O X 


none - 




Score 


166 






Exons 


254. .364, 254. .361, 256. 


.366, 


256. .366, 


258. .392, 434.. 


553, 






456. .560, 464. .568, 465. 


.569, 


675. .812, 


677. .814, 939.. 


1034 






943. .1098, 944. .1102, 1633. .1773, 1641. 


.1775 






Seq. No. 


12070 




Seq. ID 


OJ990810_02.9B08 


.Cll 




Gene No. 


25549 




Strand 


+ 






Start 


1 . 




End 


1779 





12533 



Name 

Start 

GI 

Exons 



OJ990810_02. 9B08 .Cll.o2.tc Method 
937 End 
none Score 
937. .1098, 938. .1102, 1633. .1746, 1641. 



TBLASTX: Cress 

1746 

195 

.1730 



Seq. No. 12071 Seq. ID 

Gene No. 25550 Strand 

Start 4980 .... End 

Name OJ990810_02 . 9B08 .C14 . o2 . gs Method 

Start 4980 End 

GI none Score 
Exons 



OJ990810_02 . 9B08 . CI 4 
+ 

8449 
GENSCAN 
8434 
.63 



4980. .5096, 5576. .5639, 6210. .6318, 6419. .6569, 7255. .7380, 
7465. .7588, 7671. .7747, 7749. .7882, 8380. .8434 



Seq. No. 12071 Seq. ID 

Gene No. 25550 Strand 

Start 4980 End 

Name OJ990810_02 . 9B08 . C14 . o2 . np Method 

Start 4 980 End 

GI 4559345 Score 

Exons 4980. .5096, 5576.-5639, 6210. .6318, 6419 

7465. .7588, 7671. .7747, 7830. .7882, 8380 

GI Descrip. 



OJ990810_02 . 9B08 . C14 
+ 

8449 
AAT/NAP 
8449 
893 

6569, 7252.. 7380, 
8449 



(AC006585) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. -■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12071 
25550 
4980 

OJ990810_02. 9B08.C14 .o2vgp 
7326 

12464 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
7326. .7380, 7465. .7588, 7671. .7747, 7830. .7882, 8380. .8449 
, 3482967/emb|CAA20523.1| 2.0e-36 (AL031369) Protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

>gi_4559345_gb_AAD23006. 1_AC006585_1 (AC006585) protein 
phosphatase 2C [Arabidopsis thaliana] 1 



OJ990810_02.9B08.C14 
+ 

8449 
AAT/GAP 
8449 
587 



12071 
25551 
1 

OJ990810_02. 9B08.C14 .ol.gp 
1 

22663_1.R1084 
1..92, 968. .1204 
f 5725430/emb|CAB52439.1| 7, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_02.9B08.C14 

1204 
AAT/GAP 
1204 
608 



0e-ll (AL109787) stress responsive 



protein homolog [Arabidopsis thaliana] 1 

12071 Seq. ID OJ990810_02.9B08.C14 

25551 Strand 

1 End 1204 

OJ990810_02. 9B08.C14 .ol.np Method AAT/NAP 

12 End 1050 

3023377 Score 146 

12. .92, 970. .1050 

LOW-TEMPERATURE INDUCED PROTEIN BLT101 (SALT-STRESS INDUCED 
HYDROPHOBIC PEPTIDE ESI3) gi | 62977 6 | pir | | S4040 6 bltlOl protein - 
barley gi | 439273 | emb | CAA80984 | (Z25537) 54 amino acids [Hordeum 



12534 



vulgare] gi | 551068 | gb | AAA21847 . 1 | (U00966) salt-stress induced 
hydrophobic peptide [Elytrigia elongata] 



Seq. No. 12071 
Gene No. 25552 
Start 4973 

Name OJ9908 10_02 . 9B08 . C14 . ol . tm 

Start 4973 
GI none 
Exons 4 973. 

6413. 

7462. 



.5095, 4974, 

.6523, 6414. 

.7575, 7465. 

7830.. 7883, 7853. 



,5096, 5576. 

,6569, 7246. 

,7590, 7473. 

,7879, 8381. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5644, 6208 
.7374, 7252 



OJ990810 02.9B08.C14 



8434 

TBLASTX: Maize 
8434 
165 

6327, 6209. 
7380, 7254. 



7589, 7669. 
8434 



,7761, 7670. 



,6319, 
,7376, 
,7765, 



Seq. No. 12071 

Gene No. 25552 

Start 4973 

Name OJ990810_02 . 9B08 . C14 . o2 . ts 

Start 4979 

GI none 

Exons 4979.. 5095, 4980.. 5096, 5576. 

6208.. 6327, 6209.. 6319, 6413. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5644, 5587 
.6523, 6417 



OJ990810 02.9B08.C14 



8434 

TBLASTX : Soybean 
8434 
165 

5643, 5596.. 5676, 
6569, 8381.. 8434 



Seq. No. 12071 

Gene No. 25552 

Start 4973' 

Name OJ990810_02 . 9B08 . C14 . ol . tc 

Start 6495 

GI none 

Exons 6495.. 6569, 7246.. 7380, 7254, 
7465. .7590 



OJ990810_02;9B08 .C14 
8434 

TBLASTX: Cress 

7595 

78 



Seq. ID 
Strand. 
End 

Method 
End 
Score 

.7373, 7462. .7578, 7464. .7595, 



Seq. No. 12071 

Gene No. 25552 

Start 4973 

Name OJ990810_02 . 9B08 . C14 . ol . ts 

Start 7252 

GI none 

Exons 7252.. 7380, 7254.. 7376, 7465. 

7670. .7762, 7830. .7883, 7830. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 02.9B08.C14 



8434 

TBLASTX : Soybean 
7886 
185 

7590, 7470.. 7589, 7669.. 7761, 
7886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



12072 Seq. ID 

25553 Strand 
1 End 
OJ990810_02 . 9B08 . C15 . ol . gp Method 
1 End 
12464_2.R1084 Score 
1. .278 

'5730046/ref | NM_006632 . 1 | SLC17A3 | 6.0e-10 Homo sapiens solute 
carrier family 17 (sodium phosphate), member 3 (SLC17A3) mRNA 
>gi_2062691__gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds 1 



OJ990810_02.9B08.C15 
+ 

278 

AAT/GAP 

278 

369 



12072 Seq. ID 

25554 Strand 

1553 End 

OJ990810JD2 . 9B08 . C15 . o2 . gp Method 



OJ990810_02.9B08.C15 
+ 

2059 
AAT/GAP 



12535 



Start 


1553 




End 


2059 


GI 


24200 1.R1084 




Score 


975 


Exon s 


1553. .2059 








GI Dpqprin 


'4115377 1.0e-14 (AC005967) 


unknown protein [Arabidopsis 




t* ha 1 i ana 1 1 








Seq. No. 


12072 




Seq.. ID 


OJ990810 02 9B08 PIS 


Gene No. 


25555 




Strand 




Start 


411 




End 


1022 


Name 


OJ990810 02 9B08 C15 ol 


-gs 


Method 


GENSCAN 


Start 


411 ~~ 




End 


1007 


GI 


none 




Score 


.58 


Kxon s 

1-J W 1 1 


411. .742, 750. .806, 848 


. .1007 




Seq. No. 


12072 




Seq. ID 


OJ990810_02 . 9B08 . C15 


Gene No . 


25555 




Strand 




Start 


411 




End 


1022 


Name 


OJ990810 02.9B08.C15.ol 


.np 


Method 


AAT/NAP 


Start 


530 




End 


1022 


GI 


2129631 




Score 


173 


Exons 


530. .756, 848. .1022 








GI Descrip. 


lamin - Arabidopsis thaliana 


gi| 1262752 |emb|CAA6584 4 | (X9720 




lamin [Arabidopsis thaliana] 






Seq. No, 


12072 




Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 




Strand- 




Start 


1912 




End 


3516 


Name 


OJ990810 02.9B08.C15.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


617 




End 


1128 


GI 


none 




Score 


150 


Rxon *=? 

—J -tV A. l o 


617. .757, 636. .755, 847 


. .948 


, 849. .944, 


1030. .1128 


Seq. No. 


12072 




Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 




Strand 




Start 


1912 




End 


3516 


Name 


OJ990810 02.9B08.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


648 




End 


1070 


GI 


none 




Score 


140 


Exons 


648. .749, 650. .751, 653 


. .757 


, 847. .990, 


■ 849. .'944, 1014 . . 1070 


Seq. No. 


12072 




Seq. ID 


OJ990810_02.9B08.C15 


Gene No . 


25556 




Strand 




Start 


1912 




End 


3516 


Name 


OJ990810 02.9B08..C15.O1 


.tm 


Method 


TBLASTX: Maize 


Start 


1747 




End 


3258 


GI 


none 




Score 


67 


Exons 


1747. .1827, 1755. .1826, 


1912 


..2865, 1912. .2202, 2126. .2209, 




2133. .2474, 2252. .3070, 


2254 


..3069, 2276. .3076, 2911. .3075, 




3186. .3245, 3187. .3258, 


3200 


. .3256 




Seq. No. 


12072 




Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 




Strand 




Start 


1912 




End 


3516 


Name 


OJ990810 02. 9B08.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1888 




End 


2530 


GI 


none 




Score 


98 


Exons 


1888. .2064, 1906. .2202, 


1910 


..2203, 2121.. 2396, 2252.. 2530, 



12536 




2254. .2529 



Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 


Gpnp No 


25556 








Strand 




Start 


1912 








End 


3516 


Name 


OJ990810 02 


. 9B08 


. C15 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1904 _ 








End 


3256 


GI 


none 








Score 


217 


Pynn c; 


1904 2209 


1909 


2202 


2113 . 


.2862, 2121. .2477, 2254. .3069, 




2261. .3070, 


2914 


. .3075, 


3000. 


.3071, '3187. .3237, 3200. .3256 


Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 




25556 








Strand 




Start 


1912 








End 


3516 


Name 


OJ990810 02 


. 9B08 


,C15.o2 




Method 


GENSCAN 


Start 


1912 ~~ 








End 


3238 


GI 


none 








Score 


.77 


Pvnn ^ 

J__l Vh/ 1 1 


1912 3069 


3188 


3238 








Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 








Strand 




Start 


1912 








End 


3516 




O.TQQfiR 1 0 09 


:9B08, 


.C15.o2, 


.np 


Method 


AAT/NAP 


O LCtX U 


1 Q 1 R _ 

X Z> X <J 








End 


3516 




4 115377 








Score 


1854 


Th 1 von C3 


X _7 X *J . .JUU.7/ 


3188, 


. .3516 








flT Dp q c t~ t n 
\j J. ucoLiip < 


(AC005967) 


putative multispanning membrane protein [Arabidoj 




thaliana] 












Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 








Strand 




Start 


1912 








End 


3516 


NaiTie 


OJ990810 02 


.9B08, 


,C15.o3, 


.gp 


Method 


AAT/GAP 


Start 


2043 








End 


2802 


GI 


26400 1.R1084 






Score 


1440 


Evon 

l—i *\ \*/ 1 1 o 


2043. .2802 












GI Dpsctid 


'4115377 1. 


0e-84 


(AC005967) unknown protein [Arabidopsis 




thaliana] ' 












Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 




25556 








Strand 




Start 


1912 








End 


3516 


Name 


OJ990810 02 


. 9B08. 


.CIS.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


2506 








End 


2838 


GI 


none 








Score 


104 


Exons 


2506. .2616, 


2620. 


.2838, 


2627. 


.2830 




Sea No 


12072 








Seq. ID 


OJ990810_02.9B08.C15 




25556 








Strand 




Start 


1912 








End 


3516 


Name 


OJ990810 02 


. 9B08. 


C15.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2530 








End 


2863 


GI 


none 








Score 


323 


Exons 


2530. .2862, 


2531. 


.2860, 


2531. 


.2863, 2533.. 2862 


Seq. No. 


12072 








Seq. ID 


OJ990810_02.9B08.C15 


Gene No. 


25556 








Strand 





12537 



Start 


1912 


End 


3516 


Name 


OJ990810 02.9B08 C15 o3 tc 


Method 


TBLASTX: Cress 






End 


3256 


(IT 

VJ X 


none 


Score 


164 


P von Q 


2873.-2995, 2896.. 3069, 2902 


..3075, 2937. .3080, 3200. .3256 




12072 


Seq. ID 


OJ990810_02.9B08.C15 


Cpnp Mo 


25556 


Strand 




Start 


1912 


End 


3516 


Name 


OJ990810 02.9B08.C15.o4 .gp 


Method 


AAT/GAP 


Start 


2906 


End 


3261 


ox 


nr-o c >rocvD004aO 6b 1 

LAV/ x-/ O J- V V# V fc-/ V Vy/ t y \/ v *J J. 


Score 


418 


I* 1 von Q 


2906 3069. 3188 3261 








'4115377 1.0e-70 (AC005967) 


unknown protein [Arabidopsis 




■hhalianal 1 

L11QJ.XU1 It* J 






O C ^ * LN ^ ■ 


12073 


Seq. ID 


OJ990810_02.9B08.C17 


Gene No. 


25557 


Strand 


+ 


Start 


415 


End 


1460 


Name 


OJ990810 02.9B08.C17.ol.np 


Method 


AAT/NAP 


Start 


415 


End 


1450 


GI 


283032 


Score 


587 


Exons 


415. .1450 







GI Descrip. hydroxyproline-rich glycoprotein - perennial teosinte 
gi|22092|emb|CAA45514 | (X64173) hydroxyproline-rich 
glycoprotein [Zea diploperennis ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12073 
25557 
415 
OJ990 
671 
none 
671. . 
674. . 
716. . 
743. . 
782. . 
833. . 
866. . 
908. . 
917. . 
929. . 
962. . 
974. . 
983. . 
1043. 
1094. 
1136.- 
1163. 
1202. 
1238. 
1301. 
1394. 



810 02.9B08.C17.ol.tc 



727, 

775> 

814, 

835, 

802, 

868, 

943, 

967, 

991, 

1054, 

991, 

1027, 

1123, 

.1150 

.1243 

.1270 

.1255 

.1267 

.1315 

.1330 

.1456 



671. .724, 
674. .751, 
719. .814, 
743. .853, 
791-. .847, 
833. .928, 
881. .919, 
914 . .1033, 
917. .967, 

935. .1012 
962. .1033, 
977. .1012 
989. .1171 
1067. .11 
1097 
1136 
1184 
1202 
1238 
1388 
1397 



12 
12 
13 
12 
12 
14 
14 



Seq. ID 
Strand 
End 

Method 
End 
Score 

802, 674. .793, 674. .820 
745, 698. .766, 701. .775 
847, 737. .775, 737. .847 
847, 749. .814, 752. .850 
898, 821. .937, 830. .931 
898, 839. .868, 845. .922 
1012, 887. .943, 887. .10 
.943, 914. .991, 914. .10 
985, 917.. 1015, 917.. 10 
962. .1033, 962. .991, 962.. 
962. .1033, 965. .1033, 965.. 
, 980. .1111, 983. .1078, 983. 
, 1031. .1138, 1034. .1144, 10 
23, 1067. .1144, 1074. .1172, 
1147, 1106, .1126, 
1219, 1154. .1243, 
1243, 1184 
1315, 1217 
1315, 1268 
1456, 1388 



OJ990810_02.9B08.C17 
+ 

1460 

TBLASTX: Cress 
1456 
38 



671. , 
680. , 
722. . 
749. . 
791. , 
836. , 
887. , 
914, 
917. , 



19, 1097, 

43, 1145, 

15, 1184, 

61, 1205. 

61, 1241. 

56, 1388. 
56 



1273, 
1309, 
1318, 
1420, 



, 674. 
, 716. 
, 740. 
, 773. 
, 830. 
, 860. 
54, 89 
15, 91 
48, 92 
1033, 
1069, 
.1033, 
43. .11 
1085. . 
1121. . 
1163. . 
1193. . 
1229. . 
1286. . 
1388. . 



.730, 

.754, 

.802, 

.889, 

.847, 

.979, 

6. .964, 

4. .943, 

7. .995, 

962. .1036, 

965. .1012, 

65, 

1192, 

1243, 

1303, 

1261, 

1288, 

1324, 

1420, 



Seq. No. 
Gene No. 



12073 
25557 



Seq. ID OJ990810_02.9B08.C17 
Strand + 



12538 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



415 End 
OJ990810_02 . 9B08 . C17 . ol . gp Method 

975 End 

2798487 Score 
975. . 1460 

12074 Seq. ID 

25558 Strand 

1 End 
OJ990810_02. 9B08.C18.ol.np Method 

1 End 

4835761 Score 
1. .248 

(AC007202) T8K14.10 [Arabidopsis thaliana] 



1460 
AAT/GAP 
1460 
615 



OJ990810_02.9B08.C18 
+ 

411 

AAT/NAP 
248 
268 



12074 Seq. ID 

25558 . Strand 

1 End 
OJ990810_02 . 9B08 . C18 . ol . gs Method 

27 End 

none Score 
27. .210, 380. .411 



12074 
25559 
773 

OJ990810_02. 9B08.C18.ol.gp 
701 

2248JL.R1084 

701. .1019, .1135. .1245, 1702 



OJ990810_02.9B08.C18 
+ 

411 

GENSCAN 

411 

.88 



OJ990810 02.9B08.C18 



Seq. ID _ 
Strand 

End 3330 
Method AAT/GAP 
End 2173 
Score 1148 
1802, 1918. .1986, 2110. .2173 
, 4982500/gb|AAD36960.1|AC000107_6 4.0e-27 (AC000107) F17F8.6 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12074 
25559 
773 

OJ990810_02. 9B08.C18.o2.gs 

773 

none 



Seq. ID OJ990810_02.9B08.C18 



Strand 
End 

Method 

End 

Score 



3330 
GENSCAN 
3314 . 
.83 



773. .907, 951. .1019, 1135. .1245, 2110. .2198, 2324. .2500, 
2946.. 3050, 3176.. 3314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12074 Seq. ID 

25559 Strand 

773 End 

OJ990810_02 . 9B08 . C18 . o2 . gp Method 

2331 End 

5670_1.R1084 Score 
2331.. 2500, 2946.. 3092, 3176.. 3330 

'2660677 5.0e-28 (AC002342) unknown protein [Arabidopsis 
thaliana] ' 



OJ990810_02 . 9B08 . C18 

3330 
AAT/GAP 
3330 
728 



Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ9908 10_02 . 9B08 . C18 . o4 . tc Method 

Start 6 End 



OJ990810JD2 . 9B08 . C18 
13397 

TBLASTX: Cress 
212 



12539 



GI none Score 

Exons 6.. 212, 23.. 208 

Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 .- ■ End 

Name OJ990810_02 . 9B08 . C18 . o4 . ts Method 

Start . 6 End 

GI none Score 

Exons 6.. 212, 29.. 139, 167.. 211 

Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ990810_02 . 9B08 . C18 . o7 . tm Method 

Start 6 End 

GI none Score 

Exons 6. .212, 26. .211 

Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ990810_02 . 9B08 . C18 . o4 . tw Method 

Start 45 End 

GI none Score 

Exons 45.. 212, 47.. 211. 



211 



OJ990810_02.9B08.C18 
13397 

TBLASTX: Soybean 

212 

208 



OJ990810_02.9B08.C18 
13397 

TBLASTX : Mai ze 

212 

229 



OJ990810_02.9B08.C18 
13397 

TBLASTX: Wheat 

212 

187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12074 
25560 
4027 
OJ9908 
890 
none 
890. .1 
1133. . 
1700. . 
2110 
2325 
4390 
5138 
5303 



10 02.9B08.C18.ol.tm 



021, 

1207, 

1819, 

2214, 

2414, 

4422, 

5203, 

5443, 



897. . 
1213 
1921 
2259 
4.019 
4 3*91 
5139 
5489 



Seq. I 
Strand 
End 

Method 
End 
Score 

1022, 897.. 1019, 898 
..1263, 1214. .1261, 
..1989, 1924. .1986, 
..2318, 2272.. 2310, 
..4162, 4033. .4158, 
..4420, 4902. .5015, 
..5204, 5297. .5389, 
..5590, 5505.. 5597, 



D OJ990810_02 . 9B08 .C18 
13397 

TBLASTX: Maize 
5599 
108 

..1026, 1132. .1206, 
1608.. 1667, 1699.. 1806, 
2102.. 2194, 2109.. 2201, 
2321. .2395, 2325. .2402, 
4306. .4383, 4307. .4384, 
4910.. 5017, 5137.. 5202, 
5299..S382, 5299.. 5403, 
5510. .5599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12074 Seq. ID OJ990810_02.9B08.C18 

25560 Strand 

4027 End 13397 

OJ9908 10_02 . 9B08 . C18 . 06 . t s Method TBLASTX : Soybean 

1177 End 5334 

none Score 77 

1177.. 1263, 1190.. 1261, 1699.. 1815, 1699.. 1806, 1700.. 1819, 

1701.. 1808, 1924.. 1983, 1925.. 1984, 1926.. 2018, 2110.. 2145, 

4351. .4422, 4364. .4420, 4902. .5018, 4910. .5017, 5139. .5204, 

5140. .5199, 5278.-5334 



Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ990810 02 . 9B08 . C18 . ol . tw Method 



OJ990810_02.9B08.C18 
13397 

TBLASTX: Wheat 



12540 



Start 
GI 

Exons 



1189 

none 

1189. 

1924 . 

2272, 

4360, 

5138, 



,1263, 1196.. 1261, 1699, 

.1986, 2103.. 2225, 2105. 

.2310, 2323. .2424, 2325. 

.4422, 4360. .4422, 4902. 

.5209, 5139.. 5204, 5295. 



5300.. 5410, 5508.. 5609, 5510. 



End 5611 
Score 72 

.1806, 1700.. 1819, 1921.. 1989, 
.2197, 2110.. 2214, 2111.. 2236, 
.2426, 2326. .2424, 4359. .4421, 
,5015.,. 4910.. 5017, 5137.. 5202, 
,5390, 5297.. 5389, 5299.. 5451, 
,5608, 5510.. 5611 



Seq. No. 12074 
Gene No. 25560 
Start 4027 

Name OJ990810_02 . 9B08 . C18 . ol . tc 

Start 1699 
GI none 
Exons 1699. 

2114 . 

2975. 

5140, 



.1806, 1924. 

,2502, 2320. 

.3251, 4910. 

.5403, 5303, 

5514.. 5687, 6062.. 6223, 6319, 



.1740, 1723, 

.2248, 2311. 

.3094, 3174. 

.5214, 5302. 



Seq. ID OJ990810_02.9B08.C18 
Strand 

End 13397 
Method TBLASTX : Cress 
End 6411 
Score 64 

.1986, 1925. .2017, 2113. .2214, 
.2433, 2325. .2507, 2974. .3093, 
.4951, 4934. .5017, 5139. .5177, 
.5410, 5510.. 5680, 5510.. 5692, 
. 6411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12074 
25560 
4027 

OJ990810_02. 9B08.C18.o2.ts 
2158 
none 
2158. 
2975. 
5514, 
6319. 



.2214, 2328.. 2432, 2329. 

.3094, 3001.. 3105, 3163, 

.5621, 5516.. 5629, 5636. 

.6417, 6320.. 6418 



12074 
25560 
4027 

, OJ990810_02. 9B08.C18.o3.tm 
2415 
none 

2415. .2501, 2415. .2501, 2416. 
2974.. 3093, 3160.. 3255, 3174. 
5601.. 5684, 6062.. 6229, 6063. 
6440. .6472 



Seq. ID OJ990810_02.9B08.C18 
Strand 

End 13397 ■-' 

Method TBLASTX : Soybean 
End 6418 
Score 75 

.2436, 2460. .2501, 2974. .3093, 
.3234, 3174. .3251, 5347. .5403, 
.5686, 6062. .6223, 6078. .6224, 



Seq. ID OJ990810_02.9B08.C18 
Strand 

End 13397 
Method TBLASTX : Mai ze 
End 6472 
Score 111 

.2514, 2941. .2994, 2974. .3093, 
.3254, 5600. .5680, 5601. .5687, 
.6230, 6319. .6411, 6320. .6412, 



Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ990810_02 . 9B08 . C18 . o3 . gp Method 

Start 3870 End 

GI 2797815 Score 

Exons 3870.. 4126 



OJ990810_02.9B08.C18 

13397 
AAT/GAP 
4126 
282 



Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ990810_02 . 9B08 . C18 . o3 . gs Method 

Start 4027 End 

GI none Score 



OJ990810_02.9B08.C18 

13397 
GENSCAN 
13393 
.63 



12541 






4027. .4155, 


4309 


..4419, 4913. 


.5015, 5137.. 5201, 5299.-5448, 




5525. .5685, 


6073 


..6222, 6397. 


.6502, 7375.. 7740, 8110.. 8290, 




8380. .8450, 


8540 


..8656, 8744. 


.8818, 8932.. 8990, 9296.. 9443, 




9759. .9851, 


10211. .10490, 10651.. 10855 


, 11023. .11129, 




12781. .12949, 13238. .13393 








12074 






Seq. ID 


OJ990810_02.9B08.C18 


n <=> f\fn 


25560 






Strand 




Start 


4027 






End 


13397 


Name 


OJ990810 02 


.9B08 


.C18.o2.np 


Method 


AAT/NAP 




4030 






End 


6414 




2660677 






Score 


773 


TT von Q 


4030. .4125, 


4275 


..4419, 4913. 


.5015, 5137.. 5201, 5299.-5387, 




5509. .5685, 


6073 


..6222, 6321. 


.6414 




OX L/ C O ^ -L J- £s • 


(AC002342) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


12074 






Seq. ID 


OJ990810_02.9B08.C18 


Gene NJo . 


25560 






Strand 




Start 


4027 






End 


13397 


Name 


OJ990810 02 


.9B08 


.C18.o4 .gp 


Method 


AAT/GAP 


Start 


5154 






End 


5709 


(IT 


702208 






Score 


552 


uAUil O 


5154 . .5201, 


5299 


..5387, 5509. 


.5709 




Ol L/GoOXX£J. 


2660677 5.0e-28 


(AC002342) unknown protein [Arabidopsis 




thaliana] 










Con KIo 


12074 






Seq. ID 


OJ990810_02.9B08.C18 


\J ^ ± 1 ^ J.N W ■ 


25560 






Strand 




Start 


4027 • 






End 


13397 


Name 


OJ990810 02 


.9B08 


.C18.o5.gp 


Method 


AAT/GAP 


Start 


6051 






End 


6530 


GI 


84483 1.R1084 




Score 


667 


J_i.A.< w / 1 1 0 


6051. .6222, 


6321 


. .6530 






(IT Dp ^r* t "i r> 


'2660677 5. 


Oe-22 


(AC002342) unknown protein [Arabidopsis 




thaliana] ' 












12074 






Seq. ID 


OJ990810_02.9B08.C18 




- 25560 






Strand 




Start 


4027 






End 


13397 


Name 


OJ990810 02 


.9B08 


.C18.o3.np 


Method 


AAT/NAP 


Start 


7395 






End 


9383 


GI 


4585976 






Score 


784 


uAUl 1 O 


7395. .7740, 


7988 


..8290, 8380. 


.8450, 8540. .8656, 8744. .8818, 




8932. .8990, 


9296 


. .9383 






(2 T npQrri n 


(AC005287) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


12074 






Seq. ID 


OJ990810_02.9B08.C18 


Gene No. 


25560 






Strand 




Start 


4027 






End 


13397 


Name 


OJ990810 02 


.9B08 


.C18.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7423 






End 


7740 


GI 


none 






Score 


238 


Exons 


7423. .7740, 


7451 


..7717, 7633. 


.7725 




Seq. No. 


12074 






Seq. ID 


OJ990810_02.9B08.C18 


Gene No. 


25560 






Strand 




Start 


4027 






End 


13397 



12542 




Name 


OJ990810 02 


. 9B08 . 


C18 . o3 


. tc 


Method 


TBLASTX: Cress 


9ta rf 
o u a J- <- 


7451 










End 


7861 


GI 


none 










Score 


207 


Exons 


7451. 


.7717, 


7453 . 


.7740, 


7633 . 


,.7728, 7661. .7753, 7817. .7861 


Seq. No. 


. 12074 










Seq. ID 


OJ9908 10_02 . 9B08 . C18 


Gene No. 


25560 










Strand 




Start 


4027 










End 


13397 


Name 


OJ990810 02 


. 9B08 . 


C18 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7451 










End 


8063 


GI 


none 










Score 


213 


Exons 


7451. . 


.7717, 


7453 . 


.7740, 


7633 . 


.7725, 7980. .8063, 7982. .8062 


Sea No. 


12074 










Seq. ID 


OJ990810_02.9B08.C18 


Gene No. 


25560 










Strand 




Start 


4027 










End 


13397 


Name 


OJ990810 02, 


. 9B08 . 


C18 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7980 










End 


8459 


GI 


none 










Score 


88 


Exons 


7980. , 


,8063, 


7982 . 


. 8077, 


8063 . 


.8116, 8113. .8295, 8141. .8296, 




8376. . 


,8447, 


8377 . 


. 8451, 


8379 . 


.8459 




Sea No 


12074 










Seq. ID 


OJ990810_02 . 9B08 . C18 


Gene No. 


25560 










Strand 




Start 


4027 










End. 


13397 


Name 


OJ990810 02, 


, 9B08 . 


C18 . o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


8021 










End 


8653 


GI 


none 










Score 


40 


F 1 von ^ 


8021. . 


.8077, 


8022 . 


. 8063, 


814 6. 


.8166, 8147. .8182, 8170. .8313, 




8171. . 


.8296, 


837 6. 


.8438, 


8377 . 


.8469, 8379. .8456, 8537. .8653 


Sea No 


12074 










Seq. ID 


OJ990810_02 . 9B08 .C18 


Gene No. 


25560 










Strand 




Start 


4027 










End 


13397 


Name 


OJ990E 


J10_02, 


. 9B08 . 


C18 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8065 










End 


8659 


GI 


none 










Score 


124 


Exons 


8065.. 


,8127, 


8105 . 


.8212, 


8113 . 


.8217, 8209. .8295, 8210. .8293, 




8377. . 


,8457, 


8379 . 


. 8474,' 


8549 . 


.8656, 8576. .8659 


Sea No 


12074 










Seq. ID 


OJ990810_02 . 9B08 .C18 


Gene No. 


25560 










Strand 




Start 


4027 










End 


13397 


Name 


OJ990810 02. 


, 9B08 . 


C18 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


8218 










End 


8985 


GI 


none 










Score 


55 


Exons 


8218. . 


8295, 


8219 . 


.8293, 


8377 . 


.8457, 8379. .8456, 8537. .8656, 




8538. . 


8657, 


8543 . 


. 8659, 


8915 . 


.8983, 8920.. 8985 


Seq. No.' 


12074 










Seq. ID 


OJ990810_02.9B08.C18 


Gene No. 


25560 










Strand 




Start 


4027 










End 


13397 


Name 


OJ990810 02. 


9B08. 


CI8.06 


.gp 


Method 


AAT/GAP 


Start 


10070 










End 


11869 


GI 


18089 


1.R10E 


14 






Score 


1196 



Exons 10070. .10399, 10651 .. 10855, 11023 .. 11128 , 11769.. 11869 

GI Descrip. ' 14 1435/sp | P28823 | FOLB_BACSU 3.0e-20 DIHYDRONEOPTERIN ALDOLASE 



12543 



{ DHNA) >gi_98360_pir E37854 folate biosynthesis protein 1 (sul 

3 ff region) - Bacillus subtilis >gi_143411 (M34053) 0RF1 
[Bacillus subtilis] >gi__4 674 67_dbj_BAA05313_ (D26185) unknown 
[Bacillus subtilis] >gi_263234 5_emb_CAB11854_ (Z99104) 
dihydroneopterin aldolase [Bacillus subtilis] 1 



Seq. No. 12074 

Gene No. 25560 

Start 4027 

Name OJ990810_02 . 9B08 . C18 . o2 . tw 

Start 10199 

GI none 

Exons 10199. .10396, 10211 10408 , 
10689. .10820, 10690.. 10803 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_02.9B08.C18 
13397 

TBLASTX: Wheat 

10820 

134 



10212. .10406, 10689. .10799, 



Seq. No. 12074 Seq. ID OJ990810_02.9B08.C18 

Gene No. 25560 Strand 

Start 4027 End 13397 

Name OJ990810_02 . 9B08 . C18 . o4 . np Method AAT/NAP 

Start 10199 End 10883 

GI 6671931 Score 272 

Exons 10199. .10423, 10674.. 10883 

GI Descrip. (AC016795) putative dihydroneopterin aldolase [Arabidopsis 
thaliana] 



Seq. No. 12074 

Gene No. 25560 

Start 4027 

Name OJ990810_02 . 9B08 . C18 . 06 . tm 

Start 10203 

GI none 

Exons 10203. .10397, 10214. 
10689. .10820 



Seq. ID OJ990810_02.9B08.C18 
Strand 
End 

Method 
End 
Score 



13397 

TBLASTX: Maize 

10820 

175 



10408, 10215. . 10406, 10687 .. 10803, 



Seq. No. 12074 

Gene No. 25560 

Start 4027 

Name OJ990810_02 . 9B08 . CIS 

Start 10208- 

GI none 

Exons 10208. .10408, 10212, 
10699. .10803 



Seq. ID OJ990810_02.9B08.C18 
Strand 

End 13397 

. o5.ts Method TBLASTX : Soybean 

End 10847 

Score 122 
,10400, 10689. . 10847, 10691 .. 10792 , 



Seq. No. 12074 Seq. ID 

Gene No. 25560 Strand 

Start 4027 End 

Name OJ9908 10_02 . 9B08 . C18 . o5 . tm Method 

Start 12768 End 

GI -none Score 

Exons ' 12768. .12950, 12768 .. 12953, 12769 

13176. .13394, 13203 .. 13397, 13240 



12951, 
13395 



OJ990810_02.9B08.C18 
13397 

TBLASTX: Maize 

13397 

202 

12769. .12960, 



Seq. No. 12075 Seq. ID 

Gene No. 25561 Strand 

Start 1 End 

Name OJ990810_02 . 9B08 . C19 . ol . np Method 

Start 1 End 



OJ990810_02.9B08.C19 
+ 

2285 

AAT/NAP 

2165 



12544 



GI 4572671 Score 1218 

Exons 1..409, 619. .730, 1048. .1284, 1467. .2165 

GI Descrip. (AC006954) putative cyclic nucleotide-regulated ion channel 
protein [Arabidopsis thaliana] 



Seq. No. 12075 
Gene No. 25561 
Start 1 

Name " OJ990810_02 . 9B08 . C19 . ol . tm 

Start 81 
GI none 

Exons 81. .179, 102. .170, 104. .178 

182. .283, 183. .287, 271 
367. .408, 608. .730, 614 



Seq. ID 
Strand 
End 

Method 
End 

Score 130 
106. .180, 107. 
324, 274. .408, 305 
730, 628..73S, 991 



OJ990810_02.9B08.C19 
+ 

2285 

TBLASTX : Maize 
1998 



190, 174.. 
.415, 306. 



260, 
.407, 



,1287, 1045. .1287, 



1046. .1288, 1047. .1298, 1464. .1997, 1466. .1978, 1834. .1998 



Seq. No. 12075 Seq. ID 

Gene No. 25561 Strand 

Start 1 End 

Name OJ990810_02 . 9B08 . C19 . ol . tc ■ Method 

Start 84 End 

GI none Score 

Exons 84. .170, 302. .346, 351. .407, 614. .730, 617. .730, 1012 
1018. .1197, 1461. .1967, 1461. .1718, 1466. .1963 



OJ990810_02.9B08.C19 
+ 

2285 

TBLASTX: Cress 
1967 
85 

1287, 



Seq. No. 12075 

Gene No. 25561 

Start 1 

Name OJ9908 10_02 . 9B08 . CI 9 . ol . gs 

Start 105 

GI none 
Exons 



Seq. ID OJ990810_02.9B08.C19 

Strand + 

End 2285 

Method GENSCAN 

End 2174 

Score .84 



105. .409, 619. .730, 1048. .1284, 1467. .2174 



Seq. No. 12075 Seq. ID 

Gene No. 25561 Strand 

Start 1 End 

Name OJ990810_02 . 9B08 . C19 . ol . gp Method 

Start 368 End 

GI 15818_1.R1084 Score 

Exons 368.. 409, 619.. 730, 1048.. 1284, 1467.. 
GI Descrip. 



OJ990810_02.9B08.C19 
+ 

2285 
AAT/GAP 
1767 
1308 
1767 



, 4572671/gb|AAD23886.1|AC006954_7 2.0e-82 (AC006954) putative 
cyclic nucleotide regulated ion channel [Arabidopsis thaliana] ' 



Seq. No. 12075 

Gene No. 25561 

Start 1 

Name OJ9908 10_02 . 9B08 . CI 9 . ol . ts 

Start 1043 

GI none 

Exons 1043. .1276, 1044. .1277, 1045. 

1464. .1967, 1768. .1989 



Seq. ID OJ990810_02.9B08.C19 

Strand + 

End 2285 

Method TBLASTX : Soybean 

End 198 9 

Score 139 

.1287, 1045. .1284, 1460. .1963, 



Seq. No. 12075 Seq. ID 

Gene No. 25561 Strand 

Start 1 End 

Name OJ990810_02 . 9B08 . C19 . ol . tw Method 

Start 1135 End 



OJ990810_02.9B08.C19 
+ 

2285 

TBLASTX: Wheat 
1664 



12545 






none 


Score 


155 


Exons 


llob.-lzo/, ll/o..lzoo, 14o4 


..1664, 1466. .1651 


Seq. No. 


T O O "7 C 

lzU / O 


Seq. ID 


OJ990810_02.9B08.C19 


Gene No . 


25561 


Strand 


+ 


Start 


1 


End 


2285 


Name 


OJ990810 02. 9B08.C19.o2.gp 


Method 


AAT/GAP 


Start 


1885 ■ 


End 


2285 


GI 


18479 1.R1084 


Score 


787 


Exons 


1885. .2285 






GI Descrip. 


M572671/gb|AAD23886.1 IAC006954 7 l.Oe 


-11 {AC006954 ) putative 




cyclic nucieotide regulated 


ion channel [Arabidopsis thaliana 


beq. no. 


12075 


Seq. ID 


OJ990810_02.9B08.C19 


Gene No. 


25561 


Strand 


+ 


Start 


1 


End 


2285 


Name 


OJ990810 02.9B08.C19.o2.tm 


Method 


TBLASTX: Maize 


Start 


2004 


End 


2190 


r* t 
01 


none 


Score 


43 


Exons 


2004. .2030, 2006. .2029, 2033 


..2134, 2034. .2174, 2043. .2174, 




2068. .2190 






., B , beq. No. 


12076 


Seq. ID 




Gene No. 


25562 


Strand 


+ 


Q Start 


1 


End 


i i (re 

lib j 


i'fl Name 


OJ990810 02.9B08.C20.ol.np 


Method 


BJ\i / N/\r 


! ; !| Start 


1 


End 


11DO 


i sf 

:=?| GI 


4680186 


Score 


Z Z Z 


! != i Exons 


1. .228, 961. .1165 






GI Descrip. 


(AF1117 09) unknown [Oryza sativa subsp 




j'U Seq. No. 


12076 


Seq. ID 


OJ990810_02.9B08.C20 


:s Gene No. 


25563 


Strand 


+ 


:!si Start 


1136 


End 


1679 


! s ~; Name 


OJ990810 02. 9B08.C20.ol.gs 


Method 


GENSCAN 


Start 


1136 


End 


1679 




none 


Score 


.55 


i~\ Exons 


1136. .1193, 1552. .1679 






Seq. No. 


12076 


Seq. ID 


OJ990810__02.9B08.C20 


i=cf Gene No. 


25564 


Strand 


+ 


Of -3 yf 


4815 


End 


7166 


Name 


OJ990810 02. 9B08.C20.o3.gs 


Method 


GENSCAN 


Start 


4815 


End 


7166 




none 


Score 


. 9 


Exons 


4815. .6057, 6701. .6799, 6907 


. .7166 




Seq. No. 


12076 


Seq. ID 


OJ990810_02 . 9B08 . C20 


Gene No . 


25565 


Strand 




Of a -r-4- 

o u ar u 


710 


End 


1094 


Name 


OJ990810 02. 9B08.C20.ol.gp 


Method 


AAT/GAP 


Start 


710 


End 


1094 


GI 


uC-osflcyp033a04bl 


Score 


682 


Exons 


710. .1094 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3. Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 





12546 



Seq. No. 12076 

Gene No. 25566 

Start 1551 

Name OJ9908 10_02 . 9B08 . C20 . o2 . np 

Start 1551 

GI 6907087 

Exons ' 1551.. 1652, 2192.. 2885, 3094 
GI Descrip. 



OJ990810 02.9B08.C20 



Seq. ID 
Strand 

End 4325 
Method AAT/NAP 
End 3476 
Score - 1509 
3476 

(AP001129) ESTs C72771 {E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 12076 Seq. ID 

Gene No. 25566 Strand 

Start 1551 End 
Name . OJ990810_02 . 9B08 . C20 . o2 . gs Method 

Start 1969 End 

GI none Score 
Exons 



OJ990810_02.9B08.C20 

4325 
GENSCAN 
4325 
.47 ■ 



1969. .2186, 2192. .2810, 2857. .3078, 4215. .4325 



Seq. No. 12076 Seq. ID 

Gene No. 25567 Strand 

Start 10742 End 

Name OJ990810__02 . 9B08 . C20 . o4 . gs Method 

Start 10742 End 

GI none Score 

Exons 10742. .10984 



OJ990810_02.9B08.C20 

10984 
GENSCAN 
10984 
1 



Seq. No. 12077 

Gene No. 25568 

Start 314 

Name OJ990810_02 . 9B08 . C22 . ol . tm 

Start 314 

GI none 
Exons 



Seq.. ID OJ990810_02.9B08.C22 
Strand 
End 

Method 
End 
Score 



624 

TBLASTX: Maize 

624 

68 



314. .361, 315. .362, 406. .570, 416. .547, 550. .624, 550. .612 



Seq. No. 12078 
Gene No. 25569 
Start 36 . 

Name OJ990920_07 . 9B10 . C2 . ol . np 

Start 36 
GI 6721561 
Exons 36.. 122, 1544. 

GI Descrip. (AP001073) EST 

predicted gene 

gi| 6815086|dbj 

corresponds to 

protein [Oryza 



Seq. ID OJ990920_07.9B10.C2 
Strand + 
End 1574 
Method ., AAT/NAP 
End 1574 
Score 76 

1574 

AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. *" 12079 Seq. ID OJ990920_07 . 9B10 . C3 

Gene No. 25570 Strand + 

Start 1 End 727 

Name OJ990920_07 . 9B10 . C3 . ol . np Method AAT/NAP 

Start 1 End 727 

GI 629693 Score 112 

Exons 1..251, 702.. 727 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



12547 






O C . IN (J . 


12079 




Seq. ID 


OJ990920JD7.9B10 


.C3 




Gene No. 


25571 




Strand 








Start 


1 




End 


727 






Name. 


OJ990920 07.9B10 


.C3.o2.np 


Method 


AAT/NAP 






btart 


1 




End 


727 






ol ' ■ 


6815097 




Score 


140 






Exons 


1..26, 445. .727 












GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248; 






[Oryza sativa] 












Seq. No. 


12080 




Seq. ID 


OJ990920J37. 9B10 


.C4 




bene ino . 


25572 




Strand 


+ 






btart 


37 




End 


146 






Naitie 


OJ990920 07.9B10 


. C4 . ol . gs 


Method 


GENSCAN 






Cf -5 rf 


37 




End 


146 






P T 


none 




Score 


.97 






C v /~v r"\ 0 


37. .146 












Con KTr^i 
JC4. IN vj • 


12080 




Seq. ID 


OJ990920JD7.9B10 


.C4 




Gene No. 


25573 




Strand 








Start 


1 




End 


364 






Name 


OJ990920 07.9B10 


.C4 .ol .np 


Method 


AAT/NAP 




!!l 


Start 


1 




End 


364 




s; 
= cf 


GI 


6815097 




Score 


311 




« s; 
: 


Exons 


1. .364 










"\ \ 


GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248 






[Oryza sativa] 










,ii 


Seq. No. 


12081 




Seq. ID 


OJ990920JD7. 9B10 


.C5 




Gene No . 


25574 




Strand 






L: 


btart 


476 




End 


685 






Name 


OJ990920 07.9B10 


.C5.ol.gs 


Method 


GENSCAN 








476 




End 


685 




i -J 


p t 
ol 


none 




Score 


.8 






Exons 


476. .685 










: s; 


Seq. No. 


12082 




Seq. ID 


OJ990920_07.9B10 


.C6 


::i 


oene lno . 


25575 




Strand 








bLait 


941 




End 


1503 




:;! 


Name 


OJ990920 07.9B10 


.C6.ol.tw 


Method 


TBLASTX: Wheat 






bLdlt 


941 




End 


1309 






PT 
ol 


none 




Score 


71 






Exons 


941. .1102, 941.. 


1066, 1118.. 


1309 








Seq. No. 


12082 




Seq. ID 


OJ990920JD7. 9B10 


.C6 




bene lno . 


25575 




Strand 








C4- -1 yf 


941 




End 


1503 






Name 


OJ990920 07.9B10 


.C6.0I . tm 


Method 


TBLASTX: Maize 






JLCli L. 


1044 




End 


1503 






GI 


none 




Score 


71 






Exons 


1044. .1076, 1133 


..1378, 1389 


..1502, 1396. .1503 






Seq. No. 


12083 




Seq. ID 


OJ990920_07. 9B10 


.C8 




Gene No. 


25576 




Strand 


+ 






Start 


5020 




End 


10919 






Name 


OJ990920 07.9B10 


.C8.ol.np 


Method 


AAT/NAP 





12548 




Start 


4962 


End 


10916 




GI 


4378066 


Score 


3083 




Hi A.(w*IiO 


4962. .5286, 5897. .10916 










(AF098806) polyprotein [Sorghum bicolor] 






gi | 4 680208 | gb | AAD27571 . 1 |AF114171 12 


(AF114171) polyproteii 




f Cn yttVi i lm hi rol orl 
L oui y li luu U1L.U1U1 j 








Seq. No. 


1 90R^ 


O . if 


O.T9 90 92 0 07 QRT 0 


PR 


Gene No. 


25576 


Strand 


+ 






5020 


End 


10919 




Mama 
IN a. lilt. 


O.TQQ0990 07 9R1 0 PR n? rr^ 

\J U Zs Zs \J Z? \J \J f t ^/UlUtvU «Ul. i^O 


Mfi +■ n oH 


ODLN O \^r\ IN 




O-f- a r -t- 
O Lai L 


5020 


End 


6555 




rij 

OX 


none 


Score 


.84 




T? von ^ 


5020 6555 








JCLj , LN W . 


12083 


Seq. ID 


OJ990Q20 07 9R1 0 

\J U Zs Z? \j Zs \J \J 1 . ^Dl v 


. C8 


Gene No. 


25576 


^t rand 






Start 


5020 


End 


10919 




Name 




Mn +- n oH 
L1C L-ilLsU 


VJ L_i LN O \-> t\ LN 




Start 


67 SI ~ 


End 


10919 




GI 


none 


Score 


.5 






6751. .6910, 6974. .7842, 7896 


..8664, 81 


396. .10129, 10210. 


.10i 




1 07 1 091 Q 








Cpn Mo 


1 90ft? 

IlUO J 


Seq. ID 


OJ990920_07. 9B10 


PR 


Gene No. 


9 S R77 


Strand 


+ 




Start 


1 R4 R? 


End 


22911 




Name 


P.TQQ0Q90 07 QR1 0 PR n9 no 


Method 


AAT/NAP 






1 Q/QQ _ 
lOlo J 


End 


22911 




(IT 


5902444 


Score 


663 




T v on q 


18483. .18513, 20914 .. 20978 , 


21316. .22569, 22842. .22911 




PT np»c;r , T" "i t> 

VJl L^CO^-J IT ' 


(ARmOPfiD PAP-POT, nrprursor 


[Oryza sativa] 




Q p> rr Mo 




Seq. ID 


OJ990920_07. 9B10 


PR 


Gene No. 


2 557R 


Strand 






Start 


11533 


End 


15075 




Name 


OJ990920 07 9B1 0 PR o4 aq 


Method 


GENSCAN 




Start 


11533 


End 


15075 




GI 


none 


Score 


.75 




T* 1 von q 


11533. .11576, 11881. .11970, 


12404. .121 


357, T3265. . 13659, 






13805. .14149, 14238.. 15075 








O C *J . LN \J • 


12083 


Seq. ID 


OJ990920_07. 9B10 


PR 


Gene No. 


25579 


Strand 






Start 


18325 


End 


22565 




Name 


OJ990920 07.9B10.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


6055 


End 


21809 






none 


Score 


189 






6055. .6432, 21399 .. 217 97 , 214 13 .. 21451, 21524 .. 21706, 






21735.'. 21809 








Seq. No. 


12083 


Seq. ID 


OJ990920_07.9B10 


.C8 


Gene No. 


25579 


Strand 






Start 


18325 


End 


22565 




Name 


OJ990920 07.9B10.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7225 


End 


22565 




GI 


none 


Score 


88 





12549 






P, von ^ 


7225 7356 


7362 


. .7583, 


7363 . 


.7584, 22404. .22565 




Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 




Gene No. 


25579 








Strand 


- 




Start 


18325 








End 


22565 




Name 


OJ990920 07 


. 9B10 


. C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7857 ~ 








End 


8147 




GI 


none 








Score 


325 






7857 . . 8147, 


7877 


. .8146, 


7941 . 


.8147 






Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 




Gene No. 


25579 








Strand 


— 




Start 


18325 








End 


22565 




Naiue 


OJ990920 07 


. 9B10 


.C8 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


7922 ~ 








End 


8279 




GI 


none 








Score 


424 




Exons 


7922 . . 8278, 


7923 


. . 8279 










Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 




Gene No. 


25579 








Strand 


— 




Start 


18325 








End 


22565 




Name 


OJ990920 07 


. 9B10 


. C8 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


8148 ~~ 








End 


8567 




GI 


none 








Score 


446 


'•si 


p y r>n q 


8148 8567 


, 8150 


8317 , 


8351 . 


.8566 




rli 


Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 




Gene No. 


25579 








Strand 


- 




Start 


18325 








End 


22565 


i J 


Name 


OJ9909P0 07 






LIU 


Method 


TBLASTX: Maize 


= : 
'is! 


Start 


8307 ~ 








End 


8690 




GI 


none 








Score 


395 


:S 


P von s 


8307 8690. 


8310 


. .8579, 


8417 . 


.8677 




:' 3 i 


Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 


! H| 


Gene No. 


25579 








Strand 


— 




Start- 


18325 








End 


22565 




Name 


OJ990920 07 


. 9B10 


. C8 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


8409 ~~ 








End 


8792 


'a sr 


GI 


none 








Score 


264 


Q 


Exons 


8409. .8792, 


8462 


. .8602 










Seq. No. 


12083 








Seq. ID 


OJ990920_07.9B10.C8 




Gene No. 


25579 








Strand 


— 




Start 


18325 








End 


22565 




Name 


OJ990920 07 


. 9B10 


. C8 . o7 . 


t w 


Method 


TBLASTX: Wheat 




Start 


8568 _ 








End 


8783 




GI 


none 








Score 


198 




Exons 


8568 8783, 


8573 


8677 










Seq. No. 


12083 








Seq. ID 


OJ990920_07. 9B10.C8 




Gene No. 


25579 








Strand 






Start 


18325 








End 


22565 




Name 


OJ990920 07 


. 9B10 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9059 








End 


9491 




GI 


none 








Score 


320 




Exons 


9059. .9490, 


9060 


. .9491 









12550 






Seq. No. 


12083 




Seq. ID 


OJ990920_07.9B10. 


C8 




Gene No. 


Z DO / y 




Strand 








Start 


1 O *3 o c 




End 


0 0 c. a r 
ZZ obo 






Name 


ojyyuyzu u/.yBiu.Co 


. o3 . tm 


Method 


1 bLAb 1 a : Ma 1 2 e 






Start 


y by j 




End 


1 rtl CI 

1U lol 






GI 


none 




Score 


O/l 






Exons 


ybyj..iuioi, y/DD.. 


9968, 9818.. 10012, 


yyyy..iuiuo, luuoc 


1 ai cn 
. . lUloU 




Seq. No. 


12083 




oeq . x u 


OJ990920_07.9B10. 


C8 




Gene No. 


zoo / y 




Strand 








Start 


1 oozo 




End 


ZZO bO 






Name 


ujyyuyzu u / . ybiu .to 


. o4 . tw 


Method 


1 dIjAo 1 a : wneat 






Start 


yy ui 




End 


iu 1 yu 








none 




Score 


ZD/ 






Exons 


youi..iuiyu, yo4o.. 


10012, 


10067. .10108 








Seq. No. 


12083 




Seq. ID 


OJ990920_07.9B10. 


C8 




Gene No . 


OCC7Q 

zoo / y 




Strand 








Start 


lb oZo 




End 


ZZ ObO 






Name 


ujyyuyzu u/.yDiu.uo 


.o2. ts 


Method 


1 dLAoIa : ooyoean 






Start 


Q Q a Q 

y y do 




End 


T A "3 O Q 

iuoo y 






GI 


none 




Score 


y b 




==fc 


Exons 


yyoo..iuiub, yyyz.. 


10105, 


10113. .10241 


, lUZZb . . lUooy 




.*} 

;ri 


Seq. No. 


12083 




Seq. ID 


OJ9'90920_07.9B10. 


C8 


" i I 


Gene No. 


o c c t n 

zoo /y 




Strand 








Start 


1 O O o c 

18325 




End 


22565 






Name 


ojyyoyzo o/.yBiu.co 


. o5 . tm 


Method 


TBLASTX: Maize 




\ 


Start 


10 lol 




End 


10324 




. -! 


GI 


none 




Score 


129 






Exons 


1U lol . . 10z4 3 , lUloZ 


..10241, 10232. .10324, 10243. .10323 






Seq. No. 


12083 




Seq. ID 


OJ990920_07.9B10. 


C8 


= 1 


Gene No. 


zoo / y 




Strand 








Start 


lo ozo 




End 


22565 




= ■ 


Name 


ATQQnoon n"? qdi n r>Q 

ujyyuyzu u / . ybiu .lo 


.08 .tw 


Method 


TBLASTX: Wheat 




J 


Start 


lUolU 




End 


10588 








none 




Score 


106 




Si 

: 


Exons 


iujiu. .lu^zy, iU4o/ 


. .10588 










Seq. No. 


12083 




Seq. ID 


OJ990920_07.9B10. 


C8 




Gene No . 


z o o / y 




Strand 








Start 


lb OZO 




End 


22565 






Name 


ojyyuyzu u/.yBiu.cy 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


i n *3 c c 
lUooo 




End 


10597 






bl 


none 




Score 


202 






Exons 


iu ooo . . i uoy / 












Seq. No. 


12083 




Seq. ID 


OJ990920_07.9B10. 


C8 




Gene No. 


25579 




Strand 








Start 


18325 




End 


22565 






Name 


OJ990920 07.9B10.C8 


.06. gs 


Method 


GENSCAN 






Start 


18325 




End 


19239 






GI 


none 




Score 


.93 






Exons 


18325. .18812, 19203 


. .19239 









12551 




Seq. No. 


12083 


Seq. ID 


OJ990920_07.9B10. 


C8 


Gene No. 


25579 


Strand 








i p o o c 


End 


22565 




Name 


ptTQQfiQon m cmi n rp *-m 
vjj yyuy^u u/.:?.D±u.bo.oo.- cm 


Method 


TBLASTX: Maize 






1 0 4 jU 


End 


18753 




P T 


none 


Score 


60 




Exons 


ift^^n ifidfift ift^n*? ififisi 

J. O *± O U . . 10-4 00/ lO JU4 . • lOOJl; 


18694. .18753 




Seq. No. 


12084 


Seq. ID 


OJ990920_07.9B10. 


C9 


Gene No. 


25580 


Strand 


+ 








End 


2663 




Name 


PiTQQOQOn H"7 QD1 f| pQ ^1 ~ 0 

uj yyu?zu u / . ^tsxu.b^.oi . y s 


Method 


GENSCAN 




o tar L. 


JJ J 


End 


2663 




p t 

b± 


none 


Score 


.85 






j j j • .oiO/ j j \j • * o y j f 6 juo • ■ c. 


663 






Seq. No. 


12084 


Seq. ID 


OJ990920_07.9B10. 


C9 


Gene No. 


25581 


Strand 


+ 






jjOo 


End 


12317 




Name 


PiTQQflQ9n H7 QD1 n pQ «c. 


Method 


GENSCAN 




o L.ar u 


"OQCC — 


End 


8385 




P T 


none 


Score 


.44 




Exons 


"3Q££ /1HQ1 R'SQ'S CQQQ (TQCfl 


..6982, 7960. .8385 




beq. no. 


12084 


Seq. ID 


OJ990920_07. 9B10. 


by 


bene no . 


25581 


Strand 


+ 




Start 


3966 


End 


12317 




Name 


OJ990920 07. 9B10 . C9 . o3 . np 


Method 


AAT/NAP 






8200 


End 


12317 




P T 
bl 


5902445 


Score 


1841 




Exons 


8200. .8304, 8436. .10082, 10122 .. 10188 , 


11609. .12038, 






12290. .12317 








bi uescrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


12084 


Seq. ID 


OJ990920_07.9B10. 


C9 


Gene No. 


25581 


Strand 


+ 




C+- 2 yf 

o tar t.. 


3966 


End 


12317 




Name 


OJ990920 07.9B10.C9.o3.gs 


Method 


GENSCAN 




otari 


8520 


End 


10136 




pt 


none 


Score 


.61 




HiXOilS 


8520. .8917, 8959. .9460, 9466 


. .9646, 9730. .10136 




Q rr NT 
O e q . IN O . 


12084 


Seq. ID 


OJ990920_07. 9B10. 


b y 


Gene No. 


25582 


Strand 






Start 


520 


End 


7161 




Name 


OJ990920 07.9B10.C9.o2.np 


Method 


AAT/NAP 




OLaiL 


520 


End 


7161 




P T 
b± 


5852180 


Score 


669 




Exons 


520. .595, 4692. .4732, 5440... 


5852, 5904 


..6020, 7100.. 7161 




GI ■ Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


12084 


Seq. ID 


OJ990920_07.9B10. 


C9 


Gene No. 


25583 


Strand 






Start 


11665 


End 


12036 




Name 


OJ990920 07 . 9B10.C9.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


7966 


End 


8196 




GI 


none 


Score 


265 





12552 



Exons 



7966. .8196, 7978. .8187 



Q 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12084 
25583 
11665 

OJ990920_07. 

8395 

none 

8395. .8436, 

12084 
25583 
11665 

OJ990920_07. 

8442 

none 

8442. .8762, 

'12084 
25583 
11665 

OJ990920_07. 

8836 

none 

8836. .9030, 

12084 
25583 
11665 

OJ990920__07. 

8844 

none 

8844 . . 9119, 

12084 
25583 
11665 

OJ990920_07. 

8938 

none 

8938. .9171, 
9337. .9366, 

12084 
25583 
11665 

OJ990920_07. 

9221 

none 

9221. . 9289, 

12084 
25583 
11665 

OJ990920_07. 

9465 

none 



9B10.C9.ol.tw 
8438. .8731, 8439. 

9B10.C9.ol.tm 
8460. .8711, 8468. 

9B10.C9.ol.ts 
8849. .9271 

9B10.C9.o2.tw 
8845. .9183, 8848. 

9B10.C9.o3.tm 



8939. .9187, 9212, 
9338. .9364 



9B10.C9.o6.tw 



9293. .9463 



9B10.C9.o5.tw 



Seq. ID 

Strand 

End 

Method 
End • 
Score 
.8732 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8761 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_07.9B10.C9 
12036 

TBLASTX: Wheat 

8732 

46 



OJ990920_07. 9B10.C9 
12036 

TBLASTX: Maize 

8762 

381 



OJ990920_07.9B10.C9 
12036 

TBLASTX: Soybean 

9271 

278 



Seq. ID OJ990920JD7. 9B10.C9 
Strand 

End 12036 

Method TBLASTX : Wheat 

End 9216 

Score 150 
.9216, 8849. .9214 

Seq. ID OJ990920_07.9B10.C9 
Strand 

End 12036 

Method TBLASTX: Maize 

End 9366 

Score 216 

.9286, 9214. .9282, 9291. .9329, 



Seq. ID OJ990920_07. 9B10.C9 
Strand 

End 12036 

Method TBLASTX : Wheat 

End 94 63 

Score 65 



Seq. ID OJ990920_07 . 9B10.C9 
Strand 

End 12036 

Method TBLASTX : Wheat 

End 9872 

Score 124 



12553 




Exons 


q/i qccq q/icc qc;70 ocnyi 


.9705, 9717.. 9872 






Seq. No. 


12084 


Seq. ID 


OJ990920 


J37.9B10 


.C9 


Gene No. 


25583 


Strand 


- 










End 


12036 






Name 


PiTQQOQOO 07 QD1 A PQ r\0 -l-m 
UJi?i7Uz?^U U / ■ -3D J. U . L .7 ■ OZ . LIU 


Method 


TBLASTX: 


NdlZe 




otart 


x 1 do y 


End 


. 11967 






LI 


none 


Score 


346 






Exons 


1 1 ten 1 1 Q(:7 1 1 inn 1 1 Q C£ 










Seq. No. 


12084 


Seq. ID 


OJ990920 


_07.9B10 


.C9 


Gene No. 


25583 


Strand 


- 








1 i 


End 


12036 






Name 




Method 


TBLASTX: 


wneat 




btart 




End 


12036 






PT 


none 


Score 


350 






Exons 


1 1 1 OA-JC 1 1 CIA l-OA^^ 










Seq. No. 


12084 


Seq. ID 


OJ990920 


_07.9B10 


.C9 


Gene No. 


25583 


Strand 


- 






q+- a -K-+- 


llDDJ 


End 


12036 






Name 


Pi TQQ0Q90 07 QDl 0 PQ /re 


Method 


GENSCAN 






btart 


1 1 ODD 


End 


11997 






li 


none 


Score 


.64 






Exons 


1 1 ^cc 1 itco 1 1 Q 9 Q >• 11QQ7 

110DJ . . 11 / j j ; liyzo.'.iiyy/ 










beq. jno. 




Seq. ID 


OJ990920 


r\ 7 qd i f\ 

u / . ybiu 


. LIU 


Gene No. 


25584 


Strand 


+ 






Start 


4465 


End 


14989 






Name 


PiTQQnQon m QDi n pin ^9 
ujyyu.y^u u / . y tsx u . li u . oz . np 


Method 


AAT/NAP 






oiart 


A A £ £i 
4 4 DO 


End 


14726 






pt 
LI 


cqroi on 


Score 


521 






Exons 


/4 Q R QA-ic QPIQQ Q070 
fl 41 DO . . 41 4i 0 0 , OU jj . . OUoO; y U / U . 


.9190, 9242.. 9688, 


1 A A O 7 

1 H 41 U / . . 


1 A 7 9 C 


li uescnp. 


/BT 1 1 79^^\ rrHKOOOlO I rAru73 

\i\LiiL / /.00 ) znDUUUiu . 1 [uryza 


sativa] 








oeq . no . 


1 OAQC 

1/ Uo 0 


Seq. ID 


OJ990920 


n 7 qd 1 n 


P 1 O 

.LIU 


Gene No. 


25584 


Strand 


+ 






Start 


4465 


End 


14 989 






Name 


r>,TQQ0Q90 07 QR1 0 P1 0 r*"3 nn 


Method 


AAT/NAP 






Olal L 


701 0 ~ 
/ ulU 


End 


11103 






PT 




Score 


652 






Exons 


7010 70^9 10*370. 1110*3 
/ U 1 U . . /UjZ, IUj / j. . 111UO 










li uescnp. 


/ ZiR0^09fi *3 \ PZ1P— DPiT nro^n venr 

\hduju^o j / b/iij rUL precursor 


[Oryza sativa] 






Seq. No. 


12085 


Seq. ID 


OJ990920^ 


_07. 9B10 


.CIO 


Gene No. 


25584 


Strand 


+ 








4i 4 DO 


End 


14989 






Name 


PiTQQOQ90 07 QDl A PI O r\~*. rxc 

ujyyuy^u u / . yoi u . li u . o o . qs 


Method 


GENSCAN ■ 






C -f- >- 4- 

bxiar t 


Q 7 A A 


End 


11062 






P T 


none 


Score 


.64 






Exons 


Q7/i / QQi 1 Qyio*5 q^qq 1 n /i n 7 
0 . . 0 ?ii, y4iuo..yooo, i u 4 u / 


. .11062 








Seq. No. 


12085 


Seq. ID 


OJ990920 


_07. 9B10 


.CIO 


Gene No. 


25584 


Strand 


+ 






Start 


4465 


End 


14989 






Name 


OJ990920 07. 9B10 . CIO . o5 . gs 


Method 


GENSCAN 






Start 


13652 


End 


14989 







12554 




bl 


none 


Score 


.81 






Exons 


ioddz . . i o 1 4 1 , 14 io y . . 14! z y y , 


14496. .14566, 14 604 .. 14807 , 






14 o jy . .14 yo y 










Seq. No. 


12085 


Seq. ID 


OJ990920_07. 


qri n 


.C10 


Gene No. 


25585 


Strand 


+ 






Of v-f 


1 / y / D 


End 


20744 






Name 


ujyyuyzu u / . ytsiu . Liu . oo . gs 


Method 


GEN SCAN 


* 




Start 


1 7 G7 C 

i / y / b 


End 


20278 






bl 


none 


Score 


.78 






Exons 


i / y/ o. . loizj, looyi. . itJo j j/ 


19244. .20278 




- 


beq. no. 


1Z Uo 0 


Seq. ID 


OJ990920_07. 


9B10. 


, bi u 


bene ino . 


25585 


Strand 


+ 






Start 


17976 


End 


20744 






Name 


OJ990920 07.9B10.C10.o8.np 


Method 


AAT/NAP 








19316 


End 


20744 








6815097 


Score 


776 






Exons 


19316. .20191, 20563. .20744 










GI Descrip. 


(AP001081) Similar to putative copia ] 


polyprotein (AC006248 ) 




[Oryza sativa] 










beq. No. 


12085 


Seq. ID 


OJ990920_07. 


9B10. 


.C10 


Gene No. 


25586 


Strand 








Start 


314 


End 


5996 






Name 


OJ990920 07.9B10.C10.ol.gs 


Method 


GENSCAN 






Start 


314 


End 


5993 






GI 


none 


Score 


.63 






Exons 


314. .1195, 1237. .3452, 3639. 


.3789, 3822.. 3912, 3998 


. .4102, 




4195. .4433, 4673. .4832, 5083 


. .5993 








beq. ino. 


12085 


Seq. ID 


OJ990920_07. 


9B10. 


.C10 


Gene No. 


25586 


Strand 








Start 


314 


End 


5996 






Name 


OJ990920 07.9B10.C10.ol.np 


Method 


AAT/NAP 






b tar r 


317 


End 


5996 






bl 


4680179 


Score 


5297 






Exons 


317. .3717, 3751. .3921, 5083. 


.5996 








\j± uescinp. 


(AF111709) polyprotein [Oryza sativa : 


subsp. indica] 






Seq. No. 


12085 


Seq. ID 


OJ990920_07. 


9B10. 


.C10 


Gene No. 


25587 


Strand 










6247 


End 


8031 






Name 


OJ990920 07. 9B10 . C10 . o2 . gs 


Method 


GENSCAN 






b cart 


6247 


End 


8031 






C T 
bl 


none 


Score 


.86 






Exons 


6247.. 7050, 7966.. 8031 










beq. wo. 


12085 


Seq. ID 


OJ990920_07. 


9B10. 


.C10 


bene wo . 


25588 


Strand 










7939 


End 


8320 






Name 


OJ990920 07 . 9B10 . C10 . ol . gp 


Method 


AAT/GAP 






Start 


7939 


End 


8320 






GI 


uC-osflcyp033a04bl 


Score 


667 






Exons 


7939. .8320 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 1 AP00057 0 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 









12555 



i 




Seq. No. 


12085 




Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


z d do y 




O 4- v -\ n si 

btrana 






Start 


y i y b 




hna 


1 Q Q A Q 
1 O 0 4 O 




Name 


ujyyuyzu u / . ybiu.biu.o/ 


4- m 

. tm 


Method 


i dIiAo i a : Maize 




C 4- -v 4- 

o tart 


ou y 




hna 


coo 

JJO 




bl 


none 




Score 


3 I 




Exons 


"ifiQ "5 "3 Q "3/11 coo >i 

oUy..JJo, J41..DOO, 4oz 


COT 








Seq. No. 


12085 




Seq. ID 


OJ990920_07.9B10 


.C10 


bene no. 


zddo y 




Strand 






Start 


y i y d 




hna 


1 Q Q A Q 

lo o 4o 




Name 


ujyyuyzu u / . ytiiu .biu . oo 


. tw 


Method 


1 hlao i a : wneat 




O 4- -s -*-4- 

btart 


Jbz 




hna 


"7 Q A 




bl 


none 




Score 


i qj: 
loo 




Exons 


jOi . . / o 4 , 4^b. . / 4 y , obb 


TCI 

. . / 3 i 








beq. no. 


i o n q c; 

1 £ U O 3 




Seq. ID 


OJ990920_07. 9B10 


.C10 


Gene No. 


25589 




Strand 






Start 


9196 




End 


18848 




Name 


ujyyuy/.u u / . ybiu.biu.oi 


4- m 

. tm 


Method 


TBLASTX: Maize 




btart 






End 


4986 




GI 


none 




Score 


215 




Exons 


c^O no O ceo no n nnn 

o4z..yo^, ooo. .yoU, yyu 


. .108/, 


987. .1058, 1040. .1135, 






iu/y..iiJz/ iuyu..i±4u, 


A C C O 

4 boo . . 


4828, 4< 


568. .4826, 4826. .4933, 




/IOOO /An/ >iooo 

4oJ3..4yU4, 4936. .4983, 


4 936 . . 


4986 






Seq. No. 


12085 




Seq. ID 


OJ990920_07. 9B10 


.C10 


Gene No. 


25589 




Strand 






Start 


9196 




End 


18848 




Name 


OJ990920 07.9B10.C10.o6 


tw 


Method 


TBLASTX: Wheat 




Start 


788 




End 


5103 




C T 

bi 


none 




Score 


186 




Exons 


788. .1087, 792. .1058, 931. .1071, 980.. 


1090, 1156.. 1320, 






4658. .4933, 4662. .4904, 


4777. . 


4917, 4E 


J26..4936, 5002. .5103 


Seq. No. 


12085 




Seq. ID 


OJ990920JD7.9B10 


.C10 


Gene No. 


25589 




Strand 






o car t 


9196 




End 


18848 




Name 


OJ990920 07.9B10.C10.o5 


tw 


Method 


TBLASTX: Wheat 




oL art 


1090 




End 


11094 




H T 
bl 


none 




Score 


364 




Exons 


1090. .1155, 4936. .5001, 


10487. 


.10939, 


10501. .10590, 






10636. .10743, 10 969 .. 11094 , 10971.. 11093 




Seq. No. 


12085 




Seq. ID 


OJ990920_07.9B10 


.C10 


bene wo . 


25589 




Strand 






otart 


9196 




End 


18848 




Name 


OJ990920 07.9B10.C10.o4, 


tm 


Method 


TBLASTX: Maize 




Start 


1189 




End 


5103 




GI 


none 




Score 


199 




Exons 


1189. .1479, 1193. .1480, 


5035. . 


5103 






Seq. No. 


12085 




Seq. ID 


OJ990920_07. 9B10 


.C10 


Gene No. 


25589 




Strand 






Start 


9196 




End 


18848 




Name 


OJ990920 07. 9B10.C10.o2. 


ts 


Method 


TBLASTX: Soybean 





12556 



Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1279 
none 

1279. .1539, 

12085 
25589 
9196 

OJ990920_07. 

1303 

none 

1303. .1446, 

12085 
25589 
9196 

OJ990920_07, 

1327 

none 

1327. .1905, 

12085 
25589 
9196 

OJ990920_07. 

1885 

none 

1885. .2247, 

12085 
25589 
9196 

OJ990920_07. 

1906 

none 

1906. .2319, 

12085 
25589 
9196 

OJ990920_07. 

2068 

none 

2068. .2313, 

12085 
25589 
9196 

OJ990920_07. 

2284 

none 

2284 . .2598, 

12085 
25589 
9196 

OJ990920_07. 
2320 



1280. .1534 

9B10.C10.o2.tc 
1304. .1444, 1447, 

9B10.C10.ol.tw 
1328. .1894 

9B10.C10.o2.tm 
1894. .2247, 1898. 

9B10.C10.o2.tw 
1907. .2290 

9B10.C10.o3.ts 
2069. .2296 

9B10.C10.o3.tm ■ 



End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1620 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1539 
143 



OJ990920_07.9B10.C10 
18848 

TBLASTX: Cress 

1620 

85 



OJ990920_07 . 9B10 . C10 
18848 

TBLASTX: Wheat 

1905 

341 



OJ990920_07. 9B10.C10 
18848 

TBLASTX: Maize 

2248 

167 



.2248, 1955.. 2248 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_07. 9B10.C10 
18848 

TBLASTX: Wheat 

2319 

366 



OJ990920_07. 9B10.C10 
18848 

TBLASTX : Soybean 

2313 

84 



OJ990920_07. 9B10.C10 
18848 

TBLASTX: Maize 

2784 

50 



2327. .2377, 2414. .2533, 2605. .2784 



9B10.C10.o7.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990920_07. 9B10.C10 
18848 

TBLASTX: Wheat 
2622 



12557 



/ 




GI 


none 








Score 
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O A A A a /- a a 

2320 . . 2622 , 
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Seq. No. 


12085 








Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


25589 








Strand 
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9196 








End"' " 


18848 




Name 


OJ990920_07 


. 9B10 


. C10 . ol 


. ts 


Method 


.TBLASTX: Soybean 




Start 


2335 - 








End 


2730 




GI 


none 








Score 


216 




Exons 


A A "D C A <T A /! 

2335 . . z 694 , 


A A A f~ 

z33o 


a f o r 
. . z 6z 6, 


a r c ^ 

zoo/. 


.2692/ 2698. .2730, 2699.. 2728 


Seq. No. 


12085 








Seq. ID 


OJ990920_07 . 9B10 


.C10 


Gene No. 


25589 








Strand 






Start 


y i y o 








End 


18848 




Name 


ojyyuyzu u / 


AO 1 A 

. 9B1U 


. C1U . 04 


. tw 


Method 


TBLASTX: Wheat 




Start 


ZD/1 








End 


3157 




GI 


none 








Score 


95 




Exons 


o^n aa /i o 
ZD/1. . JU4 O , 


z / 1 4 


A a A A 
. . Z O OO , 


z / bl . 


.3036, 2852.. 3157 




Seq. No. 


12085 








Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


25589 








Strand 






Start 


9196 








End 


18848 




Name 


OJ990920 07 


A r> i A 

. 9B10 


. CIO . oo 


. tm 


Method 


TBLASTX: Maize 




Start 


2852 








End 


3136 




GI 


none 








Score 


180 




Exons 


A A [T A — ) 1 — ) 

2852 . . 3136, 


2854 


A 1 A C 

. . 3135 










Seq. No. 


12085 








Seq. ID 


OJ990920__.07.9B10 


.C10 


Gene No. 


25589 








Strand 






Start 


9196 








End 


18848 




Name 


OJ990920 07 


. 9B10 


. C10 . o9 


. tw 


Method 


TBLASTX: Wheat 




Start 


a a a a 

3322 








End 


3690 




GI 


none 








Score 


58 




Exons 


A A A A "5 y| "3C 

3322 . .3435, 


A A A 

3323 


A A a r 

. .34 36, 


A y| A 1 

3481 . 


.3690, 3482.. 3634 




Seq. No. 


12085 








Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


25589 








Strand 






o tart 


9196 








End 


18848 




Name 


A.TAAAAAA A H 

OJ99UyzU_U / 


AT) i A 

. 9B1U 


/-m -1 A « A 

. CIO . Oo 


. tm 


Method 


TBLASTX: Maize 




Start 


33/3 








End 


3726 




GI 


none 








Score 


188 




Exons 


A A t a 

33 / 3 . .O /ZD 














Seq. No. 


12085 








Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


25589 








Strand 






Start 


A1 A ^ 

9196 








End 


18848 




Name 


/-> t A A A A A A A "T 

OJ9909zU 07 


. 9B10 


. C10 . 08 


. tw 


Method 


TBLASTX: Wheat 




Start 


c i r a 

5169 








End ■ 


5520 




GI 


none 








Score 


106 




Exons 


CTCA CC1A 

0169 . . ODly , 


E A A ^ 

o3zd 


C C A A 










Seq. No. 


12085 








Seq. ID 


OJ990920_07.9B10 


.C10 


Gene No. 


25589 








Strand 






Start 


9196 








End 


18848 




Name 


OJ990920 07 


. 9B10 


.CIO.06 


.tm 


Method 


TBLASTX: Maize 




Start 


5214 








End 


5519 




GI 


none 








Score 


84 





12558 



/ 



Exons 



5214. .5519, 5389. .5505 



Seq. No. 12085 Seq. ID 

Gene No. 25589 Strand 

Start 9196 End 

Name OJ990920_07 . 9B10 . CIO . olO . tw Method 

Start 5554 End 

GI none Score 

Exons 5554.. 5751, 5556.. 5753 



OJ990920_07.9B10.C10 
18848 

TBLASTX: Wheat 

5753 

110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12085 Seq. ID 

25589 Strand 

9196 End 

OJ990920_07. 9B10 . C10 . o5 . np Method 

9196 End 

5803259 Score 
9196.. 9578, 12601.. 13360 

(AP000399) hypothetical protein [Oryza sativa] 



OJ990920_07 . 9B10 . C10 

18848 
AAT/NAP 
13360 
280 



12085 Seq. ID 

25589 Strand 

9196 End 
OJ990920_07 . 9B10 . C10 . o9 . tm Method 

10709 End 

none Score 
10709.. 10963 



OJ990920_07.9B10.C10 
18848 

TBLASTX: Maize 

10963 

188 



Seq. No. 12085 

Gene No. 25589 

Start 9196 

Name OJ990920_07 . 9B10 . C10 . o4 . gs 

Start 11302 

GI none 

Exons 11302. . 11935, 12009 .. 12067 , 
12 688. . 12856, 12968. .13042, 



Seq. ID 

Strand 
End 

Method 

End 

Score 

12138 

13190 



12329, 
13321 



OJ990920 07.9B10.C10 



18848 
GENSCAN 
13321 
.58 

12397. 



12521, 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990920 07.9B10.C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12085 Seq. ID 

25589 Strand 
9196 End 18848 

OJ990920_07 . 9B10 .C10 . o4 . np Method AAT/NAP 
11346 . End 12403 

6721561 Score 980 

11346. . 11935, 12009. .12067, 12138. .12403 

(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12085 Seq. ID 

25589 Strand 

9196 End 

OJ990920_07. 9B10 . C10 . 06 . np Method 

13089 End 

5852179 Score 



OJ990920_07.9B10.C10 

18848 
AAT/NAP 
15879 
312 



13089. . 13103, 14527. .14758, 14 833 .. 15033, 15859.. 15879 
(AL117265) zhb0009.1 [Oryza sativa] 



12559 



• 



Seq. No. 


12085 


Seq. ID 


OJ990920_07.9B10.C10 


Gene No. 


25589 


Strand 




Q+- a rf- 
oLal L 


9196 


End 


18848 


Name 


OJ990920 07.9B10.C10.o7.np 


Method 


AAT/NAP 


C+- -a rf 


15526 


End 


18848 


ox 


6721512 


Score 


101 




15526. .15580, 16979. . 17114 , 


17142. . 17244, 18723.. 18848 




(AP001072) hypothetical protein [Oryza 


o a +■ i VP 1 


Seq. No. 


12085 


Seq. ID 


OJ990990 07 9R1 0 PI 0 


belle LNU . 


9 ^SQO 


oli ai in 






19409 


End 


19669 


Name 


OJ990920 07.9B10.C10.ol.tc 


Method 


TBLASTX: Cress 




19409 


End 


19669 


O-L 


none 


Score 


216 




19409. .19669 








12086 


Seq. ID 


O,TQ90Q90 07 QR1 0 fl 9 


Gene No. 


9 R Q1 


Q+- v a m ri 

our ana 


+ 


Start 


6450 


End 


7842 


Ma mo 


OJ990920 07.9B10.C12.ol.gp 


Method 


AAT/GAP 


Q+- a t-+- 


5522 


End 


JO / ^, 


PT 

bl 


61605 3.R1084 


Score 


4 90 

4 Z U 


TP V /*\ r^l O 

_xons 


5522.. 5550, 5600.. 5872 






ui uescrip. 


, 14 02920/emb|CAA66965 | 2 . Oe 


-20 (X98321) 


y""»o v ^ v i /"i 3 o ^ | liya V-v i /H nr\ o t o 
pcIUAlUoOC L Cl iJ J- U. (J o -L O 




thaliana] 1 






Seq. No. 


12086 


Seq. ID 


OJ990920_07.9B10.C12 


(~1 a HI 
ociltr LNVJ . 


25591 


Strand 


+ 


o uarr 


6450 


End 


7842 


Name 


OJ990920 07. 9B10 . C12 . o2 . gs 


Method 


V3I-J IN k_> \w»rt.lN 


a r*t- 


6450 


End 


7R4 9 


ox 


none 


Score 


. 61 


TI 1 V »"v T'l C? 


6450. .6528, 7229. .7842 






Seq. No. 


12086 


Seq. ID 


O.7QQ0Q90 07 0 PI 9 


uCHC nU i 


25592 


Strand 




uLQJ. L 


9265 


End 


10335 


Name 


OJ990920 07.9B10.C12.o3.gs 


Method 


GEN SCAN 


O Lai L 


9265 


End 


10335 


\3±. 


none 


Score 


.96 


IT von c: 


9265. .10335 






Con Ma 


12086 


Seq. ID 


OJ990920_07 . 9B10 . C12 


\JJ~ 11™ IN « 


25593 


Strand 




Start 


1 


End 


4586 


Name 


OJ990920 07.9B10.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4586 


GI 


5922631 


Score 


4303 


Exons 


1..1079, 1686. .2566, 2693.. 


2844, 2875.. 


3452, 3498.. 3700, 




3959. .4203, 4462. .4586 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 


(C12145) correspond to a 




region of the predicted gene.; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 



12560 



predicted gene.; Similar to prpol; Zea mays retrotransposon 





LiniUl 1 . 




[Oryza 


sat i v 




Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


Gene No. 


25593 








Strand 




Cf 3 y-f 

otar t 


1 








End 


4 Sfl 


Name 


OJ990920 


07.9B10.C12. 


ol 


.gs 


Method 


bEjLNObi-ilN 


o tar l 


194 








End 


H D O D 


bl 


none 








Score 


O 
. O 


Exons 


194. .455, 


631. .1597, 


1694 . . 


1948, 1981. 


OO^q 9S^Q 




2693. .2962, 3017. .3192, 


3238. .4586 




Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


bene lno . 


25594 








Strand 




o t ar t 


6254 








End 


10411 


LNiame 


OJ990920 


07.9B10.C12. 


o2 


.ts 


Method 


TRT A CITY • 9nuhpan 
i r>j_ir\o ia. ouyueaii 


Qf 3 y-f 

o t art 


4 








End 






none 








Score 


14^ 

J- 1 J 


exons 


4. .384, 6 


1. .392 










Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


bene ino . 


25594 








Strand 




Of ay-f 

o tart 


6254 








End 


1 04 1 1 
J. V H X X 


Name 


OJ990920 


07.9B10.C12. 


o3 


.tw 


Method 


i oXjAo lAiwneat 


otart 


15 








End 


jcJj 


bx 


none 








Score 


91 Q 


Exons 


15. .383, 


37. .378 










Seq. No. 


12086 








Seq. ID 


OJ990920__07 . 9B10 


bene ino . 


25594 








Strand 




Of -i >~ f 

otar t 


6254 








End 


1 04 1 1 
X U H X X 


Name 


OJ990920 


07.9B10.C12. 


o4 


.tw 


Method 


i r5Xj/-\o x a . wnea t 


Of a >-f 

otart 


436 








End 


P ^ "3 


C T 

bx 


none 








Score 


7 7 


HiXons 


436. .849, 


665. .853 










Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


be lie INU . 


25594 








Strand 




otail 


6254 








End 


10411 


Name 


OJ990920 


_07.9B10.C12. 


o2 


. tm 


Method 


TRT ZlC!TV"M;a-i to 
X IDLir\j X A • LYlcl lZc 


Of a r-f- 

otar t 


508 








End 


QR 1 


bX 


none 








Score 


67 


Exons 


508. .534, 


544. .663, 544 


..705, 697. .951 


fiQft Q1 Q 70^ 1 


Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


bene inu . 


25594 








Strand 




Of a v-f 

o t ar t 


6254 








End 


10411 
X U *i X X 


Name 


OJ990920 


P7.9B10.C12. 


ol 


. ts 


Method 




Of a r-f 

o t art 


619 








End 


1011 
X U X X 


T 
bX 


none 








Score 


1 i n 
X X u 


Exons 


619. . 1011 


, 845. .1003, 


859. . 


1008 




Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


Gene No. 


25594 








Strand 




Start 


6254 








End 


10411 


Name 


OJ990920 


_07.9B10.C12. 


ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


895 








End 


1314 



12561 



GI 

Exons 



none 

895. .1314, 896. .1312 



Score 



201 



Seq. No. 


t o a o c 








beq . i u 




pi 0 
. Liz 


Gene No. 


z boy 4 








Strand 






Start 












1 A/11 1 




Name 


ojyyuyzu u / 


O D T A 

. ybiu 


.C12.o3 


.tm 


Method 


i Dij/\b i a . Ma x z e 




Start 


yoz 








Lna 


X X / Z7 




GI 


none 








Score 


62 




Exons 


952. .1179, 


956. . 


1051, 1136.. 


1177 






Seq. No. 


lzUoO 








beq. iu 


PiTQQ0Q90 07 qni 0 


PI 9 
.LIZ 


Gene No. 


zoz>y4 








btrana 






Start 


bzo4 








hjna 


10/111 
1 U 41 1 X 




Name 


uo y yuyzu u / 


am o 


.C12.ol 


.tm 


ixieLnoa 


TRT Zl QTY • Ma i -7ea 
1 DXjr\b 1 A . LYlclX Zfc; 




Start 


1 lo J 














GI 


none 








Score 


196 




Exons 


1183. .1539, 


1193 


. .14 98 










Seq. No. 


lzUo o 








Cart T Pi 

oeq. iu 


P>TQQ0Q90 07 QR1 0 


PI 9 
. LIZ 


Gene No. 


O C C A yl 








btrana 






Start 


6254 








bna 


1 A /I 1 1 
1U4 1 1 
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;S St 


OJ990920_07 


. 9B1U 


.C12.o3 


.ts 


Metnoa 


1 bLAb 1 a : boyoean 




W Start 


1264 








End 


1 C O Q 

i oz y 




□ GI 


none 








Score 


128 




1j| Exons 


1264. .1398, 


1405 


. .1629 










m 

;S si Seq. No. 


1208 6 








Seq. ID 


P TQ Q A Q O A m QT31A 

ujyyuyzu u/.ybxu 


.LIZ 


Gene No . 


25594 








Strand 






v?- Start 


6254 








bna 


1 A A 1 1 

XU4 1 1 




'-.It Name 


ojyyuyzu u / 




.C12.o2 


.tw 


Method 


rpnt 7\ O TV • TaTVi ^ -3 f 

i DijAb i a : wneat. 




nj Start 


lo4 b 








T7 

hna 


1 7 A A 
X / U 4 






none 








Score 


248 




jl 3 ; Exons 


1345. . 1704, 


1346 


. . i byu , 


1 T CO 

lobU 


. .1698 






v"i 

Seq. No. 


1 o a o 
lzUoO 








beq . i u 


nTQQAQOO 07 Qni 0 

ujyyuyzu u / . ybiu 


P 1 0 
. L X Z 


issi Gene No . 










btrana 






j Start 










17 to r\ 


1 O A 1 1 
1 U 4 1 1 




Name 


oj y yu yzu u / 


. ybiu 


.C12.o5 


.tw 


Method 


1 b-LAb 1 a : wneat 




.ssl Start 


x yuz 








tna 








none 








Score 


117 




Exons 


1902. .2249, 


1903 


. .2196 










Seq. No. 


lZUob 








beq. iu 


P.TQQOQ9A 07 Qt31 0 

ujyyuyzu u/.ybiu 


PI 9 
. LX Z 


Gene No. 


OCCQ/I 

zooy4 








C4- v -t nrl 
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Start 










i^na 


1 H41 1 
1U4 1 1 




Name 


ojyyuyzu u / 


Qn 1 A 

. ybiu 


.C12.o6 


. tw 


Method 


j. DijAb 1 a : wneat 




Start 


OO /TO 

ZO DO 








hna 


Q O 7 A 

oZ /U 




GI 


none 








Score 






Exons 


2868. .3269, 


2962 


. .3270 










Seq. No. 


12086 








Seq. ID 


OJ990920_07.9B10 


.C12 


Gene No. 


25594 








Strand 






Start 


6254 








End 


10411 




Name 


OJ990920 07 


.9B10 


.C12.o2 


.np 


Method 


AAT/NAP 




Start 


6254 








End 


10411 




GI 


6063554 








Score 


348 





12562 






Exons 


6254. .6429, 7076. .7104, 7456. 


.7673, 7790.. 8075, 10380.. 1041; 




GI Descrip. 


(AP000615) ESTs AU07 5609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 




correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








beq. no. 


12086 


Seq. ID 


OJ990920_07.9B10.C12 




Gene No. 


25594 


Strand 






Start 


6254 


End 


1 A/1 1 




Name 


OJ990920 07. 9B10 . C12 . o3 . gp 


Method 






bean 


6880 


End 


/buy 






101153 1.R1084 


Score 


A Q "3 

4o j 




Exons 


6880. .7108, 7458. .7609 








GI Descrip. 


' 5852170/embl AL1172 65. 1 IOST17 


804 l.Oe- 


no uryzd sau lva 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 1 




o e q . in o . 


12087 


Seq. ID 


OJ990920_07.9B10.C13 




Gene No. 


25595 


Strand 


+ 




Start 


1 


End 


745 




Name 


OJ990920 07.9B10.C13.ol.np 


Method 


AAT/NAP 




b tar l 


1 


End 


745 




CT 


5902445 


Score 


1139 




Exons 


1. .745 








bi uescrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


:. ~\ 


Seq. No. 
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Seq. ID 


OJ990920_07.9B10.C13 




Gene No. 


25596 


Strand 
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otart 


17 


End 


2288 
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Name 


OJ990920 07. 9B10 . C13 . ol . gs 


Method 


GENSCAN 




Start 


17 


End 


2058 




GI 


none 


Score 


.57 


; t:l 


Exons 


17. .311, 1141. .1469, 1779. .2058 




1*1 ! 


Seq. No. 


12087 


Seq. ID 


OJ990920_07.9B10.C13 




Gene No. 


25596 


Strand 




'S =? 


C+- -i v~ +- 

btan 


17 


End 


2288 




Name 


OJ990920 07.9B10.C13.o2.tm 


Method 


TBLASTX: Maize 




b cart 


79 


End 


352 






none 


Score 


95 




Exons 


'79. .186, 80. .178, 169. .243, 173. .253, 


266. .352 




Seq. No. 
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Seq. ID 


OJ990920_07 . 9B10 . C13 




Gene No. 


25596 


Strand 






O Lai X_ 


17 


End 


2288 




Name 


OJ990920 07.9B10.C13.ol.tw 


Method 


TBLASTX: Wheat 




otart 


122 


End 


736 






none 


Score 


354 




Exons 


122. .613, 142. .231, 283. .384, 


599. .736 






Seq. No. 


12087 


Seq. ID 


OJ990920_07 . 9B10 .C13 




Gene No. 


25596 


Strand 






Start 


17 


End 


2288 




Name 


OJ990920 07. 9B10 . C13 . ol . tm 


Method 


TBLASTX: Maize 




Start 


443 


End 


697 




GI 


none 


Score 


151 




Exons 


443. .616, 595.-669, 596. .697 








Seq. No. 


12087 


Seq. ID 


OJ990920_07.9B10.C13 



12563 



Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25596 Strand 

17 End 2288 

OJ990920JD7 . 9B10 . C13 . o2 . np Method AAT/NAP 

1074 End 2288 

6691716 Score 707 

1074.. 1522, 1593.. 2058, 2141.. 2288 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi | 6691717 | dbj | BAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12088 Seq. ID 

25597 Strand 

358 End 

OJ990920_07. 9B10.C14 .ol.np Method 

358 End 

6630685 Score 
358.. 2062 

(AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ990920_07.9B10.C14 
+ 

3759 
AAT/NAP 
2062 
2591 



(AF105716) 



Seq. No. 


12088 






Seq. ID 


OJ990920_07.9B10, 


.C14 


Gene No. 


25597 






Strand 


+ 




Start 


358 






End 


3759 




Name 


OJ990920 


07.9B10.C14.ol. 


gs 


Method 


GENSCAN 




Start 


542 






End 


3759 




GI 


none 






Score 


.44 




Exons 


542. .720, 


. 826. .999, 1155 


i. .1392, 1573. . 


1666, 1671. .1954, 






2546. .2679, 3282. .3475, 


3533. . 


3759 






Seq. No. 


12088 






Seq. ID 


OJ990920_07.9B10, 


.C14 


Gene No. 


25598 






Strand 






Start 


4817 






End 


5529 




Name 


OJ990920 


07.9B10.C14.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


365- 






End 


717 




GI 


none 






Score 


214 




Exons 


365. .550, 


402. .554, 554. 


. 691, 


559. .717 


, 560. .715 




Seq. No. 


12088 






Seq. ID 


OJ990920_07.9B10. 


,C14 


Gene No. 


25598 






Strand 






Start 


4817 






End 


5529 




Name 


OJ990920 


07.9B10.C14.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


426 






End 


1032 




GI 


5509260 






Score 


119 




Exons 


426. .554, 


566.. 640, 650. 


. 1030, 


652. .1032 




GI Descrip. 















Seq. No. 12088 

Gene No. 25598 

Start 4817 

Name OJ990920_J)7 . 9B10 . C14 . ol . tw 

Start 554 

GI none 

Exons 554.. 640, 669.. 1004, 671.. 1012, 700.. 1005 



Seq. ID OJ990920_07.9B10.C14 
Strand 

End . 5529 

Method TBLASTX : Wheat 

End 1012 

Score 59 



Seq. No. 12088 Seq. ID OJ990920_07.9B10.C14 

Gene No. 25598 Strand 

Start 4817 End 5529 



12564 



Name 


OJ990920 07 


. 9B10 


.Cl4.ol 


. tc 


Method 


Start 


632 








End 


GI 


none 








Score 


Exons 


632. .913, 712. .879 






Seq. No. 


12088 








Seq. ID 


Gene No. 


25598 








Strand 


Start 


4817 








End 


Name 


OJ990920 07 


.9B10 


.C14 .o2 


. tm 


Method 


Start 


834 








End 


GI 


none 








Score 


Exons 


834 . . 1076, 


835. . 


1077, 8 


36. .1075, 837.. 




1078. .1269, 


1083 


. .1271 






Seq. No. 


12088 








Seq. ID 


Gene No. 


25598 








Strand 


btart 


4817 








End 


Name 


OJ990920 07 


.9B10 


.C14.o2 


. tw 


Method 


Start 


1204 








End 


GI 


none 








Score 


Exons 


1204. .1356, 


1384 


. .1620 






Seq. No. 


12088 








Seq. ID 


Gene No. 


25598 








Strand 


Start 


4817 








End 


Name 


OJ990920 07 


. 9B10 


.C14.ol 


. tm 


Method 


Start 


1387 








End 


GI 


none 








Score 


Exons 


1387. .1752, 


1394 


. .1720, 


1395. 


.1748, 17 




1980. .2081 










Seq. No. 


12088 








Seq. ID 


Gene No. 


25598 








Strand 


btart 


4817 










Name 


OJ990920_07 


. 9B10 


.C14.o2 


. ts 


Method 


Start 


14 (JO 








End 


GI 


none 








Score 


Exons 


1405. .1761, 


1410 


. .1742, 


1 "7 C3 




Seq. No. 


12088 








Seq. ID 


Gene No. 


25598 








Strand 


oiar l 


4817 








End 


Name 


OJ990920_07 


. 9B10 


.C14.o3 


.tw 


Method 


Start 


1 /"Oft 








End 


bl 


none 








Score 


Exons 


1630. .1752, 


1823 


. .2011, 


1829. 


.1996, 18 


Seq. No. 


12088 








Seq. ID 


Gene No. 


. 25598 








Strand 


o tar z 


4817 








End 


Name 


OJ990920 07 


. 9B10 


.C14 .o2 


.gs 


Method 


Start 


4817 








End 


GI 


none 








Score 


Exons 


4817. .5261, 


5333 


. .5529 






Seq. No. 


12089 








Seq. ID 


Gene No. 


25599 








Strand 



TBLASTX: Cress 

913 

197 



5529 

TBLASTX : Maize 

1272 

365 



5529 

TBLASTX: Wheat 

1620 

80 



5529 

TBLASTX: Maize 

2083 

534 



5529 
TBLA£ 
2047 
271 



5529 

TBLASTX: Wheat 

2011 

86 

J2. .1998 



5529 
GENSCAN 
5529 
. 61 



12565 




Start 


1 




End 


3801 




Name 


OJ990920 07.9B10.C15.ol. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


2588 




GI 


6691191 




Score 


2012 




Exons 


1. .2588 










GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] . 




kj \3 V_J ■ 1' ^ • 


12089 




Seq. ID 


OJ990920_07.9B10. 


.CIS 


Gene No. 


25599 




Strand 


+ 




Start 


1 




End 


3801 




Name 


OJ990920 07.9B10.C15.o2, 


, gs 


Method 


GEN SCAN 




Start 


1285 




End 


1919 




GI 


none 




Score 


.6 




Exons 


1285, .1296, 1476. .1919 










Seq. No. 


12089 




Seq. ID 


OJ990920_07.9B10, 


.CIS 


Gene No. 


25599 




Strand 


+ 




Start 


1 




End 


3801 




Name 


OJ990920 07.9B10.C15.o3, 


, gs 


Method 


GENSCAN 




Start 


2373 




End 


3801 




GI 


none 




Score 


.62 




Exons 


2373. .2504, 2926. .3279, 


3290. 


.3476, 3521. .3801 




Seq , No . 


12089 




Seq. ID 


OJ990920_07.9B10 


.CIS 


Gene No. 


25600 . " 




Strand 


- 




Start 


445 




End 


728 




Name 


OJ990920 07.9B10.C15.ol, 


. QS 


Method 


GENSCAN 




Start 


445 ~ 




End 


728 




GI 


none 




Score 


.56 




Exons 


445. .728 










Seq . No . 


12089 




Seq. ID 


OJ990920_07.9B10 


. CIS 


Gene No. 


25601 




Strand 






Start 


5401 




End 


5589 




Name 


OJ990920 07.9B10.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


108 




End 


518 




GI 


none 




Score 


68 




Exons 


108. .206, 209. .412, 211 


. .411, 


411. .518 


, 411. .506 




Seq. No. 


12089 




Seq. ID 


OJ990920_07.9B10 


.CIS 


Gene No. 


25601 




Strand 






Start 


5401 




End 


5589 




Name 


OJ990920 07.9B10.C15.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


209 




End 


497 




GI 


none 




Score 


197 




Exons 


209. .412, 233. .403, 268 


. .411, 


411. .497 






Seq. No. 


12089 




Seq. ID 


OJ990920_07.9B10 


.CIS 


Gene No. 


25601 




Strand 






Start 


5401 




End 


5589 




Name 


OJ990920 07.9B10.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


719 




End 


1072 




GI 


none 




Score 


409 




Exons 


719. .1072, 742. .984 










Seq. No. 


12089 




Seq. ID 


OJ990920_07 . 9B10 


.CIS 


Gene No. 


25601 




Strand 







12566 




Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.C15.o4 


. ts 


Method 


TBLASTX: Soybean 




Start 


719 








End 


994 




GI 


none 








Score 


222 




Exons 


719. .994, 739. .975, 782 


. .994 








Sea. No. 


12089 








Seq. ID 


OJ990920_07.9B10. 


,C15 


Gene No. 


25601 








"Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1099 








End 


1568 




GI 


none 








Score 


178 




Exons 


1099. . 1299, 


1102 


. . 1233, 


1311. 


.1385, 1365.. 1568 




Seq. No. 


12089 








Seq. ID 


OJ990920 07.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.C15.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


1105 








End 


1245 




GI 


none 








Score 


202 




Exons 


1105 . . 1245, 


1105 


. . 1221 










Sea No. 


12089 








Seq. ID 


OJ990920_07.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.C15.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1362 








End 


1664 




GI 


none 








Score 


275 




Exons 


1362. . 1664, 


1376 


. . 1462, 


1514. 


.1663 






Seq. No. 


12089 








Seq. ID 


OJ990920_07.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 . 07 . 


9B10 


.C15.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1685 








End 


2006 




GI 


none 








Score 


51 




Exons . 


1685. . 1714, 


1686 


. . 1712, 


1746. 


.2006, 1748. .2005 




Seq. No. 


12089 








Seq. ID 


OJ990920JD7.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1748 








End 


1994 




GI 


none 








Score 


216 




Exons 


1748 . .1903, 


1749 


. . 1994 










Seq. No. 


12089 








Seq. ID 


OJ990920_07.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 




Name 


OJ990920 07. 


9B10 


.CIS.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2007 








End 


2497 




GI 


none 








Score 


312 




Exons 


2007. .2396, 


2009 


. .2395, 


2405. 


.2497, 2406. .2495 




Seq. No. 


12089 








Seq. ID 


OJ990920_07.9B10. 


C15 


Gene No. 


25601 








Strand 






Start 


5401 








End 


5589 





12567 



Name OJ990920_07 . 9B10 . C15 . o2 . tw 

Start 2019 

GI none 

Exons 2019.. 2399, 2078.. 2398 

Seq. No. 12089 

Gene No. 25601 

Start 5401 

Name OJ990920_07 . 9B10 . C15 . o4 . gs 

Start 5401 

GI none 

Exons 5401.. 5589 



Method 

End 

Score 



TBLASTX: Wheat 

2399 

346 



Seq. ID OJ990920_07.9B10.C15 
Strand 

End 5589 

Method GEN SCAN 

End 5589 

Score .85 



Seq. No. 12090 

Gene No. 25602 

Start 58 

Name OJ990920J37 . 9B10 . C16 . ol . gs 

Start 58 

GI none 

Exons 58.. 171, 264.. 355, 400.. 659 



Seq. ID OJ990920_07.9B10.C16 

Strand + 

End 659 

Method GENS CAN 

End 659 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990920_07.9B10.C16 
Strand 

745 

AAT/NAP 
745 
87 



12090 
25603 
1 

OJ990920_07.9B10.C16.ol.np 

1 

5295955 
1..577, 675. .745 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12091 
25604 
33 

OJ990920_07.9B10.C17.ol.gs 
33 

none 

33. .277, 370. .474 



Seq. ID OJ990920_07.9B10.C17 

Strand + 

End 474 

Method GENSCAN 

End 474 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12091 
25605 
1 

OJ990920_07.9B10.C17.ol.np 
1 

4680185 
1..408 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990920_07.9B10.C17 
Strand 

End 408 

Method AAT/NAP 

End 4 08 

Score 468 



12092 
25606 
806 

OJ990830_03.9B17.Cl.ol.gs 

806 

none 

806. .843, 1069. .1296 



Seq. ID OJ990830_03.9B17.C1 
Strand 

End 1296 

Method GENSCAN 

End 1296 

Score .66 



Seq. No. 



12093 



Seq. ID OJ990830_03.9B17.C2 



12568 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25607 
29 

OJ990830_03 . 9B17 . C2 . ol . tm 
13 

none 

13. .117, 14. .370, 226. .357 

12093 
25607 
29 

OJ990830_03. 9B17 . C2 . ol . gs 
29 

none 
29. .490 



Strand 
End 

Method 

End 

Score 



+ 

490 

TBLASTX: Maize 

370 

333 



Seq. ID OJ990830_03.9B17.C2 

Strand + 

End 4 90 

Method GENSCAN 

End 4 90 " 

Score .99 



12094 
25608 
2 

OJ990830_03.9B17.C3.ol.np 
2 

3549657 
2. .348 

(AL031394) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990830_03.9B17.C3 
Strand + 

348 

AAT/NAP 
348 
156 



End 

Method 

End 

Score 



12094 
25608 
2 

OJ990830_03 . 9B17 . C3 . ol . tw 
2 

none 

2. .88, 47..26S, 52. .264 

12094 
25608 
2 

OJ990830_03. 9B17 . C3 . ol . gs 
17 

none 
17. .331 



Seq. ID OJ990830_03.9B17.C3 

Strand + 

End 348 

Method TBLASTX : Wheat 

End 265 

Score 45 



Seq. ID OJ990830_03. 9B17 .C3 

Strand + 

End 34 8 

Method GENSCAN 

End 331 

Score .65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12094 
25608 
2 

OJ990830_03 . 9B17 . C3 . ol . tm 
74 

none 



Seq. ID OJ990830_03. 9B17 .C3 

Strand + 

End 34 8 

Method TBLASTX : Mai ze 

End 332 

Score 318 



74. .328, 85. .324, 125. .331, 183. .332 



12095 
25609 
1 

OJ990830_03. 9B17 .C6.ol.np 
1 

3953481 
1. .436 

(AC002328) F2202.26 [Arabidopsis thaliana] 



Seq. ID OJ990830_03. 9B17 ,C6 
Strand + 

436 

AAT/NAP 
436 
335 



End 

Method 

End 

Score 



12569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12095 
25609 
1 

OJ990830_03. 9B17 . C6 . ol . tm 

143 

none 



Seq. ID OJ990830_03.9B17.C6 



Strand 
End 

Method 

End 

Score 



+ 

436 

TBLASTX: Maize 

404 

45 



143. .202, 169. .210, 243. .401, 251... 403,. 251. .403, 252. .404 



12096 Seq. ID 

25610 Strand 

254 End 

OJ990830_03. 9B17 . C7 . ol . gs Method 

254 End 

none Score 

254. .337, 479..662 



OJ990830_03.9B17.C7 
+ 

662 

GENSCAN 
662 
. 99 



OJ990830 03.9B17.C8 



12097 Seq. ID 

25611 Strand 
1 End 717 

OJ990830_03 . 9B17 . C8 . ol . np Method AAT/NAP 

1 End 717 

1168518 Score 205 

1..210, 355. .435, 605. .717 

APURINIC ENDONUCLEASE-REDOX PROTEIN ( DNA- { APURINIC OR 
APYRIMIDINIC SITE) LYASE) gi | 4 72 8 69 | emb | CAA54 2 34 | (X76912) 
protein [Arabidopsis thaliana] 



ARP 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_03.9B17.C8 
717 

GENSCAN 
435 
. 98 



12097 
25611 
1 

OJ990830_03 . 9B17 . C8 . ol . gs 
57 

none 

57.. 210, 355.. 435 
12098 

25612 Strand + 

1 End- 295 

OJ990830_03 . 9B17 .C10 . ol . np Method AAT/NAP 
1 End 295 

4115365 Score 184 

1. .295 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990830_03.9B17.C10 



Seq. No. 12098 Seq. ID 

Gene No. 25612 Strand 

Start 1 • End 

Name OJ990830_03 . 9B17 . C10 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83. .266 



OJ990830_03.9B17.C10 
+ 

295 

GENSCAN 

266 

.72 



Seq. No. 12099 Seq. ID 

Gene No. 25613 Strand 

Start 31 End 

Name OJ990830 03 . 9B17 . Cll . ol . gs Method 



OJ990830_03.9B17.C11 

4335 
GENSCAN 



12570 



Start 
GI 

Exons 



31 End 4335 

none Score .47 

31. .381, 460. .570, 641. .715, 1600. .2070, 2140. .2483, 2872. .2958, 
4038. .4065, 4183. .4335 



Seq. ID OJ990830_03.9B17.C12 
Strand 

2155 



Seq. No. 12100 

Gene No. 25614 

Start 1151 End 

Name OJ990830_03 . 9B17 . C12 . o2 . gs Method GEN SCAN 

Start 1151 End 2131 

GI none Score .69 

Exons 1151. .2131 



Seq. No. 12100 Seq. ID 

Gene No. 25614 Strand 

Start 1151 End 

Name OJ990830_03 . 9B17 . C12 . ol . np Method 

Start 1154 End 

GI 4097944 Score 

Exons 1154.. 2155 

GI Descrip. (U72253) beta-1 , 3-glucanase precursor [Oryza sativa] 



OJ990830_03.9B17.C12 

2155 
AAT/NAP 
2155 
1554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12100 
25614 
1151 

OJ990830_03, 

1160 

none 

1160. . 1330, 
1799. .2089 



9B17.C12.ol.tc 



1373. .1522, 1377. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1487, 



OJ990830 03.9B17.C12 



2155 

TBLASTX: Cress 
2089 
96 

1505. .1780, 1554. .1772, 



Seq. No. 12100 
Gene No. 25614 
Start 1151 

Name OJ990830_03 . 9B17 . C12 . ol . ts 

Start 1160 
GI none 

Exons 1160.. 1219, 1229.. 1330, 1230. 

1517. .1720, 1563.. 1721, 1730. 
1904. .2113 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1298, 1322 
.1789, 1784 



OJ990830 03.9B17.C12 



2155 

TBLASTX: Soybean 
2113 
59 

1483, 1374. .1484, 
1918', 1785. .1826, 



Seq. No. 12100 

Gene No. 25614 

Start 1151 

Name OJ990830_03 . 9B17 . C12 . o2 . tw 

Start 1160 

GI none 

Exons 1160.. 1225, 1209.. 1265, 1229. 

1278. .1331, 1373. .1444, 1374. 

Seq. No. 12100 

Gene No. 25614 

Start 1151 

Name % OJ990830_03 . 9B17 . C12 . ol . tm 

Start 1160 

GI none 

Exons 1160.. 1216, 1226.. 1297, 1227. 



Seq. ID OJ990830_03.9B17.C12 
Strand 

End 2155 

Method TBLASTX : Wheat 

End 1444 

Score 57 

.1270, 1230.. 1268, 1277.. 1330, 
.1439 

Seq. ID OJ990830_03.9B17.C12 
Strand 

End 2155 

Method TBLASTX : Maize 

End 2089 

Score 86 

.1319, 1373. .1420, 1374. .1403, 



12571 



1418. .1642, 1560. .1643, 1652. .1726, 1805. .2089 



Seq. No. 


12100 






Seq. ID 


OJ990ooU O^.yBl/.ClZ 


Gene No. 


25614 






Strand 




Start 


1151 






End 


2155 


Name * 


OJ990830_03. 9B17 . 


C12 . ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


1694 






. End 




GI 


none 






Score 


51 


Exons 


1694 . . 1789, 1695 . 


.1790, 


1739 


. . 2086, 1£ 


10 6 . . lo / / 


Seq. No. 


12101 






Seq. ID 


OJ990830_03.9B17.C15 


Gene No. 


25615 






Strand 




Start 


1 






End 


627 


Name 


OJ990830_03 . 9B17 . 


CIS.ol 


• gp 


Method 


AAT/GAP 


Start 


1 






End 


627 


GI 


48559_1.R1084 






Score 


822 


Exons 


1 . . 416, 528 . . 627 










GI Descrip. 


'3377509 7.0e-42 


(AF056027) 


auxin transport protein REH1 [Oryza 




sativa] 1 










Seq. No. 


12101 






Seq. ID 


OJ990830_03.9B17.C15 


Gene No. 


25615 






Strand 




Start 


1 






End 


627 


Name 


OJ990830 03.9B17. 


CIS.ol 


.np 


Method 


AAT/NAP 


Start 


353 






End 


620- 


GI 


5817303 






Score 


98 


Exons 


353. .416, 528. .620 








GI Descrip. 


(AF087819) auxin 


transport protein [Arabidopsis thaliana] 


Seq. No. 


12101 






Seq. ID 


OJ990830_03.9B17.C15 


Gene No. 


25615 






Strand 




Start 


1 






End 


627 


Name 


OJ990830 03.9B17. 


C15.ol 


.gs 


Method 


GENSCAN 


Start 


515 






End 


604 


GI 


none 






Score 


.41 


Exons 


515. . 604 










Seq. No. 


12102 






Seq. ID 


OJ990830_03.9B17.C16 


Gene No. 


25616 






Strand 




Start 


781 






End 


1361 


Name 


OJ990830 03.9B17. 


,C16.ol 


.gs 


Method 


GENSCAN 


Start 


781 






End 


1361 


GI 


none 






Score 


.43 


Exons 


781.. 1082, 1237.. 


,1258, 


1305. 


.1361 




Seq. No. 


12103 






Seq. ID 


OJ990830_03.9B17.C19 


Gene No. 


25617 






Strand 


+ 


Start 


611 






End 


733 


Name 


OJ990830 03.9B17, 


,C19.ol 


.gs 


Method 


GENSCAN 


Start 


611 






End 


733 


GI 


none 






Score 


. 63 


Exons 


611. .628, 686. .733 








Seq. No. 


12104 






Seq. ID 


OJ990830_03.9B17.C20 


Gene No. 


25618 






Strand 


+ 


Start 


172 






End 


1935 


Name 


OJ990830 03.9B17, 


,C20.ol 


.gs 


Method 


GENSCAN 



12572 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



172 End 1935 

none Score .48 

172. .267, 301. .435, 1269. .1403, 1441. .1935 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method AAT/NAP 

End 6139 

Score 5399 



12104 
25619 
1 

OJ990830_03 . 9B17 . C20 . ol . np 
1 

6630696 
1..794, 3746. .6139 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



12104 
25619 
1 

OJ990830_03 . 9B17 . C20 . o2 . tw 
82 

none 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method TBLASTX : Wheat 

End 557 

Score 402 



82. .468, 84. .467, 483. .557, 484. .552, 497. .556 



12104 
25619 
1 

OJ990830_03. 9B17 .C20.o3.ts 

195 

none 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method TBLASTX : Soybean 

End 569 

Score 56 



195. .419, 289. .420, 438. .566, 438. .569 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 . 

Method TBLASTX :Maize 

End 785 

Score 91 



12104 
25619 
1 

OJ990830_03. 9B17 .C20 .o2 . tm 
413 
none 

413. .661, 414. .785, 415. .762 

12104 
25619 
1 

OJ990830_03. 9B17 .C20.o3.tw 
3746 
none 

3746. .3922, 3917. .4261, 3941. .3991, 4083. .4244 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method TBLASTX : Wheat 

End 4 261 

Score 45 



12104 
25619 
1 

OJ990830_03.9B17 .C20.o3.tm 

3797 

none 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method TBLASTX : Maize 

End 4262 

Score 62 



3797. .4261, 3900. .4010, 4046. .4126, 4131. .4262 



12104 
25619 



Seq. ID OJ990830_03.9B17.C20 
Strand 



12573 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990830_03.9B17.C20.ol.ts 

3932 

5509260 

3932. .4396, 4140. .4301 



12104 
25619 
1 

OJ990830_03. 

4043 

none 

4043. .4303, 



12104 
25619 
1 

OJ990830_03. 

4316 

none 

4316. .4498, 

12104 
25619 
1 

OJ990830_03. 

4721 

none 

4721. .4894, 

12104 
25619 
1 

OJ990830_03. 

4907 

none 

4907. .5371, 

12104 
25619 
1 

OJ990830_03. 

5064 

none 

5064. .5264, 

12104 
25619 
1 

OJ990830_03. 

5129 

none 

5129. .5377, 

12104 
25619 



9B17.C20.ol.tc 
4131. .4301 

9B17.C20.ol.tw 
4316. .5056, 4320. 

9B17 .C20.o2.ts 
4898.. 5119, 4902. 

9B17.C20.o4.tm 
4929. .5084 

9B17.C20.o4 .tw 
5064.. 5261, 5066. 

9B17.C20.o4.ts 
5360. .5509 



End 6139 

Method TBLASTX : Soybean 

End 4396 

Score 103 



Seq. ID OJ990830_03.9B17.C20 
Strand 

End 6139 

Method TBLASTX : Cress 

End 4303 

Score 110 



Seq. ID OJ990830_03.9B17.C20 

Strand ■ - 

End 6139 

Method TBLASTX : Wheat 

End 5063 

Score 114 

.4505, 4566.. 5063, 4656.. 5063 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5117 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5263 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_03.9B17.C20 
6139 

TBLASTX : Soybean 

5119 

111 



OJ990830_03.9B17.C20 
6139 

TBLASTX: Maize 

5371 

76 



OJ990830_03.9B17.C20 
6139 

TBLASTX: Wheat 

5264 

212 



OJ990830_03.9B17.C20 
6139 

TBLASTX: Soybean 

5509 

77 



Seq. ID OJ990830_03.9B17.C20 
Strand 



12574 




Start 


1 


End 


6139 


Name 


OJ990830 03.9B17.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


5483 


End 


5833 


GI 


none 


Score 


355 


Exons 


5483. .5524, 5553.. 5825, 5553 


..5825, 5554. .5826, 5555. .5827, 




5570.. 5833 






Seq. No. 


12104 


Seq. ID 


OJ990830_03 . 9B17 . C20 


Gene No. 


25619 


Strand 




Start 


1 


End 


6139 


Name 


OJ990830 03.9B17.C20.ol.gp 


Method 


AAT/GAP 


Start 


5768 


End 


6139 


GI 


101595 1.R1084 


Score 


425 


Exons 


5768. .5842, 5958 . . 6139 






GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 


Seq. No. 


12105 


Seq. ID 


OJ990830_03.9B17.C21 


Gene No. 


25620 


Strand 


+ 


Start 


57 


End 


1087 


Name 


OJ990830 03.9B17.C21.ol.gs 


Method 


GENSCAN 


Start 


57 


End 


1087 


GI 


none 


Score 


.43 


Exons 


57. .167, 814. .1087 






Seq. No. 


12105. 


Seq. ID 


OJ990830_03.9B17.C21 


Gene No. 


25621 


Strand 




Start 


1 


End 


406 


Name 


OJ990830 03.9B17.C21.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


168 


GI 


101595 1.R1084 


Score 


336 


Exons 


1. .168 






GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains similarity to 




retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 


Seq. No. 


12105 


Seq. ID 


OJ990830_03.9B17.C21 


Gene No. 


25621 


Strand 




Start 


1 


• End 


406 


Name 


OJ990830 03.9B17.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


210 


GI 


6630696 


Score 


369 


Exons 


1. .210 






GI Descrip. 


(AP000969) ESTs D221 14 (C10364 ) , AU07 6106 (E20423 ) correspond 




region of the predicted gene 


. ; Similar 


to retrovirus -relate* 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativ; 


Seq. No. 


12105 


Seq. ID 


OJ990830_03 . 9B17 .C21 


Gene No. 


25621 


Strand 




Start 


1 


End 


406 


Name 


OJ990830 03.9B17.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


316 


GI 


none 


Score 


116 


Exons 


1. .204, 2. .130, 181. .315, 21 


8. .316 




Seq. No. 


12105 


Seq. ID 


OJ990830_03.9B17.C21 


Gene No. 


25621 


Strand 




Start 


1 


End 


406 



12575 



Name 


OJ990830 03.9B17.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


16 


End 


406 




GI 


none 


Score 


87 




Exons 


16. .165, 17. .142, 103. .162, 136. .315, 


142. .315, 


197. .319, 




316. .396, 317. .406 








o e q . in u • 


12106 


Seq. ID 


OJ990830_ 


03. 9B17.C22 


Gene No. 


25622 


Strand 


+ 




Start 


325 


End 


753 




Name 


OJ990830 03.9B17.C22.ol.gs 


Method 


GENSCAN 




Start 


325 


End 


753 




GI 


none 


Score 


. 98 




Exons 


325.. 753 








Seq. No. 


12106 


Seq. ID 


OJ990830_ 


03.9B17.C22 


Gene No. 


25623 


Strand 








1360 


End 


2906 




Name 


OJ990830 03.9B17.C22.ol.gp 


Method 


AAT/GAP 




Start 


1186 


End 


2390 




GI 


4714925 


Score 


751 




Exons 


1186. .1469, 1809. .1894, 2342. 


.2390 






GI Descrip. 


1899050 7.0e-15 (U62773) ripening-associated protein 




[Lycopersicon esculentum] 








beg . mo . 


12106 


Seq. ID 


OJ990830_ 


_03.9B17.C22 


Gene No. ' 


25623 


Strand 






Start 


1360 


End 


2906 




Name 


OJ990830 03.9B17.C22.o2.gs 


Method 


GENSCAN 




Start 


1360 


End 


2854 




GI 


none 


Score 


.89 




Exons 


1360. .1469, 1809. .1894, 2342. 


.2441, 2594.. 2693, 


2756. .2854 


Seq. No. 


12106 


Seq. ID 


OJ990830_ 


_03.9B17.C22 


Gene No. 


25623 


Strand 








1360 


End 


2906 




Name 


OJ990830 03.9B17.C22.ol.np 


Method 


AAT/NAP 




Start 


1371 


End 


2906 




GI 


3426035 


Score 


425 




Exons 


1371. .1469, 1809. .1894, 2342. 


.2441, 2594.. 2693, 


2756. .2906 


GI Descrip. 


(AC005168) putative ripening- 


■associated protein 


[Arabidopsi; 




thaliana] 








Seq. No. 


12107 


Seq. ID 


OJ990830_ 


_03.9B17.C27 


Gene No. 


25624 


Strand 


+ 






1 


End 


1043 




Name 


OJ990830 03.9B17.C27.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


601 




GI 


4715767 


Score 


992 




Exons 


1..420, 514. .601 








GI Descrip. 


6006355/dbj | AP000559 . 1 1 AP000559 1 . Oe- 


17 Oryza sativa genomic 




DNA, chromosome 6, clone : P0493C11 






Seq. No. 


12107 


Seq. ID 


OJ990830_ 


_03.9B17.C27 


Gene No. 


25624 


Strand 


+ 




Start 


1 


End 


1043 




Name 


OJ990830 03.9B17.C27.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


848 





12576 




GI 


none 








Score 


. 96 




Exons 


151. .420, 


514. . 622, 


731 . 


. 848 








Seq. No. 


12107 








Seq. ID 


OJ990830_03. 9B17 


.C27 




25624 








Strand 


+ 




Start 


1 








End 


1043 




Name 


OJ990830 


03. 9B17.C27 


.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


228 








End 


1028 




GI 


none 








Score 


324 




Exons 


228. .434, 


229. .468, 


511. 


. 627, 


513. . 647, 


513. .623, 725.. 


850, 




726. .854, 


727. .849, 


917 . 


. 1003, 


939. .1028, 941. .1003 




Seq. No. 


12107 








Seq. ID 


OJ990830_03.9B17 


.C27 


Gene No. 


25624 








Strand 


+ 




Start 


1 








End 


1043 




Name 


OJ990830 


03. 9B17.C27 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


291 








End 


768 




GI 


none 








Score 


148 




Exons 


291. .419, 


292. .423, 


513. 


. 623, 


514 . . 624, 


732. .767, 736.. 


768 


Seq. No. 


12107 








Seq. ID 


OJ990830_03.9B17 


.C27 


r;pnp No 


25624 








Strand 


+ 




Start 


1 








End 


1043 




Name 


OJ990830 


03. 9B17.C27 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


315 








End 


1043 




GI 


none 








Score 


127 




Exons 


315. .425, 


322. .423, 


513. 


.623*, 


514. .624, 


732. .848, 739.. 


846, 




751. .852, 


944. .1042, 


946 


1..1041, 947. .1042, 948. .1043 




Seq. No. 


12108 








Seq. ID 


OJ990830_03. 9B17 


.C28 


Gene No. 


25625 








Strand 


+ 




Start 


1 








End 


424 




Name 


OJ990830 


03. 9B17.C28 


.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


424 




GI 


none 








Score 


422 




Exons 


1..163, 344. .424 












Seq . No . 


12108 








Seq. ID 


OJ990830_03.9B17 


.C28 


Gene No. 


25625 








Strand 


+ 




Start 


1 








End 


424 




Name 


OJ990830 


_03.9B17.C28 


.ol. 


gs 


Method 


GENSCAN 




Start 


47 








End 


255 




GI 


none 








Score 


.69 




Exons 


47 . . 188, 


206. .255 












Sea. No. 


12109 








Seq. ID 


OJ990830_03. 9B17 


.C30 


Gene No. 


25626 








Strand 


+ 




Start 


387 








End 


591 




Name 


OJ990830 


_03.9B17.C30 


.ol. 


gs 


Method 


GENSCAN 




Start 


387 








End 


591 




GI 


none 








Score 


.6 




Exons 


387. .591 














Seq. No. 


12110 








Seq. ID 


OJ990830_03.9B17 


.C32 


Gene No. 


25627 








Strand 






Start 


913 








End 


1856 




Name 


OJ990830 


_03.9B17.C32 


.ol. 


gs 


Method 


GENSCAN 





12577 






Start 


913 




End 


1 o c c 
lOOO 






GI 


none 




Score 


. 77 






Exons 


913. .1128, 1752. .1856 












Seq. No. 


12111 




Seq. ID 








Gene No. 


25628 




Strand 


+ 






Start 


1 




End 


1063 






Name 


OJ990830 03 . 9B1 / . Coo . ol . 


np 


Method 


AAT/NAP 






Start 


1 




End 


1063 






GI 


34 61815 




Score 


78 






Exons 


1 . .281, 1042 . .1063 












GI Descrip. 


(AC0041oo) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


12111 




Seq. ID 


OJ990830_03.9B17, 


.C33 




Gene No. 


25628 




Strand 


+ 






Start 


1 




End 


1063 






Name 


OJ990830 03 . 9B17 . C33 . Ol . 


gs 


Method 


GENSCAN 






Start 


82 




End 


270 






GI 


none 




Score 


.48 






Exons 


82 . .2/0 












Seq. No. 


12111 




Seq. ID 


OJ990830_03. 9B17, 


.C33 




Gene No. 


25629 




Strand 


_ 




□ 


Start 


1 




End 


286 




: "I 

'\ s? 


Name 


OJ990830 03 . 9B17 . C33 . ol . 


gp 


Method 


AAT/GAP. 




en 


Start 


1 




' End 


286 




r Li 


GI 


none 




Score 


502 






Exons 


1 . .286 












Seq. No. 


12111 




Seq. ID 


OJ990830_03. 9B17, 


.C33 




Gene No. 


25629 




Strand 


- 




'•' I ! 
: i : 


Start 


1 




End 


286 






Name 


OJ990830 03 . 9B17 . C33 . ol . 


tm 


Method 


TBLASTX: Maize 




a 


Start 


1 




End 


279 






GI 


none 




Score 


393 




H j 

is 3: 


Exons 


1 . . 279, 3 . . 2 /o 










k; 
I S J 


Seq. No. 


12111 




Seq. ID 


OJ990830_03. 9B17, 


.C33 


.! = j 


Gene No. 


25629 




Strand 








Start 


1 




End 


286 






Name 


OJ990o30 03 . 9B1 / . C o o . Ol . 


ts 


Method 


TBLASTX: Soybean 






Start 


3 




End 


279 






GI 


none 




Score 


118 






Exons 


3. .1/9, 3. .2/0, 4. .2/9 












Seq. No. 


12112 




Seq. ID 


OJ990830_03. 9B17, 


. C Jo 




Gene No. 


25630 




Strand 


+ 






. Start 


1287 




End 


1677 






Name 


OJ990830 03.9B17.C35.ol. 


gp 


Method 


AAT/GAP 






Start 


1287 




End 


1677 






GI 


30494 1.R1084 




Score 


759 






Exons 


1287. .1677 












GI Descrip. 


f 5670155/qb|AF161269. 1 IAF161269 4 .0e-6 


16 Oryza sativa subsp. 






japonica BAC clone 34K24 


, complete sequence' 






Seq. No. 


12112 




Seq. ID 


OJ990830_03. 9B17. 


.C35 




Gene No. 


25631 




Strand 







12578 




Start 


1413 




End 


1630 




Name 


OJ990830 03.9B17.C35.ol. 


gs 


Method 


GEN SCAN 




Start 


1413 




End 


1630 




GI 


none 




Score 


.54 




Exons 


1413. .1630 










Seq. No. 


12113 




Seq.' ID 


'OJ990830_03.9B17. 


C36 


Gene No. 


25632 




Strand 


+ 




Start 


395 




End 


1340 




Name 


OJ990830 03.9B17.C36.ol. 


gp 


Method 


AAT/GAP 




Start 


395 




End 


630 




GI 


30494 1.R1084 




Score 


451 




Exons 


395. .630 










GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 




japonica BAC clone 34K24 


:, complete sequence 1 




Nn 

<J ^ • llU • 


12113 




Seq. ID 


OJ990830_03.9B17. 


C36 


Gene No. 


25632 




Strand 


+ 




Start 


y »j 




End 


1340 




Name 


OJ990830 03.9B17.C36.ol. 


y a 


Mpt h dc\ 


GEN SCAN 

\J J—J L 1 fc— J wfil-i 




Start 


395 




End 


1340 




GI 


none 




Score 


. 58 




Exons 


395.. 947, 1115.. 1340 












12111 




Seq. ID 


OJ990830 03'. 9B17 . 


C36 


Gene No. 


25632 




Strand 


+ ~ 




Start 


395 




End 


1340 




Name 


OJ990830 03.9B17.C36.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


397 




End 


669 




GI 


none 




Score 


247 




Exons 


397. .669, 404. .595, 408. 


.665 


, 412. .669 






O C . IN . 


12113 




Seq. ID 


OJ990830_03.9B17. 


C36 


Gene No. 


25632 




Strand 


+ 




Start 


395 




End 


1340 




Name 


OJ990830 03.9B17.C36.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


410 




End 


624 




GI 


none 




Score 


63 




Exons 


'410. .538, 414. .560, 421. 


. 624 


, 423. .620 






Seq. No. 


12114 




Seq. ID 


OJ990830_03.9B17. 


C37 


Gene No. 


25633 




Strand 


+ 




Start 


1 




End 


84 




Name 


OJ990830 03.9B17.C37.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


84 




GI 


48559 1.R1084 




Score 


126 




Exons 


1. .84 










GI Descrip. 


'3377509 7.0e-42 (AF056027) 


auxin transport protein REH1 


[0: 




sativa] 1 










Seq. No. 


12114 




Seq. ID 


OJ990830_03.9B17. 


C37 


Gene No. 


25634 




Strand 






Start 


20 




End 


79 




Name 


OJ990830 03.9B17.C37.ol. 


gs 


Method 


GENSCAN 




Start 


20 




End 


79 




GI 


none 




Score 


.85 




Exons 


20. .79 











12579 






Seq. No. 


12115 


Seq. ID 


OJ990830_ 


03. 


9B17 


.C38 




Gene No. 


25635 


Strand 












Start 


664 


End 


3967 










Name 


OJ990830 03 . 9B17 . C38 . ol .np 


Method 


AAT/NAP 










Start 


664 


End 


3967 










GI 


5734709 


Score 


123 










Exons -•■ 


664 .. 695, 3416. . 3967 














GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 


kinase 


doma 






[Arabidopsis thaliana] 














Seq. No. 


12115 


Seq. ID 


OJ990830_ 


03 . 


9B17 


.C38 




Gene No. 


25636 


Strand 












Start 


4088 


End 


5825 










Name 


OJ990830 03.9B17.C38.o2.np 


Method 


AAT/NAP 










Start 


4088 


End 


5825 










GI 


6907086 


Score 


1254 










Exons 


4088. .4447, 4548. .4632, 4861 


.5093, 5151. .5825 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


12116 


Seq. ID 


OJ990830 


03. 


9B17 


.C39 




Gene No. 


25637 


Strand 












Start' 


1 


End 


1707 








.sat 

1. J 


Name 


OJ990830 03.9B17.C39.ol.np 


Method 


AAT/NAP 








i. "i ■ 


Start 


1 


End 


332 








3 " 

IT! 


GI 


6069659 


Score 


102 










Exons 


1..58, 209. .332 












i 


GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








?_ l| 


Seq. No. 


12116 


Seq. ID 


OJ990830_ 


03 . 


9B17 


.C39 


'i a? 


Gene No. 


25637 


Strand 












Start 


1 


End 


1707 










Name 


OJ990830 03.9B17.C39.o2.np 


Method 


AAT/NAP 










Start 


1 


End 


1025 










GI 


6907088 


Score 


565 










Exons 


1..38, 475. .712, 888. .1025 












|: = : 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








. =i 


Seq. No. 


12116 


Seq. ID 


OJ990830_ 


03. 


9B17 


.C39 


□ 


Gene No. 


25637 


Strand 










a 


Start 


1 


End 


1707 










Name 


OJ990830 03.9B17.C39.ol.gp 


Method 


AAT/GAP 










Start 


23 


End 


214 










GI 


5667165 


Score 


360 










Exons 


23. .214 














GI Descrip. 


5670155/gb | AF161269. 1 1 AF161269 4 . Oe-8 6 


Oryza sativa 


subsp. 






japonica BAC clone 34K24, complete sequence 










Seq. No. 


12116 


Seq. ID 


OJ990830_ 


03. 


9B17 


.C39 




bene wo . 


25637 


Strand 












Start 


1 


End 


1707 










Name 


OJ990830 03.9B17.C39.ol.gs 


Method 


GENSCAN 










Start 


192 


End 


1707 










GI 


none 


Score 


.55 










Exons 


192. .332, 475. .579, 888. .1045, 1571. .1707 










Seq. No. 


12117 


Seq. ID 


OJ990830_ 


03. 


9B17 


.C40 



12580 



Gene No. 


25638 


Strand 


- 


Start 


1259 


End 


1699 


Name 


OJ990830 03.9B17.C40.ol.gp 


Method 


AAT/GAP 


Start 


1259 


End 


1651 


GI 


none 


Score 


704 


Exons 


1259. . 1651 






Seq. No 


12117 


Seq. ID 


OJ990830 03.9B17.C40 


Gene No. 


25638 


Strand 




Start 


1259 


End 


1699 


Name 


OJ990830 03. 9B17 . C40 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1450 


End 


1699 


GI 


none 


Score 


130 


Exons 


1450. .1698, 1598. .1699 






Seq. No. 


12117 


Seq. ID 


OJ990830 03.9B17.C40 


Gene No. 


25638 


Strand 




Start 


1259 


End 


1699 


Name 


OJ990830 03.9B17.C40.ol.gs 


Method 


GENSCAN 


Start 


1474 


End 


1613 


GI 


none 


Score 


1 


Exons 


1474. .1613 






Seq. No. 


12117 


Seq. ID 


OJ990830_03.9B17.C40 


Gene No. 


25638 - 


Strand 




Start 


1259 


End 


1699 


Name 


OJ990830 03. 9B17 . C40 . ol . np 


Method 


AAT/NAP 


Start 


1480 


End 


1699 


GI 


4432863 


Score 


266 


Exons 


1480. .1699 






GI Descrip. 


(AC006300) putative phosphate/phosphoenolpyruvate translocator 




protein [Arabidopsis thaliana] 






Seq. No. 


12118 


Seq. ID 


OJ990830_03.9B17.C42 


Gene No. 


25639 


Strand 


+ 


Start 


101 


End 


284 


Name 


OJ990830 03.9B17.C42.ol.gs 


Method 


GENSCAN 


Start 


.101 


End 


284 


GI 


none 


Score 


. 94 


Exons 


101. .284 







Seq. No. 12119 Seq. ID OJ990830_03.9B17.C44 

Gene No. 25640 Strand 

Start 319 End 811 

Name OJ990830_03 . 9B17 . C4 4 . ol . gp Method AAT/GAP 

Start 319 End 811 

GI LIB3477-003-P1-K1-E9 Score 152 

Exons 319.. 347, 741.. 811 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 12120 Seq. ID 

Gene No. 25641 Strand 

Start 1 End 

Name OJ990830_03 . 9B17 . C45 . ol . np Method 

Start 1 End 



OJ990830_03.9B17.C45 
980 

AAT/NAP 
980 



12581 






GI 


4581120 




Score 


307 






Exons 


1..42, 636. .980 












GI Descrip. 


(AC005825) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


12120 




Seq. ID 


OJ990830 03.9B17 


.C45 




Gene No. 


25641 




Strand 








Start 


1 




End 


980 






Name 


OJ990830 03.9B17.C45.ol. 




Method 


GENSCAN 






Start 


421 




End 


912 






GI 


none 




Score 


. 95 






Exons 


421. . 912 












Seq. No. 


12120 




Seq. ID 


OJ990830 03.9B17 


.C45 




Gene No. 


25641 




Strand 








Start 


1 




End 


980 






Name 


OJ990830 03.9B17.C45.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


637 




End 


978 






GI 


none 




Score 


185 






Exons 


637. . 924, 638. .859, 640. 


.861, 


892. .948 


, 961. .978 






Seq. No. 


12120 




Seq. ID 


OJ990830 03.9B17 


.C45 




Gene No. 


25641 




Strand 








Start 


1 




End 


980 






Name 


OJ990830 03.9B17.C45.ol. 


tm 


Method 


TBLASTX : Maize 






Start 


667 




End 


975 




A \ 


GI 


none 




Score 


123 




!*! 


Exons 


667. .975, 668. .901 












Seq. No. 


12121 




Seq. ID 


OJ990830_03. 9B17 


.C48 


s i 


Gene No. 


25642 




Strand 






is? 


Start 


1 




End 


462 




"11 


Name 


OJ990830 03.9B17.C48.ol. 




Method 


AAT/GAP 






Start 


1 




End 


462 






GI 


26267 1.R1084 




Score 


873 






Exons 


1. .462 












GI Descrip. 


M04 9341/emb|CAA22566.1 | 


4 . Oe- 


-10 (AL034567) putative protein 


s i 




[Arabidopsis thaliana] 1 










IS". 

' E 


Seq. No. 


- 12121 




Seq. ID 


OJ990830_03.9B17 


.C48 




Gene No. 


25642 




Strand 








Start 


1 . 




End 


462 






Name 


OJ990830 03.9B17.C48.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1 




End 


139 






GI 


none 




Score 


185 






Exons 


1 . . 135, 2 . . 139 












Seq. No. 


12121 




Seq. ID 


OJ990830_03.9B17 


.C48 




Gene No. 


25642 




Strand 








Start 


1 




End 


-4 62 






Name 


OJ990830 03.9B17.C48.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1 




End 


136 






GI 


none 




Score 


118 






Exons 


1..135, 2. .136 












Seq. No. 


12121 




Seq. ID 


OJ990830_03.9B17 


.C48 




Gene No. 


25642 




Strand 








Start 


1 




End 


4 62 





12582 




Name 


OJ990830_03 . 9B17 . C4 8 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


156 




GI 


4049341 


Score 


219 




Exons 


1 . . 156 








GI Descrip. 


(AL034567) putative protein 


[Arabidopsis thaliana] 




Seq. No, 


12121 


Seq. ID 


OJ990830 03.9B17 


.C48 


Gene No. 


25642 


Strand 






Start 


1 


End 


462 




Name 


OJ990830_03. 9B17.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


136 




GI 


none 


Score 


127 




Exons 


1 . . 135, 5 . . 136 








Seq. No. 


12121 


Seq. ID 


OJ990830_03.9B17 


.C48 


Gene No. 


25642 


Strand 






Start 


1 


End 


462 




Name 


OJ990830_03. 9B17 . C4 8 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


139 




GI 


none 


Score 


203 




Exons 


1 . . 135, 2 . . 139 








Seq. No. 


12121 


■Seq. ID 


OJ990830 03.9B17, 


.C48 


Gene No. 


25642 


Strand 






Start 


1 


End 


4 62- 




Name 


OJ990830 03.9B17.C48.ol.gs 


Method 


GENSCAN 




Start 


26 


End 


186 




GI 


none 


Score 


. 52 




Exons 


26. . 186 








Seq. No. 


12122 


Seq. ID 


OJ990830 03.9B17, 


.C4 9 


Gene No. 


25643 


Strand 


+ 




Start 


698 


End 


775 




Name 


OJ990830_03. 9B17 . C4 9 . ol . gs 


Method 


GENSCAN 




Start 


698 


End 


775 




GI 


none 


Score 


.88 




Exons 


698 . . 775 








Seq. No. 


12123 


Seq. ID 


OJ990830_03.9B17, 


,C50 


Gene No. 


2564 4 


Strand 


+ 




Start 


1 


End 


719 




Name 


OJ990830 03.9B17.C50.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


719 




GI 


1168518 


Score 


438 




Exons 


1..236, 392. .499, 654. .719 








GI Descrip. 


APURINIC EN DONUCLEASE- REDOX 


PROTEIN (DNA- (APURINIC OR 






APYRIMIDINIC SITE) LYASE) gi 


|472869|emb|CAA54234 | (X76912) 1 




protein [Arabidopsis thaliana] 






Seq. No. 


12123 


Seq. ID 


OJ990830_03.9B17, 


,C50 


Gene No. 


25644 


Strand 


+ 




Start 


1 


End 


719 




Name 


OJ990830 03.9B17.C50.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 


End 


246 




GI 


none 


Score 


57 




Exons 


4. .33, 5. .34, 21. .239, 29. .235, 39. .242, 118. .246 





12583 



Seq. No. 


12124 


Seq. ID 


OJ990830_03.9B17.C51 


Gene No. 


25645 


Strand 




Start 


443 


i-i j 

End 


869 


Name 


OJ990830_03. 9B17 .C51.ol.gs 


Method 


GENSCAN 


Start 


443 


End 


814 


GI 


none 


Score 


. 4 1 


Exons 


443 . . 532, 638 . . 814 






Seq. No. 


12124 


Seq. ID 


OJ990830_03.9B17.C51 


Gene No. 


25645 


Strand 




Start 


443 


End 


o £*n 

869 


Name 


OJ990830 03.9Bl7.C5l.ol.tm 


Method 


TBLASTX : Maize 


Start 


503 


End 


O A 1 

841 


GI 


none 


Score 


201 


Exons 


503. .649, 504. .761, 550. .834, 582. .812, 


✓~no 0/11 /~ o o ooc 

698. .841, 698. -o^o 


Seq. No. 


12124 


Seq. ID 


ojyyubou Uo.yoi/.coi 


Gene No. 


25645 


Strand 




Start 


443 


End 


869 


Name 


OJ990830 03.9B17.C51.ol.np 


Method 


AAT/NAP 


Start 


602 


End 


869 


GI 


4538896 


Score 


154 


Exons 


602. .869 






GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


12125 


Seq. ID 


OJ990830_03.9B17.C52 


bene no . 


25646 


Strand 


+ 


Start 


1 


End 


723 


Name 


OJ990830 03.9B17.C52.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


221 


GI 


31789 1.R1084 


Score 


391 


Exons 


1. .221 






GI Descrip. 


'1168518/sp|P45951|ARP ARATH 


5.0e-23 APURINIC ENDONUCLEASE- REDOX 



PROTEIN (DNA- (APURINIC OR APYRIMIDINIC SITE) LYASE) 
>gi_4728 69_emb_CAA54234_ (X76912) ARP protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12125 Seq. ID OJ990830_03.9B17.C52 

25646 Strand + 

1 End 723 

OJ990830_03 . 9B17 . C52 . ol . np Method AAT/NAP 

1 End 723 

3241944 Score 414 

1..211, 387. .487, 612. .723 

(AC004625) DNA- (apurinic or apyrimidinic site) lyase (ARP) 
[Arabidopsis thaliana] 

12125 Seq. ID OJ990830_03.9B17.C52 

25646 . Strand + 

1 ' End 723 

OJ990830_03.9B17.C52.o2.np Method AAT/NAP 

82 End 723 

4156036 Score 163 

82. .235, 420. .487, 612. .723 

(AE001564) EXODEOXYRI BONUCLEASE [Helicobacter pylori J99] 



Seq. No. 



12125 



Seq. ID OJ990830_03.9B17.C52 



12584 



Gene No. 25646 

Start 1 

Name OJ990830_03 . 9B17 . C52 . ol . tm 

Start 135 

GI none 

Exons 135.. 209, 136.. 207, 380.. 427, 433 
611. .721, 616.. .723 



Strand + 
End 723 
Method TBLASTX : Mai ze 
End 723 
Score 104 

489, 434. .490, 609. .722, 





Seq. No. 


12125 




Seq. ID 


OJ990830_ 


_03. 


.9B17 


.C52 




Gene No. 


25646 




Strand 


+ 










btart 


1 




17— J 


TOO 
f Z J 










Name 


r\Tftnnoon no 0010" /"■« c o 

ujyyuoju uj.yBi/.Loz, 


. ol . gs 


Method 


GEN SCAN 










Start 






Lna 


T n A 
/(J4 












none 




Score 


Q O 

. y j 










Exons 


Jo J . • 4 o / , olz . . /U4 
















Seq. No. 


1 O 1 O £T 

l^lZD 




Seq. ID 


r\ t n n n o o n 

OJ9908 30 


_03 . 


. 9B17 


.C54 




Gene No. 


25647 




Strand 












Start 


254 




End 


397 










Name 


ojyyuoJU uj.yBi/.co4. 


.ol.gs 


Method 


GENSCAN 










Start 


zo4 




End 


397 










GI 


none 




Score 


.97 








Q 


Exons 


254 . .397 














r 9t 


Seq. No. 


12127 




Seq. ID 


OJ990830_ 


03 . 


, 9B17 


,C55 




bene no. 






Strand 












Start 


1 




End 


724 








c. 


Name 


OJ990830 03.9B17.C55. 


. o2 . np 


Method 


AAT/NAP 








: . 1 
L : 


Start 


1 




End 


724 








hl\ 


GI 


6630458 




Score 


234 










Exons 


1..231, 343. .724 
















GI Descrip. 


(AC007190) F23N19.13 


[Arabidopsis thaliana] 








□ 


Seq. No. 


12127 




Seq. ID 


OJ990830_ 


_03. 


9B17 


.C55 


; ; ; 


Gene No.' 


25648 




Strand 










Uit 


Start 


1 




End 


724 










Name 


OJ990830 03.9B17.C55. 


. ol . gs 


Method 


GENSCAN 








r a 'i 


Start 


67 




End 


651 








! :sl 


GI 


none 




Score 


.57 








n 


Exons 


67. .551, 605. .651 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12127 
25648 
1 

OJ990830_03.9B17.C55.ol.tm 

389 

none 



Seq. ID OJ990830_03.9B17.C55 
Strand 
End 

Method 
End 
Score 



724 

TBLASTX: Maize 

716 

96 



389. .562, 399. .563, 559. .666, 651. .716, 666. .716 



Seq. No. 12128 Seq. ID 

Gene No. 25649 Strand 

Start 1262 End 

Name OJ990830_03 . 9B17 . C56 . ol . gs Method 

Start 1262 End 

GI none Score 

Exons 1262.. 1471 



OJ990830_03 . 9B17 .C56 
+ 

1471 
GENSCAN 
1471 
.66 



12585 




Seq. No. 


12129 






Seq. ID 


OJ990830 03 


9B17 


.C57 


Gene No. 


25650 






Strand 


- 






Start 


58 






End 


571 






Name 


OJ990830_03. 


9B17 ,C57 .ol . 


gs 


Method 


GEN SCAN 






Start 


58 






End 


571 






GI 


none 






Score 


.46 






Exons 


58 . .297, 552 


. . 571 












Seq. No. 


12130 






Seq. ID 


OJ990830_03 


9B17 


. C59 


Gene No. 


25651 






Strand 








Start 


1 






End 


729 






Name 


OJ990830 03. 


9B17.C59.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


729 






GI 


3241944 






Score 


186 






Exons 


1..64, 447.. 


610, 655.. 729 










GI Descrip. 


(AC004 625) DNA- (apurinic 


or apyrimidinic site) lyase (ARP) 




[Arabidopsis 


thaliana] 












Seq. No. 


12130 






Seq. ID 


OJ990830_03 


9B17 


.C59 


Gene No. 


25651 






Strand 








Start 


1 






End 


729 






Name 


OJ990830_03. 


9B17.C59.ol. 


gs 


Method 


GENSCAN 






Start 


451 






End 


634 






GI 


none 






Score 


.41 






Exons 


451 . . 634 














Seq. No. 


12131 






Seq. ID 


OJ990830_03 


9B17 


.C60 


Gene No. 


25652 






Strand 








Start 


3019 






End 


3363 






Name 


OJ990830_03. 


9B17.C60.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


2904 






End 


3191 






GI 


none 






Score 


62 






Exons 


2904 . .2948, 


2973. .3191, 


2984 . 


. 3178 








Seq. No. 


12131 






Seq. ID 


OJ990830_03 


9B17 


.C60 


Gene No. 


25652 






Strand 








Start 


3019 






End 


3363 






Name 


OJ990830 03. 


9B17.C60.ol. 


gp 


Method 


AAT/GAP 






Start 


3019 






End 


• 3363 






GI 


2799664 






Score 


519 






Exons 


3019. .3363 














Seq. No. 


12132 






Seq. ID 


OJ990830_03 


9B17 


.C61 


Gene No. 


25653 






Strand 








Start 


48 






End 


1458 






Name 


OJ990830 03. 


9B17.C61.ol. 


gs 


Method 


GENSCAN 






Start 


48 






End 


1409 






GI 


none 






Score 


.6 






Exons 


48. .545, 626 


..693, 817.. 


1409 










Seq. No. 


12132 






Seq. ID 


OJ990830_03. 


9B17 


.C61 


Gene No. 


25653 






Strand 








Start 


48 






End 


1458 






Name 


OJ990830 03. 


9B17.C61.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1210 






End 


1458 






GI 


none 






Score 


39 






Exons 


1210. .1254, 


1211. .1255, 


1303. 


.1458, 1325. .1450 












12586 











Seq. No. 12133 Seq. ID OJ990830_03.9B17.C63 

Gene No. 25654 Strand 

Start 1 End 718 

Name OJ990830 J)3 . 9B17 . C63 . ol . gp Method AAT/GAP 

Start 1 End 224 

GI 29815_2.R1084 Score 444 

Exons 1. .224 

GI Descrip: '2618689 7.0e-09 (AC002510) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 12133 Seq. ID 

Gene No. 25654 Strand 

Start 1 End 

Name OJ990830_03 . 9B17 . C63 . ol . tm Method 

Start 72 End 

GI none Score 

Exons 72.-248, 72. .248, 73. .249 



OJ990830_03.9B17.C63 
718 

TBLASTX: Maize 

249 

187 



Seq. No. 12133 Seq. ID 

Gene No. 25654 Strand 

Start 1 End 

Name OJ990830JD3 . 9B17 . C63 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93. .234 



OJ990830_03.9B17.C63 
718 

GENSCAN 

234 

-.97 



Seq. No. 12133 Seq. ID OJ990830_03.9B17.C63 

Gene No. 25654 Strand 

Start 1 End 718 

Name OJ990830_03 . 9B17 . C63 . ol . np Method AAT/NAP 

Start 114 End 718 

GI 2618689 Score 118 

Exons 114.. 248, 657.. 718 

GI Descrip. (AC002510) glycerol-3-phosphate dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 


12134 




Seq. ID 


OJ990830_03.9B17.C64 


Gene No. 


25655 




Strand 


'+ 


Start 


1 




End 


244 


Name 


OJ990830 03.9B17. 


.C64 .ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


244 


GI 


29815 1.R1084 




Score 


353 


Exons 


1. .244 








GI Descrip. 


•2618689 5.0e-45 


(AC002510) 


unknown protein [Arabidopsis 



thaliana] ' 



Seq-. No. 12134 Seq. ID OJ990830_03 . 9B17 . C6< 

Gene No. 25656 Strand 

Start 1 End 2141 

Name OJ990830_03 . 9B17 . C64 . ol . np Method AAT/NAP 

Start 1 End 2141 

GI 2618689 Score 1548 

Exons 1..294, 654.. 875, 1487.. 2141 

GI Descrip. (AC002510) glycerol-3-phosphate dehydrogenase [Arabidopsis 
thaliana] 



12587 



Seq. No. 12134 

Gene No. 25656 

Start 1 

Name OJ990830_03 . 9B17 . C64 . ol . tm 

Start 38 

GI none 
Exons 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Mai ze 

End 2075 

Score 306 



38. .295, 47. .298, 48. .299, 650. .880, 652. .891, 1476. .2075, 
1477. .2013 



Seq. No. 12134 
Gene No. - 25656 

Start 1 

Name OJ990830_03 . 9B17 . C64 . ol . gs 

Start 47 

GI none 

Exons 47. .294, 654. .875, 1487. .2138 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method GENSCAN 

End 2138 

Score .83 



Seq. No. 12134 

Gene No. 25656 

Start 1 

Name OJ990830_03. 9B17 . C64 . o3 . ts 

Start 135 

GI none 
Exons 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Soybean 

End 734 

Score 59 



135. .176, 137. .178, 151. .186, 173. .298, 174. .299, 180.. 299, 
650. .733, 651. .734, 652. .732 



Seq. No. 12134 

Gene^No. 25656 

Start 1 

Name OJ990830_03 . 9B17 . C64 . ol . tc 

Start 685 

GI none 
Exons 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Cress 

End 1838 

Score 200 



685. .891, 686. .880, 1474. .1806, 1476. .1838 



Seq. No. 12134 

Gene No. 25656 

Start 1 

Name OJ990830_03 . 9B17 . C64 . ol . ts 

Start 749 

GI none 
Exons 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Soybean 

End 1856 

Score 165 



749. .880, 761. .859, 763. .930, 1476. .1856, 1477. .1758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12134 
25656 
1 

OJ990830_03. 9B17 .C64 .o2 .tc 

1857 

none 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Cress 

End 2075 

Score 81 



1857. .1949, 1950. .2075, 1957. .2013 



Seq. No. 12134 

Gene No. 25656 

Start 1 

Name OJ990830_03 . 9B17 . C64 . o2 . ts 

Start 1857 

GI none 

Exons 1857.. 2075, 1858.. 2013 



Seq. ID OJ990830_03.9B17.C64 
Strand 

End 2141 

Method TBLASTX : Soybean 

End 2075 

Score 154 



12588 




Seq. No. 


12135 


Seq. ID 


OJ990830 03.9B17. 


C65 


Gene No. 


25657 


Strand 






Start 


936 


End 


1776 




Name 


OJ990830 03.9B17.C65.ol.tm 


Method 


TBLASTX: Maize 




Start 


865 


End 


. 1631 




GI 


none 


Score 


" 337 




Exons 


865.. 1164, 875.. 1165, 883.. 


1164, 936. . 


1196, 989. . 1168, 






1578 . .1631 








Seq. No. 


12135 


Seq. ID 


OJ990830_03.9B17. 


C65 


Gene No. 


25657 


Strand 






Start 


936 


End 


1776 




Name 


OJ990830__03. 9B17 ,C65.ol .gs 


Method 


GENSCAN 




Start 


936 


End 


1703 




GI 


none 


Score 


. 93 




Exons 


936. . 1163, 1581 . . 1703 








Seq. No. 


12135 


Seq. ID 


OJ990830_03.9B17. 


C65 


Gene No. 


25657 


Strand 






Start 


936 


End 


1776 




Name 


OJ990830 03.9B17.C65.ol.ts 


Method 


TBLASTX : Soybean 




Start 


951 


End 


1773 




GI 


none 


Score 


279 




Exons 


951. .1196, 955. .1161, 957.. 


1172, 1578. 


. 1769, 1578 . . 1769, 






1582. .1773, 1660. .1770 








Seq. No. 


12135 


Seq. ID 


OJ990830_03.9B17. 


C65 


Gene No. 


25657 


Strand 






Start 


936 


End 


1776 




Name 


OJ990830 03.9B17.C65.ol.np 


Method 


AAT/NAP 




Start 


972 


End 


1776 




GI 


3461815 


Score 


171 




Exons 


972. .1163, 1581. .1776 








GI Descrip. 


(AC004138) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12136 


Seq. ID 


OJ990920_03.9B24. 


CI 


Gene No. 


25658 


Strand 






Start 


133 


End 


393 




Name 


OJ990920 03.9B24.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


133 


End . 


393 




GI 


none 


Score 


127 




Exons 


133. .390, 133. .393 








Seq. No. 


12137 


Seq. ID 


OJ990920_03.9B24. 


C2 


Gene No. 


25659 


Strand 


+ 




Start 


1 


End 


730 




Name 


OJ990920 03. 9B24 .C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


730 




GI 


5922620 


Score 


148 




Exons 


1..98, 142. .344, 381. .464, 


711. .730 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12589 




Seq. No. 


12137 


Seq. ID 


OJ990920_03.9B24.C2 


Gene No. 


25659 


Strand 


+ 


Start 


1 


End 


730 


Name 


OJ990920_03 . 9B24 . C2 . ol . gs 


Method 


GENSCAN 


Start 


111 


End 


648 


GI 


none 


Score 


. 45 


Exons 


111.. 176, 310.. 347,, 450.. 64 8 






Seq. No. 


12138 


Seq. ID 


OJ990920_03.9B24.C3 


Gene No.' 


25660 


Strand 




Start 


5062 


End 


10908 


Name 


OJ990920 03.9B24 .C3.ol.np 


Method 


AAT/NAP 


Start 


5062 


End 


10908 


GI 


4512618 


Score 


1838 


Exons 


5062.. 5283, 5685.. 6031, 6083. 


,.6414, 6591. .8168, 8450. .10052, 




10754. .10908 






GI Descrip. 


(AC004793) Strong similarity 


to gi 13600044 T12H20.12 protease 




homolog from Arabidopsis thaliana BAC 


gb|AF080119 and is a 




member of the reverse transcriptase family PF 100078. 


Seq. No. 


12138 


Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25660 


Strand 


+ 


Start 


5062 


End 


10908 


Name 


OJ990920 03.9B24 .C3.o2.gs 


Method 


GENSCAN 


Start 


5062 


End 


10061 


GI 


none *- 


Score 


.66 


Exons 


5062. .5283, 5440. .5892, 5894. 


,.6761, 6799. .6993, 7984. .8669, 




8763. .8873, 8878.-9173^-9278. 


. .10061 




Seq. No. 


12138 


Seq. ID 


OJ990920_03. 9B24 .C3 


Gene No. 


25661 


Strand 




Start 


25 


End 


3671 


Name 


OJ990920 03.9B24 .C3.ol.gs 


Method 


GENSCAN 


Start 


25 


End 


3671 


GI 


none 


Score 


. 69 


Exons 


25. .577, 2803. .3671 






Seq. No. 


* 12138 


Seq. ID 


OJ990.920_03.9B24.C3 


Gene No. 


25662 


Strand 




Start 


10707 


End 


11024 


Name 


OJ990920 03.9B24.C3.o3.gs 


Method 


GENSCAN 


Start 


10707 


End 


11024 


GI 


none 


Score 


.79 


Exons 


10707. . 11024 






Seq. No. 


12138 


Seq. ID 


OJ990920_03. 9B24 .C3 


Gene No. 


25663 


Strand 




Start 


14460 


End 


14995 


Name 


OJ990920 03.9B24 .C3.ol0.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


228 


GI 


none 


Score 


196 


Exons 


1. .228 






Seq. No. 


12138 


Seq. ID 


OJ990920_03. 9B24 . C3 


Gene No. 


25663 


Strand 




Start 


14460 


End 


14995 


Name 


OJ990920 03.9B24.C3.o4.tw 


Method 


TBLASTX: Wheat 



12590 




Start 


1 










99 c; 
zz 3 


GI 


none 








Score 


Do 


Exons 


1 1 09 lift 
1 . . 1UZ , 1 ID 


901 


191 




1 99 990 




Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 








Strand 




Start 


1/1/1 £0 
14 4 DU 








End 


1 4 zf i?3 


Name 


ujyyuyzu uo 


yt3Z4 . 


C3.o4. 


ts 


Method 


•"POT A CTV • C/M7K0 

1 dLiAo 1 a : boyDean 


Start 


0 3 








End 


A 9 Q 

4 z y 


GI 


none 








Score 


ft 0 
O u 


Exons 


oj. . Z 4 U , 


917 
. Zl / , 


91. .291, 349. .429 




Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 








Strand 




b tar t 


14 4 DU 








End 


14995 


Name 


ujyyuyzu uo 


QDO A 

yoz 4 . 


C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


JZ4 y 








End 


3626 


GI 


none 








Score 


85 


Exons 


jz 4 y . . oouy , 


■30C A 

J Z 0 u . 


. 34 Uo , 




..3626, 3518. .3538, 3523. .3609 


beq. No. 


1Z 1 Jo 








Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 








Strand 




Start 


14460 








End * 


14995 


Name 


ujyyuyzu uo 


QDO/ 

y dz 4 . 


C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


ooy u 








End 


6088 


GI 


none 








Score 


67 


Exons 




ooy y . 


. O / 4 0 , 


3 DO 3 


..5748, 5791. .5859, 5860. .6045, 




JO / J. . DUOO 












Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 








Strand 




btart 


1 4 4 bU 








End 


14995 


Name 


ujyyuyzu 


y dZ 4 . 


C3.o9. 


tm 


Method 


TBLASTX: Maize 


O 4- -w- 4- 

Start 


r /re y| 
DD34 








End 


7028 


bl 


none 








Score 


114 


Exons 


OD34 . . DCS Z 1 , 


(TOOT 


. / UZO 








Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24 .C3 


Gene No. 


. 25663 








Strand 




otart 


AAA £H 
1 4 4 DU 








End 


14995 


Name 


ujyyuyzu uj 


QDO A 

y £3Z 4 . 


C3.o8. 


tm 


Method 


TBLASTX: Maize 


btart 


/ 1 3 4 








End 


7438 


C T 

bl 


none 








Score 


184 


Exons 


/ 1 0 4 . . / JZ 1 , 


71 CO 

/ loo . 


.7325, 


7338 


. .7436, 7340. .7438 


beq. No. 


10100 
1Z loo 








Seq. ID 


OJ990920_03.9B24 .C3 


Gene No. 


25663 








Strand 




Start 


14460 








End 


14995 


Name 


ujyyuyzu uo 


QDO A 

ybZ4 . 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


btart 


7/TQ 

/ 4 jy 








End 


7896 


GI 


none 








Score 


130 


Exons 


7439. .7546, 


7443. 


.7544, 


7503 


..7667, 7521. .7718, 7570. .7683, 




7589. .7696, 


7-682. 


.7756, 


7755 


..7883, 7756. .7896 


Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 








Strand 




Start 


14460 








End 


14995 



12591 





Name 


OJ990920 03. 


. 9B24 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7449 








End 


7905 - 




GI 


none 








Score 


156 




Exons 


7449. .7691, 


7688 


. . 7756, 


7783 . 


.7905 






Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 




Gene No. 


25663 








Strand 






Start 


14460 








End * 


14995 




Name 


OJ990920 03. 


, 9B24 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7479 








End 


7928 




GI 


none 








Score 


129 




Exons 


7479. .7718, 


7782 


. .7928, 


7783 . 


.7905 






Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 




Gene No. 


25663 








Strand 






Start 


14460 








End 


14995 




Name 


OJ990920_03 . 


, 9B24 


. C3 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7569 








End 


7905 




GI 


none 








Score 


123 




Exons 


7569. .7694, 


7615 


. .7647, 


7688 . 


.7756, 7711. .7743, 7755.-7856 






7756. /7905 














Seq. No. 


12138 








Seq. ID 


OJ990920_03 . 9B24 .C3 


Q 


Gene . No. 


25663 








Strand 






Start 


14460 




■ 




End 


14995 


iifi 


Name 


OJ990920 03. 


. 9B24 


,C3.o7. 


tm 


Method 


TBLASTX: Maize 


rll 


Start 


8600 








End 


8843 


□ 


GI 


none 








Score 


261 


! : i 


Exons 


8600. .8842, 


8601 


. .8843 








'■ ~\ 


Seq. No. 


12138 








Seq. ID 


OJ990920JD3 . 9B24 .C3 


fi\ 


Gene No. 


25663 








Strand 




:= 


Start 


14460 








End 


14995 




Name 


OJ990920 03, 


. 9B24 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


3? 
h i 


Start 


8601 








End 


9042 


'i 


GI 


5509260 








Score 


137 




Exons 


8601. .8879, 


8865 


. . 9038, 


8878 . 


.9042 




= t 

W 


GI Descrip. 














': s? 
,sci 


Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 


Us? 


Gene No. 


25663 








Strand 






Start 


14460 








End 


14995 




Name 


OJ990920_03, 


, 9B24 


.C3 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


8655 








End 


8876 




GI 


none 








Score 


187 




Exons 


8655. .8876, 


8681 


. . 8854 










Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 




Gene No. 


25663 








Strand 






Start 


14460 








End 


14995 




Name 


OJ990920 03. 


. 9B24 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8688 








End 


9018 




GI 


none 








Score 


116 




Exons 


8688. .8879, 


8865 


. . 9017, 


8878. 


.9018 






Seq. No. 


12138 








Seq. ID 


OJ990920_03.9B24.C3 




Gene No. 


25663 








Strand 





12592 




Start 


14460 




End 


14995 


Name 


OJ990920 03. 


9B24 . C3 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


8844 




End 


9261 


GI 


none 




Score 


41 


Exons 


8844 . . 8879, 


8875 . . 9099, 8877 . 


.9068, 88 


77 . . 9239, 8878 . . 9261 




9160 . . 9261 








Seq. No. 


12138 




Seq.' ID 


OJ990920_03.9B24 .C3 


Gene No. 


25663 




Strand 




Start 


14460 




End 


14995 


Name 


OJ990920 03. 


9B24 . C3 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


9223 




End 


9653 


GI 


none 




Score 


43 


Exons 


9223 . . 9249, 


9284 . . 9364 , 9288 . 


.9365, 9408.. 9653, 9410.. 9508 




9554 . . 9652 








Seq. No. 


12138 




Seq. ID 


OJ990920 03.9B24.C3 


Gene No. 


25663 




Strand 




Start 


14460 




End 


14995 


Name 


OJ990920_03 . 


9B24 .C3.ol . tm 


Method 


TBLASTX: Maize 


Start 


9266 




End 


9711 


GI 


none 




Score 


474 


Exons 


9266 . . 9709, 


9288 . . 9710, 9385 . 


.9711, 93 


87 . .9710 


Seq. No. 


12138 




Seq. ID 


OJ990920_03 . 9B24 ,C3 


Gene No. 


25663 




Strand 




Start 


14460 




End 


14995 


Name 


OJ990920 03. 


9B24 .C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


9417 




End 


10022 


GI 


none 




Score 


434 


Exons 


9417 . . 10022, 


9437 . . 9502, 9611 


. .9721 




Seq. No. 


12138 




Seq. ID 


OJ990920_03.9B24.C3 


Gene No. 


25663 




Strand 




Start 


14460 




End 


14995 


Name 


OJ990920_03. 


9B24 . C3.o4 . tm 


Method 


TBLASTX: Maize 


Start 


9720 




End 


10055 " 


GI 


none 




Score 


335 


Exons 


9720 . . 10019, 


9723 . . 9878, 9830 


. .10018, 


10023. .10055 


Seq. No. 


12138 




Seq. ID 


OJ990920_03.9B24 .C3 


Gene No. 


25663 




Strand 




Start 


14460 




End 


14995 


Name 


OJ990920 03. 


9B24 .C3.o2.np 


Method 


AAT/NAP 


Start 


14460 




End 


14995 


GI 


4584355' 




Score 


340 


Exons 


14460. .14995 








GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Seq. No. 


12139 




Seq. ID 


OJ990920_03. 9B24 .C4 


Gene No. 


25664 




Strand 


+ 


Start 


151 




End 


5557 


Name 


OJ990920 03. 


9B24.C4.ol.gs 


Method 


GENSCAN 


Start 


151 




End 


5557 


GI 


none 




Score 


.44 


Exons 


151. .226, 401. .499, 1245. .1340, 1346.. 


1488, 1534.. 1558, 




1870. . 1901, 


2184.. 2293, 2829. 


.3004, 3456. .3570, 4924. .5087, 



12593 



5182. .5245, 5446.-5557 



Seq. No. 12139 Seq. ID OJ990920_03 . 9B24 . C4 

Gene No. 25664 Strand + 

Start 151 End 5557 

Name OJ990920_03 . 9B24 . C4 . o2 . np Method AAT/NAP 

Start 1181 End 3628 

GI 5922620 * Score 352 

Exons 1181. .1219, 

3497. .3628 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1378. .1532, 2276. .2386, 2483. .2571, 2618. .2849, 



of the 



Seq. No. 12139 Seq. ID OJ990920_03 . 9B24 . C4 

Gene No. 25665 Strand + 

Start 6382 End 6467 

Name OJ990920_03 . 9B24 . C4 . o5 . np Method AAT/NAP 

Start 6382 End 6467 

GI 6721561 Score 76 

Exons 6382.. 6467 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


12139 








Seq. ID 


OJ990920_03.9B24.C4 


Gene No. 


25666 








Strand 


+ 


Start 


7344 








End 


9363 


Name 


OJ990920 03 


. 9B24. 


,C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


7167 








End 


7591 


GI 


2309677 








Score 


676 


Exons 


7167. .7229, 


7305, 


. .7591 








Seq. No. 


12139 








Seq. ID 


OJ990920_03.9B24.C4 


Gene No. 


25666 








Strand 


+ 


Start 


7344 








End 


9363 


Name 


OJ990920 03 


.9B24, 


.C4 .o2. 


gs 


Method 


GENSCAN 


Start 


7344 








End 


9363 


GI 


none 








Score 


.53 


Exons 


7344. .8191, 


8304, 


. .9363 








Seq. No. 


12139 








Seq. ID 


OJ990920_03.9B24.C4 


Gene No. 


25666 








Strand 


+ 


Start 


7344 








End 


9363 


Name 


OJ990920 03 


.9B24, 


.C4 .06. 


np 


Method 


AAT/NAP 


Start 


7923 








End 


8866 


GI 


2792216 








Score 


160 


Exons 


7923. .7988, 


8045, 


. .8191, 


8304. 


.8866 




GI Descrip. 


(AF032686) 


NBS-LRR type 


i resistance protein [Hordeum vulgare 


Seq. No. 


12139 








Seq. ID 


OJ990920_03.9B24.C4 


Gene No. 


25667 








Strand 




Start 


1 








End 


908 



12594 





Name 


OJ990920 03.9B24.C4.ol.np 




Method 


7\7\T /MAD 






Start 


1 




End 


q n q 
y Uo 






GI 


6539570 




Score 


/ D 






Exons 


1..30, 754. .908 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


12139 




Seq. ID 


uj y y u yz u u o . ytsz 4 


C A 




Gene No. 


25668 




Strand 








Start 


1323 




End 


5598 






Name 


OJ990920 03. 9B24 ,C4 .o3.np 




Method 


7\ 7\ T" /MAD 






Start 


1323 




End 


o d y o 






GI 


6815109 




Score 


y b 






Exons 


1323. .1371, 4606. .5166, 5255. 


.5598 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat iva J 






Seq. No. 


12139 




Seq. ID 


uoyyuyzu uo.yDz.fi 






Gene No. 


25669 




Strand 








Start 


6259 




End 


6348 






Name 


OJ990920 03. 9B24 .C4 .o4 .np 




Method 


AAT/NAP 






Start 


6259 




End 


6348 






GI 


4680183 




Score 


120 






Exons 


6259. . 6348 












GI Descrip. 


(AF111709) gag-pol; protein 


[Oryza sativa subsp . indica] 




!*.! 


Seq. No. 


12140 




Seq. ID 


OJ990920J33. 9B24 


.C5 




Gene No. 


25670 




Strand 


+ 




j- I i 

hi 


Start 


1075 




End 


1198 




: . t f 


Name 


OJ990920 03.9B24.C5.ol.gs 




Method 


GENSCAN 




H 


Start 


1075 




End 


1198 






GI 


none 




Score 


.48 






Exons 


1075. . 1198 










: a? 


Seq. No. 


12141 




Seq. ID 


OJ990920_03. 9B24 


.C6 




Gene No. 


25671 




Strand 


+ 




in J 


Start 


14 




End 


2523 






Name 


OJ990920 03.9B24.C6.ol.gs 




Method 


GENSCAN 






Start 


14 




End 


250 






GI 


none 




Score 


.53 






Exons 


14. .250 










,a si 
1 

:- s | 


Seq. No. 


12141 




Seq. ID 


OJ990920_03.9B24 






Gene No. 


25671 




Strand 


+ 






Start 


14 




End 


2523 






Name 


OJ990920 03.9B24.C6.ol.np 




Method 


AAT/NAP 






Start 


127 




End 


2523 






GI 


5922620 




Score 


381 






Exons 


127. .330, 964. .1141, 1313.. 


.1480, 1517. 


.1600, 2394. .2523 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 






predicted. .gene . ; hypothetical 


protein 


[Oryza sativa] 








gi| 6016853 | db j | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 








corresponds to a region of 


the predicted gene.; hypothetica. 






protein [Oryza sativa] 












Seq. No. 


12141 




Seq. ID 


OJ990920_03. 9B24 


.C6 




Gene No. 


25672 




Strand 








Start 


1070 




End 


5368 






Name 


OJ990920 03.9B24.C6.o2.gs 




Method 


GENSCAN 





12595 






otart 


i n 7 n 


End 


5368 








none 


Score 


.92 






Exons 


1 mn 19 9/1 1 R1 Z 1 Q 7 1 
XU/U..XZZ4, XOX4..X0/J, OUOD 


..3696, 4950.. 5290, 5297.. 5368 




Seq. No. 


12141 


Seq. ID 


OJ990920J33.9B24 


.C6 




Gene No. 


25672 


Strand 


- 






Of - r f 

otart 


1 u / u 


End 


5368 






Name 


riTQQnQ^ri n^ Qn94 i-m 
ujyyuyzu uo . yozft . to . oi . tm 


Method - 


TBLASTX: Maize 






otart 


J X X 4 


End 


3540 








none 


Score 


91 






Exons 


oil/ "Ic-jq "310c; ocm 


. .3540 








beq . iNO . 


X c. X 4 J. 


Seq. ID 


OJ990920_03. 9B24 


.C6 




Gene No. 


25672 


Strand 








Start 


1070 


End 


5368 






Name 


OTQQ0Q90 0^ QR94 n£ <~>9 nn 


Method 


AAT/NAP 






otart 


^9 1 n — 


End 


3597 






C T 
taX 


A C. Op O Q(T 


Score 


252 






Exons 


OOI A O C Q"7 

1U • • j j y / 










LjX UcoLLip . 


fZ\T04Q4Q9\ nnf af -i tto r^v^r-o-in 


[Arabidopsis thaliana] 






Seq. No. 


12142 


Seq. ID 


OJ990920_03.9B24 


.CI 




Gene No. 


25673 


Strand 


+ 






Of 3 rf 

ol art- 




End 


1406 






Name 


ujyyuyzu u j . yD^4 / . oi . gs 


Method 


GENSCAN 




i!f! 


Start 


Q Q 9 


End 


1406 




i* i s 




none 


Score 


.59 




P 


Exons 










i : 1 


Seq. No. 


12142 


Seq. ID 


OJ990920_03.9B24 


.CI 


\*\ 


Gene No. 


25674 


Strand 


+ 




\~ \ S 
\ h: 


Cf nrf 

otart 


9 4 Q 7 


End 


2875 






Name 


nTQQHQOn 0 "3 GI594 r*7 /-n 1 /t-r^ 

ujyyuyzu u j . yD£4 . u / . oi . gp 


Method 


AAT/GAP 




\i 


Qf arf 

otart 


9 4 R7 
Z 4 O / 


End 


2875 




Us? 




none 


Score 


729 




"si 


Exons 


94 R7 9R7 R 








r *** 

: "l 


Seq. No. 


12143 


Seq. ID 


OJ990920_03.9B24 


.C8 


Q 


Gene No. 


25675 


Strand . 


+ 






OLaiL 


4 0 7 


End 


909 




ill 


Name 


n TQQnoon n*5 qdo/i r*R ^ i /-re? 

UJy^UyZU U J . ?£3Z 4 . l/D . oi . CJ s 


Method 


GENSCAN 






Qf a r*f- 
OtdlL 


4 07 


End 


909 






PT 


none 


Score 


.88 






TP v /"n**! c 

HiXons 


407 46*3 £M 7Q9 R4^ QAQ 










o e q . no. 


1 9 1 4 A 
X Z X 4 4 


Seq. ID 


OJ990920_03. 9B24 


.Cll 






25676 


Strand 


+ 






Start 


1639 


End 


9104 






Name 


OJ990920 03.9B24.Cll.ol.gp 


Method 


AAT/GAP 






Cf 2 y- +- 


1639 


End 


2790 








42931 1.R1084 


Score 


1020 






Exons 


1639. .1890, 1998.. 2083, 2495 


..2641, 2734. .2790 






GI Descrip. 


, 4587585/gb|AAD25813.1|AC007232 3 5 . Oe 


-47 (AC007232) 








hypothetical protein [Arabidopsis thaliana] * 






Seq. No. 


12144 


Seq. ID 


OJ990920_03.9B24 


.Cll 




Gene No. 


25676 


Strand 


+ 





12596 






Start 


1639 








End 


9104 






Name 




Qt39 4 

. y tsz 4 . 


bl 1 . oi 


. gs 


Method 


GENSCAN 






C> 4- „ l_ 

otart 


1 /v)j 








End 


4753 








none 








Score 


.5 






Exons 


i / do . . loyU/ 


1 QQQ 

i y y o . 


. Z Uo O , 


z 4 yo . 


.2641, 2734. .2842, 


4114 40m 
4114. .4ZU1, 






/loot; 4 


A 9 
4 OOZ . 


.4/0O 












beq. NO. 


1 Z 1 4 4 








Seq. ID 


OJ990920 


uj . ybz4 . bl 1 




Gene No . 


Zjo/D 








Strand 


+ 






Start 


1639 








End 


• 9104 






Name 


OJ990920_03 


. 9B24. 


Cll.ol 


.np 


Method 


AAT/NAP 






n i_ — „ +- 


i / o z 








End 


4750 






C T 
bl 


4 Do / joj 








Score 


938 






Exons 


1 700 1 oon 

i / o z . . loyu, 


1998. 


.2083, 


2495. 


.2645, 4078. .4193, 


4398. .4568, 






>i c o 4 7 r n 

4 OOZ . . 4 / 0 U 
















bi uescLip. 


/ 7\pnn7 9 ^ 1 


hypothetical 


protein [Arabidopsis thaliana] 




oeq . . no . 


1 Z 14 4 








Seq. ID 


OJ990920 


_03.9B24.C11 




bene no. 


Z 0 O / O 








Strand 


+ 






otart 


i ooy 








End 


9104 






Name 


ujyyuyzu uo 


. 9B24. 


Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1844 








End 


4755 






GI 


none 








Score 


78 






Exons 


1Q/14 1QQ4 
lo4 4 . . lo y 4 / 


1845. 


.1937, 


1941. 


.2042, 1972.. 2085, 


1997. .2083, 






iyy/ . . z i o z , 


z4 o o . 


O CI A 

. z oo4 , 


o a o n 

z 4 o y . 


.2644, 2489. .2638, 


z4 . . z boy , 






OH 1 A O Q "7 "7 

Z / o4 . . Zo / / , 


2734. 


.2844, 


2736. 


.2849, 2741.. 2851, 


4076. .4201, 






4 Uo U . .4ZUZ/ 


4110. 


.4202, 


4292. 


.4579, 4i 


293. .4568, 


4421. .4606, 


; sf 




4 b4 y . .4 / jj, 


4649. 


.4747, 


4651. 


.4755, 4651.. 4752 






beq. No. 


1 O 1 A A 

1Z 14 4 








Seq. ID 


OJ990920 


_03.9B24.C11 




Gene No. 


25676 








Strand 


+ 




= !; 
bf 


Start 


1639 








End 


9104 




: 


Name 


uj y y u yz u u o 


. 9B24. 


Cll.o3 


.tc 


Method 


TBLASTX: 


Cress 


"X 


C4- -v- f- 

otart 


1 0 4 0 








End 


2610 






C T 
bl 


none 








Score 


77 




T 4 


Exons 


1 o 4 0 . . i y o / , 


1972. 


.2085, 


1997. 


.2083, 2489.. 2608, 


2489. .2608, 






9 4 Q4 fi 
Z4y4. .ZD1U 














::; 


oeq . NO . 


1 Z 1 4 4 








Seq. ID 


OJ990920 


_03.9B24.C11 




bene no. 


Z 0 O / O 








Strand 


+ 




I?) 


Start 


1639 








End 


9104 






Name 


OJ990920 03 


. 9B24. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Q 4- -f- 

o uar t 


Z 000 








End 


4714 






C T 
bl 


none 








Score 


128 • 






Exons 


Z0O0. . Z O / 4 , 


2563. 


.2652, 


2733. 


.2843, 2734. .2877, 


4076. .4201, 






4 PlPP 4 1 QR 
4 UO O . . 4 1 y o , 


4110. 


.4202, 


4296. 


.4358, 4296.. 4580, 


4425. .4568, 






4 o4 Z . . 4 OO U , 


4649. 


.4681, 


4685. 


.4714 










12144 








Seq. ID 


OJ990920 


_03.9B24.C11 




Gene No. 


25676 








Strand 


+ 






Start 


1639 








End 


9104 






Name 


OJ990920 03 


. 9B24. 


Cll.o2 


.gp 


Method 


AAT/GAP 






Start 


4005 








End 


8275 






GI 


19004 1.R1084 






Score 


676 






Exons 


4005. .4029, 


5658. 


.5785, 


5808. 


.5891, 7820. .7894, 


7999. .8046, 



8133. .8275 

GI Descrip. 1 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 



12597 




sativa] 1 





Seq. No. 


12144 








Seq. ID OJ990920 


_03.9B24.C11 




Gene No. 


25676 








Strand 


+ 






Start 


1639 








End 


9104 






Name 


y-\ -r /~\ ft ft o ft ft. "~» 

OJ990920_03 


. 9B24 


. Cll . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


4 4 94 








End-"' - 


4756 






GI 


none 








Score 


131 






Exons 


A A f\ A J r /" (*l 

4494 . . 4568/ 


4494 


. . 4568 , 


4 4 95. 


.4569, 


4496. .4579, 


4649. .4681, 






4 651 . . 4 692, 


4 651 


. .4 680, 


4 657 . 


.4752, 


4685. .4756 






Seq. No. 


12144 








Seq. ID OJ990920 


_03. 9B24 .Cll 




Gene No. 


25676 








Strand 


+ 






Start 


1 c o n 

1 639 








End 


9104 






Name 


OJ990920 03 


. 9B24 


. Cll . ol . 


tc 


Method 


TBLASTX: 


Cress 




Start 


E O A O 

5803 








End 


9043 






GI 


none 








Score 


128 






Exons 


C O A O C A O A 

5803 . .5832, 


5808 


. . 5891 , 


c o a a 

5822 . 


.5893, 


7999. .8046, 


8013 . .8051, 






A 1 A O A A "7 C 

8123 . . 8275, 


8130 


. .8276, 


8172 . 


.8276, 


8374. .8454, 


000*1 o a c c 

8381 . .8455, 






8505 . . 8600, 


8536 


. . 8598, 


8741. 


.8857, 


8749. .8862, 


O A O *1 A A /I O 

8 987 . . 9043 




Seq. No. 


12144 








Seq. ID OJ990920 


ft. O ft. t*i ft. vl t~* 1 1 

_03 . 9B24 . Cll 




Gene No. 


25676 








Strand 


+ 




•ai 


Start 


1639 








End 


9104 




Si 


Name 


OJ990920_03 


. 9B24 


.Cll.o2. 


tm 


Method 


TBLASTX: 


Maize 


lt\ 


Start 


5806 








End *. 


9104 






GI 


none 








Score 


124 




hi 


Exons 


5806. . 5835, 


5808 


. .5891, 


5808. 


.5891, 


5822. .5896, 


7817 . .7894, 


!3 




7819. .7893, 


7999 


. .8046, 


8013 . 


.8051, 


8123. .8239, 


ft 1 ft — t ft O f~ 

8123 . . 8275, 


• i 




8130 . .8276, 


8172 


. . 8276, 


8374 . 


.8454, 


8381. .8455, 


8384 . . 8455, 






ft ft ft i- « * n ji 

8385 . . 8474 , 


8523 


. . 8624 , 


8536 . 


.8601, 


8741. .8857, 


874 6. .8856, 


! 1 

Bf 




8802. .8897, 


8990 


. .9040, 


8990. 


.9049, 


9072. .9104 






Seq. No. 


1214 4 








Seq. ID OJ990920 


AO A T"> A >1 /"i -i 1 

03 . 9B24 . Cll 


II 


Gene No. 


25676 








Strand 


+ 




i 


Start 


1 639 








End 


9104 






Name 


/"'vTAAAAAA AO 

OJ990920 03 


. 9B24 


. Cll . o2 . 


gs 


Method 


GENSCAN 






Start 


C O A O 

5808 








End 


9037 




af 
"i 


GI 


none 








Score 


.73 




_j 

3k 


Exons 


5808 . .6116, 


"7 O O A 

7820 


"7 O A A 

. .78 94, 


"7 A A A 

7 999 . 


.8046, 


8133. .8275, 


O "J C C A A O "7 

8755 . . 9037 




Seq. No. 


12144 








Seq. ID OJ990920 


_03. 9B24 .Cll 




Gene No. 


25676 








Strand 


+ 






Start 


1639 








End 


9104 






Name 


OJ990920 03 


.9B24 


.Cll.o2. 


np 


Method 


AAT/NAP 






Start 


5862 








End 


9034 






GI 


4835247 








Score 


619 






Exons 


5862. .5891, 


7820 


. .7894, 


7999. 


. 8046, 


8133. .8275, 


8383. .8455, 






8539. .8600, 


8755 


. .8852, 


8889. 


.9034 








GI Descrip. 


(AL049862) putative tRNA synthetase 


[Arabidopsis thaliana] 




Seq. No. 


12144 








Seq. ID OJ990920 


_03. 9B24 .Cll 




Gene No. 


25676 








Strand 


+ 






Start 


1639 








End 


9104 






Name 


OJ990920 03 


.9B24 


.Cll.o2. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


8159 








End 


8857 






GI 


none 








Score 


209 





12598 



Exons 8159. .8275, 8160. .8276, 8380. .8454, 8381. .8455, 8517. .8600, 

8536. .8601, 8741. .8857, 8741. .8854, 8743. .8856 



Seq. No. 


12145 






Seq. ID 


OJ990920_03 . 9B24 .C12 


Gene No. 


25677 






Strand 


+ 


Start 


890 






End 


2187 


Name 


OJ990920 03 


. 9B24 .C12..ol.gs 




Method 


GENSCAN 


Start 


890 






End 


2187 


GI 


none 






Score 


. 75 


Exons 


890. .939, 1010. .1376, 1987. 


.2187 




Seq. No. 


12145 






Seq. ID 


OJ990920_03.9B24.C12 


Gene No. 


25677 






Strand 


+ 


Start 


890 






End 


2187 


Name 


OJ990920 03 


. 9B24 .C12.ol.np 




Method 


AAT/NAP 


Start 


936 






End 


1328 


GI 


4220477 






Score 


120 


Exons 


936. .1328 










GI Descrip. 


(AC006069) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


12145 






Seq. ID 


OJ990920_03.9B24.C12 


Gene No. 


25678 






Strand 




Start 


2229 






End 


4379 


Name 


OJ990920 03 


.9B24.C12.o2.gs 




Method 


GENSCAN 


Start 


2229 






End 


4300 


GI 


none 






Score 


.73 * 


Exons 


22-29. .2561, 


2691. .2844, 2974 . 


.3005, 3219. .3404, 3469.. 3593, 




3612. .3830, 


3963. .4097, 4282. 


.4300 




Seq. No. 


12145 






Seq. ID 


OJ990920_03.9B24.C12 


Gene No. 


25678 






Strand 




Start 


2229 






End 


4379 


Name 


OJ990920 03 


. 9B24 .C12 .o2 .np 




Method 


AAT/NAP 


Start 


2232 






End 


4317 


GI 


6721561 






Score 


498 


Exons 


2232. .3005, 


3102.. 3144, 3212. 


.3437, 42 


82. .4317 


GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to a region of 




predicted gene. ; . hypothetical 


protein 


[Oryza sativa] 




gil 68150861 


dbj IBAA90372.il 


(AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 12145 Seq. ID 

Gene No. 25678 Strand 

Start 2229 End 

Name OJ990920_03 . 9B24 . C12 . o3 . np Method 

Start 24 52 End - 

GI - 6721558 Score 

Exons 2452.. 2662, 3469.. 3593, 4282.. 4379 
GI Descrip. 



OJ990920_03.9B24.C12 

4379 
AAT/NAP 
4379 
153 



(AP001073) hypothetical protein [Oryza sativa] 
gil 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 12145 Seq. ID 

Gene No. 25679 Strand 

Start 4965 End 

Name OJ990920_03 . 9B24 . C12 . o4 . np Method 



OJ990920_03.9B24.C12 

5330 
AAT/NAP 



12599 




btart: 


4965 


End 


JjjU 








6721512 


Score 


1 7ft 
I/O 






Exons 


4965.. 5026, 5068.. 5201, 5229. 


.5330 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


g a +■ "i tra 1 
baUlvdJ 






beq. ino. 


12146 


Seq. ID 






n 1 
• uij 


Gene No. 


25680 


Strand 








Start 


1 


End 


2344 






Name 


OJ990920 03.9B24.C13.ol.np 


Method 


AAT/NAP 






otart 


1 


End 


1873 








5042463 


Score 


120 






Exons 


1..25, 440. .644, 1845. .1873 










uescrip . 


(AC007789) unknown protein [Oryza sativa] 






Seq. No. 


12146 


Seq. ID 


OJ990920_03. 


9B24 , 


.C13 


Gene No. 


25680 


Strand 


- 






otart 


1 


End 


2344 






Name 


OJ990920 03.9B24.C13.ol.gs 


Method 


GENSCAN 






btart 


1045 


End 


2188 








none 


Score 


.8 






Exons 


1045. .1167, 1909. .2069, 2071. 


.2188 








O ^ /-~r M« 

beq . jno . 


12146 


Seq. ID 


OJ990920_03. 


Z) \D H 


pi 1 


Gene No. 


25680 


Strand 








Start 


1 


End 


2344 - 






Name 


OJ990920 03.9B24.C13.o2.np 


Method 


AAT/NAP 






btart 


1069 


End 


234 4 






GI 


6498434 


Score 


105 






Exons 


1069. .1191, 2252. .2344 










GI Descrip . 


(AP0.00815) hypothetical protein [Oryza 


sativa] 






beq. no. 


12147 


Seq. ID 


OJ990920_03. 


QD94 


PI A 


Gene No . 


25681 


Strand 








Start 


1 


End 


1095 






Name 


OJ990920 03.9B24.C14.ol.np 


Method 


AAT/NAP 






C +- -, v- +- 


1 


End 


1095 






C T 


3702321 


Score 


155 






Exons 


1..135, 772. .862, 966. .1095 










GI Descrip . 


(AC005397) eukaryotic translation initiation factor 


3 delta 




subunit [Arabidopsis thaliana 


]' 








Seq. No. 


12147 


Seq. ID 


OJ990920_03. 


9B24 


.C14 


Gene No. 


25681 


Strand 








oiart 


1 


End 


1095 






Name 


OJ990920 03.9B24.C14.ol.gs 


Method 


GENSCAN 






C> -I . ~y~ J— 

otart 


49 


End 


135 






P T 


none 


Score 


.59 






Exons 


49. .135 










beq . ino . 


12148 


Seq. ID 


OJ990920_03. 


9B24, 


.C16 


Gpnp No 


25682 


Strand 








Start 


1 


End 


1449 






Name 


OJ990920 03.9B24.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1449 






GI 


3702321 


Score 


152 






Exons 


1..172, 692. .794, 888. .1013, 


1402. . 1449 






GI Descrip. 


(AC005397) eukaryotic translation initiation factor 


3 delta 



12600 



subunit [Arabidopsis thaliana] 



Seq. No. 12148 Seq. ID 

Gene No. 25682 Strand 

Start 1 End 

Name OJ990920_03 . 9B24 . C16 . ol . gs Method 

Start 944 End 

GI none Score 

Exons 944.. 1066 



OJ990920_03.9B24.C16 

1449 
GENSCAN 
1066 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12149 Seq. ID 

25683 Strand 

1 End 
OJ990920_03 . 9B24 . C17 . ol . np Method 

1 End 

6721547 Score 

1..27, 1225. .1780, 1808. .2769, 4783. 



OJ990920_03.9B24.C17 

9240 
AAT/NAP 
4821 
211 
4821 



(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



12149 
25683 
1 

OJ990920_03.9B24.C17.ol.gs 

779 

none 

779. .3020, 3487. .3604, 3672. 
9184. .9240 



Seq. ID OJ990920_03.9B24.C17 
Strand 
End 

Method 
End 
Score 
,3962, 4020. 



9240 
GENSCAN 
■9240 
.61 

4156, 7668. .8539, 



Seq. No. 12149 

Gene No. 25683 

Start 1 

Name OJ990920_03 . 9B24 . C17 . ol . tw 

Start 1739 

GI none 

Exons 1739.. 1888, 
2063. .2110 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990920_03.9B24.C17 
9240 

TBLASTX: Wheat 

2110 

108 



1793. .1984, 1805. .1978, 1958. .2059, 1972. .2061, 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12149 Seq. ID- 

25683 Strand 

1 End 

OJ990920_03. 9B24 .C17.o2.np Method 

2396 End 

2792216 Score 



OJ990920_03.9B24.C17 

9240 
AAT/NAP 
7891 
327 



2396.. 2600, 2641.. 3020, 7668.. 7891 

(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 



12150 Seq. ID 

25684 Strand 

1 > End 
OJ990920_03 . 9B24 . C22 . ol . gp Method 

1 End 

2309677 Score 
1. .98 



OJ990920_03.9B24.C22 
+ 

98 

AAT/GAP 

98 

196 



Seq. No. 
Gene No. 
Start 



12150 
25685 
22 



Seq. ID OJ990920_03.9B24.C22 
Strand + 
End 4 79 



12601 






Name 


riTQQHQ^O 0^ QR94 


P99 r>1 


gs 


rJc LHUU 








O Laril 


99 








4 7 Q 
h i y 






ox 


none 






Score 


9ft 






U" 1 *t s*\ v*\ c*i 

cjxons 


99 4 7 Q 














ocCj. IN (J . 


1 91 SI 

X ^, X J X 






O ^ . X u 


OJ9909?0 m QR94 


P9^ 




Gene No. 


25686 






Strand 


+ _ 






Start 


1 






End 


737 






Name 


n,TQQ0Q9n fR QR94 


.C23.ol. 


np 


Method 


AAT/NAP 






otdlT. 


J. 






End 


594 






PT 

lax 


SS^D7 ^ 
JJjU / O 






Score 


584 






Exons 


1 S94 














fZT Flo qpti n 
UX L>c; oUl ip . 


\n t o i ^ x c v e x o c 


transcriptase [Zea mays] 






Seq. No. 


12151 






Seq. ID 


OJ990920JD3.9B24 


.C23 




Gene No. 


25686 






Strand 


+ 






Of -a v- +- 


i 
x 






End 


737 






Name 


n>TQQnQ9n o? qr94 


poo ~ 9 


+• T*7 
L.W 




TRT AQTY • Whflaf 






OLaiT. 


9 ~~ 






End 


152 






PT 

ox 


none 






Score 


167 






Exons 


9 1 SI Q 1 S9 














Seq. No. 


12151 






Seq. ID 


OJ990920_03. 9B24 


.C23 


! ' E 
•ssr 


Gene No. 


25686 






Strand 


+ 






OlaLL 


x 






End 


737 




p- 


Name 


nTQQflQ90 QR94 


.C23.ol. 




rie inoQ 


1 D L/iO 1 A • lYJcl 1 z e 




; r 

j ul 


otcirt 


Q 






End 


377 






C T 


none 






Score 


423 




!. -E 

u? 


Exons 


Q ^7 7 Q 9 T ^ 


11. .373, 


294 . . 


,377 








Seq. No. 


12151 






Seq. ID 


OJ990920_03.9B24 


.C23 




Gene No. 


25686 






Strand 










i 
x 






End 


737 




= 


Name 


n 1 TQQnQ9D 0^ QR94 


.C23.ol. 




1 V 1C LilOU 


TRT Z\QTY • ^ouhpan 




: = ? 


O Ua.IT L. 


19 ~~ 
x z 






End 


274 






oX 


none 






Score 


59 




:d: 




19 71 9 fiQ 


95. .274 












Seq. No. 


12151 






Seq. ID 


OJ990920_03. 9B24 


.C23 


; s; 


Gene No. 


25686 






Strand • 


+ 




S 3? 


OUai L 


1 






End 


737 






Name 


OJ990920 03.9B24 


.C23.ol. 


gs 


Method 


GENSCAN 






Of a r f 


42 






End 


679 






PT 
\J X 


none 






Score 


.71 






CjAUIIo 


42. .307, 549. .679 












Seq. No. 


12151 






Seq. ID 


OJ990920_03. 9B24 


.C23 




Gene No. 


25686 






Strand 


+ 








1 






End 


737 






Name 


OJ990920 03.9B24 


.C23.ol. 


tw 


Method 


TBLASTX: Wheat 








357 






End 


725 






GI 


none 






Score 


43 






Exons 


357. .383, 418. .498, 422. 


.514, 


519. .602, 


535.. 603, 627.. 


725 




Seq. No. 


12151 






Seq. ID 


OJ990920_03. 9B24 


.C23 




Gene No. 


25686 






Strand 








Start 


1 






End 


737 





12602 






N3ITIG 


OJ990920 03.9B24.C23.o2.tm 


Method 


TBLASTX: Maize 




OLall 


400 


End 


737 






none 


Score 


107 




Exons 


400. .522, 416. .523, 522. .599, 523. .600, 624. .737, 624. .710 




"Seq. No. 


12152 


Seq. ID 


OJ990920_03.9B24.C24 




Gene No. 


25687 


Strand 


- 




O L a X. U 


50 


End 


345 




Name 


OJ990920 03.9B24.C24.ol.gs 


Method 


GEN SCAN 




OLal L 


50 


End 


345 






none 


Score 


.68 




Exons 


50. .95, 185. .345 








oeq. i\ u . 


12153 


Seq. ID 


OJ990920_03.9B24.C28 






25688 


Strand 


- 




Start 


425 


End 


554 




Name 


OJ990920 03.9B24.C28.ol.gp 


Method 


AAT/GAP 




O LaL L 


425 


End 


554 






25175 1.R1084 


Score 


214 




Exons 


425. .554 








UCoLi IT * 


' 60154 37/dbj | AB008112 . 1 | AB008112 2 . Oe- 


10 Homo sapiens PEX1 mRNA 






complete cds 1 






■3 cr 


OCL]. IN V . 


12154 


Seq. ID 


OJ990920_03.9B24.C29 


W 


Gene No. 


25689 


Strand 




u\ 


Start 


1 


End 


2619 


ry 


Name 


OJ990920 03.9B24.C29.ol.np 


- Method 


AAT/NAP 




OLart 


1 


End 


2604 




PT 


1575556 


Score 


1722 


t , i 


IT 1 V /~S T~l 0 


1..829, 1130. .1245, 2147. .2604 








(U66299) acyl-CoA oxidase homolog [ Phalaenopsis sp. 'True Lady 1 ; 


! U 


Seq. No. 


12154 


Seq. ID 


OJ990920_03.9B24.C29 




Gene No. 


25689 


Strand 




Q 


0 lai L 


1 


End 


2619 


'■J 


Name 


OJ990920 03. 9B24 .C29.ol.gs 


Method 


GENS CAN 




91- p rt- 


39 


End 


2619 


y 




none 


Score 


.94 


•3 cr 




39. .829, 1130. .1245, 2147.. 


2619 






Seq. No. 


12154 


Seq. ID 


OJ990920_03.9B24.C29 




Gene No. 


25690 


Strand 








5497 


End 


6051 




Name 


OJ990920 03. 9B24 .C29.o2.tm 


Method 


TBLASTX: Maize 




9"h a r-h 


1 


End 


236 






none 


Score 


94 




P von c 


1..60, 1..51, 2. .58, 3. .59, 


57. .236, 79. .234 




Sea. No. 


12154 


Seq. ID- 


OJ990920_03.9B24.C29 




Gene No. 


25690 


Strand 






Start 


5497 


End 


6051 




Name 


OJ990920 03.9B24.C29.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


2407 




GI 


none 


Score 


44 




Exons 


2. .58, 9. .59, 57. .647, 70.. 


645, 654. .830, 673. .831, 1129. .1254, 



1140. .1247, 2147. .2407, 2149. .2391 



12603 



Seq. No. 12154 

Gene No. 25690 

Start 5497 

Name OJ990920_03 . 9B24 . C29 . ol . ts 

Start 171 

GI none 

•Exons 171.. 287, 294.. 590, 295.. 585, 



Seq. ID OJ990920_03.9B24.C29 
Strand 

End 6051 

Method TBLASTX : Soybean 

End 831 

Score 174 

594. .647, 657. .830, 691. .831 



Seq. No. 12154 Seq. ID 

Gene No. " 25690 Strand 

Start 5497 End 

Name OJ990920_03 . 9B24 . C29 . o3 . tm Method 

Start 285 End 

GI none Score 

Exons 285.-446, 286. .414, 288. .443 



OJ990920_03.9B24.C29 
6051 

TBLASTX: Maize 

446 

98 



Seq. No. 12154 

Gene No. 25690 

Start 5497 

Name OJ990920JD3 . 9B24 . C2 9 . ol . tm 

Start 447 

GI none 

Exons 447. .830, 447. .830, 448. .831, 
2125. .2220, 2147. .2230, 2149. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990920 03.9B24.C29 



6051 

TBLASTX: Maize 
2230 
391 

1129. .1251, 1140. .1247, 
2229 



Hi 



Seq. No. 12154 Seq. ID 

Gene No. 25690 Strand 

Start 5497 End 

Name OJ990920_03 . 9B24 . C29 . o2 . ts Method 

Start 2158 End 

GI none Score 

Exons 2158.. 2391, 2159.. 2398 



OJ990920_03.9B24.C29 
6051 

TBLASTX: Soybean 

2398 

167 



; ; =1 Seq. No. 12154 Seq. ID 

U Gene No. 25690 Strand 

\\ Start 54 97 End 

U: Name OJ990920_03 . 9B24 . C29 . o2 . gs Method 

Start 5497 End 

'!!| GI none Score 

Exons 54 97.. 6051 



OJ990920_03.9B24.C29 

6051 
GENSCAN 
6051 
.58 



Seq. No. 12155 Seq. ID 

Gene No. 25691 Strand 

Start 4 4 End 

Name OJ990920_03 . 9B24 . C30 . ol . gs Method 

Start 4 4 End 

GI none Score 

Exons 44.. 131, 190.. 194 



OJ990920_03.9B24.C30 
+ 

194 

GENSCAN 

194 

.82 



Seq. No. 12156 Seq. ID 

Gene No. 25692 Strand 

Start 4 9 * End 

Name OJ990920_03 . 9B24 . C31 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 170, 240.. 1126 



OJ990920_03.9B24.C31 

1126 
GENSCAN 
1126 
.43 



12604 






Seq. No. 


12156 Seq. ID 


OJ990920_03.9B24.C31 




Gene No. 


25692 Strand 






Start 


4 9 " End 


1126 




Name 




1 Dlj.tt.0 1 A • wneaL 




o tar u 


j ?*i ijncj. 


1UOO 




CjX 


none ocore 


1 09 




T7 1 /~\ t"\ 


SCM 7d^ fidfi 771 646 76^ fidft P19 
*7 p QQQ Q/1Q 1 m Q CMQ 1 009 1 004 


Tpc Q&A 7P^ Q4"3 
XUo / , XUU0..IU0O 




oeq . no . 


i^i j / oeq. xu 


H TQQHQ9H 0*3 QdO a poo 




Gene No. 


25693 Strand 


+ — 




Start 


1 End 


2615 




Name 


OJ990920 03.9B24.C32.o2.np Method 


AAT/NAP 




O LdX L 


1 End 


2615 






4493973 Score 


61 




L 1 V 


1..23, 1765. .1946, 2590. .2615 






kjX UcoCIip . 


(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w), 
Hypothetical protein, len: 489 aa [Plasmodium falciparum] 




o e q . in o . 


12157 Seq. ID 


OJ990920_03 . 9B24 . C32 




Gene No. 


25694 Strand 


+ 




Start 


3805 End 


6518 




Name 


OJ990920 03.9B24.C32.o3.np Method 


AAT/NAP 


u 




3805 End 


6518 


: ?\ 


C T 


6721547 Score 


542 


"i sf 


Exons 


3805. .4058, 4909. .6009, 6115. .6518 




ff f 
i ; J 


GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 


r 3 j 


beq . jno . 


12157 Seq. ID 


OJ990920_03 . 9B24 . C32 




Gene No. 


25695 Strand 






Start 


1 End 


1035 


_ 5 


Name 


OJ990920 03.9B24.C32.ol.np Method 


AAT/NAP 


i"l 1 




1 End 


678 






2792214 Score 


145 


! K 3? 


Exons 


1..360, 532. .678 




1. S 




(AF032685) NBS-LRR type resistance protein [Hordeum vulgare] 


LJj 
s: 


Seq. . No. 


12157 Seq. ID 


OJ990920_03.9B24.C32 


is: 


Gene No. 


25695 Strand 






o Lai t_ 


1 End 


1035 


sof 


Name 


OJ990920 03.9B24.C32.ol.gs Method 


GENSCAN 






167 End 


1035 




oX 


none Score 


.84 




Exons 


167. .289, 419. .1035 






Seq. No. 


12157 Seq. ID 


OJ990920_03 . 9B24 . C32 




Gene No. 


25696 Strand 






Start 


8525 End 


11963 




Name 


OJ990920 03.9B24.C32.ol.tc Method 


TBLASTX: Cress 






613 End 


5490 




bl 


none Score 


61 




Exons 


613.. 702, 5005.. 5070, 5140.. 5298, 5173 
5329. .5478 


..5298, 5317. .5490, 




Seq. No. 


12157 Seq. ID 


OJ990920_03.9B24.C32 




Gene No. 


25696 Strand 






Start 


8525 End 


11963 



12605 




Name 








Method 


TBLASTX: Maize 




^9 4 £ ~~ 






End 


3629 


CZT 


none 






Score 


124 


Exons 




^9 




..3409, 3363.. 3629, 3485.. 3622 


o e q . in o . 


± z j. 0 / 






Seq. ID 


OJ990920_03.9B24.C32 


Gene No. 


25696 






Strand 




Start 


8525 






End 


11963 


Name 


OJ990920 03. 


9B24. 


C32.ol.ts 


Method 


TBLASTX: Soybean 




4792 






End 


11739 


PT 


none 






Score 


74 


Exons 


4792. .4884, 


5005. 


.5064, 5158 


..5304, 5305. .5478, 5710. .5901, 




1057 6. .10758, 11443. .11550, 


11551. .11739 


Seq. No. 


12157 






Seq. ID 


OJ990920_03.9B24.C32 


Gene No. 


25696 






Strand 






8525 






End 


11963 


Name 


OJ990920 03. 


9B24 . 


C32.ol.tw 


Method 


TBLASTX: Wheat 


OLdl L 


5263 






End 


5724 


pt 


none 






Score 


203 


Exons 


5263. .5487, 


5272. 


.5493, 5523 


..5546, 5524. .5724, 5652. .5699 


Qorr Ma 

oeq. ln u . 


12157 






Seq. ID 


OJ990920_03.9B24.C32 


Gene No. 


25696 






Strand 




Start 


8525 






End 


11963 


Name 


OJ990920 03. 


9B24. 


C32.ol.tm 


Method 


TBLASTX: Maize 




5368 






End 


11040 


P T 


none 






Score 


94 


Exons 


5368. .5502, 


5370. 


.5501, 5374 


..5694, 5430. .5699, 5701. .5829, 




5721. .5798, 


10729 


.10851, 10843. .11040 




Cart M ^ 

o e q . ln o . 


12157 






Seq. ID 


OJ990920_03 . 9B24 . C32 


Gene No. 


25696 






Strand 




Start 


8525 






End 


11963 


Name 


OJ990920 03. 


9B24. 


C32.o2.tw 


Method 


TBLASTX: Wheat 




5740 






End 


10959 


pt 


none 






Score 


97 




5740. .5880, . 


10649 


..10828, 10651.. 10824 


, 10651. .10854, 




10662. .10829, 108 13 .. 10959, 


10829.. 10954 


Seq. No. 


12157 






Seq. ID 


OJ990920_03.9B24.C32 


Gene No. 


25696 






Strand 






8525 






End 


11963 


LN allltr 


OJ990920 03. 


9B24. 


C32.o3.gs 


Method 


GENSCAN 


uLal L 


8525 






End 


11963. 


p t 


none 






Score 


.95 


Hi ^ VJ 1 1 0 


8525. .8655, 


9726. 


.11770, 11902. .11963 




Seq. No. 


12157 






Seq. ID 


OJ990920_03 . 9B24 . C32 


Gene No. 


25696 






Strand 




Start 


8525 






End 


11963 


Name 


OJ990920 03. 


9B24. 


C32.o3.tm 


Method 


TBLASTX: Maize 


Start 


9883 






End 


10144 


GI 


none 






Score 


123 


Exons 


9883. .10140, 


9883 


..10143, 9980. .10144 




Seq. No. 


12158 






Seq. ID 


OJ990920_03.9B24.C33 



12606 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25697 Strand + 

37 End 11943 

OJ990 920_03 . 9B2 4 . C33 . o2 . np Method AAT/NAP 

37 End 11943 

4680207 Score 583 

37. .147, 1663. .1808, 6125. .6685, 6715. .7012, 1104 1 .. 1134 1 , 
11679. .11943 

(AF114171) disease resistance protein RPM1 homolog [Sorghum - 
bicolor] 



Seq. No. 12158 

Gene No. 25697 

Start 37 

Name OJ990920_03 . 9B24 . C33 . o2 . gs 

Start 4000 

GI none 
Exons 



Seq. ID OJ990920_03.9B24.C33 

Strand + 

End 11943 

Method GENS CAN 

End 11355 

Score . 67 



4000. .4327, 4605. .4707, 4729. .4744, 6102. .6872, 6883. .7049, 
8762.. 8870, 9271.. 9449, 10959.. 11355 



Seq. No. 12158 

Gene No. 25697 

Start 37 

Name OJ990920J33 . 9B24 . C33 . ol . gp 

Start 9826 

GI uC-osflM2020117c09al 

Exons 9826.. 10073 

GI Descrip. 1 6063530/dbj | AP000615 . 1 | AP000615 6.0e-65 Oryza sativa genomic 
DNA, chromosome 3, clone : P004 3E01 1 



Seq. ID OJ990920_03.9B24.C33 

Strand + 

End 11943 

Method AAT/GAP 

End 10073 

Score 326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12158 
25698 
1 

OJ990920_03. 9B24 .C33.ol.np 
1 

4234852 
1..1732, 1769. .1912 

(AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 2432 

Method AAT/NAP 

End 1912 

Score 1596 



12158 
25698 
1 

OJ990920_03 . 9B24 . C33 . ol . tw 
1 

none 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 2432 

Method TBLASTX : Wheat 

End 388 

Score 53 



1..111, 2. .64, 151. .228, 152. .214, 225. .344, 314. .388 



12158 
25698 
1 

OJ990920_03. 9B24 .C33.ol.gs 

211 

none 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 2432 

Method GENSCAN 

End 2432 

Score .45 



211. .292, 581. .988, 1063. .1368, 1756. .1860, 2237. .2432 



12158 
25698 
1 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 2432 



12607 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990920JD3 . 9B24 . C33 . ol . ts Method 
222 End 
none Score 



TBLASTX: Soybean 

558 

59 



222. .302, 330. .413, 344. .403, 399. .557, 400. .558 



12158 
25698 
1 

OJ990920_03 . 9B24 . C33 . o2 . tw 

663 

none 

663. .1010 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 2432 

Method TBLASTX : Wheat 

End 1010 

Score 193 



Seq. No. 12158 Seq. ID 

Gene No. 25698 Strand 

Start 1 End 

Name OJ990920_03 . 9B24 . C33 . ol . tm Method 

Start 804 End 

GI none Score 
Exons 



OJ990920_03.9B24.C33 
2432 

TBLASTX: Maize 

1819 

67 



804. .869, 810. .869, 859. .951, 873. .965, 879. .959, 1064. .1156, 
1074. .1154, 1244. .1270, 1255. .1383, 1271. .1819, 1278. .1817 



Seq. No. 12158 

Gene No. 25699 

Start 6216 

Name OJ990920_03 . 9B24 . C33 . o2 . tm 

Start 6216 

GI none 

Exons 6216.. 6311, 6233.. 6331, 6373. 
6688. .6726 



Seq. ID OJ990920_03.9B24.C33 
Strand 

End 6726 

Method TBLASTX :Maize 

End 6726 

Score 97 

.6693, 6507. .6608, 6683. .6721, 



OJ990920 03.9B24.C33 



Seq. No. 12158 Seq. ID 

Gene No. 25700 Strand 

Start 10999 End 

Name OJ990920_03 . 9B24 . C33 . o2 . ts Method 

Start 10999 End 

GI none Score 

Exons 10999. .11181, 11179 .. 1134 3, 11220 .. 11276, 11702 . .11842, 
11858. .11920 



11920 

TBLASTX : Soybean 

11920 

101 



Seq. No. 12159 Seq. ID 

Gene No. 25701 Strand 

Start 2095 End 

Name OJ990920_03 . 9B24 . C34 . ol . np Method 

Start 2095 End 

GI 6815062. Score 

Exons 2095.. 3281 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 .genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990920_03.9B24.C34 
+ 

3281 
AAT/NAP 
3281 
1096 



Seq. No. 12159 Seq. ID 

Gene No. 25701 Strand 

Start 2095 End 

Name OJ990920_03 . 9B24 . C34 . ol . tm Method 

Start 2136 End 

GI none Score 



OJ990920_03.9B24.C34 
+ 

3281 

TBLASTX :Maize 

2703 

35 



12608 




EjAUIIo 


9136 Ol QQ 91^7 99ft£ 9^13 


.2660, 2313. .2681, 


2314 . .2703 


Seq. No. 


12159 


Seq. ID 


OJ990920 


_03.9B24 


.C34 


Gene No. 


25701 


Strand 


+ 






O Ual U 


90QS 
z. u ^ ^ 


End 


3281 






Name 


Pj,7QQ0Q90 03 QR94 P34 n9 t-m 


Method 


TBLASTX: 


Maize 




Otdll 


9ft 30 "~ 


End 


3108 






P T 
lax 


none 


Score 


186 








2830 3108 9886 3011 










Seq. No. 


12160 


Seq. ID 


OJ990920 


_03. 9B24 


.C35 


Gene No. 


25702 


Strand 


+ 






OLai L 


394 


End 


573 






Name 


OJQQ0Q90 03 QR94 P3S n1 rr=; 


Method 


GENSCAN 






OLai L 


394 _ 


End 


573 






\J X 




Score 


.54 






DAUlla 


394 413 SOS S73 










JC^i In {J . 




Seq. ID 


OJ990920 


_03.9B24 


,C35 


OCilC IM\J • 


25703 


Strand 


X 






Start 


3830 


End 


3941 






Name 


OJ990920 03.9B24.C35.o2.gp 


Method 


AAT/GAP 






Of ar f 
O L. cl X U 


3830 


End 


3941 






OX 


uC-osflcyp088bl2bl 


Score 


1.4 6 








3830. .3941 










ui uescrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








o e q . in o . 


12160 


Seq. ID 


OJ990920 


_03.9B24 


.C35 


Gene No. 


25704 


Strand 








Start 


968 


End 


3825 






Name 


OJ990920 03.9B24.C35.ol.np 


Method 


AAT/NAP 






o Lai L 


968 


End 


3804 






pt 

ox 


6815109 


Score 


487 






U 1 von q 


968. .1692, 1825. .2417, 3715.. 


3804 








OX ucoulip^ 


(AP001081) hypothetical protein [Oryza 


sativa] 








12160 


Seq. ID 


OJ990920 


_03.9B24 


.C35 


Gene No. 


25704 


Strand 








Start 


968 


End 


3825 






Name 


OJ990920 03.9B24.C35.o2.np 


Method 


AAT/NAP 






O LQl L 


3111 


End 


3235 






OX 


4680183 


Score 


137 






P von q 


3111. .3235 












(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


12160 


Seq. ID 


OJ990920 


_03.9B24 


.C35 


Gene No . 


25704 


Strand 








OLal L 


968 


End 


3825 






Name 


OJ990920 03. 9B24 .C35.o3.gs 


Method 


GENSCAN 








3201 


End 


3825 






GI 


none 


Score 


.54 






Exons 


3201. .3332, 3547. .3594, 3715. 


.3825 








Seq. No. 


12161 


Seq. ID 


OJ990920_ 


_03.9B24 


.C36 


Gene No . 


25705 


Strand 








Start 


1 


End 


1212 







12609 



Name OJ990920_03 . 9B24 . C36 . ol . np Method AAT/NAP 

Start 1 End 1212 

GI 6815062 Score 155 

Exons 1..71, 147. .245, 315. .365, 472. .651, 1144. .1212 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 

sativa] 



beq. IN o . 




Seq. ID 


OJ990920JD3 


.9B24.C36 


P T\ o Ma 
VJtrilC LNU • 


25705 


■Strand 


+ 




Start 


1 


End 


1212 




Name 


OJ990920 03. 9B24 .C36.ol.gs 


Method 


GENSCAN 




o Lai L 


147 


End 


688 




PT 

\J± 


none 


Score 


.65 




TP v j~\ r\ o 


147. .245, 315. .688 








beq . ino . 


12162 


Seq. ID 


OJ990920_08 


. 9B23.C1 


taene ino . 


25706 


Strand 


+ 






1043 


End 


6352 




Name 


OJ990920 08.9B23.Cl.ol.np 


Method 


AAT/NAP 




Start 


1043 


End 


6352 




PT 

V3 J. 


81286 


Score 


82 




Exons 


1043. .1098, 3175. .3410, 4539. 


.4709, 5607.. 5780, 6310.. 6352 


GI Descrip. 


extensin - Volvox carteri (fragment) gi I 21992 | emb | 


PAA4 fi?R ^ 1 




(X65165) extensin [Volvox carteri] 






oeq . no . 


12163 


Seq. ID 


OJ990920_08 




Gene No. 


25707 


Strand 






Start 


1 


End 


698 




Name 


OJ990920 08.9B23.C3.ol.np 


Method 


AAT/NAP 




c+- —j y-f- 


1 


End 


698 




PT 


5091513 


Score 


1016 




Exons 


1. .698 








P T Ho c y ~i t"\ 


(AB023482) Hypothetical protein [Oryza 


sativa] 






12163 


Seq. ID 


OJ990920_08 


. 9B23.C3 


Gene No. 


25707 


Strand 






Start 


1 


. End 


698 




KTa tti o 


OJ990920 08.9B23.C3.ol.gs 


Method 


GENSCAN 






57 


End 


644 ' 




PT 


none 


Score 


.81 




F von c 


57. . 644 








Seq. No. 


12164 


Seq. ID 


OJ990920_08 


. 9B23.C4 


Gene No. 


25708 


Strand 


+ 




Start 


7576 


End 


13809 




Name 


OJ990920 08.9B23.C4.o4.gs 


Method 


GENSCAN 




Start 


7576 


End 


13075 




GI 


none 


Score 


.84 - 




Exons 


7576. .7659, 8325. .8494, 9278. 


.9526, 10119. .10495, 


10588. .10637, 




12905. .13075 








Seq. No. 


12164 


Seq. ID 


OJ990920JD8 


. 9B23.C4 


Gene No. 


25708 


Strand 


+ 




Start 


7576 


End 


13809 




Name 


OJ990920 08 . 9B23.C4 .o3.np 


Method 


AAT/NAP 




Start 


8396 


End 


10114 





12610 





6721512 


Score 


19 








8396.. 8498, 10065.. 10114 












(AP001072) hypothetical protein [Oryza 


Oaf I TT3 1 








12164 


Seq. ID 


OJ990920_ 


\j O ■ JUL o 




Gene No. 


25708 


Strand 


+ 






Start 


7576 


End 


13809 






Name 


OJ990920 08.9B23.C4.o4.np 


Method 


AAT/NAP 






<Zf art 


10319 


End 


13809 






O J. 


5257262 


Score 


178 








10319. .10637, 12019. .12275, 


12908. .13178, 13727. 






OX UCO^i — L^J . 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq . No . 


12164 


Seq. ID 


OJ990920_ 






Gene No . 


25709 


Strand 


+ 






Start 


14853 


End 


15101 






Name 


OJ990920 08.9B23.C4.o2.gp 


Method 


AAT/GAP 






Start 


14853 


End 


15101 






GI 


3761181 


Score 


401 








14853.. 15101 










(^JT ripQrri n 

\j x l/couj — tr * 


4521193/dbj | AB0134 50 . 1 | AB0134 50 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








OdlJ . LMVJ . 


12164 ' - 


Seq. ID 


OJ990920_ 


08.9B23. 


C4 


Gene No. 


25710 


Strand 


+ 






Start 


15408 


End 


17982 






TvJ -a m o 


OJ990920 08.9B23.C4.o5.gs 


Method 


GENSCAN: 






Of a v-f- 


15408 


End 


17982 






O -L 


none 


Score 


.47 








154 08. .15614, 16021. .16337, 


17147. .17524, 17551. 


. 17605, 






17620. . 17982 










Qprf Mo 


12164 


Seq. ID 


OJ990920_ 


08.9B23. 


C4 




25711 


Strand 


+ 






Start 


19627 


End 


28480 






Name 


OJ990920 08.9B23.C4.o6.gs 


Method 


GENSCAN 






Start 


19627 


End 


28480 






GI 


none 


Score 


.6 






LlAU llij 


19627. .19686, 2 1228 .. 21324 , 


21952. .22072, 22331. 


.23153, 






23216. .23455, 24759 24 926, 


25488. .26221, 26286. 


.26394, 






27018. .27141, 27286. .27339, 


28320. .28480 






Sea No 


12164 


Seq. ID 


OJ990920 


08.9B23. 


C4 


Gene No. 


25711 


Strand 


+ 






Start 


19627 


End 


28480 






Name 


OJ990920 08.9B23.C4.o5.np 


Method 


AAT/NAP 






Start 


24756 


End 


27998 






GI 


3645899 


Score 


2372 








24756. .26266, 26303.. 27998 












(U68408) 5' end not determined experimentally [Zea mays] 




Seq. No. 


12164 


Seq. ID 


OJ990920_ 


08.9B23. 


C4 


Gene No. 


25712 


Strand 








Start 


1 


End 


8358 






Name 


OJ990920 08.9B23.C4 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3840 






GI 


5091513 


Score 


1923 







12611 






Exons 


1..24, 270. .398, 507. .586, 1513. .2282, 


Zyoo . . jo4U 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa ] 








Seq. No. 


12164 


Seq. ID 


OJ990920_08. 


9B23 


.C4 




Gene No. 


25712 


Strand 










Start 


1 


End 


O J JO ^ - 








Name 


OJ990920 08.9B23.C4.ol.gs 


Method 










Start 


888 


End 


ZUo 1 








GI 


none 


Score 


. bo 








Exons 


888. .1216, 1370. .1617, 1840.. 


2081 










Seq. No. 


12164 


Seq. ID 


OJ990920_08. 




C A 




Gene No . 


25712 


Strand 










Start 


1 


End 


8358 








Name 


OJ990920 08. 9B23.C4 .o2.np 


Method 


AAT/NAP 








btart 


2365 


End 


8358 








GI 


4680207 


Score 


309 








Exons 


2365. .2463, 5483. .6235, 7914. 


.7970, 8228.. 8358 








GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog 


[Sorghur 






bicolor] 












Seq. No. 


12164 


Seq. ID 


OJ990920_08 


9B23 


.C4 




Gene No. 


25712 


Strand 










Start 


1 


End 


8358 








Name 


OJ990920 08. 9B23.C4 . o2 . gs 


Method 


GENSCAN 








Start 


3098 


End 


3859 








GI 


none 


Score 


.85 








Exons 


3098 . . 3859 












Seq. No. 


12164 


Seq. ID 


OJ990920_08 


9B23 


.C4 




Gene No. 


25712 


Strand 










Start 


1 


End 


8358 






M * 


Name 


OJ990920 08.9B23.C4.o3.gs 


Method 


GENSCAN 








Start 


4773 


End 


6516 






'.J 


GI 


none 


Score 


.51 






Hi 


Exons 


4773,. 4936, 5030. .5090, 5483. 


.6230, 6308.. 6516 






: =: 


Seq. No. 


12164 


Seq. ID 


OJ990920JD8 


9B23 


.'C4 


*i=f 


Gene No . 


25712 


Strand 








"1 


Start 


1 


End 


8358 








Name 


OJ990920 08.9B23.C4.ol.gp 


Method 


AAT/GAP 








Start 


5121 


End 


5367 








GI 


3761181 


Score 


440 








Exons 


5121. .5367 












GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB0134 50 1.0e-99 Oryza sativa DNA, 






similar sequence to Pib gene 












Seq. No. 


12164 


Seq. ID 


OJ990920_08 


9B23 


.C4 




Gene No. 


25713 


Strand 










Start 


16383 


End 


16651 








Name 


OJ990920 08.9B23.C4.o3.gp 


Method 


AAT/GAP 








Start 


16383 


End 


16651 








GI 


uC-osflcyp053f07al 


Score 


337 








Exons 


16383. . 16651 











GI Descrip. 1 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



12612 



Seq. No. 12164 Seq. ID 

Gene No. 25714 Strand 

Start 20354 End 

Name OJ990920_08 . 9B23 . C4 . o4 . tm Method 

Start 5642 End 

GI none Score 

Exons ' 5642.. 5887, 5912.. 6094 



OJ990920_08.9B23.C4 
20459 

TBLASTX: Maize 

6094 

138 



Seq. No. 12164 

Gene No. 25714 

Start 20354 

Name OJ990920_08 . 9B23 . C4 . o4 . gp 

Start 20354 

GI 5816518 

Exons 20354.. 20459 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3 
similar sequence to Pib gene 



Seq. ID- 
Strand 
End 

Method 
End 
Score 



OJ990920_08.9B23.C4 

20459 
AAT/GAP 
20459 
159 



0e-40 Oryza sativa DNA, 



Seq. No. 12164 

Gene No. 25715 

Start 25185 

Name OJ990920_08 . 9B23 . C4 . o2 . tw 

Start 25185 

B n GI none 
a « Exons 



Seq. ID OJ990920JD8 . 9B23.C4 
Strand 
End 

Method 
End 
Score 



26042 

TBLASTX: Wheat 

25739 

99 



25185. .25391, 254 55 .. 25739, 25565. .25738 



OJ990920 08.9B23.C4 



Seq. No. 12164 Seq. ID 

Gene No. 25715 Strand 

Start 25185 End 

Name OJ990920_08 . 9B23 . C4 . o2 . tm Method 

Start 25407 End 

GI none Score 

Exons 25407. .25472, 254 12 .. 254 74 , 25473 25895, 25559 .. 258 94 , 
25890. .26042 



26042 

TBLASTX: Maize 

26042 

66 



Seq. No. 12164 

Gene No. 25715 

Start 25185 

Name OJ990920_08 . 9B23 . C4 , 

Start 25581 

GI none 

Exons 25581. .25892, 25598. 



Seq. ID OJ990920_08. 9B23.C4 
Strand 

End 26042 

o3.ts Method TBLASTX : Soybean 

End 26042 

Score 243 
.25885, 25914.. 26042 



Seq. No. 12164 

Gene No. 25715 

Start 25185 

Name OJ990920_08 . 9B23 . C4 . 

Start 25598 

GI none 

Exons 25598.-25684, 25599, 



Seq. ID OJ990920_08.9B23.C4 
Strand 

End 26042 

ol.tc Method TBLASTX : Cress 

End 26041 

Score 172 v 
.25889, 25904. .26041, 25905.. 26036 



Seq. No. 12164 

Gene No. 25716 

Start 26421 

Name OJ990920_08 . 9B23 . C4 , 

Start 26421 

GI 5509260 



ol. ts 



Seq. ID OJ990920_08.9B23.C4 
Strand 

End 27068 

Method TBLASTX : Soybean 

End 26971 

Score 650 



12613 








26421 26660 26430 


26966, 


26447 . .26971 






VJJ X ~ O J — L £j • 
















12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25716 




Strand 








Start 


26421 




End 


27068 






Name 


OJ990920 08 9B23 C4 


. ol . tw 


Method . • 


TBLASTX: Wheat 






O L a. -L L. 


26487 _ 




End 


26963 






VJJ J. 


none 




Score 


76 






Pvnnc 

Hi Avjl lO 


26487 26576 26487 


. .26570, 


26556. .26957, 26616 .. 26744 , 








26618 26755, 26777 


. .26947, 


26784. .26963, 26785.. 26958 






Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25716 




Strand 








Start 


26421 




End 


27068 






Name 


OJ990920 08 . 9B23.C4 


. o2 . tc 


Method 


TBLASTX: Cress 






Start 


26591 ~~ 




End 


26852 






GI 


none 




Score 


230 






Pvnnc 

i-lAVJl 1 i_/ 


26591 26851, 26592 


. .26852 










Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25716 




Strand 








Start 


26421 




End 


27068 




.531, 


Name 


;OJ990920 08 9B23 C4 


• o3 . tm 


Method 


TBLASTX : Maize 






OLQL I • 


26633 _ 




End 


27068 








iiui ic 




Score 


488 




m 




26633 27007 26634 


27068 


26661. .27059 






Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25717 




Strand 








O Lai. L 


27140 




End 


28010 






Name 


OJ990920 08 9B23 C4 


. o5 . tm 


Method 


TBLASTX: Maize 




■; e is 

i h* 


Start 


27140 _ 




End 


27323 






GI 


none 




Score 


189 




hi? 




27140 27277 27141 


. .27323, 


27153. .27323 






Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25717 




Strand 






•,:» 


Start 


27140 




"End 


.28010 






Name 


OJ990920 08 9B23 C4 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


27147 _ 




End 


27578 






GI 


none 




Score 


105 






Exons 


27147 . . 27296, 27321 


.27578 










Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23 


C4 




Gene No. 


25717 




Strand 








Start 


27140 




End 


28010 






Name 


OJ990920 08 9B23 C4 


o 1 * tm 


Method 


TBLASTX: Maize 






Start 


27324 ~~ 




-End 


27980 






GI 


none 




Score 


709 








97^94 97Q80 97^?9 


97 fl "3 Pi 

. £. f O JO ; 


27564 . .27965 






Seq. No. 


12164 




Seq. ID 


OJ990920_08.9B23. 


C4 




Gene No. 


25717 




Strand 








Start 


27140 




End 


28010 






Name 


OJ990920 08.9B23.C4 


o2. ts 


Method 


TBLASTX: Soybean 






Start 


27342 




End 


28010 





12614 




CI T 


none 


Score 


263 






Li AUllO 


27^4? 277^1 ?7S^^ 276RR 


27750. .28010, 27764 


97 R 




Seq. No. 


12164 


Seq. ID 


OJ990920 


_08.9B23 


.04 


Gene No. 


25717 


Strand 








Start 


2714 0 


End 


28010 






LNCtlUC 


O.T990920 OR 9R23 P4 r>3 t*r 


Method 


TBLASTX: 


^ T~ O Q Q 

\^x c o o 




o Lai L 


27 615 ~~ 


End 


27980 










Score 


89 






Hi AU1 ID 


27615 27746 27735 27980 










Seq. No. 


12164 


Seq. ID 


OJ990920 


_08.9B23 


.C4 


Gene No. 


25717 


Strand 








O Lai 1, 


27140 


End 


28010 






ln emit; 


0,1990920 08 9R23 P4 o4 t*w 


Method 


TBLASTX: 






O L.CIX L. 


27615 _ 


End 


27935 






(IT 
\j x 


none 


Score 


96 






ill AUi is 


27615 27740 27744 27935 


27759. .27935 






Qpn No 


12165 


Seq. ID 


OJ990920 


08 9B23 




Gene No. 


25718 


Strand 


+ 






Start 


1 


End 


584 






M^i 771 

in cuuc; 


OJ990920 08.9B23.C5.ol.np 


■ Method 


AAT/NAP 






jlai l 


1 


End 


245 






rir 
ox 


6539588 


-Score 


190 






P 1 V ATI O 


1..245 










Cl T n&cr , y"i n 
\3 x ucoLi • 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12165 


Seq. ID 


OJ990920 


_08. 9B23 


.C5 


Gene No. 


25718 


Strand 


+ 








1 


End • 


584 






Name 


OJ990920 08.9B23.C5.ol.gs 


Method 


GENSCAN 






O Ldl L 


71 


End 


584 






GI 


none 


Score 


.67 






F 1 von q 


71. .258, 424. .584 










Q C, pr M 0 
O \Z W • LM ^ . 


12166 


Seq. ID 


OJ990920 


OR 9R9^ 


. \^ \j 


Gene No. 


25719 


Strand 


'+ 






Start 


2764 


' End 


4430 






Name 


OJ990920 08.9B23.C6.ol.np 


Method 


AAT/NAP 






Start 


2764 


End 


4430 






\J X 


6907086 


Score 


1116 






P. von ^ 


2764. .3545, 3606. .3851, 4082 


. .4430 








ox jLI i 


(AP001129) hypothetical protein [Oryza 


sativa] 






Cppr KJo 


12166 


Seq. ID 


OJ990920 


OR QR9^ 




Gene No. 


25720 


Strand 


+ 






Start 


4899 


End 


6575 






Name 


OJ990920 08.9B23.C6.o2.np 


Method 


AAT/NAP 






O L. dX L. 


4899 


End 


6575 






X 


6539588 


Score 


186 






Exons 


4899. .5198, 6547. .6575 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12167 


Seq. ID 


OJ990920_ 


_08. 9B23 


.C8 


Gene No. 


25721 


Strand 


+ 






Start 


2232 


End 


2391 







12615 



Name OJ990920_08 . 9B23 . C8 . ol . gp Method AAT/GAP 

Start 2232 End 2391 

GI 20688JL.R1084 Score 252 

Exons 2232. .2391 

GI Descrip. 1 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990920 08.9B23.C8 



.12167 
25722 
9616 

OJ990920_08 . 9B23 . C8 . o3 . np 
9616 
4416302 
9616. .10009 

(AF105716) copia-type pol polyprotein [Zea mays] 



Strand 
End 

Method 

End 

Score 



+ 

10009 
AAT/NAP 
10009 
134 



12167 Seq. ID 

25723 Strand 

1 End 

OJ990920_08 . 9B23 . C8 . ol . np Method 

1 End 

4680207 Score 



OJ990920J)8. 9B23.C8 

9732 
AAT/NAP 
3956 
382 



1..48, 944. .1766, 3743. .3805, 3919. .3956 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 12167 Seq. ID 

Gene No. 25723 Strand 

Start 1 End 

Name OJ990920_08 . 9B23 . C8 . ol . gs Method 

Start 600 End 

GI none Score 

Exons 600.. 679, 1209.. 1764 



OJ990920_08.9B23.C8 

9732 
GENS CAN 
1764 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12167 Seq. ID OJ990920_08 . 9B23 . C8 

25723 Strand 

1 . End 9732 

OJ990920_08 .,9B23 . C8 . o2 . np Method AAT/NAP 

2674 End 6870 

5295971 Score 3507 

2674. .5933, 5961. .6870 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 12167 

Gene No. 25723 

Start 1 

Name OJ990920_08 . 9B23 . C8 . o2 . ts 

Start 2699 

GI none 

Exons 2699.. 3178, 2756. .3016, 2979. 

Seq. No. 12167 

Gene No. 25723 

Start 1 

Name OJ990920 08 . 9B23 . C8 . ol . tc 



Seq. ID OJ990920_08. 9B23.C8 
Strand 

End 9732 

Method TBLASTX : Soybean 

End 334 9 

Score 81 
.3176, 3179. .3349 



Seq. ID 

Strand 

End 

Method 



OJ990920_08.9B23.C8 
9732 

TBLASTX: Cress 



12616 



• 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2705 
none 

2705. .2959, 
3083. .3379, 

12167 
25723 
1 

OJ990920_08. 

2711 

none 

2711. .2956 

12167 
25723 
1 

OJ990920JD8. 

2744 

none 

2744. .2917, 

12167 
25723 
1 

OJ990920_08. 

2861 

none 

2861. .4832, 

12167 
25723 
1 

OJ990920_08. 

2957 

none 

2957. .3409, 

12167 
25723 
1 

OJ990920_08. 

3197 

none 

3197. .3370, 

12167 
25723 
1 

OJ990920_08. 

3485 

none 

3485. .3877, 

12167 
25723 
1 

OJ990920 08. 



2748. .2906, 2957. 
3255. .3380 



9B23.C8.o6.tm 



End 3380 
Score 42 

.3073, 2979.. 3065, 3078.. 3149, 



Seq. ID OJ990920_08.9B23.C8 
Strand 

End 9732 

Method TBLASTX : Maize 

End 2956 

Score 238 



9B23.C8.o3.tw 
2954. .3157, 2982. 

9B23.C8.o2.gs 
4925.. 6920, 7203. 

9B23.C8.ol.tm 
2985.. 3404, 3227. 

9B23.C8.o5.tw 
3389. .3517 

9B23.C8.o5. tm 
3750. .3875 

9B23.C8.ol. tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3053 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.7332 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3406 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990920_08.9B23.C8 
9732 

TBLASTX: Wheat 

3157 

67 



OJ990920_08. 9B23.C8 

9732 
GENSCAN 
7332 
.82 



OJ990920_08. 9B23.C8 
9732 

TBLASTX: Maize 

3409 

261 



OJ990920_08.9B23.C8 
9732 

TBLASTX: Wheat 

3517 

66 



OJ990920_08. 9B23.C8 
9732 

TBLASTX: Maize 

3877 

87 



OJ990920_08. 9B23.C8 
9732 

TBLASTX: Wheat 



12617 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq... No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 




3518 
none 

3518. .3721, 3710. .4057, 3831. 

12167 
25723 
1 

OJ990920_08. 9B23 . C8 . ol . ts 

3725 

5509260 

3725.. 4192, 3750.. 4130 




End 4058 

Score 65 
.3902, 3927.. 4058 

Seq. ID OJ990920_08.9B23.C8 
Strand 

End 9732 

Method TBLASTX : Soybean 

End 4192 

Score 222 



12167 
25723 
1 

OJ990920_08. 9B23.C8.o3. tc 

3839 

none 

3839. .4114, 3966. .4100 



Seq. ID OJ990920_08 . 9B23.C8 
Strand 

End 9732 

Method TBLASTX : Cress 

End 4114 

Score 87 



12167 
25723 

1 - , 
OJ990920_08. 9B23.C8 ,o3'.tm 
3878 
none 

3878. .4189, 3879. .4199 

12167 
25723 
1 

OJ990920JD8. 9B23 . C8 . o3 . ts 

4556 

none 

4556. .5041, 4562. .4876, 4746. 

12167 
25723 
1 

OJ990920_08 . 9B23 . C8 . o2 . tc 

4580 

none 

4580. .5023 



Seq. ID OJ990920_08.9B23.C8 
Strand 

End 9732 

Method TBLASTX : Mai ze 

End 4199 

Score 252 



Seq. ID OJ990920_08.9B23.C8 
Strand 

End 9732 

Method TBLASTX : Soybean 

End 5041 

Score 70 
.5012 

Seq. ID OJ990920_08.9B23.C8 
Strand 

End 9732 

Method TBLASTX: Cress 

End 5023 

Score 261 



12167 
25723 
1 

OJ990920_08 . 9B23 . C8 . o2 . tm 

4643 

none 

4643. .4714, 4727. .5047, 4737, 



Seq. ID OJ990920_08. 9B23.C8 
Strand 

End 9732 

Method TBLASTX : Mai ze 

End 5048 

Score 230 
.5048 



12167 
25723 
1 

OJ990920 08. 9B23 . C8 . o4 . tw 



Seq. ID OJ990920_08. 9B23.C8 
Strand 

End 9732 

Method TBLASTX : Wheat 



12618 



Cf art 


4 7 1 R 








HiIlVj. 


^04 fl 




GI 


none 








OLUI 






P. von ^ 


471 S 4R04 


4814 


S04 7 


4 fl 94 

*3 O *3 • 


S04 R 






Seq. No. 


12167 








Seq. ID 


OJ990920__08.. 9B23. 


C8 


Gene No. 


25723 








Strand 






Start 


1 








End 


97^9 




Name 


O.T990990 Oft 


9B23 


. C8 . o4 . 




Mat l*i oH 


TRT flQTV • ^nuhp^n 

1 DLnj L £\ . Owyi-ztiClIl 




Start 


5134 ~ 








FnH 

Di iU 


S4 09 




GI 


none 










1 94 

J. ZsH 






SI ^4 S4 09 


5233 


.5313 










Seq. No. 


12167 








Seq. ID 


OJ990920_08. 9B23. 


C8 


Gene No. 


25723 








Strand 






Start 


1 








End 


9732 




Nairte 


OJ990990 08 


9B23 


PR o9 


tw 


Method 


TBLASTX: Wheat 




Start 


5353 _ 








End 


9732 




GI 


none 








Score 


108 




Rv on ^ 


5353 5433 


5431 


. .5715, 


54 34 . 


.5799, 5570.. 5758, 9664 .. 9732 


Seq. No. 


12167 








Seq. ID 


OJ990920J38.9B23. 


C8 


Gene No. 


25723 








Strand 






Start 


1 








End 


9732 




Name 


O.T990990 OR 


9R9 "3 


PR o4 


-f-m 
L-Ul 


Method 


TBLASTX: Maize 




u Lai L - 


R4 "I ^ _ 








End 


5883 




PT 


none 








Score 


76 




Hi A. U 1 1 0 


S4 1 ^ R s fiR 


S4 RR 


R71 R 


j D y jl • 


.5821, 5602.. 5820, 5797.. 5£ 


R "3 


Seq. No. *" 


12167 








Seq. ID 


OJ990920_08. 9B23. 


C8 


Gene No. 


25723- 








Strand 






Start 


1 








End 


9732 




Name 


0,1990990 OP! 


9R9 "3 


PR o7 




Method 


TBLASTX: Maize 




Start 










End 


6876 




GI 


none 








Score 


83 




Hi A. U 1 1 0 




£>1 1 9 

v) / ± Z, 


fiR "31 

■ . DO Jl 










Qprr No 


12168 








Seq. ID 


OJ990920_08.9B23. 


C9 


Gene No. 


25724 








Strand 


+ 




Start 


1 








End 


999 




Name 


OJ990920 08. 


9B23 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


999 




GI 


5091513 








Score 


705 






1..53, 358.. 


999 














(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


12168 








Seq. ID 


OJ990920_08. 9B23. 


C9 


Gene No. 


25724 








Strand 


+ 




Start 


1 








End 


999 




Name 


OJ990920 08. 


9B23 


.C9.ol. 


gs 


Method 


GEN SCAN - 




Start 


332 








End 


897 




GI 


none 








Score 


.89 




Exons 


332. .897 














Seq. No. 


12169 








Seq. ID 


OJ990920_08.9B23. 


CIO 


Gene No. 


25725 








Strand 


+ 




Start 


486 








End 


1137 




Name 


OJ990920 08. 


9B23 


ClO.ol 


.gs 


Method 


GENSCAN 





12619 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



486 
none 

486. .559, 964. .1137 



End 
Score 



1137 
.84 



12169 Seq. ID OJ990920_08 . 9B23 . CIO 

25725 Strand + 

486 - End 1137 

OJ990920_08 . 9B23 . CIO . ol . gp Method AAT/GAP 

688 End 933 

3761181 Score 413 

688. .933 

4521193/dbj IAB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



12170 Seq. ID 

25726 Strand 

1 End 
OJ99O920_08 . 9B23 . Cll . ol . np Method 

1 End 

4680207 Score 
1. . 697 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



OJ990920_08 . 9B23 . Cll 
-f 

697 

AAT/NAP 

697 

121 



12170 Seq. ID 

25727 Strand 

1954 End 
OJ990920_08 . 9B23 . Cll . o2 . gs Method 

1954 End 

none Score 
1954. .2108 



OJ990920_08 . 9B23.C11 

2108 
GENSCAN 
2108 
.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12171 



Seq. ID OJ990920_08.9B23.C13 



25728 Strand + 

1 End 227 
OJ990920_08 . 9B23 . C13 . ol . np Method AAT/NAP 

1 End 227 

4680207 . Score - 116 
1..227 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 12172 Seq. ID 

Gene No. 25729 Strand 

Start 98 End 

Name OJ990710_4 5 . 9C17 . C3 . ol . gs Method 

Start 98 End 

■GI none Score 

Exons 98 . .227 



OJ990710_45.9C17.C3 
227 

GENSCAN 

227 

.75 



Seq. No. 12173 Seq. ID 

Gene No. 25730 Strand 

Start 1 End 

Name OJ990710_45 . 9C17 . C4 . ol . np Method 

Start 1 End 

GI 4680203 Score 

Exons " 1 . . 944 



OJ990710_45.9C17.C4 

3041 
AAT/NAP 
944 
958 



12620 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 12173 

Gene No. 25730 

Start 1 

Name OJ990710_45 . 9C17 . C4 . ol . gs 

Start 168 

GI none 

Exons 168.. 649, 667.. 949, 2964.. 304: 

Seq. No. 12173 

Gene No. 25730 

Start 1 

Name OJ990710_4 5 . 9C17 . C4 . ol . ts 

Start 216 

GI none 

Exons 216.. 296, 291.. 455, 292.. 456 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710_45.9C17.C4 

3041 
GENSCAN 
3041 
.91 



Seq. ID OJ990710_45.9C17.C4 
Strand 

End 3041 

Method TBLASTX : Soybean 

End 456 

Score 92 



Seq. No. 12173 

Gene No. 25730 

Start 1 

Name OJ990710_4 5 . 9C17 . C4 . ol . tw 

Start 278 

GI none 

Exons 278. .448, 294. .452, 295. .453, 
506. .613 



Seq. ID OJ990710_45. 9C17 .C4 
Strand 

End 3041 

Method TBLASTX : Wheat 

End 613 

Score 110 

445.. 504, 459.. 509, 492. .599, 



Seq. No. 12173 

Gene No. 25730 

Start 1 

Name OJ990710_45 . 9C17 . C4 . ol . gp 

Start 810 

GI 2310235 

Exons 810.. 949, 1365.. 1402 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9. 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710_45.9C17.C4 

3041 
AAT/GAP 
1402 
288 



Oe-13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12174 Seq. ID OJ990710_45 . 9C17 . C5 

25731 
3275 

OJ990710_4 5. 9C17.C5.ol.np 
3275 
6063554 

3275.. 3520, 3771.. 3994, 53" 
(AP000615) ESTs AU075609 (C63344 ) ,C71850 (E04 64) ,C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,5405, 



OJ990710_ 

6216 
AAT/NAP 
6216 
253 
6044. .6216 



Seq. No. 12174 

Gene No. 25732 

Start 9878 

Name OJ990710_45 . 9C17 . C5 . o2 . np 

Start 9878 

GI 4680502 

Exons 9878.. 9934, 1058 6 .. 10769, 11254.. 11467 
GI Descrip. (AF119222) hypothetical protein [Oryza sativa] 



Seq. ID OJ990710_45.9C17.C5 
Strand 

End 11467 

Method AAT/NAP 

End 11467 

Score 107 



12621 




Spa No 


12175 




JC^ i J. YJ 




QP1 7 




Gene No. 


25733 




Strand 








Start 


4498 




End 


7031 






Name 


OJ990710 45.9C17.C6.ol. 


np 


Method 


AAT /NAP 






Start 


4498 




End 


7031 






GI 


6742729 




Score 


141 






F* von s 


4498. .4521, 6770. .7031 












f^T Dp^rri n 

\_J X L_/ O Vw^ _J_ ■ 


(AF121139) RIM2 protein [Oryza sativa] 








Qprr No 


12175 




Seq. ID 


OJ990710 45 


9C17 


. C6 


Gene No . 


25733 




Strand 


+ _ 






Start 


4498 




End 


7031 






Name 


OJ990710 45. 9C17.C6.o2. 


gp 


Method 


AAT /GAP 






Start 


5807 




End 


5875 






GI 


3760640 




Score 


95 








5807. .5875 














4176420/dbj IBAA37167 | 2.0e-ll 


(AB008097) cytochrome 


P450 




[Arabidopsis thaliana] 












Seq. No. 


12175 




Seq. ID 


OJ990710_45. 


9C17 


.C6 


Gene No. 


25734 




Strand 








Start 


3644 




End 


7014 






Name 


OJ990710 45.9C17.C6.o2. 


gs 


" Method 


GENSCAN 






Start 


364 4 




End 


6878 






GI 


none 




Score 


.53 






F* von q 


3644. .4117, 4154. .4215, 


6785. 


.6878 










12175 




Seq. ID 


OJ990710_45. 


9C17 


.C6 


Genp No 


25734 




Strand 








Start 


3644 




End 


7014 






Name 


OJ990710 45.9C17.C6.ol. 


gp 


Method 


AAT /GAP 






Start 


5344 




End 


5804 






GI 


LIB34 32-059-P1-K1-D8 




Score 


742 






Exon s 


5344. .5804 












V^J -L L-/ V^" J- -L. kri/ • 


'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genon 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


12175 




Seq. ID 


OJ990710_45. 


9C17 


.C6 


Gene No. 


25734 




Strand 








Start 


3644 




End 


7014 






Name 


OJ990710 45. 9C17.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6776 




End 


7014 






GI 


none 




Score 


184 






Exons 


6776. .7009, 6874. .7014, 


6874 . 


.7008 








Seq. No. 


12175 




Seq. ID 


OJ990710_45. 


9C17 


C6 


Gene No. 


25734 




Strand 








Start 


3644 




End 


7014 






Name 


OJ990710 45.9C17.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6779 




End 


6985 






GI 


none 




Score 


209 






Exons 


6779.. 6985, 6788. .6982, 


6874 . 


.6984 








Seq. No. 


12176 




Seq. ID 


OJ990710_45. 


9C17. 


C7 


Gene No.* 


25735 




Strand 


+ ' 






Start 


65 




End 


553 






Name 


OJ990710 45. 9C17.C7.ol. 


gs 


Method 


GENSCAN 







12622 




O Ldl L 


65 








CjL IkJ. 


55^ 


ox 


none 








Score 


67 


JjAUi ID 


65 8? 167 


. .211 , 


335 


553 






Seq. No. 


12177 








Seq. ID 


OJ990710_45 . 9C17 .C10 


Gene No. 


25736 








Strand 


+ 


Of arf 
O Lai L 


?4 7 Q 








End 


4216 


Name *" • 


0,799071 0 4 5 


9 PI 7 


n o oi 




Mo 1~ h nrl 


\j j_j IN tj ^niN 


O Ldl. L 


?4 7 9 _ 








End 


4216 




none 








OLUl c 


58 

• JO 


Exons 


2479 ?597 


~J ~J C- * 


^707 


3727 . 


.4216 






12177 








Seq. ID 


OJ990710 45 9C17 C10 


Gene No. 


25737 








Strand 




Start 


4704 








End 


7355 


Name 


OJ990710 45 


. 9C17. 


ClO.ol 




Method 


AAT/NAP 




4 62 6 _ 








End 


7355 


VJJ X 


4680179 








Score 


4124 


IjAUl 10 


4626 7355 












CI T riOQpri n 
ox ucoli • 


( AV\ 1 1 709 ^ 


polyprotein 


|_ V-/ x y £*CL 


sativa subsp. indica] 


Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17.C10 


Gene No. 


25737 








Strand 




o Lai L 


4 7 04 








End 


7355 


Name 


O.TQQ07 1 0 4 S 

UJ /iU 4 J 


. 9C17. 


CIO.06 


. LW 


Method 


TBLASTX: Wheat 


O Ldl L 


4 67 1 _ 








End 


5004 


rir 


none 








Score 


66 




4^71 ^oo^ 


4722. 


.4853, 


4 7?^ 


.5004 




Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17.C10 


Gene No. 


25737 








Strand 




O Lai L 


4 7 04 








End 


7355 




O.T9907 1 0 4 5 


. 9C17. 


C10.o2 


. gs 


Method 


GENSCAN 


OLai. L 


4 7 04 _ 








End 


7283 


\J X 


1 1L>1 








Score 


1 


DAUllO 


4704 7?R^ 












Cpn Ma 


12177 








Seq. ID 


OJ990710_45.9C17.C10 


Gene No. 


25737 








Strand 




Start 


4704 








End 


7355 


Name 


OJ990710 45 


. 9C17. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


OLai L 


4 8 66 _ 








End 


5451 


\J X 


nonp 








Score 


101 


IjAUI 1 0 


4866 5291 


4867. 


.5064, 


4 8 87 


.5171, 5128. .5292, 5287. .5448, 




5289 5450 


5296. 


.5451 








Seq. No. 


12177 








Seq. ID 


OJ990710_45. 9C17.C10 


Gene No. 


25737 








Strand 




O Ldl L 


4 704 








End 


7355 




O.T9907 1 0 4 5 


. 9C17. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


O Ldlt 










End 


5630 


GI 


none 








Score 


46 


Exons 


5004. .5630, 


5005. 


.5064, 


5125. 


.5574, 5283.. 5627 


Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17.C10 


Gene No. 


25737 








Strand 




Start 


4704 








End 


7355 



12623 




Name 


OJQQ0710 45 


9C17 


. C10 . o3 


tm 


Method 


TBLASTX: Maize 




Start 


54 99 _ 








End 


5790 




GI 


none 








Score 


174 




i_J \J 1 1 o 


S4QQ 5789 

-J ^ Zf Zf . • — ' i \J S f 


5502 


578 9/ 


5503 . 


.5790, 5503.. 5790 




Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17 


.C10 


Gene No. 


25737 








Strand 


- 




Start 


4704 








End . 


7355 




Name 


OJ990710 4 5 


9C17 


. C10 . o2 


. ts 


Method 


TBLASTX: Soybean 




c+-a rt 


5589 ~ 

*J O Zf 








End 


5849 






none 








Score 


107 




F" von C3 


5589 5837 


5589 


. .5849, 


5590 . 


.5838 






Seq. No. 


12177 








Seq. ID 


OJ990710_45. 9C17 


.C10 


Gene No. 


25737 








Strand 






Start 


4704 








End 


7355 




Name 


OJ990710 45 


9C17 


. C10 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5613 ~~ 








End 


5982 




GI 


none 








Score 


87 




F.xon ^ 


5613 5756. 


5614 


5754, 


5757 . 


.5939, 5767.. 5982 




Seq. No. 


12177 








Seq. ID 


OJ990710_45. 9C17 


.C10 


Gene No. 


25737 








Strand 


- 




Start 


4704 








End 


7355 




LMcUUG 


n,TQQri7i n 4 5 


qpi 7 


n n n? 




Method 


TBLASTX: Wheat 






5fi?7 _ 

J U *J / 








£ji L^J. 








none 








Score 


295 




F yon q 


U / * • VJ J. / U , 




. . *j z? z* *i 










Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


.C10 


Gene No. 


25737 








Strand 






Start 


4704 








End 


7355 




Name 


OJ9907T fl 4 5 


9C17 


. C10 . o2 . 


. tm 


Method 


TBLASTX: Maize 




Start 


6204 _ 








End 


6557 




GI 


none 








Score 


203 




1_J *\ w 1 i O 


6204 6557 


6211 


6552 










Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


.C10 


Gene No. 


25737 








Strand 






Start 


4704 








End 


7355 




Name 


OJ990710 45 


9C17 


CIO o3 


tw 


Method 


TBLASTX: Wheat 




Start 


6204 _ 








End 


6629 




GI 


none 








Score 


225 




Exon 

l-J A V^/ 1 1 L_> 


6204 6554 


6204 


6629, 


6211 . 


.6627 






Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


.C10 


Gene No. 


25737 








Strand 






Start 


4704 








End 


7355 




Name 


OJ990710 45 


9C17 


CIO 




Method 


TBLASTX : Soybean 




Start 


6375 _ 








End 


6623 






none 








Score 


206 




Exons 


6375. . 6623 














Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


C10 


Gene No. 


25737 








Strand 






Start 


4704 








End 


7355 




Name 


OJ990710 45. 


9C17. 


.C10.O4. 


tm 


Method 


TBLASTX :Maize 





12624 






Start 


6594 








End 


7094 






GI 


none 








Score 


100 






Exons 


6594 . . 6902, 


6715 


. . 6843, 


6957 . 


.7094 








Seq. No. 


12177 








Seq. ID 


OJ990710_45. 9C17 


.C10 




Gene No. 


25737 








Strand 








Start 


4704 








End 


7355 






Name 


OJ990710 45 


. 9C17 


. C10 . o5 


. tw 


Method 


TBLASTX • Wheat 






Start 


6630 _ 








End 


6930 






GI 


none 








Score 


126 






Exons 


6630. . 6881, 


6630 


. . 6902, 


6631. 


. 6930 








Seq. No. 


12177 








Seq. ID 


OJ990710_45. 9C17 


.C10 




Gene No. 


25737 








Strand 








Start 


4704 








End 


7355 






Name 


OJ990710 45 


. 9C17 


. CIO . ol , 


. ts 


Method 


TBLASTX : Soybean 






Start 


6645 _ 








End 


7040 






GI 


none 








Score 


95 






Exons 


6645 . . 7004 , 


6648 


. .7001, 


6655. 


.7002, 7008. .7040, 7008. .7040 




Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


.C10 




Gene No. 


25737 








Strand 








Start 


4704 








End 


7355 






Name 


OJ990710 45 


. 9C17 


. C10 . o4 , 


. tw 


Method 


TBLASTX: Wheat 




L -\ 

01 


Start 


6981 ~ 








End 


7353 






GI 


none 








Score 


189 




;"=: 
- 


P. vr>n s 

UAVl 1 O 


6981 7352 


6984 


7352, 


7024 . 


.7353, 7054. .7353 




i'u 


Seq. No. 


12177 








Seq. ID 


OJ990710_45.9C17, 


.C10 


i . ; 


Gene No. 


25737 








Strand 








Start 


4704 








End 


7355 




l ~\ 


Name 


OJ990710 45 


. 9C17 


C10 o5 


. tm 


Method 


TBLASTX: Maize 




: ! f j 
i kF 


Start 


7162 ~~ 








End 


7355 






GI 


none 








Score 


152 




U J 


Exons 


7162 . .7353, 


7164 


. .7355 










t 

■Li 


Sea No 


12178 








Seq. ID 


OJ990710_45.9C17, 


.Cll 


j. J. 


Gene No. 


25738 • 








Strand 


+ 






Start 


1613 








End 


6172 






Name 


OJ990710 45 


. 9C17 


-Cll.ol, 


OS 


Method 


GENSCAN 






Start 


1613 ~ 








End 


6172 






GI 


none 








Score 


.51 






Exons 


1613 . . 1696, 


1843 


. . 1959, 


3737 . 


.3864, 38' 


91. .4149, 4200. .4332, 






5319. .5466, 


5471 


. . 5564, 


5603 . 


.5778, 6056. . 6172 






Seq. No. 


12178 








Seq. ID 


OJ990710_45.9C17. 


.Cll 




Gene No. 


25738 








Strand 


+ 






Start 


1613 








End 


6172 






Name 


OJ990710 45 


. 9C17 


.Cll.o2 ; 


.np 


Method 


AAT/NAP 






Start 


5266 ~ 








End 


6150 






GI 


5852178 








Score 


429 






Exons 


5266. .5571, 


5603 


. .5707, 


6055. 


.6150 








GI Descrip. 


(AL117265) : 


zhb0008.1 [Oryza sativa] 








Seq. No. 


12178 








Seq. ID 


OJ990710_45.9C17. 


■ Cll 




Gene No. 


25739 








Strand 








Start 


1 








End 


4429 





12625 



Name 


OJ990710 45. 9C17.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


4429 


GI 


4416181 




Score 


59 


Exons 


1..50, 3772..3992, 4265. 


.4429 






GI Descrip. 


(AF083929) ES18 [Mus musculus] 




Seq. No. 


12179 




Seq. ID 


OJ990710 


Gene No. 


25740 




Strand 


+ 


Start 


2800 




End 


3467 


Name 


OJ990710 45.9C17.C12.ol. 


np 


Method 


AAT/NAP 


Start 


2800 




End 


3467 


GI 


6721507 




Score 


77 


Exons 


2800. .3010, 3270. .3467 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


12179 




Seq. ID 


OJ990710 


Gene No. 


25741 




Strand 




Start 


132 




End 


1409 


Name 


OJ990710 45. 9C17.C12.ol. 


as 


Method 


GENSCAN 


Start 


132 




End 


1409 


GI 


none 




Score 


.41 


Exons 


132. .338, 1404. .1409 








Seq. No. 


12179 




Seq. ID 


OJ990710 


Gene No. 


25742 




Strand 




Start 


3734 




End 


3800 


Name 


OJ990710 45. 9C17.C12.o2. 


gs 


Method 


GENSCAN 


Start 


3734 




End 


3800 


GI 


none 




Score 


. 5 


Exons 


3734 . .3800 








Seq. No. 


12180 




Seq. ID 


OJ990710 


Gene No. 


25743 




Strand 




Start 


5011 




End 


8559 


Name 


OJ990710 45. 9C17 .C13.o2. 


gs 


Method 


GENSCAN 


Start 


5011 




End 


8559 


GI 


none 




Score 


.8 


Exons 


5011. .5077, 6682. .6821, 


6984. . 


7276, 7578.. 7606/ 




8512.. 8559 








Seq. No. 


12180 




Seq. ID 


OJ990710 


Gene No. 


25743 




Strand 




Start 


5011 




End 


8559 


Name 


OJ990710 45. 9C17.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


5520 




End 


5903 


GI 


uC-osflcyp033a04bl 




Score 


681 


Exons 


5520. .5903 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone 


:P0711E10' 




Seq. No. 


12180 




Seq. ID 


OJ990710_ 


Gene No. 


25744 




Strand 




Start 


9266 




End 


20425 


Name 


OJ990710 45.9C17.C13.o3. 


gs 


Method 


GENSCAN 


Start 


9266 




End 


19474 


GI 


none 




Score 


.44 



Exons 



9266. .10360, 10530 .. 10605, 11885 .. 11 985 , 12526 .. 13026, 



12626 



13194. .13317, 15947. .16016, 16337 .. 16587 , 16821 .. 17003, 
17363. .17468, 17532 .. 177 62 , 18992 .. 19156, 19297. . 19474 



Seq. No. 


12180 


Seq. ID 


OJ990710_45 . 9C17 . C13 




25744 


Strand 






9266 


End 


20425 


Name 


OJ990710 45. 9C17.C13.o2.gp 


Method 


AAT /GAP 


j Lai L 


11047 


End 


11426 




uC-osflcyp033a04bl 


Score 


629 


Exons 


11047. .11426 






OX t. O V — 1 — L^J . 


•6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 f 




Seq. No. 


12180 


Seq. ID 


OJ990710_45.9C17.C13 


Gene No. 


25744 


Strand 






9266 


End 


20425 




OJ990710 45.9C17.C13.ol.np 


Method 


AAT /NAP 


q+- a rt* 


11884 


End 


13614 


riT 


6907087 


Score 


1060 


DAUllO 


11884. .11985, 12526. .13195, 


13241. .13614 


OX L/COUI 1^/ . 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


12180 


Seq. ID 


OJ990710_45.9C17.C13 


Gene No. 


25744 v- 


Strand 




O LclX l_ 


9266 


End 


20425 


Name 


OJ990710 45.9C17.C13.o2'.np 


Method 


AAT /NAP 


C-t- a r-+- 


15203 


End . 


16-987 


riT 

O X 


6063554 


Score 


284 


LAU1IO 


15203. .15377, 16312. .16574, 


16693. .16987 


ox ucoui • 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






cjprr No 

O ^ V>4 ■ LiU i 


12180 


Seq. ID 


OJ990710_45.9C17.C13 




25744 


Strand 




Start 


9266 


End 


20425 


Morris 


OJ990710 45.9C17.C13.o3.np 


Method 


AAT /NAP 


J Lul L 


19262 


End 


20425 


ox 


5852179 


Score 


99 


DAUllO 


19262. .19578, 20404. .20425 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




Seq. No. 


12181 


Seq. ID 


OJ990710_45.9C17.C14 


Gene No. 


25745 


Strand 


+ 


Start 


310 


End 


519 


Name 


OJ990710 45.9C17.C14.ol.gp 


Method 


AAT /GAP 


Start • 


310 


End 


519 


GI 


1631463 


Score 


342 


Exons 


310. .519 






GI Descrip. 


4 680178/gb|AF111709.1 IAF111709 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 
Gene No. 



12181 
25746 



Seq. ID OJ990710_45.9C17.C14 
Strand + 



12627 



Start 


1147 


End 1977 






Name 


OJ990710 45.9C17.C14.o2.np 


Method AAT/NAP 






Start 


1147 


End 1977 






GI 


5042448 


Score 1140 






ill W 1 X «w) 


1147. .1977 








VJ X Ls ^ O V- X. -i- ■ 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






T"of" iTii" ran <?nr>cnn rflT\/7^ <;ai" i ira 1 
iciiULiaiJo^uouii [ viy La oaLivaj 








L_J G ^ • IN W » 


1 91 ft 1 


^prr TD O.TQQD710 4 S 


QP1 7 

x / . 


. C14 


Gene No. 


7 S7 4 7 








Start 




FnH 77Q6 






Name 


O 1 TQQ071D 4 R Qpn PI 4 nn 


MpfhnH AAT/NAP 






Start 


2234 ~ 


End 7796 






GI 


4680179 


Score 2378 






F von <^ 


2234. .3648, 7779. .7796 










(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






U C VJ ■ X. i V-/ • 


12181 


Seq. ID OJ990710_45. 


9C17, 


. C14 


Gene No. 


25747 


Strand + 






Start 


2234 


End 7796 






Name 


OJ990710 45.9C17.C14.o2.gp 


Method AAT/GAP 






Start 


6666 


End 6875 






GI 


1631463 


Score 347 






Exons 


6666. . 6875 








GI Descrip. 


4 68017 8/gb|AF111709. 1 IAF11170S 


1 5.0e-81 Oryza sativa 


subsp . 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

Seq. No. 12181 Seq. ID OJ990710_45.9C17.C14 

Gene No. 25747 Strand + 

Start 2234 End 7796 

Name OJ9907 10_45 . 9C17 . C14 . o3 . gp Method AAT/GAP 

Start 7544 End 7715 

GI LIB3433-026-P1-K1-C1 Score 243 

Exons 7544. .7715 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 1 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12181 Seq. ID 

25748 Strand 

206 End 4685 

OJ990710_4 5. 9C17.C14 .ol.np Method AAT/NAP 

206 End 4265 

4680183 Score 49 
206. .375, 4243. .4265 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ990710 45.9C17.C14 



indica] 



12181 ■ 

25748 

206 

OJ990710_45.9C17.C14.o4.np 

4041 

6721559 

4041. .4180, 4209. .4685 
(AP001073) hypothetical 
gi I 6815084 | db j IBAA90370 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710_45.9C17.C14 

4685 
AAT/NAP 
4685 
307 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



12628 






Seq. No. 


12181 


Seq. ID 


OJ990710_45.9C17 


.C14 




f|pnp Mo 


25749 


Strand 










5963 


End 


6731 






Name 


OJ990710 45.9C17.C14.ol.tw 


Method 


TBLASTX • Wheat 








2501 


End 


2860 






GI 


none 


Score 


295 








2501.. 2860, 2531.. 2581, 2626.. 2859 








Seq. No. 


12181 


Seq. ID 


OJ990710_45. 9C17 


.C14 




(2f*'n(z No 


25749 


Strand 








Start 


5963 


End 


6731 






Name 


OJ990710 45.9C17.C14.ol.tm 


Method 


TBLASTX • Maize 






Start 


2741 


End 


3037 






GI 


none 


Score 


211 






l—l £\ \J l 1 c 


2741. .3037, 2741. .3025 










Seq. No. 


12181 


Seq. ID 


OJ990710_45. 9C17 


.C14 




fZpnp No 


25749 


Strand 








Start 


5963 


End 


6731 






Name 


OJ990710 45.9C17.C14.o2.tw 


Method 


TBLASTX : Wheat 






Qfarf 


3299 


End 


3511 




=• 


GI 


none 


Score 


80 




-i 
J 


LAUl 1 0 


3299.-3364, 3304. .3369, 337 1 .. 3511 ,. 3385 .. 3501 




1! 
i! 


Seq. No. 


12181 


Seq. ID 


OJ990710_45. 9C17 


.C14 


=s 


Gene No. 


25749 


Strand 






;j 


O Lai L 


5963 


End 


6731 






Name 


OJ990710 45. 9C17.C14 .o5.np 


Method 


AAT/NAP 




a; 
J 


OL.di.l_ 


5963 


End 


6731 




: : 


GI 


4680183 


Score 


213 




b? 


LlAUl 1 O 


5963. .6052, 6661. .6731 








~: 




(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




sr 
< 


Seq. No. 


12182 


Seq. ID 


OJ990710_45.9C17 


.C15 


h 


Gene No. 


25750 


Strand 








Start 


1 


End 


2140 




:s 


Name 


OJ990710 45.9017. 015. ol.np 


Method 


AAT/NAP 




:| 


Start 


1 


End 


2140 






GI 


6630685 


Score 


2562 






Exon s 


1..1599, 1747. .2140 










GT Dp qrri n 

V_J -L. L-/ \^ O J- J- • 


(AP000969) Similar to copia 


-type pol polyprotein. (AF105716) 






[Oryza sativa] 










Seq. No. 


12182 


Seq. ID 


OJ990710_45.9C17 


.015 




Genp No 


25750 


Strand 








Start 


1 


End 


2140 






Name 


OJ990710 45.9C17.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


2 


End 


577 






GT 


none 


Score 


506 






Exons 


2. .577, 3. .569, 121. .570 










Seq. No. 


12182 


Seq. ID 


OJ990710_45.9C17 


.015 




Gene No. 


25750 


Strand 








Start 


1 


End 


2140 






Name 


OJ990710 45.9C17.C15.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


2137 





12629 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none Score 
11. .391, 572. .1914, 2131. .2137 



12182 
25750 
1 

OJ990710_45.9C17.C15.o2.ts 
44 

none 

44. .151, 66. .134, 161. .559, 



Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

Method TBLASTX : Soybean 

End 559 

Score 37 
171. .350 



12182 
25750 
1 

OJ990710_4 5. 9C17.C15.o2.tw 

344 

none 

344. .580, 596. .760 

12182 
25750 
1 

OJ9907 10_4 5 . 9C17 . C15 . o4 . tm 
578 . 
none " 

578. .760, 579. .761, 618. .761 

12182 
25750 
1 

OJ990710_4 5 . 9C17 . C15 . o2 . tm 

803 

none 

803. .1270, 804. .1268 



Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

Method TBLASTX : Wheat 

End 7 60 

Score 95 

Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

Method TBLASTX : Mai ze 

End 761 

Score 173 

Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

Method TBLASTX : Mai ze 

End 1270 

Score 438 



12182 

25750 . ... 

1 

OJ990710_4 5. 9C17.C15.ol.ts 
930 

5509260 

930. .1313, 932. .1321, 932.. 
1437. .1538, 1462. .1539 



Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 ' 

Method TBLASTX : Soybean 

End 1539 

Score 279 
312, 1307. .1537, 1319.. 1534, 



12182 
25750 
1 

OJ990710_45. 9C17.C15.ol.tw 

944 

none 

944. .1291, 957. .1289, 1292. 

12182 
25750 
1 

OJ990710 45.9C17.C15.ol.tc 



Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

. Method TBLASTX: Wheat 

End 1396 

Score 252 
1321, 1322.. 1396 

Seq. ID OJ990710_45.9C17.C15 
Strand 

End 2140 

Method TBLASTX : Cress 



12630 




Of- -a r 4- 


1 04 Q 

X U 1 -7 










1 ^30 

X J J v 




(IT 


none 








Score 


o 7 




Pyrin q 


1049 1330 




1 39 R 










Seq. No. 


12182 








Seq. ID 


OJ990710_45.9C17 


.CIS 


Gene No. 


25750 








Strand 






uuai i 


1 








End 


2140 




Name 


OJQQ0710 4S 


. 9C17 


PIS r>3 


"fm 
* L.1U 


Method 


TBLASTX: Maize 




O U a x L 


1 971 "~ 

J. / X 








End 


1564 




o x 


none 








Score 


261 




Exons 


X ^ ' X * • J_ *J rx , 


1272 


1 S69 


1979 


.1541, 1274.. 1564 




Seq. No. 


12182 








Seq. ID 


OJ990710_45. 9C17 


.CIS 


Gene No. 


25750 








Strand 


- 




Start 


1 








End 


2140 




Name 


OJ990710 45 


. 9C17 


. C15 . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1882 _ 








End 


2140 




GI 


none 








Score 


194 




i_l A W 1 X O 


1882 2130. 


1907 


. .2140, 


1920 . 


.2135 






Seq. No. 


12183 








Seq. ID 


OJ990710_45.9C17, 


.C16 


Gene No. 


25751 








Strand 


+ 




OLuI L 


24 8 








End 


418 






O.TQ9D71 0 4 R 


Qr i 7 




. gs 


Method 


GENSCAN 




Cf a v-4- 


94 ft ~ 

^ H O 








End 


418 




r-T 

VjX 


none 








Score 


.68 




Exons 


OA Q A 1 Q 
c40 . m *i ±0 














Seq. No. 


12183 








Seq. ID 


OJ990710_45. 9C17, 


.C16 


Gene No. 


25752 








Strand 






o Lai L 


QR4 

JUT 








End 


1864 




IN CllllC 


O.TQQ0 7 1 0 4 R 


QP1 7 


n o9 


. gs 


Method 


GENSCAN 




Cf a r f 


Qft4 ~~ 








End 


1864 




GI 


none 








Score 


.71 






Qft 4 1 Off 4 


1 7 fiR 


1 ft 64 

■ X O O *i 












12184" 








Seq. ID 


OJ990710_45.9C17, 


n 7 


Gene No. 


. 25753 








Strand 






Start 


1 








End 


1042 




Name 


OJ990710 45 


.9C17 


.C17 .ol. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1042 




GI 


4680203 








Score 


171 




F! v n n <? 


1..357, 1000. .1042 












(AF114171) ' 


TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


12184 








Seq. ID 


OJ990710_45. 9C17, 


■ C17 


Gene No. 


25753 








Strand 






Start 


1 








End 


1042 




Name 


OJ990710 45 


.9C17. 


.C17.ol. 


■ gs 


Method 


GENSCAN 




Start 


134 








End 


197 




GI 


none 








Score 


.57 




Exons 


134. .197 














Seq. No. 


12185 








Seq. ID 


OJ990710_45. 9C17 . 


.C18 


Gene No. 


25754 








Strand 






Start 


1 








End 


765 




Name 


OJ990710 45 


. 9C17. 


.C18.ol. 


np 


Method 


AAT/NAP 





12631 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3645899 
1. .337 
(U68408) 



End 
Score 



337 
330 



end not determined experimentally [Zea mays] 

OJ990710 45.9C17.C18 



12185 Seq. ID 

25754 Strand 
1 End 
OJ990710_45. 9C17.C18.ol.tm Method 
5 End 
none Score 

5. .367, 6. .377, 383. .436, 383. .433 



765 

TBLASTX: Maize 

436 

163 



Seq. No. 12185 Seq. ID 

Gene No. 25754 Strand 

Start 1 End 

Name OJ990710_4 5 . 9C17 . C18 . ol . tw Method 

Start 59 End 

GI none Score 

Exons 59.-289, 93.. 221 



OJ990710_45.9C17.C18 
765 

TBLASTX: Wheat 

289 

64 





Seq. No. 


12185 




Seq. ID 


OJ990710_ 


_45. 


9C17 


.C18 




Gene No. 


25754 




Strand 










.2 SI 


Start 


1 




End 


765 










Name 


OJ990710 45. 9C17.C18.ol 


.gs 


Method 


GENS CAN 








iJi 


Start 


188- 




End 


743 










GI 


none 




Score 


.53 








a 


Exons 


188. .304, 404. .596, 721 


. .743 














Seq. No. 


12185 




Seq. ID 


OJ990710_ 


45. 


9C17 


.C18 




Gene No. 


25754 




Strand 










riJ 


Start 


1 




End 


765 










Name 


OJ990710 45.9C17.C18.o2 


.np 


Method 


AAT/NAP 








h 


Start 


347 




End 


765 










GI 


4416301 




Score 


76 








'"-.I 


Exons 


347. .520, 731. .765 














i; at 


GI Descrip . 


(AF105716) gag protein 


[Zea 


mays] 












Seq. No. 


12186 




Seq. ID 


OJ990710_ 


45. 


9C17 


.C19 


Q 


Gene No. 


25755 




Strand 










Us* 


Start 


341 




End 


358 










Name 


OJ990710 45.9C17.C19.ol 


. gs 


Method 


GEN SCAN 










Start 


341 




End 


358 










GI 


none 




Score 


.65 










Exons 


341. .358 















Seq. No. 12187 Seq. ID 

Gene No. 25756 Strand 

Start 150 End 

Name ■ OJ990710_45 . 9C17 . C20 . ol . np Method 

Start 150 End 

GI 135797 Score 

Exons 150. .276 

GI Descrip. PHORATOXIN gi | 69605 | pir | | VFFD1T phoratoxin 
mistletoe 



OJ990710_45.9C17.C20 
276 

AAT/NAP 
276 
131 



California 



Seq. No. 



12188 



Seq. ID OJ990710_45.9C17.C21 



12632 



Gene No. 25757 Strand 

Start 89 End 1316 

Name OJ990710_45 . 9C17 . C21 . ol . np Method AAT/NAP 

Start 89 End 1316 

GI 6907087 Score 786 

Exons 89. .175,. 294. .1006, 1050. .1316 

GI Descrip. (AP00li29) ESTs C72771 (E2215 ) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 12188 Seq. ID 

Gene No. 25757 Strand 

Start 8 9 End 

Name OJ990710_4 5 . 9C17 . C21 . ol . gs Method 

Start 198 End 

GI none Score 

Exons 198.. 846, 999.. 1119 



OJ990710_45.9C17.C21 

1316 
GENSCAN 
1119 
.4 



Seq. No. 12189 

Gene No. 25758 

Start 470 

Name OJ990710_45 . 9C17 . C22 . ol . 

Start 470 

GI ■■ none 

Exons 470.. 620 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710_45.9C17.C22 
640 

GENSCAN 

620 

.47 



Seq. No. " 12189 Seq. ID OJ990710_45.9C17.C22 

Gene No. 25758 Strand 

Start 470 End 640 

Name- OJ9907 10_45 . 9C17 . C22 . ol . np Method AAT/NAP 

Start 507 End 640 

GI 135797 Score 118 

Exons 507.. 640 

GI Descrip. PHORATOXIN gi | 69605 | pir | | VFFD1T phoratoxin - California 
mistletoe 



Seq. No. 12190 Seq. ID 

Gene No. . 25759 Strand 

Start 14 6- End 

Name OJ9907 10__45 . 9C17 . C24 . ol . gs Method 

Start 146 End 

GI none Score 

Exons 146.. 327, 616.. 940 



OJ990710_45.9C17.C24 
940 

GENSCAN 

940 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



12190 Seq. ID 

25759 Strand 

146 End 
Q.J9907 10_45 . 9C17 . C24 . ol . np Method 

14 9 End 

4512231 Score 
149. .940 

(AB014741) ORF0 protein [Oryza sativa] 



12191 
25760 
858 

OJ990710 



45.9C17.C26.ol.gs 



Seq. ID 

Strand 

End 

Method 



OJ990710_45.9C17.C24 
940 

AAT/NAP 

940 

1257 



OJ990710_45.9C17 ,C2 6 

2154 
GENSCAN 



12633 






ft Sft 

0 -j 0 


End 


2154 


GI 


none 


Score 


.69 


F.ynn s 

\y X 1 


858 1048 1142 1232 1676 


1871, 1955.. 2062, 2088. .2154 


Seq. No. 


12192 


Seq. ID 


OJ990710_45.9C17.C27 


Gene No. 


25761 


Strand 


+ 


Start 


711 


End 


808 


Name 


OJ990710 45 9P1 7 C?l ol as 


Method 


GENSCAN 


OUal L 


711 ~ 


End 


808 




none 


Score 


.56 


JjAUIIO 


711 808 






Seq. No. 


12193 


Seq. ID 


OJ990710_45.9C17.C29 


Gene No. 


25762 


Strand 


+ 


Start 


1 


End 


379 


Name 


OJ990710 45 9C17 C29 ol no 


Method 


AAT/NAP 


OLai u 




End 


379' . 


GI 


4 680179 


Score 


300 




1 40 68 379 








(AF111709} DolvDrof pin fOrvza 


sativa subsp. indica] 


Sea No 


12194 


Seq. ID 


OJ990710 45.9C17.C30 




25763 


Strand 


+ 


Start _ 


437 


End 


657 . 


Name" 


OJ990710 45.9C17.C30.ol.np 


Method 


AAT/NAP 




437 


End 


657. 




2498930 


Score 


33 




437. .657 








DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


12194 


Seq. ID 


OJ990710_45 . 9C17 . C30 


Gene No. 


25763 


Strand 


+ 


Start 


437 


End 


657 


Name 


OJ990710 45. 9C17.C30.ol.gs 


Method 


GENSCAN 


Start 


448 


. End 


508 


GI 


none 


Score 


.59 


Exons 


448. .508 






Seq. No. 


12195 


Seq. ID 


OJ990620_37.9C23.C2 


Gene No. 


25764 


Strand 




Start 


148 


End 


3909 


Name 


OJ990620 37. 9C23 . C2 . ol . gs 


Method 


GENSCAN 


Start 


148 


End 


1564 


GI 


none 


Score 


.68 


LlAUl 1 O 


148. .299, 510. .565, 665. .824, 


996. .1564 


Seq. No. . 


12195 


Seq. ID 


OJ990620_37.9C23.C2 


Gene No. 


25764 


Strand 




Start 


148 


End 


3909 


Name 


OJ990620 37. 9C23 . C2 . 06 . tm 


Method 


TBLASTX: Maize 


Start 


550 


End 


910 


GI 


none 


Score 


101 


Exons 


550. .642, 552. .644, 671. .910, 


679. .747 


, 775. .903 


Seq. No. 


12195 


Seq. ID 


OJ990620_37.9C23.C2 


Gene No. 


25764 


Strand 


+ 



12634 




Start 


148 






End 


•J Zt\J Zf 


IN dlllC 


o,T99n6?n 37 9r?3 r? 




1- w 






J Lai L 


68 6 _ 








1 003 
± \j \j j 




none 






O O \J X. G 


917 


TT von Q 


686 1003 700 921 










Cnrf M/-v 
Oct] • LN (J • 


± ^ J. Zf J 








0.7990690 37 9P93 P9 


Gene No. 


25764 






Strand 




Start 


148 






End 


3909 


Name 


OJ990620 37.9C23.C2 


ol 


np 


Method 


AAT/NAP 


Start 


722 






End 


3827 


GI 


4416302 






Score 


3382 


Exons 


722. .3827 











GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. No. 12195 Seq. ID 

Gene No. 25764 Strand 

Start 148 End 

Name OJ990620_37 . 9C23 . C2 . o4 . tm Method 

Start 913 End 

GI none Score 

Exons 913.. 1044, 914. .1042, 1032. .1238, 1033. 
1037. .1303 



OJ990620_37.9C23.C2 
+ 

3909 

TBLASTX: Maize 

1305 

92 

.1254, 1033. .1305, 



Seq. No. 12195 

Gene No. 25764 

Start 148 

Name OJ990620_37 . 9C23 . C2 . o2 . tw 

Start 1073 

GI none 
Exons 



Seq. ID OJ990620 37.9C23.C2 



Strand 
End 

Method 

End 

Score 



+ 

3909 

TBLASTX: Wheat 

1639 

255 



1073. .1330, 1076. .1321, 1361. .1639, 1361. .1639 



Seq. No. 12195 

Gene No. 25764 

Start 148 

Name OJ990620_37 . 9C23 . C2 . o2 . tm 

Start 1310 

GI none 

Exons 1310.. 1381, 1331.. 1801, 1381, 
2012. .2170 



Seq. ID OJ990620_37.9C23.C2 

Strand + 

End 3909 

Method TBLASTX : Maize 

End 2170 

Score 109 

,1998, 1382. .1999, 1993. .2109, 



Seq. No. 


12195 








Seq. ID 


OJ990620_37.9C23. 


C2 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


OJ990620 37 


. 9C23 


.C2.o3 


ts 


Method 


TBLASTX : Soybean 




Start 


1490 








End 


1951 




GI 


none 








Score 


319 




Exons 


1490. .1951, 


1520 


. .1804 










Seq. No. 


12195 








Seq. ID 


OJ990620_37.9C23. 


C2 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


OJ990620 37 


. 9C23 


C2.o2. 


gs 


Method 


GENSCAN 




Start 


1718 








End 


3514 




GI 


none 








Score 


.79 




Exons 


1718. .3514 















12635 




C r*t M/\ 

oeq. iNO * 


1 91 QR 








Seq. ID 


OJ990620_37.9C23 


.C2 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


piTQQ0fi90 


QP9 ^ 
. y^z 0 


P9 n4 


L W 


Method 


TBLASTX: Wheat 






1 7^ ~~ 
1 / JJ 








End 


2074 




CT 


none 








Score 


95 








1 / JJ 


1 POO 
. . 10 UU , 


1 ft 1 7 
X 0 X / . 


.1963, 1825. .1971, 1984. .2064, 




1 QftR 9074 














Seq. No. 


12195 








Seq. ID 


OJ990620_37.9C23 


p 9 
. uz 


Gene No. 


25764 








Strand 


+ 






1 4fi 

140 








End 


3909 




Name 


ptqqo£90 ^7 


. yL.z j 


P9 
. L-Z . 00 . 


tm 


Method 


TBLASTX: Maize 






9171 ~ 








End 


2458 




rir 


none 








Score 


275 




Exons 


9171 9401 


91 Q1 
Zl^l 


94 R4 
. . Z *± J fl f 


9 4 0ft 
Z 4 UO . 


.2458, 2410. .2457 






1 9 1 QR 








Seq. ID 


OJ990620_37. 9C23 


P9 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


O.TQQ0690 ^7 


QP9 ^ 


P9 nl 


t- G 
L 0 


Method 


TBLASTX: Soybean 






9 1 ft £ ~~ 








End 


2799 






c c 0Q9 £0 








Score 


713 




Exons 


9 1 ft £ 97Q/1 


9 9 7 Q 

zz / y 


0 7 Q 1 

. . z / y 1 1 


9901 
ZZ 0 X . 


.2799, 2536.. 2799 




bl Ucboiip. 
















beq . ino . 


xz x y d 








Seq. ID 


OJ990620_37.9C23 


C2 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


P),TQQ0fi90 ^7 


QP9 ^ 


CO c\ 1 
.OX. 


tw 


Method 


TBLASTX: Wheat 




jLalL . 


901 c 
Zjlj 








End 


2791 




P.T 


none 








Score 


83 




Tr 1 v ^ t"* o 


oqi q 9401 

^. JlJ 1 • Z 4 U X / 


9 4 0 9 
z f± u z 


94 *}7 
• Z fl j / , 


9 4 9ft 
Z f± z 0 . 


.2781, 2438. .2785, 2444. .2572, 




9 4 4 R 9 £4 ft 
Z 4 j . ,6010/ 


9 4 4 £ 
Z 4 ft D 


97ft 4 


9£1 R 
Z O X j . 


.2791 






Seq. No. 


12195 








Seq. ID 


OJ990620_37. 9C23. 


C2 


Gene No. 


25764 








Strand 


+ 




O Lai. L 


1 4 0 








End 


3909 




Name 


OTQQ0690 *3 7 


QP9 ^ 


CO nl 
bZ . Ul . 


lc 


Method 


TBLASTX: Cress 




O Lai L 


94 07 ~~ 








End 


2680 




\3 -L 


none 








Score 


198 




tr v ti c 


94 07 9 r r ^ 

£4U / . ■ ^ J J j , 


94 0ft 


9 fift 0 

. Z D 0 U 










Seq. No. 


12195 








Seq. ID 


OJ990620_37.9C23. 


C2 


Gene No. 


25764 








Strand 


+ 




O Lai L 


14ft 

14 O 








End 


3909 




Name 


Pi TQQO £90 "37 


QP9 ^ 
. y^z j . 


P9 n^ 
\^Z . O j . 


x.m 


Method 


TBLASTX: Maize 




uLdl L 


94 RQ 
Z fi j y 








End 


2923 






none 








Score 


572 




D AUllo 


OA RQ 9 Q9 *3 


9 4 RQ 
Z 4 J J . 


9 R7 ft 
. Z J / 0 / 


94 £1 
Z fl 0 x . 


.2844, 2612. .2917 




Seq. No. 


12195 








Seq. ID 


OJ990620_37. 9C23. 


C2 


Gene No. 


25764 








Strand 


+ 




Start 


148 








End 


3909 




Name 


OJ990620 37 


. 9C23. 


C2.o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


2971 








End 


3160 




GI 


none 








Score 


250 





12636 




F von q 


9Q71 11 


9Q79 n 60 

£.y 1 £. , , JlUV 










Seq. No. 


12195 




Seq. ID 


OJ990620 


_37.9C23 


.C2 


Gene No. 


25764 




Strand 








O Lai L 


1 4 R 

X *a O 




FnH 


1Q0Q 
j y\j y 






Name 


n,TQQOfi?n 17 


QP91 P9 0 1 f w 




TRT Zi q'PY • 
1 Dij/iO 1 A . 






O U a. X U 


9 Q7 S ~~ 

y / J 




FnH 


1406 








n nno 






1 09 
X uz 






£j AUllO 


9Q7 R 1116 


11 4 Q 1406 










Seq. No. 


12195 




Seq. ID 


OJ990620 


_37.9C23 


.C2 


Gene No. 


25764 




Strand 


+ 






q+- = r +- 

O U CI X L, 


1 4 R 

X *i O 




End 


3909 






Name 


O,TQQ0fi90 17 


. 9C23.C2.ol.tm 


Method 


TBLASTX: 


Maize 




C+- r 4- 


11 61 — 




End 


3909 








ilUllC 




Score 


456 








1161 14 R 1 


3163. .3480, 3479. .3835, 3480. .3887, 


3724. .3909 


Seq. No. 


12195 




Seq. ID 


OJ990620 


_37.9C23 


.C2 


Gene No. 


25764 




Strand 


+ 






Start 


14 8 




End 


3909 






Name 


n.TQQ0690 17 


. 9C23.C2.o2.ts 


Method 


TBLASTX: 


Soybean 




CH- a y +- 
O LclX L 


11 70 ~"~ 




End 


3833 






oi 


none 




Score 


243 








1170 147ft 


3175. .3480, 34 E 


30. .3551, 3585. .3833, 


3593. .3754 


O q • IN O . 






Seq. ID 


OJ990620 


_37.9C23 


-C3 


Gene No. 


25765 




Strand 








Start 


315 




End 


3835 






Name 


D.TQQ0690 17 


. 9C23.C3.ol.np 


Method 


AAT/NAP 






O-j- -a r +- 
JLCII L 


lis "~ 

JlJ 




End 


3835 






r-T 

OX 


6791 R1 6 




Score 


545 








IIS 4 Q6 9 


869. .3179, 3595. 


. .3835 








OX LU • 


( AP001 079 ^ 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


12196 




Seq. ID 


OJ990620 


_37.9C23 


.C3 


Gene No. 


25765 




Strand 








q+- a v-f- 


11 R 
oxo 




End 


3835 






IN CHUG 


O.TQQ0690 17 


.9C23.C3.o2.gs 


Method 


GENSCAN 






OLdl L 


977Q _ 




End 


3193 






\D X 


none 




Score 


.56 






F von q 


977Q 9701; 


2881. .2998, 30£ 


36. .3193 








Seq. No. 


12197 




Seq. ID 


OJ990620 


_37.9C23 


.C4 


Gene No. 


25766 




Strand 


+ 






Start 


256 




End 


3539 






Name 


OJ990620 37 


.9C23.C4.ol.gs 


Method 


GENSCAN 






^ts rt 


256 


End 


3539 






GI 


none 




Score 


. 94 








256. .453, 2677. .2884, 2970. 


.3539 








Seq. No. 


12197 




Seq. ID 


OJ990620 


_37.9C23 


.C4 


Gene No. 


25767 




Strand 


+ 






Start 


3760 




End 


5409 






Name 


OJ990620 37 


.9C23.C4.o2.gs 


Method 


GENSCAN 






Start 


3760 


End 


5409 






GI 


none 




Score 


.74 







12637 



Exons 



3760.. 3944, 4854.. 4957, 5210.. 5409 



Seq. No. 12197 

Gene No. 25768 

Start 5716 

Name OJ990620_37 . 9C23 . C4 . o3 . gs 

Start 5716 

GI none 
Exons 



Seq. ID OJ990620_37.9C23.C4 

Strand + 

End 8896 

Method GEN SCAN 

End 8896 

Score .74 



5716. .5767, 6239. .6361, 6568. .7237, 7297. .7322, 7411. .7823, 
7899. .7958, 8027. .8140, 8216. .8517, 8608. .8896 



Seq. No. 12197 

Gene No. 25769 

Start 17126 

Name OJ990620_37 . 9C23 . C4 . 06 . gs 

Start 17126 

GI none 

Exons 17126. .17246, 174 99 .. 17626, 
18918. .19034, 19118.. 19801 



Seq. ID OJ990620_37.9C23.C4 

Strand + 

End 19801 

Method GENSCAN 

End 19801 

Score .99 
17748. .18224, 18308. . 18580, 



lis? 

I'll 

i ; \ 
W 



□ 



Seq. No. 12197 

Gene No. 25770 

Start 35104 

Name OJ990620_37 . 9C23 . C4 . o2 . np 

Start 35092 

GI 1345786 

Exons 35092. .35278, 37962 
GI Descrip. CHALCONE SYNTHASE 1 



Seq. ID OJ990620_37.9C23.C4 
Strand + 
End 38968 
Method AAT/NAP 
End 38965 
Score 973 

.38965 

(NARINGENIN-CHALCONE SYNTHASE 1) 
gi 1 136214 1 1 pir | | S56699 naringenin-chalcone synthase (EC 
2.3.1.74) 1 - gerbera hybrid gi ! 853928 | emb | CAA8 6218 | (Z38096) 
chalcone synthase [Gerbera hybrida] 



Seq. No. 


12197 


Seq. ID 


OJ990620_ 


_37. 


9C23.C4 


Gene No. 


25770 


Strand 


+ 






Start 


35104 


End 


38968 






Name 


OJ990620 37. 9C23.C4 .08. gs 


Method 


GENSCAN 






Start 


35104 


End 


37038 






GI 


none 


Score 


.78 






Exons 


35104. .35278, 36956.. 37038 










Seq. No. 


12197 


Seq. ID 


OJ990620_ 


_37. 


9C23.C4 


Gene No. 


25770 


Strand 


+ 






Start 


35104 


End 


38968 






Name 


OJ990620 37. 9C23.C4 .o2.gp 


Method 


AAT/GAP 






Start 


36900 


End 


37051 






GI 


3073 1.R1084 


Score 


255 






Exons 


36900. .37051 










GI Descrip. 


f 133936/sp|P12146|RR3 ORYSA 


5.0e-95 CHLOROPLAST 


30S 


RIBOSOMAL 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 12197 

Gene No. 25770 

Start 35104 

Name OJ990620_37 . 9C23 . C4 . o3 . gp 



Seq. ID OJ990620_37, 

Strand + 

End 38968 

Method AAT/GAP 



9C23.C4 



12638 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



37224 End 37679 

LIB3432-059-P1-K1-D8 Score 685 

37224. .37679 

1 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seg. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_37. 9C23.C4 
+ 

38968 
GENSCAN 
38968 
.92 



12197 
25770 
35104 

OJ990620_37. 9C23.C4 .o9.gs 
37973 
none 

37973. .38968 

12197 
25771 
39696 

OJ990620_37. 9C23.C4 .olO.gs 
39696 
none 

39696. .39715, 42758 .. 42851, 4 3262 .. 434 53 , 43945 .. 45060, 
45181. .46023, 46735 .. 47025, 47030 .. 47371 , 48793. .51186 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_37. 9C23.C4 
+ 

58557 
GENSCAN 
51186 
.45 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_ 
+ 

58557 
AAT/NAP 
46089 
882 



12197 
25771 
39696 

OJ990620_37. 9C23.C4 .o3.np 
44029 
6069646 
4 4 029. .4 4823, 45112. .4 6089 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



37.9C23.C4 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



12197 

25771 ■ 
39696 

OJ990620_37.9C23.C4 .o4.np 

48749 

3176715 



Seq. ID 
Strand 
End 

Method 
End 
Score . 

48749. .48909, 48937 .. 49201, 55219 .. 57261 , 58498. .58557 
(AC002392) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ990620_37.9C23.C4 
+ 

58557 
AAT/NAP 
58557 
1417 



12197 
25771 
39696 

OJ990620_37.9C23.C4.o6.gp 

53213 

none 

53213. .54087 

12197 
25771 ' 
39696 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990620_37.9C23.C4 
+ 

58557 
AAT/GAP 
54087 
1679 



OJ990620_37.9C23.C4 
+ 

58557 



12639 



Name 

Start 

GI 

Exons 



OJ990620_37 . 9C23 . C4 . ol2 . gs Method GENSCAN 

54732 End 57218 

none Score . 98 
54732. .57218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12197 Seq. ID 

25772 Strand 

9435 End 

OJ990620_37 . 9C23 . C4 . o4 . gs Method 

9435 End 

none Score 

9435. .9886, 10114. .11287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_37.9C23.C4 

34354 
GENSCAN 
11287 
.53 



OJ990620 37.9C23.C4 



12197 
25772 
9435 

OJ990620_37. 9C23.C4 .ol.np 
9456 
4544372 
9456. . 10682, 
22401. .23417 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



34354 
AAT/NAP 
23417 
1435 



15178. .15464, 21523 .. 21820, 21933 22334 , 



Seq. No. • 12197 " . '• 

Gene No. 25772 

Start 9435 

Name OJ990620_37 . 9C23 . C4 . o5 . gs 

Start 11809 

GI none 

Exons 11809. . 12980, 13278 .. 13426, 
14637. .14842, 15101. .15330, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13611 

15462 



OJ990620 37.9C23.C4 



34354 
GENSCAN 
16044 
.41 

13771, 13787. 
15927, 15939. 



14587, 
16044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9C23.C4 .o7 .gs 



12197 
25772 
9435 

OJ990620_37. 
20398 
none 

20398. .21195, 21424 .. 21906, 
24805. .24879, 26010 .. 26253, 
33786. .33891, 34324.. 34354 

12197 
25773 
46935 

OJ990 620_37 . 9C23 . C4 . o5 . ts 

9450 

none 



Seq. ID 
Strand 
End 

Method 

End 
, Score 
22509. 
28333. 



OJ990620 37.9C23.C4 



34354 
GENSCAN 
34354 
.51 

23300, 23650. .23731, 
28412, 30474. .30590, 



Seq. ID OJ990620_37.9C23.C4 



Strand 
End 

Method 

End 

Score 



61911 

TBLASTX : Soybean 

20496 

45 



9450. .9695, 9454. .9483, 9532. .9693, 20251 .. 204 96, 20255 .. 20284 , 
20324. .20458, 20329.. 20496 



Seq. No. 12197 Seq. ID 

Gene No. 25773 Strand 

Start 4 6935 End 

Name OJ990620_37 . 9C23 . C4 . o4 . tw Method 

Start 9471 End 



OJ990620_37.9C23.C4 
61911 

TBLASTX: Wheat 
20679 



12640 






GI 


none 




Score 


80 






Exons 


9471. .9887, 9505. .9645, 20272 .. 20679, 


20306. . 20461 






Con Mn 


12197 




Seq. ID 


OJ990620_37.9C23 


.C4 




Gene No. 


25773 




Strand 








Start 


4.6935 




End 


61911 






Name 


OJ990620 37.9C23.C4. 


08 . ts 


Method 


TBLASTX : Soybean 






Start 


10127 




End 


,21201 






GI 


none 




Score 


75 






Exons 


10127. .10435, 10215. 


.10331, 


20839. .21201 






Seq. No. 


12197 




Seq. ID 


OJ990620_37. 9C23 


.C4 






25773 




Strand 








Start 


46935 




End 


61911 






Name 


OJ990620 37 . 9C23 .C4 . 


o9. tw 


Method 


TBLASTX: Wheat 






Start 


10205 ~ 




End 


21396 






GI 


none 




Score 


181 






Exons 


10205. .10261, 10295 


.10399, 


10433. .10594, 21007 .. 21063 , 








21088. .21396 














12197 




Seq. ID 


OJ990620_37.9C23 


.C4 




Gene No. 


25773 




Strand 








Start 


46935 




End 


61911 




. 3 ; 

•»i 


Name 


OJ990620 37.9C23.C4 


olO . tm 


Method 


TBLASTX: Maize 




rf| 


Start 


10268 _ 




End 


21402 




HI 

: or 


GI 


none 




Score 


217 






Exons 


10268. .10597, 21070 


.21402 








Lil 


Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23 


.C4 




belle INU . 


25773 




Strand 






ril 


Start 


46935 




End 


61911 




■5 


Name 


OJ990620 37 . 9C23 .C4 


06 . tw 


Method 


TBLASTX: Wheat 




□ 


Start 


10832 ~ 




End 


22061 






GI 


none 




Score 


59 






Exons 


10832 . . 11122, 10875 


. 11024, 


11046. .11111, 11162. .11251, 




. = : 




21658 . .21861, 21966 


. .22061 










Seq. No. 


12197 




Seq. ID 


OJ990620__37.9C23 


. C4 




Gene No. 


25773 




Strand 






so! 


Cf art - 

O L. a. J. L. 


46935 




End 


61911 






Name 


OJ990620 37.9C23.C4 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


10884 




End 


22101 






GI 


none 




Score 


149 






Exons 


10884 . . 11138, 10886 


. . 11137, 


11159. .11296, 11163. .11294, 








21689. .21841, 21691 


. . 21843, 


21858. .21926, 21859 .. 21939, 








21963. .22100, 21967 


. .22101 










Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23 


.C4 






25773 




Strand 








Start 


46935 




End 


61911 






Name 


OJ990620 37.-9C23.C4 


. ol3 . tm 


Method 


TBLASTX: Maize 






Start 


11562 




End 


11802 






GI 


none 




Score 


101 






Exons 


11562. .11684, 11563 


. . 11682, 


11563. . 11691, 1157 6. . 11692, 








11677. . 11802, 11680 


. . 11796, 


11779. . 11802 






Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23 


.C4 



12641 




Gpne No . 


25773 




Strand 






Start 


46935 




End 


61911 




Name 


OJ990620_37 . 9C23.C4 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


11884 




End 


22718 




GI 


none 




Score 


111 




Exons 


11884 . . 12201, 11939 


. . 12202, 


22341. .22439, 224 05 .. 227 13, 






22416. . 22718 










Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23. 


C4 




25773 




Strand 






Start 


46935 




End 


61911 




Name 


OJ990620_37 . 9C23 . C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11890 




End 


22868 




GI 


none 




Score 


232 




Exons 


11890. . 12351, 11891 


. . 12202, 


12070. . 12351, 22409. .22549, 






■ 224 10 .. 228 68 , 22411 


O O T 1 f~ 

. . ZZll 6, 


22780. .22866 




Seq. No. 


12197 




Seq. ID 


OJ990620_37. 9C23. 


C4 


CiPne No . 


25773 




Strand 






Start 


46935 




♦ End 


61911 




Name 


OJ990620_37 . 9C23 . C4 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11918 




End 


22712 




□ GI 


none 




Score 


114 




■/I Exons 


11918 . . 12166, 11923 


. . 12204, 


22251. .22439, 22258.-22395, 




!" fs 


22440. .22712, 22459 


. . 22683 








<»!! 

^ Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23. 


C4 


W Gene No. 


25773 




Strand 






U? Start. 


46935 




End 


61911 




i.ll Name 


OJ990620_37.9C23.C4 


.o2 . tw 


Method 


TBLASTX: Wheat 




!M1 Start 


12239 




End 


23141 




!/'* GI 


none 




Score 


276 




* c . Exons 


12239. . 12565, 12241 


. . 12573, 


12263. .12565, 12568 12624 , 




'■S3? 


12578. .12625, 22736 


. .23080, 


22758. .23090, 22780 ... 23082, 






23085. .23141, 23095 


. . 23136 








, -s Seq . No . 


12197 




Seq. ID 


OJ990620_37.9C23. 


C4 


,!« Gene No. 


25773 




Strand 






;;;f Start 


46935 




End 


61911 




^ Name 


OJ990620_37 . 9C23 .C4 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


12352 




End 


23087 




GI 


none 




Score 


197 




Exons 


12352 . . 12570, 12353 


. . 12565, 


22869. .23087, 22870. .23082 




Seq. No. 


12197 




Seq. ID 


OJ990620_37.9C23 


C4 


Gene No. 


25773 




Strand 






Start 


46935 




End 


61911 




Name 


OJ990620_37 . 9C23.C4 


.o9. ts 


Method 


TBLASTX: Soybean 




Start 


12421 




End 


-23291 




GI 


none 




Score 


131 




Exons 


12421. .12555, 12562 


. . 12792, 


22938. .23072, 23079.. 23291 




Seq. No. 


12197 




Seq. ID 


OJ990620_37. 9C23 


■C4 


Gene No. 


25773 




Strand 






Start 


46935 




End 


61911 




Name 


OJ990620 37.9C23.C4 


.ol2. tm 


Method 


TBLASTX: Maize 




Start 


28102 




End 


28878 





12642 



GI 


none 








Score 


40 




Exons 


28102. 


.28143, 


28214. 


. .28396, 


28226. .28369, 28247 


. .28387, 




28249. 


.28383, 


28264, 


. .28365, 


28271. .28399, 28271 


. .28411, 




28271. 


.28408, 


28272, 


. .28379, 


28405. .28464, 28432 


. .28458, 




28471 . 


. 28593, 


28472 , 


. 28585, 


28472. .28588, 28472 


28594 , 




28477. 


.28596, 


28478, 


. .28579, 


28478.-28597, 28478 


. .28627' 




28479. 


.28589, 


28479, 


. .28607, 


28481. .28585, 28482 


. .28607, 




28482. 


.28505, 


28483, 


. .28608, 


28489. .28608, 28493 


. : '28618, 




28607. 


.28672, 


28610, 


. .28696, 


28611. .28688, 28617 


. .28706, 




28621. 


.28701, 


28624, 


. .28707, 


28626. .28706, 28648 


. .28707, 




28710. 


.28760, 


28759. 


. .28878, 


28769.-28825, 28788 


. .28874 


Seq. No. 


12197 








Seq. ID 


OJ990620 


37 9C23 


Gene No. 


25773 








Strand 






Start 


46935 








End 


61911 




Name 


OJ990620 37.9C23.C4. 


. o7 . tw 


Method 


TBLASTX : 1 


Wheat 


Start 


29644 








End 


29996 




GI 


none 








Score 


178 




Exons 


29644 . 


.29871, 


29862. 


. .29996 








Seq. No. 


12197 








Seq. ID 


OJ990620 


_37.9C23 


(Zpnp No 


25773 








Strand 






Start 


46935 








End * 


61911 




Name 


OJ990620 37.9C23.C4. 


, ol . ts 


Method 


TBLASTX : ; 


Soybean 


Start 


35149 








End 


38860 




GI 


none 








Score 


131 




Exons 


35149. 


.35295, 


37963. 


, .38397, 


'37964. .384 


28, 38204 


. .38458, 




38307. 


.38447, 


38483. 


, .38644, 


38672. .388 


60 




Seq. No. 


12197 








Seq. ID 


OJ990620 


37 . 9C23 


Gene No. 


25773 








Strand 






Start 


46935 








End 


61911 




Name 


OJ990620 37.9C23.C4. 


,o2. tc 


Method 


TBLASTX : I 


Cress 


Start 


35149 








End 


38860 




GI 


none 








Score 


126 




Exons 


35149. 


.35295, 


37963. 


, .38391, 


37964. .38644, 38672 


. .38860 


Seq. No. 


12197 








Seq. ID 


OJ990620^ 


_37.9C23 


Gene No. 


25773 








Strand 






Start 


46935 








End 


61911 




Name 


OJ990620 37.9C23.C4. 


,o2. tm 


Method 


TBLASTX: Maize 


Start 


35149 








End 


38922 




GI 


none 








Score 


126 




Exons 


35149. 


.35295, 


37963. 


.38397, 


37964. .38428, 38153 


. .38467, 




38307. 


.38450, 


38483. 


.38623, 


38672. .388 


09, 38872 


. .38922 



Seq. No. 12197 Seq. ID 

Gene No. 25773 Strand 

Start 4 6935 End 

Name OJ990620_37 . 9C23 . C4 . oil . tm Method 

Start 36904 End 

GI none Score 
Exons 



OJ990620_37.9C23.C4 
61911 

TBLASTX: Maize 

37110 

108 



36904. .36975, 36904 .. 36972 , 36908 .. 36979, 36909 .. 36974 , 
36920. .36979, 3694 0 .. 37047 , 36966 .. 3704 3, 36968 .. 37048, 
37057. .37110 



Seq. No. 



12197 



Seq. ID OJ990620_37.9C23.C4 



12 64 3 




Gene No. 


25773 






Strand 


- 




Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. o7 . tm 


Method 


TBLASTX : Mai ze 




Start 


43440 






End 


43808 




GI 


none 






Score 


283 




Exons 


43440. 


.43808, 43559 


. . 43759 








Seq. No. 


12197 






Seq. ID 


OJ990620_37. 9C23 


.C4 


Gene No. 


25773 






Strand 






Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. 06 . tm 


Method 


TBLASTX : Maize 




Start 


44017 






End 


44358 




GI 


none 






Score 


328 




Exons 


44017. 


.44358, 44029 


. . 44334, 


44031. .44357 




Seq. No. 


12197 






Seq. ID 


OJ990620 37.9C23 


.C4 


Gene No. 


25773 






Strand 


- 




Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. o4 . tm 


Method 


TBLASTX : Mai ze 




Start 


44359 






End 


45045 




GI 


none 






Score 


268 




Exons 


44359. 


.44739, 44409 


. .44543, 


44796. .450 


44, 44797. .45045 




Seq. No. 


12197 






Seq. ID 


OJ990620 37.9C23 


.C4 


Gene No. 


25773 






Strand 


- 




Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


44689 






End 


45132 




GI 


none 






Score 


201 




Exons 


44689. 


.44982, 44692 


. .44877, 


44998 . .450 


51, 45055. .45132 




Seq. No. 


12197 






Seq. ID 


OJ990620_37.9C23 


.C4 


Gene No. 


25773 






Strand 






Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


45109 






End 


45402 




GI 


none 






Score 


170 




Exons 


45109. 


.45288, 45117 


. . 45287 , 


45289. .454 


02 




Seq. No. 


12197 






Seq. ID 


OJ990620_37.9C23 


.C4 


Gene No. 


25773 






Strand 






Start 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


.ol4 . tm 


Method 


TBLASTX: Maize 




Start 


45511 






End 


45984 




GI 


none 






Score 


144 




Exons 


45511. 


.45816, 45862 


. . 45984 








Seq. No. 


12197 






Seq. ID 


OJ990620_37.9C23 


. C4 


Gene No. 


25773 






Strand 






Start- 


46935 






End 


61911 




Name 


OJ990620 37.9C23.C4 


. o5 .np 


Method 


AAT/NAP 




Start 


46935 






End 


61669 




GI 


5734709 




Score 


142 




Exons 


46935. 


.47114, 47254 


. .47490, 


58856.-58995, 61424. .61669 




GI Descrip. 


(AC00807 5) Contains 


PF 100069 Eukaryotic protein kinase 


domain 



[Arabidopsis thaliana] 



12644 



Seq. No. 12197 
Gene No. 25773 
Start 46935 

Name OJ990620_37 . 9C23 . C4 . 06 . ts 

Start 48850 
GI • none 

Exons 48850. 

49194 . 

55239. 



,48903, 48949. 
,49322, 49201. 
,55373, 55241. 



,49041, 
,49344, 
,55363 



Seq. ID 
Strand 
End 

Method 
End 
Score 

49042 

54858 



OJ990620 37.9C23.C4 



61911 

TBLASTX : Soybean 
55373 
63 

49086, 49093/.49191, 
54929, 54963. .55034, 



Seq. No. 12197 
Gene No. 25773 
Start 46935 

Name OJ990620_37 . 9C23 . C4 . ol . tc 

Start 48930 
GI none 

Exons 48930. .49034, 4894 6 .. 49050, 

49567. .49809, 49909 .. 49980, 

50356. .50883, 50362. .50850, 

50956. .51132, 54 939 .. 55064 , 

55851. .56003, 5628 9.-56378, 

56388. .56918, 56955 .. 57 188 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

49149 

50226 

50364 

55200 

56312 

56979 



OJ990620 37.9C23.C4 



61911 

TBLASTX: Cress 
57188 
90 

49250, 49150. .49263, 
50345, 50227. .50346, 
50882, 50923. .51156, 
55283, 55611. .55826, 
56377, 56384. .56908, 
57140, 57062. .57184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12-197 
25773 
46935 

OJ990620_37.9C23.C4. 

49613 

none 

49613. .49822, 49616. 
49630. .49824, 49633. 
49833. .49922, 49834, 
55644. .56036, 55651. 



ol . tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_37.9C23.C4 
61911 

TBLASTX: Wheat 

56038 

143 



.49813, 49623. .49823, 4 9626 .. 4 9826, 

.49830, 49830. .49961, 4 9832 .. 4 9975 , 

.49977, 49969. .50010, 49972 .. 50007 , 

.56037, 55652.. 56038 



Seq. No. 12197 Seq. ID 

Gene No. 25773 Strand 

Start 46935 End 

Name OJ990620_37 '.?C2>3.. C4 . o7 . ts Method 

Start 49618 End 

GI none Score 

Exons 49618. .49821, 49653 .. 49814 , 55527 
55700. .55837 



OJ990620_37.9C23.C4 
61911 

TBLASTX : Soybean 
55910 
174 

55667, 55650. .55910, 



Seq. No. 12197 
Gene No. 25773 
Start 46935 

Name OJ990620_37 . 9C23 . C4 . o5 . tm 

Start , 50244 
GI none 
Exons 50244. .50369, 5024 5 .. 50370, 50355 

56276. .56401, 56277 .. 56402, 56387 

56394. .56576 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990620 37.9C23.C4 



61911 

TBLASTX: Maize 
56579 
140 

50543, 50356. .50547, 
56575, 56388. .56579, 



Seq. No. 12197 Seq. ID 

Gene No. 25773 Strand 

Start 46935 End 

Name OJ990620 37 . 9C23 . C4 . o2 . ts Method 



OJ990620_37.9C23.C4 
61911 

TBLASTX: Soybean 



12645 




Start 


50245 






End 


57137 






GI 


none 






Score 


53 






Exons 


50245. 


.50298, 50302. 


. 50379, 


50304. .50378, 50392. 


. 50772, 






50398. 


.50886, 50451. 


. 50864, 


50995. .51123, 56277. 


.56330, 






56334. 


.56411, 56336. 


.56410, 


S6424..56828, 56430. 


.56915, 






56618. 


.56905, 57030. 


.57137 










Seq. No. 


12197 






Seq. ID 


OJ990620_ 


37. 9C23. 


C4 


Gene No. 


25773 






Strand 








Start 


46935 






End 


61911 






Name 


OJ990620 37.9C23.C4. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


50412 






End 


56858 






GI 


none 






Score 


116 






Exons 


50412. 


.50543, 50413. 


. 50544, 


50563. .50739, 50566. 


.50724, 






50568. 


.50750, 50637. 


. 50732, 


50767. .50826, 56444. 


.56575, 






56445. 


.56597, 56592. 


. 56795, 


56595. .56756, 56618. 


.56764, 






56799. 


.56858 












Seq. No. 


12197 






Seq. ID 


OJ990620_ 


37.9C23. 


C4 


Gene No. 


25773 






Strand 








Start 


46935 






End 


61911 






Name 


OJ990620 37.9C23.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


50548 






End 


57179 






GI 


none 






Score 


421 






Exons 


50548. 


.50925, 50568. 


. 50882, 


50569. .50883, 50911. 


.51081, 






50922. 


.51107, 50923. 


.51156, 


56580. .56915, 56595. 


.56897, 






56618. 


.56905, 56934. 


.57179, 


56949. .57140, 56957. 


.57169 




Sea No. 


12197 






Seq. ID 


OJ990620_ 


37.9C23. 


C4 


Gene No. 


25773 






Strand 








Start 


46935 






End 


61911 






Name 


OJ990620 37.9C23.C4. 


oil . gs 


Method 


GENSCAN 






Start 


51823 






End 


54096 






GI 


none 






Score 


.84 






Exons 


51823. 


.51893, 52104. 


. 52305, 


54094. .54096 






Seq. No. 


12197 






Seq. ID 


OJ990620_ 


37.9C23. 


C4 


Gene No. 


25773 






Strand 








Start 


46935 






End 


61911 






Name- 


OJ990620 37.9C23.C4. 


ol3 . gs 


Method 


GENSCAN 






Start 


58806 






End 


61911 






GI 


none 






Score 


.89 






Exons 


58806. 


.58865, 58945. 


.59032, 


61247. .61911 






Seq. No. 


12198 






Seq. ID 


OJ990620_ 


37.9C23. 


C5 


Gene No. 


25774 






Strand 


+ 






Start 


392 






End 


7063 






Name 


OJ990620 37.9C23.C5. 


ol . gs 


Method 


GENSCAN 






Start 


392/ 






End 


6733 






GI 


none 






Score 


.72 






Exons 


392.. 586, 2255.. 2373 


l, 3475.. 


3602, 4127. 


.4179, 4486.. 4604 






4911. . 


4971, 5272.. 5438, 5822 


!..5936, 604 


18. .6250, 


6345. . 6455 




6637. . 


6733 












Seq. No. 


12198 






Seq. ID 


OJ990620_ 


37.9C23. 


C5 


Gene No. 


25774 






Strand 


+ 






Start 


392 






End 


7063 







12646 




Name 


OJ990620_37 


. 9C23. 


, C5 .ol .gp 


Method 


AAT/GAP 


Start 


3926 






End 


5451 


GI 


none 






Score 


1061 


Exons 


3926. . 4017, 


4110 . 


, . 4270, 448 


6. .4604, 4911. .4971, 5272. .5451 


Seq. No. 


12198 






Seq. ID 


OJ990620_37.9C23.C5 


Gene No. 


25774 






..Strand 


+ 


Start 


392 






End 


7063 


Name 


OJ990620_37 


. 9C23. 


,C5 .ol .np 


Method 


AAT/NAP 


Start 


4501 






End 


6736 


GI 


6648207 






Score 


479 


Exons 


4501. . 4604, 


4911. 


..4971, 5272. .5438, 5822.-5936, 6048. .6250, 




6345 . . 6455, 


6637. 


. .6736 






GI Descrip. 


(AC013483) 


unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


12198 






Seq. ID 


OJ990620_37.9C23.C5 


Gene No. 


25774 






Strand 


+ 


Start 


392 






End 


7063 


Name 


OJ990620_37 


.9C23, 


.C5.o2.gp 


Method 


AAT/GAP 


Start 


6324 






End 


7063 


GI 


none 






Score 


1004 


Exons 


6324 . . 6455, 


6637, 


. .7063 






Seq. No. 


12198 






Seq. ID 


OJ990620_37.9C23.C5 


Gene No. 


25775 






Strand 


+ 


Start 


11206 






End 


14100 


Name 


OJ990620 37 


.9C23 


.C5.o2.np 


Method 


AAT/NAP 


Start 


11206 






End 


13803 


GI 


6041797 






Score 


826 


Exons 


11206. .11434, 11519. .11657, 


11781. .11993, 12085. .12229, 



12793. .12943, 1304 9 .. 13158 , 1324 1 .. 13321 , 13488 .. 13537 , 
fjj 13731.. 13803 

GI Descrip. (AC009755) unknown protein [Arabidopsis thaliana] 
?*i gi|6513915|gb|AAF14819.1|AC011664_l (AC011664) unknown protein 

i :B : [Arabidopsis thaliana] 





Seq. No. 


12198 






Seq. ID 


OJ990620_ 


37.9C23 


< a i 


Gene No. 


25775 






Strand 


+ 






Start 


11206 






End 


14100 






Name 


OJ990620 37.9C23.C5. 


. o3.gs 


Method 


GENSCAN 




a 


Start 


11206 






End 


13806 






GI 


none 






Score 


.62 






Exons 


11206. 


.11440, 11519. 


, .11657, 


11727. .11993, 12085. 


.12229, 






12793. 


.12943, -13049. 


, .13158, 


13241. .13338, 13468. 


.13537, 






13717. 


.13806 












Seq. No. 


12198 






Seq. ID 


OJ990620_ 


37.9C23 




Gene No. 


25775 






Strand 


+ 






Start 


11206 






End 


14100 






Name 


OJ990620 37.9C23.C5. 


,o3.gp 


Method 


AAT/GAP 






Start 


11932 






End 


14100 






GI 


32106 


1.R1084 




Score 


1862 






Exons 


11932. 


.11993, 12085, 


. .12229, 


12793. .12943, 13049. 


. 13158, 






13241. 


.13338, 13468, 


, .13537, 


13717. .14100 





GI Descrip. 1 6041797/gb| AAF02117 . 1 | AC009755_10 1.0e-48 (AC009755) unknown 
protein [Arabidopsis thaliana] ' 



12647 



Seq. No. 12198 
Gene No. 25776 
Start 15747 

Name OJ990620_37 . 9C23 .C5.ol.tm 

Start 4902 
GI none 
Exons 4902.. 4985, 4909. 

5673.. 5771, 5822. 

6047. .6247, 6193. 

6347. .6460, 6629. 

6884. .6937 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_37.9C23.C5 
18874 

TBLASTX: Maize 

6937 

108 



.4971, 5215.. 5439, 5270. 

.5932, 5822.. 5932, 5838. 

.6255, 6333.-6455, 6343. 

.6742, 6634.. 6732, 6824. 



5437, 5277. 

5936, 6045. 

,6447, 6346. 

6877, 6833. 



,5438, 
,6251, 
,6459, 
,6880, 



o C . IN u . 


12198 






Seq. ID 


OJ990620_ 


_37.9C23 


Gene No. 


25776 






Strand 






Start 


15747 






End 


18874 




Name 


OJ990620 37.9C23.C5. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


11187 






End 


13554 




GI 


none 






Score 


197 




Exons 


11187. 


.11264, 11197. 


. 11364, 


11245. .11319, 11517 


. .11651, 




11518. 


.11658, 11778. 


.11813, 


11788. .11991, 11892 


. .11987, 




12077. 


.12133, 12787. 


.12945, 


12790. .12954, 13026 


. .13163, 




13039. 


.13164, 13199. 


.13345, 


13241. .13345, 13457 


. .13537, 




13459. 


.13554 










Con No 


12198 






Seq. ID 


OJ990620_ 


_37.9C23 


Gene No. 


25776 






Strand 






Start 


15747 






End 


18874 




Name 


OJ990620 37.9C23.C5. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


11188 






End 


11658 




GI 


none 






Score 


245 




Exons 


11188. 


.11364, 11205. 


. 11360, 


11518. .11658, 11518 


. .11658 


Seq. No. 


12198 






Seq. ID 


OJ990620 


_37.9C23 


Gene No. 


25776 






Strand 






Start 


15747 






End 


18874 




Name 


OJ990620 37.9C23.C5. 


ol.ts 


Method 


TBLASTX:, 


Soybean 


Start 


11200 






End 


13812 




GI 


none 






Score 


184 




Exons 


11200. 


.11364, 11518. 


1 1 /"CO 

. 11 658 , 


11782. .12027, 11880 


. .11987, 




12079. 


.12132, 12136. 


.12210, 


12779. .12943, 12787 


. .12942, 




12790. 


.12948, 13047. 


.13154, 


13048. .13164, 13237 


. .13338, 




13241. 


.13342, 13457. 


.13537, 


13457. .13537, 13714 


. .13812, 




13716. 


.13805 










Seq. No. 


12198 






Seq. ID 


OJ990620 


_37.9C23 


Gene No. 


25776 






Strand 






Start 


15747 






End 


18874 




Name 


OJ990620 37.9C23.C5. 


o2. tm 


Method 


TBLASTX : 1 


Maize 


Start 


11787 






End 


13812 




GI 


none 






Score 


189 




Exons 


11787. 


.12011, 11794. 


. 12012, 


12077. .12229, 12079 


. .12207, 




12086. 


.12229, 12786. 


. 12944, 


12787. . 12945, 12790 


. .12948, 




12792. 


.13013, 13047. 


.13157, 


13048. .13164, 13240 


. .13338, 




13241. 


.13336, 13456. 


.13536, 


13457. .13537, 13707 


. .13811, 




13712. 


.13807, 13714. 


.13812, 


13716. . 13811 




Seq. No. 


12198 






Seq. ID 


OJ990620 


_37.9C23 



12648 




Gene No. 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37.9C23.C5. 


o4 . gp 


Method 


AAT/GAP 




Start 


14782 




End 


16165 




GI 


none 




Score 


1187 




Exons 


14782. . 14965, 15705, 


.16165 








Seq. No. 


12198 




Seq. ID 


OJ99062CT_37.9C23. 


C5 


Gene No. 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37.9C23.C5. 


o3 . np 


Method 


AAT/NAP 




Start 


14987 




End 


17595 




GI 


5668771 




Score 


509 




Exons 


14987. .15030, 15807. 


.15917, 


16292. .16541, 16871.. 17595 




GI Descrip. 


(AC005916) Contains 


similarity to gb|D88035 glycoprotein 




specific UDP-glucuronyltransf erase from Rattus norvegicus . 




[Arabidopsis thaliana] 








Seq. No. 


12198 




Seq. ID 


OJ990620_37.9C23. 


C5 


Gene No . 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37 9C23 


a? t ^ 


Method 


TBLASTX : Soybean 




Start 


15747 ~~ 




End 


16941 




GI 


none 




Score 


73 




Exons 


1 S747 1 S9?0 1 S74R 


• 1JO / u , 


16280. .1654 6, 16292. .1654 6, 






1 6302 1 6S 6R 1 63S6 


1 6S4 7 


16873.. 16941 




Sea No 


12198 




Seq. ID 


OJ990620_37.9C23. 


C5 


Gene No. 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37 9C23 CS 


o4 . gs 


Method 


GEN SCAN 




Start 


15747 ~ 




End 


18148 




GI 


none 




Score 


. 9 




Exons 


15747. .15917, 16292. 


.16541, 


16871. .17175, 1804 6. .1814 8 




Seq. No. 


12198 




Seq. ID 


OJ990620_37.9C23. 


C5 


Gene No . 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37.9C23.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15754 




End 


16367 




GI 


none 




Score 


161 




Exons 


15754. .15915, 15754. 


.15900, 


15756. .15920, 16280 .. 16366, 






16287. .16367, 16290. 


.16367 








Seq. No. 


12198 




Seq. ID 


OJ990620_37.9C23. 


C5 


Gene No. 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37.9C23.C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16870 




End 


17058 




GI 


'none 




Score 


111 




Exons 


16870. . 17016, 16904 . 


. 17014, 


17005. .17052, 17005. .17058 




Seq. No. 


12198 




Seq. ID 


OJ990620_37.9C23. 


C5 


Gene No. 


25776 




Strand 






Start 


15747 




End 


18874 




Name 


OJ990620 37.9C23.C5. 


o4 . np 


Method 


AAT/NAP 




Start 


16907 




End 


18874 





12649 



GI 5852093 Score 106 

Exons 16907. .16983, 1814 6 .. 18213, 18 647 .. 18753, 18844. .18874 

GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



.sc. 
i ; 
«ss? 



Seq. No. 


12199 


Seq. ID 


OJ990620_ 


37. 9C23.C6 


Gene No. 


25777 


Strand 


+ 




Start 


1 


End ' 


10815 




Name 


OJ990620 37. 9C23 . C6 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


7508 




GI 


6063557 


Score 


87 




Exons 


1..16, 876. .1053, 1789. .1894, 


7462. .7508 




GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z9888 


5) [Oryza 


sativa] 


Seq. No. 


12199 


Seq. ID 


OJ990620_ 


37 . 9C23 . C6 


Gene No. 


25777 


Strand 


+ 




Start 


1 


End 


10815 




Name 


OJ990620 37. 9C23 . C6 . ol . gs 


Method 


GEN SCAN 




Start 


134 


End 


962 




rir 
\j ± 


none 


Score 


.8 




Exons 


134. .332, 861. .962 








Seq. No. 


12199 


Seq. ID 


OJ990620_ 


_37 . 9C23.C6 


Gene No. 


25777 


Strand 


+ 




Start 


1 


End 


10815 




Name 


OJ990620 37.9C23.C6.o2.gs 


Method 


GENSCAN 




Start 


4541 


End 


8756 




GI 


none 


Score 


.57 




Exons 


4541. .4605, 6005. .6110, 6261. 


.6344, 6492.. 6605, 


6651. .6675, 




6988. .7151, 7581. .7892, 7894. 


.7961, 8108.. 8222, 


8559. .8756 


Seq. No. 


12199 


Seq. ID 


OJ990620_ 


_37.9C23.C6 


Gpnp No . 


25777 


Strand 


+ 




Start 


1 


End 


10815 




Name 


OJ990620 37.9C23.C6.o4.np 


Method 


AAT/NAP 




Start 


6393 


End 


10815 




GI 


5922620 


Score 


242 




Exons 


6393. .6431, 6492. .6605, 6651. 


.6675, 7546. .8014, 


10691. .10815 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region, of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 6016853 |dbj IBAA85196.1 | (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; 


hypothetical 




protein [Oryza sativa] 








Seq. No.. 


12199 


Seq. ID 


OJ990620_ 


_37.9C23.C6 


Gene No. 


25778 


Strand 






Start 


5682 


End 


6128 




Name 


OJ990620 37.9C23.C6.o2.np 


Method 


AAT/NAP 




Start 


5682 


End 


6128 




GI 


6539570 


Score 


161 




Exons ■ 


5682. .5748, 5925. .6128 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


. sativa] 




Seq. No. 


12199 


Seq. ID 


OJ990620_ 


_37.9C23.C6 


Gene No. 


25779 


Strand 






Start 


6255 


End 


7599 




Name 


OJ990620 37 . 9C23 . C6 . o3 . np 


Method 


AAT/NAP 




Start 


6255 


End 


7599 





12650 



GI 6630699 Score 76 

Exons 6255.-6338, 7543.. 7599 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi | 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


12199 


.Seq, ID 


OJ 990620 5 1 


. ycz j 


. Lb 


Gene No. 


. 25780 


Strand 








Start 


7772 


End 








Name 


OJ990620 37.9C23.C6.o5.np 


Method 


AAT/NAP 






Start 


7772 


End 


10938 






GI 


6721516 


Score 


1 A Q 
1 4 O 






Exons 


7772.. 7827, 9286.. 9522, 10858 


. .10938 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


• 

sativa J 






Seq. No. 


12199 


Seq. ID 


uj y y u u o / 


. yc^ o 




Gene No. 


25780 


Strand 








Start 


7772 


End 








Name 


OJ990620 37.9C23.C6.o3.gs 


Method 


GENSCAN 






Start 


10150 


End 


10728 






GI 


none 


Score 








Exons 


10150. .10264, 10321. .10728 










Seq. No. 


12200 


Seq. ID 


OJ990620_37 


.9C23 


. c / 


Gene No. 


25781 


Strand 


+ 






Start 


274 


End 


745 






Name 


OJ990620 37.9C23.C7.ol.np 


Method 


AAT/NAP 






Start 


274 


End 


745 






GI 


1944134 


Score 


463 






Exons 


274. .745 










GI Descrip. 


(AB002582) chalcone synthase 


[Perilla 


f rutescens] 






Seq. No. 


12200 


Seq. ID 


OJ990620__37 


.9C23 


.C7 


Gene No. 


25781 


Strand 


+ 






Start 


274 


End 


745 






Name 


OJ990620 37.9C23.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


...275 


End 


740 






GI 


none 


Score 


451 






Exons 


275.-727, 276;. 740 











Seq. No. 


12200 






Seq. ID 


OJ990620_37. 9C23 


.C7 


Gene No. 


25781 






Strand 


+ 




Start 


274 






End 


745 




Name 


OJ990620 


37.9C23.C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


275 






End 


745 




GI 


none 






Score 


465 




Exons 


275. .745, 


276. .743 










Seq. No. 


12200 






Seq. ID 


OJ990620_37.9C23 


.C7 


Gene No. 


25781 






Strand 


-f 




Start 


274 






End 


745 




Name 


OJ990620 


37.9C23.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


275 






End 


745 




GI 


none 






Score 


456 




Exons 


275. .745, 


276. .743, 


533. .670, 


643. .693, 


658. .696 




Seq. No. 


12200 






Seq. ID 


OJ990620_37.9C23 


.C7 



12651 



Gene No. 


25781 




Strand 


+ 


Start 


274 




End 


745 


Name 


OJ990620 37.9C23.C7.ol. 


gs 


Method 


GENSCAN 


Start 


285 




End 


683 


GI 


none 




Score 


.86 


Exons 


285.-683 








Seq. No. 


12201 




Seq. ID 


OJ990530 


Gene No. 


25782 




Strand 




Start 


164 




End 


359 


Name 


OJ990530 32.9C10.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


164 




End 


359 


GI 


none 




Score 


.55 


Exons 


164. .254, 286. .359 








Seq. No. 


12202 




Seq. ID 


OJ990530 


Gene No. 


25783 




Strand 


+ 


Start 


23 




End 


690 


Name 


OJ990530 32. 9C10.C3.ol. 


gs 


Method 


GENSCAN 


Start 


23 




End 


690 


GI 


none 




Score 


. 98 


Exons 


23. .103, 187. .278, 403. 


.520, 


630. . 690 




Seq. No. 


12202 




Seq. ID 


OJ990530 




25783 




Strand 


+ 


Start 


"23 




End 


690 


Name 


OJ990530 32.9C10.C3.ol. 


tm 


Method 


TBLASTX : 


Start 


186 




End 


520 


GI 


none 




Score 


120 


Exons 


186. .281, 187. .279, 349 


. .414, 


356. .427 


, 357.. 42 




416. .520, 417. .509 








Seq. No. 


12203 




Seq. ID 


OJ990530 


Gene No. 


25784 




Strand 


+ 


Start 


4002 




End 


7657 


Name 


OJ990530 32.9C10.C4.ol. 


gs 


Method 


GENSCAN 


Start 


4002 




End 


7649 


GI 


none 




Score 


. 92 


Exons 


4002. .4625, 5830. .6115, 


7099. 


.7649 




Seq. No. 


12203 




Seq. ID 


OJ990530 


Gene No. 


25784 




Strand 


+ 


Start 


4002 




End 


7657 


Name 


OJ990530 32.9C10.C4.ol. 


np 


Method 


AAT/NAP 


Start 


4008 




End 


7646 


GI 


6598436 




Score 


1728 


Exons 


4008. .4625, 5830. .6115, 


7099. 


.7646 




GI Descrip. 


(AC004683) putative ammonium 


transporter [Arabi 


Seq. No. 


12203 




Seq. ID 


OJ990530 


Gene No. 


25784 




Strand 


+ 


Start 


4002 




End 


7657 


Name 


OJ990530 32.9C10.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


7267 




End 


7657 


GI 


5005512 




Score 


778 


Exons 


7267. .7657 









,474, 



GI Descrip. 3335376 1.0e-24 (AC003028) putative ammonium transporter 



12652 



[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12203 Seq. ID 

25785 Strand 

9459 End 

OJ990530_32.9C10.C4 .o3.np Method 

9459 End 

6723758 Score 
9459. .9499, 10856. .11049 

(AJ271079) Ycf4 protein [Oenothera elata subsp 



OJ990530_32. 9C10.C4 
+ 

11049 
AAT/NAP 
11049 
64 



12203 
25786 
11075 

OJ990530_32.9C10.C4 ,o4 .np 

11075 

11998 

11075. .11194, 11360. .11496 
(X15901) ORF85 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_ 
+ 

11496 
AAT/NAP 
11496 
99 



hookeri] 



32. 9C10.C4 



[Oryza sativa] gi | 226619 | prf | | 1603356AR ORF 85A 



12203 
25787 
15102 

OJ990530_32. 9C10 . C4 . o4 . gs 

15102 

none 

15102.. 15236 



Seq. ID OJ990530_32. 9C10.C4 

Strand + 

End 15236 

Method GENSCAN 

End 15236 

Score .53 



Seq. No. 12203 Seq. ID OJ990530_32 . 9C10 . C4 

Gene No. ' 25788 Strand 

Start 8120 End 8828 

Name OJ990530_32 . 9C10 . C4 . o2 . np Method AAT/NAP 

Start 8114 End 8702 

GI 6686082 Score 233 

Exons 8114.. 8190, 8285.. 8702 

GI Descrip. HYPOTHETICAL PROTEIN MTH273 gi I 2621324 (AE000813) conserved 

protein [Methanobacterium thermoautotrophicum] 



Seq. No. 


12203 








Seq. ID 


OJ990530 


Gene No. 


25788 








Strand 




Start 


8120 








End 


8828 


Name 


OJ990530 32 


.9C10 


.C4 .o2 


.gs 


Method 


GENSCAN 


Start 


8120 








End 


8717 


GI 


none 








Score 


.99 


Exons 


8120. .8194, 


8307 


. .8717 








Seq. No. 


12203 








Seq. ID 


OJ990530 


Gene No. 


25788 








Strand 




Start 


8120 ' 








End 


8828 


Name 


OJ990530 32 


.9C10 


.C4 .o2 


gp 


Method 


AAT/GAP 


Start 


8484 








End 


8828 


GI 


none 








Score 


594 


Exons 


8484. .8828 












Seq. No. 


12203 








Seq. ID 


OJ990530 


Gene No. 


25789 








Strand 





12653 



Start 
Name 
Start 
GI 

Exons 



11508 End 

OJ990530_32 . 9C10 . C4 . o2 . tm Method 

4028 End 

none Score 



14997 

TBLASTX: Maize 

4459 

382 



4028. .4333, 4038. .4334, 4358. .4459, 4359. .4457 



Seq.- No. 12203 
Gene No. 25789 
Start 11508 

Name OJ990530_32 . 9C10 . C4 . ol . ts 

Start 4031 
GI none 

Exons 4031.. 4330, 4035.. 4337, 4346. 

5830. .5877, 5836. .5928, 5903. 
6073. .6123, 6081. .6116 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990530 32.9C10.C4 



14997 

TBLASTX : Soybean 
6123 
396 

4519, 4347. .4625, 4553. .4624, 
5929, 5928. .6080, 5929. .6081, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9C10.C4 .ol.tw 



4572. 
5928. 



12203 
25789 
11508 

OJ990530__32. 
4571 
none 

4571. .4624, 
5831. .5929, 

12203 
25789 
11508 

OJ990530_32. 9C10.C4 .o4 . tm 
5842 
none 

5842. .6117, 5845. .5925, 5850. .6116 



,4625, 5823. 
,6044, 5929. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5882, 5825 
. 6045 



OJ990530 32.9C10.C4 



14997 

TBLASTX: Wheat 
6045 
98 

5878, 5830.. 5928, 



Seq. ID OJ990530__32. 9C10.C4 
Strand 

End 14997 

Method TBLASTX: Maize 

End 6117 

Score 302 



Seq. No. 12203 Seq. ID 

Gene No. 25789 Strand 

Start 11508 End 

Name OJ990530_32 . 9C10 . C4 . o2 . tc Method 

Start 5856 v End 

GI none Score 

Exons 5856.. 6116, 5929.. 6117 



OJ990530_32.9C10.C4 
14997 

TBLASTX: Cress 

6117 

261 



Seq. No. 12203 Seq. ID 

Gene No. 25789 Strand 

Start 11508 End 

Name OJ990530_32 . 9C10 . C4 . o3 . tm Method 

Start 7091 End 

GI none Score 

Exons 7091.. 7324, 7095.. 7436, 7323.. 7436 



OJ990530_32.9C10.C4 
14997 

TBLASTX: Maize 

7436 

371 



Seq. No. 12203 Seq. ID 

Gene No. 25789 Strand 

Start 11508 End 

Name OJ990530_32 . 9C10 . C4 . o4 . t s Method 

Start 7094 End 

GI none Score 

Exons 7094.. 7333, 7095.. 7334 



OJ990530_32. 9C10.C4 
14997 

TBLASTX : Soybean 

7334 

234 



12654 




Seq. No. 


12203 








Seq. ID 


OJ990530_32.9C10.C4 


Gene No. 


25789 








Strand 




Start 


11508 








End 


14997 


Name 


OJ990530 32. 


9C10 


.C4 .o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7377 








End 


14997 


GI 


none 








Score 


254. 


Exons 


7377. .7553, 


7377 


. .7553, 


7619. 


.7642, 14866. .14901, 14980.. 14997 


Seq. No. 


12203 








Seq. ID 


OJ990530_32. 9C10.C4 


Gene No . 


25789 








Strand 




Start 


11508 








End 


14997 


Name 


OJ990530 32. 


9C10 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8120 








End 


8720 


GI 


none 








Score 


98 


Exons 


8120. .8203, 


8123 


. .8197, 


8271 . 


.8462, 8278. .8463, 8412. .8522, 




8413. .8523, 


8538 


. .8720, 


8569. 


.8700 




Seq. No. 


12203 








Seq. ID 


OJ990530_32.9C10.C4 


Gene No. 


25789 








Strand 




Start 


11508 








End 


14997 


Name 


OJ990530 32. 


9C10 


.C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8135 








End 


8685 


GI 


none 








Score 


63 


Exons 


8135. .8194, 


8142 


. .8195, 


8292. 


.8414, 8311. .8415, 8439. .8471, 




8440. . 8469, 


8466 


. .8684, 


8467. 


.8685 




Seq. No. 


12203 








Seq. ID 


OJ990530_32.9C10.C4 


Gene No. 


25789 








Strand 




Start 


11508 








End 


14997 


Name 


OJ990530 32. 


9C10 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8352 








End 


8685 


GI 


none 








Score 


254 


Exons 


8352. .8684, 


8356 


. .8685 








Seq. No. 


12203 








Seq. ID 


OJ990530_32. 9C10.C4 


Gene No. 


25789 








Strand 




Start 


11508 








End 


14997 


Name 


OJ990530_32. 


9C10 


.C4 .o3. 


gs 


Method 


GENSGAN 


Start 


11508 








End 


11735 


GI 


none 








Score 


.74 


Exons 


11508 . . 11735 












Seq. No. 


12204 








Seq. ID 


OJ990530 32.9C10.C5 


Gene No. 


25790 








Strand 


+ 


Start 


6942 








End 


11062 


Name 


OJ990530 32. 


9C10 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


6942 








End 


11062 


GI 


6063554 








Score 


379 


Exons 


6942. . 6971, 


8714 


. .8802, 


9299. 


.9572, 9690.. 9912, 10230 .. 10257 , 



10888. .11062 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 12204 Seq. ID OJ990530_32 . 9C10 . C5 

Gene No. 25790 Strand + 

Start 6942 End 11062 



12655 



Name 
Start ■ 
GI 

Exons 

GI Descrip. 



OJ990530_32. 9C10.C5.ol.gp Method AAT/GAP 

9723 End 10457 

101153_1.R1084 Score 604 

9723. .9912, 10230. .10457 

'5852170/emb| AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 178 04 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990530_32.9C10.C5 
+ 

11062 
AAT/GAP 
10902 
817 



12204 Seq. ID 

25790 Strand 
6942 . End 
OJ990530_32. 9C10 . C5 . o2 . gp Method 
10475 End 
2428185 Score 
10475.. 10902 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 

12204 Seq. ID OJ990530_32 . 9C10 . C5 

25791 Strand 

9998 End 17845 

OJ990530_32 . 9C10 . C5 . o2 . np Method AAT/NAP 

9998 End 17845 

5042447 Score 203 
9998. .10026, 13142 13752 , 17802. .17845 
(AC007789) putative polyprotein [Oryza sativa] 

12204 - Seq. ID OJ9905.30_32.9C10.C5 

25791 Strand 

9998 End 17845 

OJ990530_32. 9C10 . C5 . o3 . gp Method AAT/GAP 

11431 End 11686 

61605_3.R1084 Score 420 

11431. .11686 

f 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 


12204 








Seq. ID 


OJ990530_32.9C10 


C5 


Gene No. 


25791 








Strand 






Start 


9998 








End 


17845 




Name 


OJ990530 32. 


9C10.C5 


.o2.'ts 


Method 


TBLASTX : Soybean 




Start 


12751 








End 


12957 




GI 


none 








Score 


45 




Exons 


12751. 


.12957 


, 12755 


. .12784, 


12833. .12952 




Seq. No. 


12204 








Seq. ID 


OJ990530_32.9C10 


C5 


Gene No. 


25791 








Strand 






Start 


9998 








End 


17845 




Name 


OJ990530 32. 


9C10.C5 


. o2 . gs 


Method 


GENSCAN 




Start 


12927 








End 


17273 




GI 


none 








Score 


.57 




Exons 


12927. 


.14309 


, 14415 


. .15955, 


16177. .16381, 16383. .17273 




Seq. No. 


12204 








Seq. ID 


OJ990530_32.9C10. 


C5 


Gene No. 


25791 








Strand 






Start 


9998 








End 


17845 




Name 


OJ990530 32. 


9C10.C5 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


13380 








End 


13751 





12656 



GI 


none 


Score 


88 


Exons 


13380. .13568, ^13393. .13524, 13569 .. 13751, 13588 


Seq. No. 


12204 


Seq. ID 


OJ990530 


Gene No. 


25791 


Strand 




Start 


9998 


End 


17845 


Name 


OJ990530 32. 9C10 . C5 . ol . tm 


Method 


TBLASTX : 1 


Start - 


13536 


End 


13752 


GI 


none 


Score 


93 


Exons 


13536. . 13751, 13537 . . 13752 






Seq. No. 


12205 


Seq. ID 


OJ990530 


Gene No. 


25792 


Strand 


+ 


Start 


1373 


End 


1722 


Name 


OJ990530 32. 9C10 . C6 . ol . gs 


Method 


GENSCAN 


Start 


1373 


End 


1722 


GI 


none 


Score 


.91 


Exons ; 


1373. ,1480, 1635. .1722 






Seq. No. 


12205 


Seq. ID 


OJ990530 


Gene No. 


25793 


Strand 




Start 


1 


End 


1954 


Name 


OJ990530 32. 9C10 . C6 . ol . np 


Method 


AAT/NAP 


Start 


1 ~ 


End 


1954 


GI • 


5042454 


Score 


249 


Exons 


1..25, 1297. .1673, 1930. .1954 






GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 


Seq. No. 


12206 


Seq. ID 


OJ990530 


Gene No. 


25794 


Strand 


+ 


Start 


76 


End 


2061 


Name 


OJ990530 32.9C10.C7.ol.gs 


Method 


GENSCAN 


Start 


76 


End 


2061 


GI 


none 


Score 


.83 


Exons 


76. .127, 1946. .2061 






Seq. No. 


12206 


Seq. ID 


OJ990530 


Gene No. 


25795 


Strand 


+ 


Start 


2574 


End 


10776 


Name 


OJ990530 32.9C10.C7.o2.gs 


Method 


GENSCAN 


Start 


2574 


End 


10776 


GI 


none 


Score 


.62 


Exons 


2574. .2586, 2972. .3423, 3473. 


.3702, 3791.. 3999, 



654 7. .6619, 10224. .10352, 10662. .10776 



Seq. No. 12206 

Gene No. 25795 

Start 2574 

Name OJ990530_32 . 9C1.0 . C7 . ol . np 

Start 2972 

GI 2244765 

Exons 2972.. 3121, 5028.. 5047 

GI Descrip. (Z97335) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990530_32.9C10.C7 

Strand + 

End 10776 

Method AAT/NAP 

End 5047 

Score 38 



Seq. No. 
Gene No. 
Start 



12206 
25796 
3739 



Seq. ID OJ990530_32.9C10.C7 
Strand 

End 5793 



12657 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990530_32 . 9C10 . C7 . o2 . np Method AAT/NAP 

3739 End 5793 

3075394 Score 81 

3739.. 3962, 5767.. 5793 
(AC004484) beta-ketoacyl-CoA synthase 
thaliana] gi I 3559809 | emb I CAA09311 1 (AJ010713 
[Arabidopsis thaliana] 



(FIDDLEHEAD) [Arabidopsis 
fiddlehead protein 



12207 Seq. ID 

25797 Strand 

1557 End 

OJ990530_32 . 9C10 . C8 . ol . gs Method 

1557 End 

none Score 

1557. .1719, 2279.-2455, 2556. .2714 



OJ990530_32.9C10.C8 
+ 

2714 
GEN SCAN 
2714 
.49 



12207 . 

25798 

4317 

OJ990530_32 . 9C10 . C8 . ol . gp 
4195 

291_1.R1084 

4195. .4841, 4944. .5107, 5201 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5653 

1 1706325/sp|P51847 | DCP1_0RYSA 0.0e+00 PYRUVATE DECARBOXYLASE 
ISOZYME 1 (PDC) * >gi_476286 (U07339) pyruvate decarboxylase -.1. 
[Oryza sativaj >gi_1098559 (U26660) pyruvate decarboxylase 
[Oryza sativa] 1 



OJ990530 
+ 

5653 
AAT/GAP 
5653 
2380 



32.9C10.C8 



12207 
25798 
4317 

OJ990530_32 
4317 
1706325 
4317. .4841, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5107, 5201.. 5653 
PYRUVATE DECARBOXYLASE ISOZYME 1 (PDC) 
pyruvate decarboxylase 1 [Oryza sativa] gi I 1098559 (U26660) 
pyruvate decarboxylase [Oryza sativa] 



9C10.C8.ol.np 



4944 , 



OJ990530_32.9C10.C8 
+ 

5653 
AAT/NAP 
5653 
1800 



gi|476286 (U07339) 



Seq. No. 


12207 








Seq. ID 


OJ990530_32.9C10.C8 


Gene No . 


25798 








Strand 


+ 


Start 


4317 








End 


5653 


Name 


OJ990530 32 


.9C10, 


,C8.o2. 


gs 


Method 


GEN SCAN 


Start 


4317 








End 


5576 


GI 


none 








Score 


.79 


Exons 


4317. .4841, 


4944 , 


. .5107, 


5201. 


.5576 




Seq. No. 


12207 








Seq. ID 


OJ990530_32. 9C10.C8 


Gene No. 


25798 








Strand 


+ 


Start 


4317 








End 


5653 


Name 


OJ990530 32 


.9C10, 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4380 








End 


5099 


GI 


none 








Score 


576 


Exons 


4380. .4841, 


4430, 


. .4549, 


4649. 


.4834, 4896. .5099, 4928. .5092 


Seq. No. 


12207 








Seq. ID 


OJ990530_32.9C10.C8 


Gene No. 


25798 








Strand 


+ 



12658 






Start 


4317 








End 


5653 




Name 


OJ990530_32 


. 9C10 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4443 








End 


5648 




GI 


none 








Score 


556 




Exons 


4443. . 4841, 


4445 


. .4549, 


4649. 


.4855, 4896. .5108, 4943. .5107, 






5198 . . 5599, 


5199 


. . 5645, 


5535 . 


.5648 






Seq. No. 


12207 








Seq. ID 


OJ990530_32.9C10.C8 




Gene No. 


25798 








Strand 


+ 




Start 


4317 








End 


5653 




Name 


OJ990530_32 


. 9C10 


.C8 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4557 








End 


5651 




GI 


none 








Score 


399 




Exons 


4557 . .4841, 


4649 


. . 4834 , 


4896 . 


.5108, 4928. .5119, 5198. .5599, 






5199. . 5651 














Seq. No. 


12207 








Seq. ID 


OJ990530_32 . 9C10 . C8 




Gene No. 


25798 








Strand 


+ 




Start 


4317 








End 


5653 




Name 


OJ990530_32 


. 9C10 


.C8 . o3 . 


tc 


Method 


TBLASTX : Cress 




Start 


5198 








End 


5408 




GI 


none 








Score 


260 


If 


Exons 


5198 . . 5401, 


5199 


. .5408, 


5202 . 


.5408 




*\ 

sF 


Seq. No. 


12207 








Seq. ID 


OJ990530_32 . 9C10 . C8 


f! 


Gene No. 


25798 








Strand 


+ 


: r 

if 


Start 


4317 








End 


5653 


"A 


Name 


OJ990530_32 


. 9C10 


,C8 .o2. 


tc 


Method 


TBLASTX: Cress 


u 


Start 


5409 








End 


5645 




GI 


none 








Score 


369 


-f 

Li 


Exons 


5409. .5645, 


5411 


. .5611 










Seq. No. 


12208 








Seq. ID 


OJ990530_32.9Cl0.C9 




Gene No. 


25799 








Strand 




*i 


Start 


254 








End 


2569 




Name 


OJ990530 32 


.9C10 


.C9.ol. 


gs 


Method 


GENSCAN 


3J 


Start 


254 








End 


2569 


!| 


GI 


none 








Score 


.91 


SI 

sf 


Exons 


254. .259, 503.'. 598, 1557. .1634, 2281.. 


2375, 2555.. 2569 




Seq. No. 


12208 








Seq. ID 


OJ990530_32.9C10.C9 




Gene No. 


25800 








Strand 






Start 


2502 








End 


2576 




Name 


OJ990530 32 


.9C10 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1554 








End 


2576 




GI 


none 








Score 


92 




Exons 


1554. .1637, 


1555 


. .1635, 


1560. 


.1637, 2281.. 2382, 2282.. 2374, 






2457. .2528, 


2476 


. .2526, 


2477. 


.2530, 2478.. 2537, 2519.. 2569, 




• 


2527. .g£68, 


2532 


. .2576 










Seq. No. 


12208 








Seq. ID 


OJ990530_32.9C10.C9 




Gene No. 


25800 








Strand 






Start 


2502 








End 


2576 




Name 


OJ990530 32 


. 9C10 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


2502 








End 


2569 




GI 


none 








Score 


124 




Exons 


2502. .2569 













1265? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990530_32 . 9C10 .CIO 
+ 

8326 
AAT/NAP 
8326 
496 



12209 Seq. ID 

25801 Strand 
3475 End 
OJ990530_32 . 9C10 .CIO . ol . np Method 
3475 End 
728867 Score 
3475. .3531, 
8136. .8326 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 |pir||S21961 proline-rich protein APG - Arabidopsis 

thaliana gi I 22599 | emb | CAA42 925 | (X60377) APG [Arabidopsis 

thaliana] 



3685.. 3771, 5532.. 5710, 6798.. 7336, 7682.-7937, 





Seq. No. 


12209 


Seq. ID 


OJ990530_ 


32.9C10. 


C10 




Gene No. 


25801 


Strand 


+ 








Start 


3475 


End 


8326 








Name 


OJ990530_32 . 9C10.C10 . o2 . gs 


Method 


GENSCAN 








Start 


5195 


End 


5744 








GI 


none 


Score 


.44 








Exons 


5195. .5262, 5346. .5417, 5636 


. .5744 










Seq. No. 


12209 


Seq. ID 


OJ990530_ 


32.9C10 


C10 


! cs ; 


Gene No. 


25802 


Strand 


+ 






i °5 


Start 


37109 


End 


43533 






:-! : 


Name 


OJ990530 32 . 9C10 . C10 . o4 . np 


Method 


AAT/NAP 








Start 


37109 


End 


41528 








GI 


4 185148 


Score 


190 






H 


Exons 


37109. .3714 6, 41058. .41528 










a: 


GI Descrip. 


(AC005724) putative non-LTR 


retroelement reverse 


transcripts 


5 

'U ST 


[Arabidopsis thaliana] 










1 a? 

13 


Seq. No. 


12209 


Seq. ID 


OJ990530_ 


32.9C10 


.C10 




Gene No. 


25802 


Strand 


+ 






! 3 af 


Start 


37109 


End 


43533 






\| 


Name 


OJ990530 32 . 9C1U . C1U . ob . gs 


Method 


GENSCAN 






Uh 


Start 


a r\ o a r\ 


End 


43533 








GI 


none *** 


Score 


.72 






J : 


Exons 


40390. .40464, 40503. .40552, 


40596. .40714, 40984. 


.41135, 




□ 




41376. .41595, 4 1942 .. 42073, 


42178. .42264, 42622. 


.42816, 








43328. .43533 












Seq. No. 


12209 


Seq. ID 


OJ990530_ 


32.9C10 


.C10 




Gene No. 


25802 


Strand 


+ 








Start 


37109 


End 


43533 








Name 


OJ990530 32. 9C10 . C10 . o5 . gp 


Method 


AAT/GAP 








Start 


41316 


End 


41744 








GI 


4879320 


Score 


768 








Exons 


41316. .41744 












Seq. No. 


12209 


Seq. ID 


OJ990530_ 


_32. 9C10 


,C10 




Gene No. 


25803 


Strand 










Start 


787 


End 


4107 








Name 


OJ990530 32. 9C10 . C10 . ol . gp 


Method 


AAT/GAP 








Start 


597 


End 


1634 








GI 


none 


Score 


652 








Exons 


597. .755, 1249. .1414, 1574.. 


1634 









12660 



Seq. No. 12209 

Gene No. 25803 

Start 787 

Name OJ990530_32 . 9C10 . CIO . ol . gs 

Start 787 

GI none 
Exons 



End 

Method 
End 
Score 

787. .793, 1249. .1385, ■2040. .2177, 2709. .2858, 3006:. 3159, 
3404. .4107 



Seq. ID OJ990530_32. 9C10.C10 
Strand 

4107 
GENSCAN 
4107 
.81 



Seq. No. 12209 

Gene No. 25804 

Start 14741 

Name OJ990530_32 . 9C10 . C10 . o5 . gs 

Start 14741 

GI none 
Exons 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 17063 

Method GENSCAN 

End 17063 

Score .55 



14741. .14805, 15907. .16823, 16900. .17063 



w 

i s !S 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



**! Seq. No. 
H« Gene No. 

Q start 

i«| Name 
!"! Start 

Exons 



12209 
25805 
26099 

OJ990530_32. 9C10 . C10 . o2 . tm 

1574- 

none 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 39753 

Method TBLASTX : Mai ze 

End 2088 

Score 93 

1574. .1642, 1584. .1673, 1728. .1922, 1728. .1901, 1729. .1902, 
2040. .2087, 2041. .2088 



12209 
25805 
26099 

OJ990530_32 . 9C10 . C10 . o2 . tc 

2021 

none 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 39753 

Method TBLASTX : Cress 

End 2855 

Score 172 



2021. .2203, 2040. .2204, 2041. .2202, 2709. .2855, 2713. .2802 



12209 
25805 
26099 

OJ990530_32.9C10.C10.ol.tm 

6812 

none 

6812. .7156, 6841. .7086 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 39753 

Method TBLASTX: Maize 

End 7156 

Score 296 



Seq. No. 12209 

Gene No. 25805 

Start 26099 

Name OJ990530_32 . 9C10 . C10 . ol . ts 

Start 6821 

GI none 
Exons 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 39753 

Method TBLASTX : Soybean 

End 7762 

Score 314 



6821. .7171, 6841. .7164, 7676. .7762 



Seq. No. 12209 

Gene No. 25805 

Start 26099 

Name OJ990530_32 . 9C10 . C10 . ol . tc 

Start 6824 

GI none 



Seq. ID OJ990530_32.9C10.C10 
Strand 

End 39753 

Method TBLASTX : Cress 

End 7156 

Score 281 



12661 



Exons 6824.. 7156, 6841.. 7101 



Seq. No. 12209 

Gene No. 25805 

Start 26099 

Name OJ990530_32 . 9C10 . CIO . o4 . tm 

Start 7172 

GI none . 
Exons 



Seq. ID OJ990530_32. 9C10.C10 
Strand 
End 

Method 
End 
Score 



39753 

TBLASTX: Maize 

8299 

68 



7172. .7318, 7672. .7926, 7673. .7939, 8135. .8194, 8216. .8299 





Seq. No. 


12209 


Seq. ID 


OJ990530_32, 


.9C10 


.C10 




Gene No. 


25805 


Strand 










Start 


26099 


End 


39753 








Name 


OJ990530 32. 9C10 . C10 . o3 . tc 


Method 


TBLASTX: Cress 






Start 


7676 


End 


8299 








GI 


none 


Score 


187 








Exons 


7676.-7939, 7687. .7941, 8132 


..8194, 8; 


216. .8299 








Seq. No. 


12209 


Seq. ID 


OJ990530_32. 


. 9C10 


.C10 




Gene No. 


25805 


Strand 










Start 


26099 


End 


39753 








Name 


OJ990530 32.9C10.C10.o2.np 


Method 


AAT/NAP 








Start 


26099 


End 


39566 








GI 


5420387 


Score 


253 








Exons 


26099. .26423, 30454 .. 30650, 


39320. .39566. 








GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major] 






\ z \ \ 


Seq. No. 


12209 


■ Seq. ID 


OJ990530J32. 


. 9C10 


.C10 


□ 


Gene No. 


25805 


Strand 








i • 
: ; ; 


Start 


26099 


End 


39753 






IS 5 

'= sr 


Name 


OJ990530 32.9C10.C10.o2.gp 


Method 


AAT/GAP 








Start 


36785 


End 


38565 








GI 


3107447 


Score 


617 






a 


Exons 


36785. .37016, 37772 .. 37887 , 


38480. .38565 






:. t 
-. , : 


Seq. No. 


12209 


Seq. ID 


OJ990530_32, 


.9C10 


.C10 




Gene No. 


25805 


Strand 








-5 


Start 


26099 


End 


39753 








Name 


OJ990530 32.9C10.C10.o3.gp 


Method 


AAT/GAP 






Llf 


Start 


38705 


End 


39108 








GI 


2311181 


Score 


746 








Exons 


38705. .39108 











Seq. No. 12209 

Gene No. 25805 

Start 26099 

Name OJ990530_32 . 9C10 . C10 . o4 . gp 

Start 39393 

GI LIB3474-002-P1-K1-C8 

Exons 39393. .39753 

GI Descrip. ' 287938/emb | X54204 | CVPRSET5C 

(pBluescript KS plus derivative) ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990530_32 . 9C10 . C10 

39753 
AAT/GAP 
39753 
691 



6.0e-47 Cloning vector pRSETSc 



Seq. No. 12209 Seq. ID 

Gene No. 25806 Strand 

Start 41028 End 

Name OJ990530 32 . 9C10 . C10 . o3 . tm Method 



OJ990530_32.9C10.C10 
41425 

TBLASTX: Maize 



12662 




Start 


4 1028 


End 


414 25 


GI 


none 


Score 


222 


Exons 


4 1028 .. 41381, 41387. .41425 






Seq. No. 


12210 


Seq. ID 


OJ990530_32.9C10.C11 


Gene No. 


25807 


Strand 


+ 


Start 


1092 


End 


"i *7 n o 
1 / UU 


Name 


OJ990530_32 . 9C10 . Cll . ol . gs 


Method 


/ — » 1—1 xi O /— t TV XT 

GENSCAN 


Start 


1092 


End 


1700 


GI 


none 


Score 


. 93 


Exons 


1092 . . 1700 






Seq. No. 


12210 


Seq. ID 


OJ990530_32 . 9C10 . Cll 


Gene No. 


25808 


Strand 


+ 


Start 


4092 


bna 


/ 3oU 


Name 


OJ990530 32 . 9C10 . Cll . o2 . gs 


Method 


GENSCAN 


Start 


4092 


End 


6678 


GI 


none 


Score 


. OO 


Exons 


4092. .4423/ 5277. .5452, 6362.. 


6678 




Seq. No. 


12210 


Seq. ID 


ojy yuo3U_3z . yciu . cii 


Gene No . 


25808 


Strand 


_l_ 
1 


Start 


4092 


End 


7360 


Name 


OJ990530 32. 9C10 . Cll . ol . np 


Method 


AAT/NAP 


Start 


6462 


End 


7360 


GI 


6069646 


Score 


355 


Exons 


6462. .7360 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


12210 








Seq. ID 


OJ990530_32.9C10, 


.Cll 


Gene No. 


25809 








Strand 






Start 


6931 








End 


7359 




Name 


OJ990530 32. 


.9C10 


.Cll.ol, 


.tm ■ 


Method 


TBLASTX: Maize 




Start 


4197 








End 


7359 




GI . 


none 








Score 


324 




Exons 


4197. .4409, 


6856 


. .7359, 


6996. 


.7166 






Seq. No. 


12210 








Seq. ID 


OJ990530_32.9C10. 


.Cll 


Gene No. 


25809 








Strand 






Start 


6931 








End 


7359 




Name 


OJ990530 32. 


. 9C10 


.Cll.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


6130 








End 


6492 




GI 


none 








Score 


134 




Exons 


6130. . 6348, 


6334 


. .6492, 


6399. 


. 6491 






Seq. No. 


12210 








Seq. ID 


OJ990530_32. 9C10. 


.Cll 


Gene No. 


25809 








Strand 






Start 


6931 








End 


7359 




Name 


OJ990530 32, 


■ 9C10 


.Cll.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


6175 








End 


6567 




GI 


none 








Score 


260 




Exons 


6175. .6567 















12663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12210 Seq. ID 

25809 Strand 

6931 End 
OJ990530_32. 9C10.Cll.ol. tw Method 

6655 End 

none Score 

6655. ...7035, 6693. .7034 

12210 Seq. ID 

25809 Strand 

6931 End 
OJ990530_32 . 9C10 . CI 1*. o3 . gs Method 

6931. End 

none Score 
6931. .7209 



OJ990530_32 . 9C10 . Cll 
7359 

TBLASTX: Wheat 

7035 

238 



OJ990530_32 . 9C10 . Cll 

7359 
GENSCAN 
7209 
.99 



12211 Seq. ID 

25810 Strand 
1 End 
OJ990530_32 . 9C10 . C12 . ol . np Method 
1 End 
4512618 Score 
1..27, 338. .724, 791. .1390 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a. 
member of the reverse transcriptase family PF 100078. 



OJ990530_32 . 9C10 . C12 
+ 

1390 
AAT/NAP 
1390 
486 



12211 
25810 
1 

OJ990530_32 . 9C10 . C12 . ol . gs 
55 

none 
55. .1324 

12211 
.25810 
1 

OJ990530_32 . 9C10 . C12vo2 . tw 
358 
none 

358. .417, 441. .497, 505. .723, 513. .575 



Seq. ID OJ990530_32.9C10.C12 

Strand + 

End 1390 

Method GENSCAN 

End 1324 

Score .81 



Seq. ID OJ990530_32.9C10.C12 

Strand + 

End 1390 

Method TBLASTX : Wheat 

End 723 

Score 67 



12211 
25810 
1 

OJ990530_32 . 9C10 . C12 . o3 . tm 

481 

none 

481. .723, 511. .705 

12211 
25810 
1 

OJ990530_32 . 9C10 . C12 . o2 . tm 

799 

none 



Seq. ID OJ990530_32.9C10.C12 

Strand + 

End 1390 

Method TBLASTX: Maize 

End 723 ■ 

Score 196 



Seq. ID OJ990530_32.9C10.C12 

Strand + 

End 1390 

Method TBLASTX : Maize 

End 942 

Score 201 



12664 



Exons 


799. .942, 805. .939, 807. .941 








Seq . No . 


12211 


Seq. ID 


OJ990530_32.9C10. 


C12 


Gene No. 


25810 


Strand 


+ 




Start 


1 


End 


1390 




Name 


OJ990530 32. 9C10 . C12 . ol . tc 


Method 


TBLASTX : Cress 




Start 


808 


End 


1095 




GI 


none 


Score 


43 




Exons 


808. .861, 901. .1095, 918. .1094 






Seq. No. 


12211 


Seq. ID 


OJ990530_32. 9C10. 


,C12 


Gene No. 


25810 


Strand 


+ 




Start 


1 


End 


1 "!) A A 

1390 




Name 


OJ990530 32. 9C10 . C12 . ol . tm 


Method 


TBLASTX : Maize 




Start 


943 


End 


TOO/" 

1 3 O D 




GI 


none 


Score 


277 




Exons 


943. .1386, 1230. .1382 








Seq . No . 


12211 


Seq. ID 


OJ990530_32. 9C10, 


.C12 


Gene No. 


25810 


Strand 


+ 




Start 


1 


End 


139U 




Name 


OJ990530 32.9C10.C12.ol.tw 


Method 


TBLASTX : Wheat 




Start 


960 ~ 


End 


1386 




GI 


none 


Score 


297 




Exons 


960. .1097, 961. .1386, 1164.. 


1325 








12211 


: Seq. ID 


OJ990530_32.9C10 


.C12 


Gene No. 


25810 


Strand 


+ 




Start 


1 


End 


1390 




Name 


OJ990530 32.9C10.C12.ol.ts 


Method 


TBLASTX: Soybean . 




Start 


969 


End 


1374 




GI 


none 


Score 


109 




Exons 


969.. 1076, 970.. 1065, 1063.. 


1374, 107! 


3 . . 1371 




Seq. No. 


12212 


Seq. ID 


OJ990530__32 . 9C10 


. Clo 


Gene No. 


25811 


Strand 


4- 




Start 


1 


End 


1345 




Name 


OJ990530 32. 9C10 . C13 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1345 - 




GI 


2642431 


Score 


860 




Exons 


1. .126, 284. .1345 








GI Descrip. 


(AC002391) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


12212 


Seq. ID 


OJ990530_32.9C10 


.C13 


Gene No. 


25811 


Strand 


+ 




Start 


1 


End 


1345 




Name 


OJ990530 32. 9C10 . C.13 . ol . gs 


Method 


GENSCAN 




Start 


127 


End 


1317 




GI 


none 


Score 


.43' 




Exons 


127. .1317 








Seq. No. 


12212 


Seq. ID 


OJ990530_32.9C10 


.C13 


Gene No. 


25811 


Strand 


+ 




Start 


1 


End 


1345 




Name 


OJ990530 32. 9C10 . C13 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


315 


End 


812 





12665 






GI 


5509260 






Score 


324 






Exons 


315. .719, 


452 . .568, 638 . 


.718, 


726 . .812 








GI Descrip. 
















Seq. No. 


12212 






Seq. ID 


OJ990530_32. 9C10. 


C13 




Gene No. 


25811 






Strand 








Start 


1 






End 


1 *D A C 

1 J4 o 






Name 


OJ990530_ 


32.9C10.C13.o2. 


tm 


Method 


TBLASTX : Maize 






Start 


354 






End 


ol4 






GI 


none 






Score 


233 






Exons 


354 . . 614, 


354 . . 563, 362 . 


. 613 










Seq. No. 


12212 






Seq. ID 


OJ990530_32.9C10. 


C13 




Gene No. 


25811 






Strand 


+ 






Start 


1 






End 








Name 


OJ990530_ 


32 . 9C10 .C13 . ol . 


tc 


Method 


1 bLAb i a : uress 






Start 


441 






End 


/ Ui 






GI 


none 






Score 


'"1 O *D 

ZOO 






Exons 


441. .701, 


446. .568 












Seq. No. 


12212 






Seq. ID 


OJ990530_32.9C10. 


C13 




Gene No. 


25811 






Strand 


+ 






Start 


1 






End 


1345 






Name 


OJ990530 


32. 9C10.C13.ol. 


tw 


Method 


TBLASTX : Wheat 






Start 


480 






End 


1016 




i!fl 


GI 


none 






Score 


234 




| 1,: 


Exons 


480. .725, 


500.. . 568, 626. 


.724, 


72 9. .821 


, DID. . lUlD 




Q 


Sea No. 


12212 






Seq. ID 


OJ990530_32. 9C10. 


C13 


Ui 


Gene No. 


25811 






Strand 


+ 




'her 


Start 


1 






End 


1345 




!" I ! 


Name 


OJ990530_ 


32.9C10.C13.ol, 


tm 


Method 


TBLASTX: Maize 




;s 


Start 


615 






End 


1055 




f"J 


GI 


none 






Score 


99 




'•■ - 


Exons 


615. .707, 


728 . . 853, 729 


.1055 


, 881. .1036 






Seq. No. 


12212 






Seq. ID 


OJ990530_32.9C10 


n ^ 


*:i 


Gene No. 


25811 






Strand 


+ 




tj; 


Start 


1 






End 


•1345 




3 3? 

ss ! 


Name 


OJ990530 


32. 9C10.C13.o2 


ts 


Method 


TBLASTX : Soybean 






Start 


966 






End 


1343 






GI 


none 






Score 


277 






Exons 


966. .1342 


, 1145. .1273 











Seq. No. 12213 

Gene No. 25812 

Start 8036 

Name OJ9904 30__31 . 9C17 . CI . o3 . gs 

Start 8036 

GI none 

Exons 8036.. 8046, 8129.. 8531 

Seq. No. 12213 

Gene No. 25813 

Start 1 

Name OJ990430_31 . 9C17 . CI . ol . np 

Start 1 



Seq. ID 

Strand 

End 

Method 

.End 

Score 



Seq. ID 

Strand 
End 

Method 
End 



OJ990430_31.9C17.C1 
+ 

8531 
GENSCAN 
8531 
.92 



OJ990430 31.9C17.C1 



3591 

AAT/NAP 

3061 



12666 




GI 


5777623 








Score 


128 






Exons 


1 . . 56, 2181 


..2249, 2356 


;. .2397, 


2464. .2622, 2970. .3061 




GI Descrip. 


(AJ245900) 1 


CAA303711.1 


protein [Oryza 


sativa] 






Seq. No. 


12213 








Seq. ID 


OJ990430 31. 


9C17 


.CI 


Gene No. 


25813 








Strand 








Start 


1 








End 


3591 






Name 


OJ990430 31 


. 9C17. 


XI .ol. 


gs 


Method 


GENSCAN 






Start 


1291 








End 


3591 






GI 


none 








Score 


.8 






Exons 


1291. .3591 
















Seq. No. 


12213 








Seq. ID 


OJ990430_31. 


9C17 


.CI 


Gene No. 


25814 








Strand 








Start 


4136 








End 


5300 






Name 


OJ990430 31 


. 9C17, 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2392 








End 


2593 






GI 


none 








Score 


154 






Exons 


2392 . . 2586, 


2414, 


. .2593 












Seq. No. 


12213 








Seq. ID 


OJ990430J31. 


9C17 


.CI 


Gene No. 


25814 








Strand 








Start 


4136 








End 


c o r\ r\ 

5300 






Name 


OJ990430_31 


. 9C17. 


,Cl.o2. 


gs - 


Method 


GENSCAN 






Start 


4136 








End 


5300 






GI 


none 








Score 


. 42 






Exons 


4136. . 4281/ 


4504 . 


. .4523, 


5182. . 


5300 








Seq. No. 


12214 








Seq. ID 


OJ990430_31. 


9C17 


.C2 


Gene No. 


25815 








Strand 


+ 






Start 


5455 








End 


/-A1 A 

6210 






Name 


OJ990430_31 


. 9C17. 


,C2.o3. 


gs 


Method 


GENSCAN 






Start 


5455 








End 


6111 






GI 


none 








Score 


-i 
1 






Exons 


5455. . 6111 
















Seq. No. 


12214 " 








Seq. ID 


OJ990430_31. 


9C17 


.C2 


Gene No. 


25815 








Strand 


+ 






Start 


5455 








End 


6210 






Name 


OJ990430_31 


. 9C17. 


.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


5527 








End 


5933 






GI 


37 63455 








Score 


758 






Exons 


5527 . . 5933 
















Seq. No. 


12214 








Seq. ID 


OJ990430J31. 


9C17 


-C2 


Gene No. 


25815 








Strand 


+ 






Start 


5455 








End 


6210 






Name 


OJ990430 31 


.9C17. 


.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


5938 








End 


6210 






GI 


3763456 








Score 


429 






Exons 


5938 . . 6210 
















Seq. No. 


12214 








Seq. ID 


OJ990430_31. 


9C17 


.C2 


Gene No. 


25816 








Strand 








Start 


242 








End 


3498 






Name 


OJ990430 31 


. 9C17, 


,C2.ol. 


np 


Method 


AAT/NAP 






Start 


242 








End 


3498 







12667 



GI 6539588 Score 189 

Exons 242.. 322, 2498.. 2771, 3472.. 3498 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 


12214 


Seq. ID 


OJ9904 30_31 . 9C17 . C2 


Gene No. 


25817 


Strand 




Start 


3809 


End 


44 65 


Name 


OJ990430 31 . 9C17 . C2. o2 . gs 


Method 


GENSCAN 


Start 


3809 


End 


4 4 65 


GI 


none 


Score 


. 59 


Exons 


3809. .4465 






Seq. No. 


12215 


Seq. ID 


OJ990430_31.9C17.C3 


Gene No. 


25818 


Strand 


+ 


Start 


3107 


End 


3218 


Name 


OJ990430 31.9C17.C3.ol.gp 


Method 


AAT/GAP 


Start 


3107 


End 


3218 


GI 


uC-osflcyp088bl2bl 


Score 


138 


Exons 


3107. :3218 






GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone: 


P0026F07 ' 





Q Seq. No. 


12215 


Seq. ID 


OJ9904-30_31.9C17. 


C3 


. =\ Gene No. 


25819 


Strand 


+ 




Start 


10874 


End 


15365 




Name 


OJ990430_31 . 9C17 ,C3 . o3 . np 


Method 


AAT/NAP 




i'U Start 


10874 


End 


14104 




O GI 


2541876 


Score 


568 




ll\ Exons 


1087 4. .10958, 13061. .14104 








t Ji GI Descrip. 


(D260i5) CND41, chloroplast 


nucleoid ] 


DNA binding protein 




[Nicotiana tabacum] 








« Seq. No. 


12215 


Seq. ID 


OJ990430_31.9C17. 


C3 


Q Gene No. 


25819 


Strand 


+ 




0 Start 


10874 


End 


15365 




i ^ Name 


OJ990430 31.9C17.C3.o2.gp 


Method 


AAT/GAP 




Start 


114 92 


End 


12723 






699913 


Score 


484 




Exons 


11492. .11698, 12665.. 12723 








Seq. No. 


12215 


Seq. ID 


OJ990430_31.9C17. 


C3 


Gene No. 


25819 


Strand 


+ 




Start 


10874 


End 


15365 




Name 


OJ990430 31.9C17.C3.o3.gs 


Method 


GENSCAN 




Start 


11554 


End 


15365 




GI 


none 


Score 


.82 




Exons 


11554. .11698, 12665. .12954, 


13061. .14050, 14 54 6. .14 677, 






14769. .15365 








Seq. No. 


12215 


Seq. ID 


OJ990430_31.9C17. 


C3 


Gene No. 


25819 


Strand 


+ 




Start 


10874 


End 


15365 




Name 


OJ990430 31.9C17.C3.o3.gp 


Method 


AAT/GAP 




Start 


13253 


End 


13543 




GI 


none 


Score 


578 




Exons 


13253. .13543 









12668 



Seq. No. 12215 Seq. ID 

Gene No. 25819 Strand 

Start 10874 End 

Name OJ990430_31 . 9C17 . C3 . o4 . gp Method 

Start 13913 End 

GI 84285_1.R1084 Score 

Exons 13913.. 14474 

GI Descrip. ' 3402817/emb | CAA07704 | 1.0e-27 (AJ007829) lacZ ' * [Cloning vector 
pGreen] ' 



OJ990430_31.9C17.C3 
+ 

15365 
AAT/GAP 
14474 
1000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12215 
25820 
2224 

OJ990430_31, 

2224 

none 

2224. .2490, 
6542. .6895 



9C17 .C3.ol.gs 



2605. .2841, 4941, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5057, 



OJ990430 31.9C17.C3 



10582 
GENSCAN 
6895 
.57 

5219. .5340, 



5877. . 6003, 



Seq. No. 


12215 




Seq. ID 


OJ990430_ 


31 


. 9C17 


.C3 


Gene No. 


25820 




Strand 










Start 


2224 




End 


10582 








Name 


OJ990430 31 


. 9C17.C3.ol.np 


Method 


AAT/NAP 








Start 


2494 




End 


6925 








GI 


5902444 




Score 


550 








Exons 


2494 . .2937, 


6434.. 6925 












GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza* sativa] 








Seq. No. 


12215 . 




Seq. ID 


OJ990430_ 


31 


. 9C17 


.C3 


Gene No. 


25820 




Strand 










Start 


2224 




End 


10582 








Name 


OJ990430 31 


.9C17.C3.o2.np 


Method 


AAT/NAP 








Start 


4492 




End 


8490 








GI 


5902444 




Score 


251 








Exons 


4492. .4553, 


6428. .6987, 8380. 


.8490 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 








Seq. - No. 


12215 




Seq. ID 


OJ990430_ 


31 


.9C17 


.C3 


Gene No. 


• 25820 




Strand 










Start 


2224 




End 


10582 








Name 


OJ990430 31 


. 9C17.C3.o2.gs 


Method 


GENSCAN 








Start 


7330 




End 


10582 








GI 


none 




Score 


.55 








Exons 


7330. .8143, 


8253. .8444, 8734. 


.8800, 10285. . 10434 




10564 


. .10582 



Seq. No. 12215 Seq. ID 

Gene No. 25821 Strand 

Start 16686 End 

Name OJ9904 30_31 . 9C17 . C3 . ol . tw Method 

Start 2228 End 

GI none Score 

Exons 2228.. 2494, 2233.. 2517 



OJ990430_31.9C17.C3' 
16899 

TBLASTX: Wheat 

2517 

160 



Seq. No. 12215 Seq. ID OJ990430_31 . 9C17 . C3 

Gene No. 25821 Strand 

Start 16686 End 16899 

Name OJ990430 31 . 9C17 . C3 . o3 . tw Method TBLASTX : Wheat 



12669 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. " No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2566 End 6617 

none Score 87 

2566. .2910, 2689.-2898, 2723. .2908, 6452. .6613, 6501. .6617 



12215 Seq. ID 

25821 Strand 

16686 End 

OJ990430_31. 9C17.C3.o4 . tm Method 

3684 End 

none Score 



OJ990430_31.9C17.C3 
16899 

..TBLASTX: Maize 
14759 
67 



3684. .3878, 13124 .. 13174 , 13124 13177, 13175 .. 1327 6, 
13195. . 13266, 13298 .. 134 4 1, 14 552 . . 14 64 1 , 14721. .14759 



12215 
25821 
16686 

OJ990430_31. 9C17 .C3.ol.ts 
13100 
none 
13100. 
13511. 
13976. 
14925. 
15236. 



,13276, 13313 
,13966, 13747 



,13174, 13187 

,13588, 13733 

,14101, 14567. .14653, 14640 

,14978, 15008. .15223, 15033 
, 15346 



Seq. ID OJ990430_31. 9C17.C3 
Strand 

End 16899 

Method TBLASTX : Soybean 

End 15362 

Score 76 

13441, 13495. .13587, 
13962, 13975. .14064, 
14699, 14721. .14846, 
15227, 15231. .15362, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12215 
25821 
16686 

OJ990430_31. 9C17 .C3.ol.tm 
13700 



OJ990430 31.9C17.C3 



none 
13700 
14961 
15114. .15368 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

13849, 13708. .13848, 1384 9 .. 14097 , 13850 .. 14 104 , 
15110, 14978. .15109, 15110 15325, 15111 .. 15368 , 



16899 

TBLASTX: Maize 

15368 

150 



Seq. No. 12215 

Gene No. 25821 

Start 16686 

Name OJ990430_31 . 9C17 . C3 . ol . tc 

Start 13727 

GI none 

Exons 13727. .13963, 13976 .. 14101, 
15231. . 15362, 15236.. 15331 



Seq. ID 
Strand 
End ' 
Method- 
End 
Score 



OJ990430_31.9C17.C3 
16899 

TBLASTX: Cress 

15362 

209 



15008. .15223, 15033. .15224, 



Seq. No. 12215 

Gene No. 25821 

Start 16686 

Name OJ990430_31 . 9C17 . C3 . o3 . tm 

Start 16606 

GI none 
Exons 



Seq. ID OJ990430_31. 9C17.C3 
Strand 

End 16899 

Method TBLASTX : Mai ze 

End 16899 

Score 101 



16606. .16707, 167 12 .. 16855, 16717 .. 16899, 16727. .16864 



Seq. No. 12215 

Gene No. 25821 

Start 16686 

Name OJ990430_31 . 9C17 . C3 . o4 . gs 

Start 16686 



Seq. ID OJ990430_31. 9C17.C3 
Strand 

End 16899 

Method GENSCAN 

End 16761 



12670 




GI 


none 




Score 


. 84 




Exons 


16686 . . 16761 










Seq. No. 


12215 




Seq. ID 


OJ990430_31.9C17 


.C3 


Gene No. 


25822 




Strand 






Start 


16976 




End 


17463 




Name 


OJ990430_31 . 9C17 .C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16976 




End 


17346 




GI 


none 




Score 


131 




Exons 


16976. .17197, 16978 


. . 17103, 


17155. .17346 




Seq. No. 


12215 




Seq. ID 


OJ990430_31.9C17 


.C3 


Gene No. 


25822 




Strand 






Start 


16976 




End 


17463 




Name 


OJ9904 30_31 . 9C17 .C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17084 




End 


17463 




GI 


none 




Score 


64 




Exons 


17084 . . 17197, 17155 


. . 17202, 


17197. .17463, 17279. .17461 




Seq. No. 


12216 




Seq. ID 


OJ990430_31.9C17 


.C4 


Gene No. 


25823 




Strand 


- 




Start 


282 




End. 


1998 




Name 


OJ990430 31.9C17.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


963 




GI 


none 




Score 


,-62 




Exons 


1..963, 121. .273, 334. .480, 


446. .940 






Seq. No. 


12216 




Seq. ID 


OJ990430_31. 9C17 


.C4 


Gene No. 


25823 




Strand 


_ 




Start 


282 




End 


1998 




Name 


OJ990430 31.9C17.C4 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


43 




End 


396 




GI 


none 




Score 


227 




Exons 


43. .396 










Seq. No. 


12216 




Seq. ID 


OJ990430_31. 9C17 


.C4 


Gene No. 


25823 




Strand 






Start 


282 




End 


1998 




Name 


- OJ990430 31.9C17.C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


253 




End 


597 




GI 


none 




Score 


35 




Exons 


2S3..333, 325. .477, 


341. .373, 482. .595, 


493. .597 




Seq. No. 


12216 




Seq. ID 


OJ990430_31. 9C17 


.C4 


Gene No. 


25823 




Strand 






Start 


282 




End 


1998 




Name 


OJ990430 31.9C17.C4 


.ol.gs 


Method 


GENSCAN 




Start 


282 




End 


1998 




GI 


none 




Score' 


.79 




Exons 


282. .1998 










Seq. No. 


12216 




Seq. ID 


OJ990430_31.9C17 


.C4 


Gene No. 


25823 




Strand 






Start 


282 




End 


1998 




Name 


OJ990430 31.9C17.C4 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


598 




End 


909 




GI 


none 




Score 


190 





12671 



Exons 598.. 663, 601.. 909, 638.-889, 691.. 894 



Seq. No. 12216 

Gene No. 25823 

Start 282 

Name OJ990430_31 . 9C17 . C4 . o2 . tm 

Start 1102 

GI none 
Exons 



Seq. ID OJ990430_31. 9C17.C4 
Strand 
End 

Method 
End 
Score 



1998 

TBLASTX: Maize 

1872 

46 



1102. .1179, 1156. .1347, 1321. .1815, 1834 1872 



Seq. No. 12216 Seq. ID 

Gene No. 25823 Strand 

Start 282 End 

Name OJ990430_31 . 9C17 . C4 . ol . tw Method 

Start 1240 End 

GI none Score 

Exons 1240.. 1653, 1241.. 1651 



OJ990430_31.9C17.C4 

1998 

TBLASTX: Wheat 

1653 

135 





OfcJL} . LNvJ • 


12217 


Seq. ID 


OJ990430 


31 9C1 7 C5 

J 1 l Jul I 




Gene No. 


25824 


Strand 


+ 






Start 


24205 


End 


25546 






Name 


OJ990430 31.9C17.C5.ol.np 


Method 


AAT/NAP 






Start 


24205 


End 


25546 




l??k 

t. -i 


GI 


5734635 


Score 


955 






Exons 


24205. .24315, 24 368.-24 624, 


24811. .25546 




i S T: 
: 


GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




! 3? 


Seq. No. 


12217 


Seq. ID 


OJ990430 


_31. 9C17.C5 




Gene No. 


25825 


Strand 






1 ; 


Start 


154 


End 


901 




'tsr 


Name 


OJ990430 31.9C17.C5.ol.gs 


Method 


GENSCAN 




i n i I 

: bF 


Start 


154 


End 


901 






GI 


none 


Score 


.72 






Exons 


154. .303, 505. .727, 809. .901 










Seq. No. 


12217 


Seq. ID 


OJ990430 


_31. 9C17.C5 


i. J- 


Gene No. 


25826 


Strand 








Start 


5953 


End 


6455 




"u zr 


Name 


OJ990430 31.9C17.C5.ol.gp 


Method 


AAT/GAP 




,z a'. 


Start 


5953 


End 


6455 






GI 


6547 4.R1084 


Score 


575 






Exons 


5953.-6327, 6409.. 6455 










GI Descrip. 


, 3402817/emb|CAA07704 | 1 . Oe- 


18 (AJ0078 


29) lacZ' 


1 [Cloning vector 



pGreen] 1 



Seq. No. 12217 Seq. ID 

Gene No. 25827 Strand 

Start 12338 End 

Name OJ990430_31 . 9C17 . C5 . o3 . gs Method 

Start 12338 End 

GI none Score 

Exons 12338. .12946 



OJ990430_31. 9C17.C5 

12946 
GENSCAN 
12946 
. 68 



Seq. No. 12217 Seq. ID OJ9904 30_31 . 9C17 . C5 

Gene No. 25828 Strand 

Start 15351 End 17831 

Name OJ990430 31 . 9C17 . C5 . o2 . tm Method TBLASTX : Maize 



12672 



Start 
GI 

Exons 



935 End 1264 

none Score 172 

935.. 1153, 936.. 1196, 1223.. 1264 



Seq. No. 12217 

Gene No. 25828 

Start 15351 

Name OJ990430_31 . 9C17 .C5.ol.tm 

Start 6485 

GI none 
Exons 



Seq. ID . OJ990430_31. 9C17.C5 
Strand 

End 17831 
Method TBLASTX : Mai ze 
End 6841 
Score 73 



6485. .6532, 6486. .6605, 6487. .6534, 6556. .6624, 6625. .6819, 
6635. .6823, 6734. .6841 



Seq. No. 


12217 




Seq. ID 


OJ990430 


Gene No. 


25828 




Strand 




Start 


15351 




End 


17831 


Name 


OJ990430 31.9C17.C5 


. o3 . tm 


Method 


TBLASTX : 


Start 


10202 




End 


16850 


GI 


none 




Score 


212 


Exons 


10202 . . 10426, 10276 


. . 10401, 


16620. .16850, 16621 


Seq. No. 


12217 




Seq. ID 


OJ990430 


Gene No. 


25828 




Strand 




Start 


15351 




End 


17831 


Name 


OJ990430 31.9C17.C5 


. o4 . gs 


Method 


GEN SCAN 


Start 


15351 




End 


17807 


GI 


none 




Score 


1 


Exons 


15351 . . 17807 








Seq. No. 


12217 




Seq. ID 


OJ990430 


Gene No. 


25828 




Strand 




Start 


15351 




End 


17831 


Name 


OJ990430 31 . 9C17 ,C5 


. o2 . gp 


Method 


AAT/GAP 


Start 


17455 




End 


17831 


GI 


569598 




Score 


723 


Exons 


17455. .17831 








Seq. No. 


12218 




Seq. . ID 


OJ990430 


Gene No. 


25829: 




Strand 




Start 


890 




End 


1689 


Name 


OJ990430 31.9C17.C6 


. ol . gs 


Method 


GENSCAN 


Start 


890 




End 


1555 


GI 


none 




Score 


.99 


Exons 


890. .1555 








Seq. No. 


12218 




Seq. ID 


OJ990430 


Gene No. 


25829 




Strand 




Start 


890 




End 


1689 


Name 


OJ990430 31.9C17.C6 


. o2 . gp 


Method 


AAT/GAP 


Start 


1201 




End 


1689 


GI 


uC-osflcyp033a!0bl 




Score 


946 


Exons 


1201. .1689 








GI Descrip. 


' 606964 3/dbj | AP00061 6 . 1 | AP000616 1 . Oe- 


152 Oryza 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


12218 




Seq. ID 


OJ990430 


Gene No. 


25830 




Strand 





12673 




Start 


o c o c 








End 


0 1 0 c 

z / Jo 






Name 


OJ990430 Jl 


. 9C1 / 


. Co . 00 . 


gp 


Method 


AAT/GAP 






Start 


ft c 0 c 

2obo 








End 


ft T O C 

z / Jo 






GI 


C 1 1 1 1 1 A 

0 / 71114 








Score 


ft T O 

z / 0 






Exons 


ZOb 0 . . Z /Jo 
















Seq. No. 


12219 








Seq. ID 


OJ990430^31. 


9C17. 


C7 


Gene No. 


25831 








Strand 


+ 






Start 


JZO 








Lna 


1 ft r ft 

IUoU 






Name 


OJ 9904 J0_J1 


. 9C1 / 


. C / . Ol . 


gs 


Method 


GENSCAN 






Start 


J2o 








End 


"1 ft C ft 

IUoU 






GI 


none 








Score 


. 99 






Exons 


oZO . . IUoU 
















Seq. No. 


12219 








Seq. ID 


OJ990430_31. 


9C17. 


C7 


Gene No. 


25832 








Strand 


+ 






Start ' 


iy 1 y 








T~> „ 


0 c n 0 
JoOb 






Name 


ojyyi)4ou ji 


. 9C1 / 


P T _ ft 

. C / . OZ . 


gs 


Method 


GENSCAN 






Start 


1 ft. 1 ft. 

1919 








■pi _ j 
End 


O C ft 0 

J0O0 






GI 


none 








Score 


. 4 y 






Exons 


1 y 1 y . .iy/i/ 


z y y 1 


on QH 

. . ou yu , 


J JOO 


. . J0U0 








Seq. No. 


12220 








Seq. ID 


OJ990430J31. 


9C17. 


C8 


Gene No. 


25833 








Strand 


- 






Start 


1416 








End 


1579 






Name 


OJ990430_31 


. 9C17 


. C8 . ol . 


gs 


Method 


GENSCAN 






Start 


1416 








End 


1579 






GI 


none 








Score 


. 43 






Exons 


1416. . 1579 
















Seq. No. 


12221 








Seq. ID 


OJ990430_31. 


9C17. 


C9 


Gene No. 


25834 








Strand 


+ 






Start 


4 lb 9 








End 


<Z O ft A 

ob 94 






Name 


OJ990430 31 


ft/T1 1 

. 9C1 7 


pin _ -1 
. C9 . ol . 


gp 


Method 


AAT/GAP 






Start 


414 6 








End 


5143 






GI 


none 








Score 


bo/ 






Exons 


/I 1 /I £ A "5 C A 

414 6. . 4 Jo4 , 


/1 0 0 0 
4 00Z 


c 1 / 0 

. .0143 












Seq. No. 


12221 








Seq. ID 


OJ990430J31. 


9C17. 


C9 


Gene No. 


25834 








Strand 


+ 






btart 


A 1 Q Q 

4 10 y 










bo y 4 






Name 


ojyyo4ju 31 


. 9C1 / 


. C9 . OZ . 


gs 


Method 


T~l XI O Z™' TV XT 

GENSCAN 






Start 


4 io y 








End 


O C\ A 

ob 94 






GI 


none 








Score 


. / 9 






Exons 


4 1 Ofl A "3 C A 

4 lb y . . 4 OO 4 , 


>i 0 0 0 
4 obz 


r 1 ft 

. . Oloo , 


C O f 0 

oo 63 


r a c\ a 

. . Doy4 








Seq. No. 


lzzz 1 








Seq. ID 


/"NTftftft/lOft Ol 

OJ99U4 JO Jl . 


9C1 / . 


ft 
C9 


Gene No . 


25834 








Strand 


+ 






Start 


4189 








End 


6894 






Name 


OJ990430 31 


. 9C17 


,C9.o3. 


np 


Method 


AAT/NAP 






Start 


4446 








End 


6894 






GI 


2541876 








Score 


479 






Exons 


4446. .4478, 


5890 


. .6894 












GI Descrip. 


(D26015) CND41, chloroplast 


nucleoid DNA binding protein 




[Nicotiana tabacum] 












Seq. No. 


12221 








Seq. ID 


OJ990430_31. 


9C17. 


C9 



12674 




Gene No. 


25835 








Strand 


- 


Start 


710 








End 


2547 


Name 


OJ990430 31. 


9C17 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


710 








End 


2547 


GI 


none 








Score 


.56 


Exons 


710. .806, 1291..: 


1476, 1636. .11 


315, 2041 


. .2194, 2406.. 2547 


Seq. No. 


12221 








Seq. ID 


OJ990430 31.9C17.C9 


Gene No. 


25836 








Strand 


- 


Start 


7687 








End 


8126 


Name 


OJ990430 31. 


9C17 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1285 








End 


1565 


GI 


none 








Score 


132 


Exons 


1285. .1560, 


1287 


. .1565 








Seq. No. 


12221 








Seq. ID 


OJ990430 31.9C17.C9 


Gene No. 


25836 








Strand 


- 


Start 


7687 








End 


8126 


Name 


OJ990430 31. 


9C17 


.C9.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


1506 








End 


1895 


GI 


none 








Score 


65 


Exons 


1506. .1682, 


1522 


. .1671, 


1719. 


. 1895 




Seq. No. 


12221 








Seq. ID 


OJ990430_31.9C17.C9 


Gene No. 


^' 25836 








Strand 




Start 


7687 








End 


8126 . 


Name 


OJ990430 31. 


9C17 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2007 








End 


2371 


GI 


none 








Score 


87 


Exons 


2007. .2177, 


2011 


. .2169, 


2198. 


.2371, 2202.. 2369 


Seq. No. 


12221 








Seq. ID 


OJ990430_31.9C17.C9 


Gene No. 


25836 








Strand 




Start 


7687 








End 


8126 


Name 


OJ990430 31 . 


9C17 


. C9 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2055 








End 


2494 


GI 


none 








Score 


52 


Exons 


2055. .2249, 


2056 


. .2148, 


2198. 


.2494, 2202'.. 2324, 2358. .2492 


Seq. No. • 


12221 








Seq. ID 


OJ990430_31.9C17.C9 


Gene No. 


25836 








Strand 




Start 


7687 








End 


8126 


Name 


OJ990430 31. 


9C17 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4870 








End 


6462 


GI 


none 








Score 


84 


Exons 


4870. .5004, 


5920 


. .5970, 


5971. 


.6072, 6109. .6225, 6268.. 6369, 




6349. .6462 












Seq. No. 


12221 








Seq. ID 


OJ990430_31.9C17.C9 


Gene No. 


25836 








Strand 




Start 


7687 








End 


8126 


Name 


OJ990430 31. 


9C17 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5917 








End 


6891 


GI 


none 








Score 


74 


Exons 


5917. .5970, 


5983 


. .6072, 


6108. 


.6224, 6109.. 6234, 6268.. 6351, 




6270. .6350, 


6513 


. .6758, 


6514. 


.6759, 6760.. 6891 



12675 




Seq. No. 


12221 






Seq. ID 


OJ990430_31.9C17 


.C9 


Gene No. 


25836 






Strand 






btart 


/ DO / 






End 


8126 




Name 




QP1 7 

. ybx / 


PQ r\ 1 f -m 

. by . ox . tm 


Method 


TBLASTX: Maize 




O f -v»4- 

btart 


d4 yu 






End 


6894 




p t 


none 






Score 


147 




Exons 


oft yu . . DDjy / 


DjU / 


. . DD41; DO / J. 


.6650, .6649.. 6894, 6651.. 6893 


Seq. No. 


12221 






Seq. ID 


OJ990430_31.9C17 


-C9 


Gene No. 


25836 






Strand 






Start 


"7 £ Q *7 

/bo / 






End 


8126 




Name 


Pi tq on / t n "31 


QP1 H 


PQ rt 1 f « 

. by . ox . t c 


Method 


TBLASTX: Cress 




otart 


box / 






End 


6891 




P T 
bX 


none 






Score 


173 




Exons 


oji / . . o / oy / 


o / OU 


£ft Q1 

. . oo y x 








O i— 1 rt- \1 

beq. no. 








Seq. ID 


OJ990430_31.9C17 


.C9 


bene lno . 


^ JO jD 






Strand 






Start 


7687 






End 


8126 




Name 


OJ990430 31 


.9C17 


.C9.o4 .np 


Method 


AAT/NAP 




btart 


7687 






End 


8126 




p t 
bl 


6907106 






Score 


336 




Exons 


7687. .7855, 


7893 


. .8126 








GI Descrip. 


(AP001129) 


EST AU068291 (C12960) corresponds to a region 


of 




.predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


12221 






Seq. ID 


OJ990430_31.9C17 


.C9 


Gene No. 


25836 






Strand 






Start 


7687 






End 


812 6 




Name 


OJ990430 31 


. 9C17 


.C9-.o4 . tm 


. Method 


TBLASTX: Maize 




b tarn 


7786 






End 


8119 




P T 

bl 


none 






Score 


57 




Exons 


7786. .7830, 


7786 


..7842, 7866. 


.7931, 7£ 


!69. .7931, 7884 . .7916 




7896. .7937, 


7896 


..7943, 7897. 


.7944, 7906. .7992, 7908. .8 


045 




7944. .8117, 


7947 


..8102, 7948. 


.8118, 7958. .8119 




Seq. No. 


12221 






Seq. ID 


OJ990430_31.9C17 


.C9 


Gene No. 


25836 






Strand 






bt art- 


7687 






End 


8126 




Name 


OJ990430 31 


. 9C17 


.C9. o2 .gp 


Method 


AAT/GAP 




btart 


7945 






End 


8126 




P T 
bX 


none 






Score 


364 




Exons 


7945. .8126 












Seq. No. 


12222 






Seq. ID 


OJ990430_31.9C17 


• CH 


Gene No. 


25837 






Strand 


+ 




Of -i f- 

b tart 


66 






End 


680 




Name 


OJ990430 31 


. 9C17 


.C10.ol.gs 


Method 


GENSCAN 




Of , >-f 

btart 


66 






End 


680 




P T 

bx 


none 






Score 


. 94 




Exons 


66. .680 












Seq. No. 


12223 






Seq. ID 


OJ990430_31.9C17 


.ci: 


Gene No. 


25838 






Strand 


+ 




Start 


80 






End 


576 




Name 


OJ990430 31 


. 9C17 


.Cll.ol.gs 


Method 


GENSCAN 




Start 


80 






End 


576 





12676 





GI 


none 


Score 


. 72 




Exons 


80 . . 107, 44 6.. 576 








Seq. No. 


12224 


Seq. ID 


OJ990430_; 




Gene No. 


25839 


Strand 


+ 




Start 


281 


End 


ceo 

550 




Name 


OJ990430_31 . 9C17 .C12 


.ol.gs Method 


GENSCAN 




Start 


281 


End 


550 




GI 


none 


Score 


. 85 




Exons 


281. .550 








Seq. No. 


12224 


Seq. ID 


OJ990430__. 




Gene No. 


25840 


Strand 






Start 


1 


End 


492 




Name 


OJ990430 31.9C17.C12 


.ol.np Method 


AAT/NAP 




Start 


1 


End 


492 




GI 


6063557 


Score 


245 




Exons 


1..67, 316. .492 








GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza : 




Seq. No. 


12224 


Seq. ID 


OJ990430_; 




Gene No. 


25841 


Strand 






Start 


2788 


End 


2974 




Name ' 


OJ990430 31.9C17.C12 


.o2.gs Method 


GENSCAN 




Start 


2788 


End 


2974 


* = r e 

: s 


GI 


none 


Score 


.68 


\U 


Exons 


2788. .2974 






'." 


Seq. No. 


12225 


Seq. ID 


OJ990430_ 


: : tf 


Gene No. 


25842 


Strand 




Bj. 


Start 


223 


End 


974 


ni 


Name 


OJ990430 31.9C17.C13 


.ol.np Method 


AAT/NAP 




Start 


223 


End 


974 


iS 

51 


GI 


6721516 


Score 


242 


! i =? 


Exons 


223. .394, 804. .974 






'i ! 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12226 . 


Seq. ID 


OJ990430_ 




Gene No. 


25843 


Strand 


+ 


□ 


Start 


533 


End 


.1614 


- S I 


Name 


OJ990430 31.9C17.C14 


,o2.np Method 


AAT/NAP 




Start 


533 


End 


1614 




GI 


4572679 


Score 


27 




Exons 


533. .594, 697. .856, 


1577. .1614 






GI Descrip. 


(AC006954) putative 


RSZp22 splicing factor [Arab. 






thaliana] 








Seq. No. 


12227 


Seq. ID 


OJ990430_ 




Gene No. 


25844 


Strand 






Start 


9 


End 


123 



Name 

Start 

GI 

Exons 



OJ9904 30_31 . 9C17 . C16 . ol . gs Method GENSCAN 

9 End 123 

none Score . 94 
9. .123 



Seq. No. 
Gene No. 



12228 
25845 



Seq. ID OJ990430_31.9C17.C17 
Strand 



12677 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ9904 30_31. 9C17.C17.ol.np 
1 

114612 
1. .185 

ATP SYNTHASE 
ATP synthase 



End 

Method 

End 

Score 



185 

AAT/NAP 

185 

292 



EPSILON 
(EC 3.6. 



CHAIN 
1.34) 



gi | 678 69 Ipir | | PWWTE H+-transporting 
epsilon chain - wheat chloroplast 
gi 1 343678 (M16843) ATP synthase epsilon subunit [Triticum 
aestivum] gi I 343982 | dbj I BAA01871 1 (D11098) 'ATP synthase epsilon 
subunit 1 [Aegilops columnaris] gi I 343985 | dbj | BAA01873 | (D11099) 
1 ATP synthase epsilon subunit' [Aegilops crassa] gi 113343 



12228 
25845 
1 

OJ9904 30_31 . 9C17 . C17 . ol . tm 
1 

none 



Seq. ID OJ990430_31.9C17.C17 



Strand 
End 

Method 

End 

Score 



185 

TBLASTX: Maize 

165 

149 



1..111, 2. .127, 3. .128, 96. .164, 118. .165, 118. .165 



12228 
25845 
1 

OJ9904 30_31. 9C17.C17.ol.ts 

2 

none 

2. .184, 3. .185 

12229 
25846 
131 

OJ9904 30_31. 9C17 .C18 .ol.gs 

131 

none 

131. .278 



Seq. ID OJ990430_31.9C17.C17 
Strand 

End 185 

Method TBLASTX : Soybean 

End 185 

Score 191 



Seq. ID OJ990430_31.9C17.C18 

Strand + 

End 27 8 

Method GENSCAN 

End 278 

Score .87 



12230 Seq. ID 

25847 Strand 

1 End 

OJ9904 30_31 . 9C17 .CI 9. ol .np Method 

1 End 

552857 Score 
1. .483 

(M314 64) atpB gene product [Oryza sativa] 



OJ990430_31.9C17.C19 
+ 

483 

AAT/NAP 
483 
716 



12230 Seq. ID 

25847 Strand 

1 End 

OJ9904 30_31 . 9C17.C19.ol.tc Method 

5 * End 

none Score 



OJ990430_31.9C17.C19 
+ 

483 

TBLASTX: Cress 

483 

65 



5. .46, 7. .39, 29. .481, 30. .482, 325.-483 



12230 
25847 
1 

OJ990430 31.9C17.C19.ol.ts 



Seq. ID OJ990430_31.9C17.C19 

Strand + 

End 483 

Method TBLASTX : Soybean 



12678 



Start 5 End 483 

GI none Score 65 

Exons 5. .46, 5. .49, 29. .481, 30. .482, 58. .483, 325. .483 



Seq. No. 12230 Seq. ID 

Gene No. 25847 Strand 

Start 1 End 

Name OJ990430_31 . 9C17 . C19 . ol . gs * Method 

Start 78 End 

GI none Score 

Exons 78.. 430 



Seq. No. 12230 

Gene No. 25847 

Start 1 

Name OJ9904 30_31 . 9C17 . C19 . ol . tm 

Start 87 

GI none 

Exons 87. .482, 89. .481, 325. .483 

Seq. No. 12230 

Gene No. 25847 

Start 1 

Name OJ9904 30_31 . 9C17 . C19 . ol . tw 

Start 258 

GI none 

Exons 258.. 482, 281.. 481 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_31.9C17.C19 
" + 

483 

GENSCAN 

430 

.45 



OJ990430_31.9C17.C19 
+ 

483 

TBLASTX: Maize 

483 

627 



OJ990430_31.9C17.C19 
+ 

483 

TBLASTX: Wheat 
4 82 

248 * 



Seq. No. 12231 

Gene No. 25848 

Start 1703 

Name OJ990430_31 . 9C17 . C2 1 . ol . gs 

Start 1703 

GI none 

Exons 1703.. 1752, 2017.. 2329, 3061. 
5025. .5443 



Seq. ID OJ990430_31.9C17.C21 

Strand + 

End 5443 

Method GENSCAN 

End 54 4 3 

Score . 65 

.3412, 3765.. 3937, 4015.. 4351, 



Seq.- No. 12231 

Gene No. 25849 

Start 10994 

Name OJ990430_31 . 9C17 . C21 . o3 

Start 10994 

GI none 

Exons 10994. .11164, 11474. .11 

Seq. No. 12231 

Gene No. 2584 9 

Start 10994 

Name OJ990430_31 . 9C17 . C21 . o2 

Start 11027 

GI 6907088 

Exons 11027. .11164, 11340.. 11 
GI Descrip. (AP001129) hypothetical 

Seq. No. 12231 

Gene No. 25850 

Start 5513 



Seq. ID OJ990430_31.9C17.C21 

Strand + 

End 12847 

.gs Method GENSCAN 

End 12847 

Score .77 
578, 12401.. 12847 

Seq. ID OJ990430_31.9C17.C21 

Strand + 

End 12847 

.np Method AAT/NAP 

End 12455 

Score 1104 
578, 12072.. 12455 

protein [Oryza sativa] 

Seq. ID OJ990430_31.9C17.C21 
Strand 

End 11520 



12679 





Name 


Pi TQQH/l "31 
vJU -? .? U fi j U Jl 


QP1 7 


P9 1 r\0 


gs 


Method 


GENSCAN 




0 4- _ „j_ 
otari 


j ji j 








End 


9810 




P T 
bl 


none 








Score 


.89 




Exons 




761 0 


1100 


7ft7 S 


..8776, 9184. .9810 




Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 




Gene No. 


25850 








Strand 


- 




otail. 


jji j 








End 


11520 




Name * 




. X / . 


CO 1 


LW 


Method 


' TBLASTX: Wheat 




b tart 


^ £ ^ Q 








End 


5846 




P T 


none 








Score 


97 




Exons 


RCQQ R ft/ O 


JU / J . 


Sft 4 

• J O 1 o 










Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 




Gene No. 


25850 








Strand 






cLaiL. 


jjI J 








End 


11520 




Name 




QP1 7 


X • U4 . 




Method 


TBLASTX: Maize 




buart 


0 DO D 








End 


6053 




P T 
bl 


none 








Score 


69 




Exons 


JDO J. . -J O X .7 , 




SQft 6 




..6049, 5961. .6053 




Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 




Gene No. 


25850 








Strand 




n 


otart 


Jjlj 








End 


11520 


'i -i 


^.Name 


Pi TQQO/1 "51 

UO yyVQ -51 


QP1 7 


P9 1 n9 


L 5 


Method 


TBLASTX: Soybean 


IT! 


Start 


D / Uo 








End 


8413 




P T 

bl 


none 








Score 


55 


l!!§ 


Exons 


J / Uo . . 1 41 , 


3 / D X . 


cppo 
. JOOZ, 


o y 0 X 


..6113, 7684. .7785, 8162. .8413 


: E 


beq. no. 


1 oooi 
l^Z-31 








Seq. ID 


OJ990430_31.9C17.C21 




Gene No . 










Strand 






Start 


5513 








End 


11520 




Name 


OJ990430_31 


.9C17. 


C21.o3. 


tm 


Method 


TBLASTX: Maize 














End 


8609 


Q 


P T 
bl 


none 








Score 


157 




Exons 


£1 HA 


7 7 9 Q 


7ft 79 


ft91 ^ 


..8482, 8214. .8483, 8251. .8484, 


•3 3: 

t ■ 






ft 4 ft 9 
0 fl o £ . 


ft S 4 A 


ft A ft 7 


..8519, 8531. .8605, 8540. .8608, 


'=;! 




ft R/l 1 O £Tf) Q 












■: cr 


oeq. ln 0 . 










Seq. ID 


OJ990430_31.9C17.C21 






25850 








Strand 






Start 


5513 








End 


11520 




Name 


OJ990430 31 


.9C17. 


C21.ol. 


np 


Method 


AAT/NAP 




Q+- a v+- 


8128 








End 


11520 




P T 
bl 


6630685 








Score 


1791 




Exons 


8128. .9895, 


11290. .11520 








bi uescrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716 






[Oryza sativa] 












beq . wo . 


12231 








Seq. ID 


OJ990430_31.9C17.C21 




P.^rt^ Mo 


25850 








Strand 






Start 


5513 








End 


11520 




Name 


OJ990430 31 


-9C17. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8651 








End 


9105 




GI 


none 








Score 


76 




Exons 


8651. .8773, 


8658. 


.8774, 


8659 


..8766, 8666. .8815, 8800. .9105, 






8801. .9103, 


8989. 


.9105 









12680 




Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 


Gene No. 


25obU 








Strand 




Start 


5513 








End 


11520 


Name 




9C1 / 


. Cz 1 . Ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8 / /y 








End 


9234 


GI 


none 








Score 


86 


Exons 


y / /y . . ©y4 y, 


o o a a 

8800 


A T A 

. . 9126, 


O O A T 

00 01 . 


.9118, 8983. .9120, 9163. .9234 


Seq. No. 


12231 








Seq. ID 


OJ990430_31 . 9C17. C21 


Gene No. 


25850 








Strand 




Start 










End 


11520 


Name 


ojy yo4 ou o i . 


9C1 / 


. Cz 1 . ol , 


. ts 


Method 


TBLASTX: Soybean 


Start 


o oUU 








End 


9378 


GI 










Score 


382 


Exons 


o ouu . . y o / o , 


ooUl 


. . yzoo 








GI Descrip. 














Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 


Gene No . 


ZOODU 








Strand 




Start 










End 


11520 


Name 


ojyyu4Ju 31. 


9C1 / 


. Czl . o5 , 


. tm 


Method 


TBLASTX: Maize 


Start 


A1 A/" 

y iub 








End 


9384 


GI 


none 








Score 


53 


Exons 


9106 . . 9162 , 


A 1 A *7 

9107 


A 1 f~ O 

. .9163, 


A 1 1 A 

9110 . 


.9367, 9151.. 9369, 9163.. 9384 


Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 


Gene No. 


O C O C A 

25850 








Strand 




Start 


5513 








End' 


11520 


Name 


ojyyo430 oi. 


9C17 


. C21 . ol , 


. tm 


Method 


TBLASTX: Maize 


Start 


9385 








End 


9895 


GI 


none 








Score 


141 


Exons 


ATAr ACTA 

9385 . . 9570 , 


A C C O 

9553 


A O T O 

. .9873, 


9565 . 


.9894, 9653.. 9895 


Seq. No. 


12231 








Seq. ID 


OJ990430_31.9C17.C21 


Gene No. 


25850 








Strand 




C 4- -w-*- 

btart 


5513 








End 


11520 


Name 


ojyyu43u 3i. 


yci / 


. Czl . Oz , 


, tw 


Method 


TBLASTX: Wheat 


Start 


a a nn 
94 90 








End 


9831 




none 








Score 


61 


Exons 


94 90 . .95 /9, 


9594 


a n 0 *7 

. . 9 /3 / , 


9601 . 


.9747, 9604. .9738, 9754. .9831, 




y / 64 . . yyzy 












Seq. No. 


12232 








Seq. ID 


OJ990430_31.9C17.C22 


Gene No . 


25851 








Strand 


+ 


Start 


132 








End 


1310 


Name 


OJ990430 31. 


9C17 


. Czz . ol . 


, gs 


Method 


GENSCAN 


otart 


132 








End 


1310 


GI 


none 








Score 


.58 


Exons 


132.. 224, 1236..: 


1 O 1 A 

1310 








Seq. No. 


12232 








Seq. ID 


OJ990430_31.9C17.C22 


Gene No. 


25852 








Strand 




Start 


822 








End 


1880 


Name 


OJ990430 31. 


9C17 


.C22.ol. 


,np 


Method 


AAT/NAP 


Start 


822 








End 


1880 


GI 


3645899 








Score 


913 



12681 



Exons 822. .1880 

GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



Seq. No. 


*i o o o o 

12232 






Seq. ID 


OJ990430 31.9C17. 


poo 

C22 


Gene No. 


o c o c o 

25852 






Strand 






Start 


o o o 

822 






End 


i o o n 




Name 


ojyyU43U Ji 


.9C17.C22.ol 


,tm 


Metnod 


l tsLAb 1 a : Maize 




Start 


O O A 

824 






End 


1 J2o 




GI 


none 






Score 


163 




Exons 


824 . .1327, 


846. .1079, 1140.. 


1328 






Seq. No. 


1 O O O O 

12232 






Seq. ID 


A TflOA/l OA O 1 OOI"? 

ojyyu43U 3i.yci/. 




Gene No. 


o c o c o 

25852 






Strand 






Start 


o o o 

822 






T-l _J 

End 


1 QQrt 

looU 




Name 


ujyyu43(j oi 


. 9C17.C22.ol 


.ts 


Method 


i dLAdIa : boyoean 




Start 


875 






End 


127 6 




GI 


none 






Score 


51 




Exons 


875. .1171, 


1184. .1276 










Seq. No. 


i o o o o 

12232 






Seq. ID 


OJ990430_31 . 9C17 . 


C22 


Gene No. 


o c o c o 

25852 






Strand 






Start 


822 






End 


1880 




Name 


OJ990430_31 


. 9C17.C22.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


Oft/- 

896 






End 


14 67 




GI 


. hone 






Score 


100 




Exons 


896. .1072, 


905. .1183, 906. .1076, 1183. 


.1221, 1187. .1210, 






" 1223. . 1384, 


1242. .1385, 


1375 


. .1467 






Seq. No. 


12232 






Seq. ID 


OJ990430_31. 9C17. 


C22 


Gene No. 


25852 






Strand 






Start 


822 






End 


1880 




Name 


Ainnn/i Ort 01 

OJ990430 31 


. 9C17.C22.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


"1 O O 1 

1331 






End 


1569 




GI 


none 






Score 


85 




Exons 


1331. .1384, 


1358. .1510, 


1364 


..1504, 1378. .1506, 1501. .1569 


Seq. No. 


1 o 0 o 0 
12232 






Seq. ID 


OJ990430_31.9C17. 


C22 


Gene No. 


0 c 0 c 0 

25852 






Strand 






Start 


822 






End 


1880 




Name 


OJ990430 31 


.9C17.C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1 r 0 0 

1582 






End ' 


1871 




GI 


none 






Score 


65 




Exons 


1582. .1740, 


1640. .1729, 


1722 


. .1871, 1795. .1863 




Seq. No. 


1 O O O O 

12233 






Seq. ID 


OJ990520_25.9C17. 


CI 


Gene No. 


O C O C O 

25853 






Strand 


+ 




Start 


1 






End 


789 




Name 


OJ990520 25 


.9C17.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


789 




GI 


6069653 






Score 


497 




Exons 


1..466, 499 


. .789 










GI Descrip. 


(AP000616) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


12233 






Seq. ID 


OJ990520_25. 9C17. 


CI 


Gene No. 


25853 






Strand 


+ 




Start 


1 






End 


789 




Name- 


OJ990520 25 


.9C17.Cl.ol. 


gs 


Method 


GENSCAN 





12682 





Start 


76 










GI 


none 










Exons 


76 . . 104 , 1 JO 


. .763 






Seq. No. 


12234. 










Gene No. 


25854 










Start 


2297 










Name 


OJ990520_25 . 


9C17. 


C2.ol. 


gs 




Start 


2297 










GI 


none 










Exons 


2.131 . . z4 11 , 


3176. 


.3332, 


jblb 




Seq. No. 


12234 










Gene No. 


25854 










Start 


2297 










Name 


OJ990520 25. 


9C17. 


C2.ol. 


gp 




Start 


4324 










GI 


none 










Exons 


4324 . . 4oz 3 










Seq. No. 


12235 










Gene No. 


25855 








J 


Start 


1398 








:i 


Name 


OJ990520_25 . 


9C17. 


C3.ol. 


gs 


N 


Start 


1398 










GI 


none 








Li 

= f 


Exons 


1398 . . 1476 








*:? 


Seq. No. 


12235 








5? 


Gene No. 


25856 








jj 


Start 


3064 










Name 


OJ990520__25 . 


9C17. 


C3.ol. 


gp 




Start 


3064 








J 


GI 


none 








E 


Exons 


3064 . .3410 








-u 


Seq. No. 


12235 








si 


Gene No. 


25857 










Start 


3483 










Name 


OJ990520_25. 


9C17. 


C3.ol. 


tm 




Start 


34 83 










GI 


none 










Exons 


3483 . . 3623, 


3486. 


.3578, 


3487 






4005 . . 4172, 


4 006. 


.4155, 


41/3 






4269 . . 43oo 










Seq. No. 


12235 










Gene No. 


25857 










Start - 


3483 










Name 


OJ990520_25 . 


9C17. 


C3.o2. 


gs 




Start 


3483 










GI 


none 










Exons 


3483. .4265 










Seq. No. 


12235 










Gene No. 


25857 










Start 


3483 









End 7 63 

Score .61 



Seq. ID OJ990520_25.9C17.C2 
Strand 

End 5824 

Method GENSCAN 

End 5824 

Score .58 



Seq. ID OJ990520_25.9C17.C2 
Strand 

End 5824 

Method AAT/GAP 

End 4623 

Score 592 



Seq. ID OJ990520_25.9C17.C3 

Strand + 

End 1476 

Method GENSCAN 

End 1476 

Score .42 



Seq. ID OJ990520_25.9C17.C3 

Strand + 

End 3410 

Method AAT/GAP 

End 3410 

Score 671 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 25.9C17.C3 



4362 

TBLASTX: Maize 
4355 
78 

3624, 3690.. 3938, 3721. 
4256, 4201.. 4248, 4263. 



,3939, 
,4355, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990520_25.9C17.C3 

4362 
GENSCAN 
4265 
.82 



OJ990520 25.9C17.C3 



4362 



12683 





Name 


ujyyuozu zo.yLi / .Lj.oi.ts 


Method 


TBLASTX : Soybean 




Start 


J4 o J 


End 


4362 




GI 


none 


Score 


82 




Exons 




..3938, 3960. .4169, 4182. .4355, 






4 zU / . . 4 Jbz 








Seq. No. 


■ lZZOD 


Seq. -ID 






Gene No. 


""25857 


Strand 






Start 


3483 


End 


a o a 0 




Name 


OJ990520 25. 9C17 . C3 . ol . np 


Method 


7\ a T / M TS. D 

AA1 / IN/iir 




Start 


3486 


End 


a 0 a q 
4 Z bo 




GI 


4056615 


Score 


588 




Exons 


3486. .4268 








GI Descrip. 


(AF067401) Sell protein [Oryza sativa] 






Seq. No. 


12235 


Seq. ID 


ujyyuozu zo. yti / .lj 




Gene No. 


25857 


Strand 






Start 


O A O O 

3483 


End 


A 1 £0 
H J OZ 




Name 


OJ990520 25.9C17.C3.o2.gp 


Method 


AA 1 / CjAF 




Start 


3719 


•End 


4137 




GI 


none 


Score 


759 




Exons 


3719. .4137 






Q 


Seq. No. 


12236 


Seq. ID 


ojyyuozu zo.yoi/.C4 




Gene No. 


25858 


Strand 




;.! i 


Start 


16 


End 


TOO 


1 U 


Name 


OJ990520 25.9C17.C4.ol.gs 


Method 




: zzi 


Start 


16 


End 


733 


1 :I 


GI 


none 


Score 


.55 




Exons 


16. .158, 243. .422, 598. .733 






r li 


Seq. No. 


12237 


Seq. ID 


ujyyuozu zo.yci/.Lo 


■= 


Gene No. 


25859 


Strand 


+ 




Start 


6492 


End 


tern 
DO DO 




Name 


OJ990520 25.9C17.C5.ol.gp 


Method 






Start 


6492 


End 


6568 


s; 




4879971 


Score 


88 


it 


Exons 


6492.. 6568 






i- B i 
,;a; 

! 3 


Seq. No. 


12237 


Seq. ID 


OJ990520_25.9C17.C5 




Gene No. 


25860 


Strand 


+ 




Start 


13882 


End 


14505 




Name 


OJ990520 25.9C17.C5.o2.gp 


Method 


AAT/GAP 




Start 


13882 


End 


14505 




bl 


none 


Score 


683 




Exons 


13882. .14106, 14237. .14323, 


14410. .14505 




Seq. No. 


12237 


Seq. ID 


OJ990520_25.9C17.C5 






25861 


Strand 






Start 


5538 


End 


12256 




Name 


OJ990520 25.9C17.C5.ol.np 


Method 


AAT/NAP 




Start 


5538 


End 


10838 




GI 


6466937 


Score 


2263 




Exons 


5538. .5561, 6887. .10250, 10278. .10838 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



12684 



Seq. No. 12237 

Gene No. 25861 

Start 5538 

Name OJ990520_25 . 9C17 . C5 . o2 . gs 

Start 6726 

GI none 

Exons 6726.-6899, 6972.. 8511, 8649. 

11972. .12117, 12153.. 12256 



OJ990520_25.9C17.C5 

12256 
GENSCAN 
12256 
.43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11251, 11289. .11415, 11686. . 11887, 



Seq. No. 12237 

Gene No. 25862 

Start 14143 

Name OJ990520_25 . 9C17 . C5 . o4 . tm 

Start 6589 

GI none 

Exons 6589.. 6612, 6742.. 6789, 6744, 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Maize 
7214 
40 

6788, 6789. .7214, 6889. .7074 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 12237 Seq. ID 

Gene No. 25862 Strand 

Start 14143 End 

Name OJ990520_25 . 9C17 . C5 . o5 . tw Method 

Start 6886 End 

GI none Score 

Exons 6886.. 7050, 6888.. 7052, 6889.. 7044 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Wheat 

7052 

93 



Seq. No. 12237 Seq. ID 

Gene No. 25862 Strand 

Start 14143 End 

Name OJ990520_25 . 9C17 . C5 . o3 . tw Method 

Start 7053 End 

GI none Score 

Exons 7053.. 7142, 7260.. 7637, 7306.. 7542 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Wheat 

7637 

95 



Seq. No. 12237 

Gene No. 25862 

Start 14143 

Name OJ990520_25 . 9C17 .C5.ol.tm 

Start 7260 

GI none 

Exons 7260.. 7778, 7267.. 7890, 7588, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Maize 

7892 

407 



,7797, 7830.. 7892 



Seq. No. 12237 Seq. ID 

Gene No. 25862 Strand 

Start 14143 End 

Name OJ990520_25 . 9C17 . C5 . o2 . ts Method 

Start 7485 End 

GI none Score 

Exons 7485.. 7775, 7486.. 7776 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Soybean 

7776 

153 



Seq. No. 12237 

Gene No. 25862 

Start 14143 

Name OJ990520_25 . 9C17 . C5 . o4 . tw 

Start 7725 

GI none 

Exons 7725.. 7778, 7726.. 7983, 7726. 



•Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25.9C17.C5 
14541 

TBLASTX: Wheat 
8120 
145 

,7884, 7830. .8030, 7836. .8120 



12685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12237 
25862 
14143 

OJ990520_25. 

8010 

none 

8010. .8126, 

12237 
25862 
14143 

OJ990520_25. 

8504 

none 

8504. .8869, 

12237 
25862 
14143 

OJ990520_25. 

8582 

none 

8582. .8941, 

12237 
25862 
14143 

OJ990520_25. 

8639 

none 

8639. .8860, 

12237 
25862 
14143 

OJ990520_25. 

8864 

none 

8864 . . 9337, 

12237 
25862 
14143 

OJ990520_25. 

8918 

none 

8918. .9400, 

12237 
25862 
14143 

OJ990520_25. 

9050 

none 

9050. .9364 



, 9C17.C5.o3.tm 
8109. .8516, 8149. 

9C17.C5.o2.tw 
8505.. 8822, 8528. 

9C17.C5.ol.ts 
8595. .8870 

9C17.C5.o5.tm 
8642. .8860, 8646. 

9C17.C5.o2.tm 
8865. .9296 

9C17.C5.ol.tw 
8960. .9280, 8976. 

9C17.C5.o3.ts 



Seq. ID OJ990520_25.9C17.C5 
Strand 

End 14541 

Method TBLASTX : Maize 

End 8636 

Score 271 

,8493, 8492.. 8635, 8499.. 8636 



Seq. ID OJ990520_25.9C17.C5 
Strand 

14541 

TBLASTX: Wheat 
8869 
130 



End 

Method 
End 
Score 
.8845 



Seq. ID OJ990520_25. 9C17.C5 
Strand 

End 14541 

Method TBLASTX : Soybean 

End 8941 

Score 81 



Seq. ID OJ990520__25.9C17.C5 
Strand 

14541 

TBLASTX: Maize 
8861 
123 



End 

Method 
End 
Score 
.8861 



Seq. ID OJ990520_25. 9C17.C5 
Strand 

End 14541 

Method TBLASTX : Mai ze 

End 9337 

Score 312 



Seq. ID OJ990520_25.9C17.C5 
Strand 

14541 

TBLASTX: Wheat 
9400 
127 



End 

Method 
End 
Score 
.9296 



Seq. ID OJ990520_25. 9C17.C5 
Strand 

End 14541 

Method TBLASTX : Soybean 

End 9364 

Score 207 



Seq. No. 



12237 



Seq. ID OJ990520 25.9C17.C5 



12686 



Gene No. 


25862 






Strand 






C -h -3 -r +- 
Olalt 


14143 








1 A^AI 
1 *i 3 ff 1 




Name 


OJ990520 25.9C17.C5. 


06 . tm 


Method 


i tJii/ib 1 a ; Mai ze 




otart 


9635 






Lino. 


Q OA n 

z> y 4 u 




P T 
ol 


none 






Score 






Exons 


9635. 


.9808, 9635.. 9940 








beq. no. 


12237 






Seq. ID 


OJ990520_25.9C17 


PC 

. ID 


Gene No. 


25862 






Strand 






Start 


14143 






End 


14541 




Name 


OJ990520 25.9C17.C5. 


06 . tw 


Method 


TBLASTX: Wheat 




C4- i 


13951 






End 


14433 




P T 


none 






Score 


145 




Exons 


13951 


..14106, 13954. 


. 14103, 


14237. .14323, 14239. .14322, 






14404 


. .14433 










beq • iNO . 


12237 






Seq. ID 


OJ990520_25.9C17 


P 




25862 






Strand 






Start 


14143 






End 


14541 




Name 


OJ990520 25.9C17.C5. 


o7 . tm 


Method 


TBLASTX: Maize 






13957 






End 


14520 




p t 


none 






Score 


76 




Exons 


13957 


..14028, 13969. 


.14067, 


14017. .14106, 14062. .14103, 






14237 


. .14323, 14239. 


.14322, 


14391. .14495, 14396 .. 14494 , 






14404 


..14520, 14407. 


.14496, 


14448. .14501 




Seq. No. 


12237 






Seq. ID 


OJ990520_25.9C17 


.C5 


Gene No. 


25862 






Strand 






otart 


14143 






End 


14541 




Name 


OJ990520 25.9C17.C5. 


o3 . gs 


Method 


GENSCAN- 




btart 


14143 






End 


14541 




p t 


none 






Score 


.83 




Exons 


14143 


..14376, 14413. 


.14541 








Seq. No. 


12238 






Seq. ID 


OJ990520_25.9C17 


.C6 


Gene No. 


25863 






Strand 


+ 






752 






End 


1030 




Name 


OJ990520 25.9C17.C6. 


ol.gp 


Method 


AAT/GAP 




Cf 3 >-+- 


- 752 






End 


1030 




PT 
ol 


none 






Score 


513 




Exons 


752. .: 


1030 










Seq. No. 


12238 






Seq. ID 


OJ990520_25.9C17 


.C6 


Gene No. 


25864 






Strand 


+ 






11283 






End 


11765 




Name 


OJ990520 25.9C17.C6. 


o4 . gs 


Method 


GENSCAN 




otarc 


11283 






End 


11765 




PT 
ol 


none 






Score 


.56 




Exons 


11283 


..11360, 11400. 


.11765 








beq . wo . 


12238 






Seq. ID 


OJ990520_25.9C17 


p£ 

. oO 


Gene No. 


25865 






Strand 






Start 


1763 






End 


2251 




Name 


OJ990520 25.9C17.C6. 


ol . gs 


Method 


GENSCAN 




Start 


1763 






End 


2251 




GI 


none 






Score 


1 




Exons 


1763. , 


.2251 











12687 



Seq. No. 12238 Seq. ID OJ990520_25 . 9C17 . C6 

Gene No. 25866 Strand 

Start 4426 End 4957 

Name OJ990520_25 . 9C17 . C6 . o2 . gp Method AAT/GAP 

Start 4234 End 4957 

GI 586JL.R1084 Score 1390 

Exons 4234 . .4957 

GI Descrip. ' 606964 3/dbj | AP00061 6 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 12238 Seq. ID 

Gene No. 25866 Strand 

Start 4426 End 

Name OJ990520_25 . 9C17 . C6 . o2 . gs Method 

Start 4426 End 

GI none Score 

Exons 4426. .4866 



OJ990520_25.9C17.C6 

4957 
GENSCAN 
4866 
1 



Seq. No. 12238 Seq. ID 

Gene No. 25866 Strand 

Start 4426 End 

Name OJ990520_25 . 9C17 . C6 . ol . np Method 

Start 4429 End 

GI 1084462 Score 

Exons 4429. .4866 

GI Descrip. RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi | 786134 (L27210) root-specific protein [Oryza sativa] 



OJ990520_25.9C17.C6 

4957 
AAT/NAP 
4866 
786 



Seq. No. 12238 Seq. ID 

Gene No. 25867 Strand 

Start 8793 End 

Name OJ990520_25 . 9C17 . C6 . o3 . gs Method 

Start 8793 End 

GI none Score 

Exons 8793.. 8932, 9064.. 9220 



OJ990520_25. 9C17.C6 

9220 
GENSCAN 
9220 
.96 



Seq. No. 12238 Seq. ID 

Gene No. 25867 - Strand 

Start 8793 End 

Name OJ990520_25 . 9C17 . C6 . o2 . np Method 

Start 8796 End 

GI 1084462 Score 

Exons 8796. . 9220 

GI Descrip. RCg2 protein - rice gi 1786130 (L27209) RCc2 [Oryza sativa] 
gi I 786134 (L27210) root- specif ic protein [Oryza sativa] 



OJ990520_25.9C17.C6 

9220 
AAT/NAP 
9220 
508 



Seq. No. 12238 

Gene No. 25868 

Start 10476 

Name OJ990520_25 . 9C17 . C6 . ol . ts 

Start 1772 

GI none 
Exons 



Seq. ID OJ990520_25.9C17.C6 
Strand" 
End 

Method 
End 
Score 



15372 

TBLASTX : Soybean 

13894 

145 



1772. .1834, 1853. .1885, 2021. .2053, 4429. .4527, 4630. .4677, 
8796. .8873, 8874. .8936, 8951. .9046, 13526 .. 13894 , 13527. .13796 



Seq. No. 



12238 



Seq. ID OJ990520_25.9C17.C6 



12688 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25868 
10476 

OJ990520_25.9C17.C6.ol.tc 

1775 

none 

1775. .1834, 1853. .1885, 2021. 
8793. .8873, 8874. .8936, 8951. 
13688. .13828, 13704. .13787 

12238 
25868 
10476 

OJ990520_25. 9C17.C6.ol. tm 
1775 



Strand 

End 15372 
Method TBLASTX : Cress 
End 13828 
Score 95 

.2053, 4426.-4527, 4594. .4677, 
.9046, 13541. .13702, 13551 .. 13703, 



none 
1775. . 
4430. . 
8796. . 
9000. . 
13746. 



1834, 1839.. 
4522, 4627.. 
8873, 8797.. 
9047, 13544. 
.13898, 13805.. 13888 



Seq. ID OJ990520_25. 9C17.C6 
Strand 

End 15372 
Method TBLASTX: Maize 
End 13898 
Score 64 
1943, 1853.. 1885, 2021.. 2053, 4429.. 4527, 
4677, 4631. .4678, 4777. .4803, 4778. .4804, 
8874, 8874. .8936, 8885. .8929, 8996. .9046, 
.13705, 13545. .13703, 13742 .. 13840, 



Seq. No. 12238 
Gene No. 25868 
Start 10476 

Name OJ99ftg&0_25 . 9C17 . C6 . ol . tw 

Start 1775 " 

GI none 

Exons 1775.. 1834, 4429.. 4518, 4630 

8802. .8873, 8803. .8874, 8874 
13544. .13702, 13550 .. 13702 , 13551 
13745. .13786, 13746.. 13793 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4671, 4630 
8936, 8999 



OJ990520 25.9C17.C6 



15372 

TBLASTX : Wheat 
13793 
59 

.4671, 8796. 
,9040, 8999. 



.8873, 
,9040, 



13703, 13745. .13780, 



Seq. No. 12238 

Gene No. 25868 

Start 10476 

Name OJ990520_25 . 9C17 . C6 . o3 . gp 

Start 10476 

GI LIB34 77-003-P1-K1-E9 

Exons 10476. .10511, 11884 11935, 
GI Descrip. 



OJ990520 25.9C17.C6 



Seq. ID 
Strand 

End 15372 
Method AAT/GAP 
End 15372 
Score 88 
15342. .15372 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 12238 Seq. ID 

Gene No. 25868 Strand 

Start 10476 End 

Name OJ990520_25 . 9C17 .C6 . o5 . gs Method 

Start 13541 End 

GI none . Score 

Exons 13541.. 13936 



OJ990520_25.9C17.C6 

15372 
GENSCAN 
13936 
. 99 



Seq. No. 12239 Seq. ID 

Gene No. 25869 Strand 

Start 561 End 

Name OJ990520_25 . 9C17 . C7 . ol . gs Method 

Start 561 End 

GI none Score 



OJ990520_25. 9C17.C7 
+ 

1644 
GENSCAN 
1644 
.89 



12689 



Exons 



561. .650, 1082. .1238, 1356. .1644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12239 
25870 
1384 

OJ990520_25, 

1367 

none 

1367. .1465, 
1573. .1683 



9C17.C7.ol.tm 



1384. .1542, 1411. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1467, 



OJ990520 25.9C17.C7 



1683 

TBLASTX: Maize 
1683 
69 

1445. .1549, 1528. .1635, 



Seq. No. 


12239 




Seq. ID 


OJ990520_25.9C17.C7 


Gene No. 


25870 




Strand 




Start 


1384 




End 


1683 


Name 


OJ990520 25.9C17.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1381 




End 


1629 


GI 


none 




Score 


101 


Exons 


1381. .1542, 1391. .1543, 


1528. 


.1629, 1544.. 1627 


Seq. No. 


12239 




Seq. ID 


OJ990520_25.9C17.C7 


Gene No. 


25870 




Strand 




Start 


1384 




End 


1683 


Name 


OJ990520 25.9C17.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1384 




End 


1683 


GI 


1084462 




Score 


339 


Exons 


1384. .1683 • 








GI Descrip. 


RCg2\protein - rice gi 1786130 


(L27209)' 


RCc2 [Oryza sativa] 




gi| 786134 (L27210) root 


-specific protein [Oryza sativa] 


Seq. No. 


12239 




Seq. ID 


OJ990520_25.9C17.C7 


Gene No. 


25870 




Strand 




Start 


1384 




End 


1683 


Name 


OJ990520 25.9C17.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1384 




End 


1630 


GI 


none 




Score 


106 


Exons 


1384. .1542, 1445. .1543, 


1537. 


.1629, 1550.. 1630 


Seq. No. 


12239 




Seq. ID 


OJ990520l25.9C17.C7 


Gene No.. 


25870 




Strand 




Start 


1384 




End 


1683 


Name 


OJ990520 25.9C17.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1384 




End 


1633 


GI 


none 




Score 


90 


Exons 


1384. .1542, 1390. .1542, 


1391. 


.1543, 1585. .1620, 1585. .1626, 




1586. .1633 









Seq. No. 12240 Seq. ID 
Gene No. 25871 Strand 
Start .. 3591 End 
Name ' OJ990520_25 . 9C17 . C8 . o2 . gs Method- 
Start 3591 End 
GI none Score 
Exons 3591.. 4001 



OJ990520_25.9C17.C8 

4074 
GENSCAN 
■4001 
.43 



Seq. No. 12240 Seq. ID OJ990520_25 . 9C17 . C8 

Gene No. 25871 Strand 

Start 3591 End 4074 

12690 



Name 


OJ990520 25.9C17.C8.ol.np 


Method 


AAT/NAP 


Start 


3594 


End 


4001 




1084462 


Score 


478 


F von q 


3594 . .4001 








RCg2 protein - rice gi 1786130 


1 (L27209) 


RCc2 [Oryza sativa] 




gi 1786134 (L27210) root-specific protein [Oryza sativa] 


Can M n 


12240 


Seq. ID 


OJ990520_25.9C17.C8 


Gptip No 


25871 


Strand 




Start 


3591 


End 


4074 


Name 


OJ990520 25.9C17.C8.o2.gp 


Method 


AAT/GAP 


Start 


3713 


End 


4074 


GI 


62886 1.R1084 


Score 


677 


DAUllO 


"371^ 4 074 








, 1084462/pir| IS53011 6.0e-14- 


RCg2 protein - rice >gi 786130 




(L27209) RCc2 [Oryza sativa] 


>gi 786134 (L27210) root-specific 




protein [Oryza sativa] 1 






O C ^ p LNU 1 


12240 


Seq. ID 


OJ990520_25.9C17.C8 


Gene No. 


25872 


Strand 




Start 


4161 


End 


4754 


Name 




Method 


TBLASTX: Maize 


c+-3 7-1- 


3568 


End 


3936 


v31 


none 


Score 


114 




3568. .3705, 3594. .3758, 3795. 


.3860, 37.96.. 3849, 3915.. 3935, 




3916. .3936 






Seq. No. 


12240 


Seq. ID 


OJ990520_25.9C17.C8 


Gene No. 


25872 


Strand 




Start 


4 1 61 


End 


4754 




OJ990520 25. 9C17 . C8 . ol . tc 


Method 


TBLASTX: Cress 


Qf art 
ij Lai. L 


3594 


End 


3846 




none 


Score 


88 


E von 


3594. .3752, 3601. .3711, 3768. 


.3845, 3778. .3846 


Seq. No. 


12240 


Seq. ID 


OJ990520_25.9C17.C8 


Gene No. 


25872 


Strand 




Start 


4 1 61 


End 


4754 


Name 


OJ990520 25.9C17.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3594 


End 


3840 


GI 


none 


Score 


67 


E von q 


3594;. 3752, 3601. .3711, 3747. 


.3839, 3775. .3840 


Seq. No. 


12240 


Seq. ID 


OJ990520_25.9C17.C8 


Gene No. 


25872 


Strand 




Start 


4161 


End 


4754 


KJ 3 TTI P» 
LNdlLlC 


OJ990520 25. 9C17 . C8 . ol . tw 


Method 


TBLASTX: Wheat 


O L dl L. 


3645 


End 


3932 


GI 


none 


Score 


36 


R v 0 n q 

i—J V^/ 1x0 


3645. .3758, 3792. .3845, 3915. 


.3932 




Seq. No. 


12240 


Seq. ID 


OJ990520_25. 9C17.C8 


Gene No. 


25872 


Strand 




Start 


4161 


End 


4754 


Name 


OJ990520 25.9C17.C8.o3.gs 


Method 


GENSCAN 


Start 


4161 


End 


4754 


GI 


none 


Score 


.83 



12691 




Exons 


/ii £1 4 "37 9 
4i X O X . . fi j / Z , 


4 R Q7 4 7^4 












oeq. JNO . 


XZZ 4 X 






Seq. ID 


OJ990520 


9 ^ QP1 7 
z D . y^x / 


pq 
. ^y 


Gene No. 


25873 






Strand 


+ 






Start 


2776 






End 


6067 






Name 


O 9 R 
UU j jUOZU Z 3 


. 9C17.C9.ol.np 




Method 


AAT/NAP 








zz o y 






End 


4941 








jjo DDUj 






Score 


173 






Exons 


z z o y . . zjUv3, 


4260. .4346, 4404. 


.4628, 4747. .4941 






LjI uescrip. 


^ Ab UU4DD0J 


unknown protein 


[Arabidopsis thaliana] 




beq. jno. 


XZZ 4 X 






Seq. ID 


OJ990520 


_25.9C17 


.C9 


Gene No. 


25873 






Strand 


+ 






Start 


2776 






End 


6067 






Name 


n TQQO ^90 9 ^ 


.9C17.C9.o2.gs 




Method 


GENSCAN 






bLdlL 


977 £ _ 
Z / / 0 






End 


6067 






bl 


none 






Score 


.84 






Exons 


977 9 Q90 
Z / / D . . Z yz U , 


3133.. 3254, 3384. 


.3505, 3620. .3724, 


3812. .3902, 




^QQQ 4 14 9 


4260. .4628, 5687. 


.6067 








Seq. No. 


12241 






Seq. ID 


OJ990520 


_25.9C17 


.C9 


Gene No. 


25874 






Strand 


+ 






OldlL 


7 ft 4 Q 
/ o H y 






End 


10041 






Name 


n TQQO 9 0 9 R 

ujyyuozu zd 


.9C17.C9.o4.gs 




Method 


GENSCAN 






btart 


7 Q 4 Q 

/ o 4 y 






End 


10041 








none 






Score 


.72 






Exons 


7P4Q ft 09 Pi 


9155. .9179, 92£ 


S9. 


.9363, 972 


!8. .9875, 


9961. .10041 ■ 


Seq. No. 


12241 






Seq. ID 


OJ990520 


_25.9C17 


.C9 


Gene No. 


25875 






Strand 










318 






End 


1644 






Name 


OJ990520 25 


.9C17.C9.ol.gs 




Method 


GENSCAN 






oiarc 


318 






End 


1644 






bX 


none 






Score 


.46 






IT 1 /™vr*i c 

CiXons 


318. .497, 931. .1062, 1597.. 


.1644 








Seq. No. 


12241 






Seq. ID 


OJ990520 


_25.9C17 


.C9 


Gene No. . 


25876 






Strand 










4580 






End 


4911 






Name 


OJ990520 25 


.9C17.C9.ol.ts 




Method 


TBLASTX: 


Soybean 




OlaiL 


4580 






End 


4911 






bi 


none 






Score 


55 






HjXons 


4580. .4624, 


4596.-4628, 47^ 


H. 


.4911, 4746. .4910 






oeq. in o . 


12242 






Seq. ID 


OJ990520 


_25.9C17 


.C10 


belle LNU . 


25877 






Strand 


+ 






Start 


2096 






End 


2521 






Name 


OJ990520 25 


.9C17.C10.ol.gp 




Method 


AAT/GAP 






Q-f- a r-+- 
OLdlL 


2096 






End 


2521 








4878407 






Score 


675 






Exons 


2096. .2521 














GI Descrip. 


6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 








Seq. No. 


12242 






Seq. ID 


OJ990520 


_25.9C17 


.C10 


Gene No. 


25878 






Strand 


+ 






Start 


3781 






End 


4563 







12692 




Name 


OJ990520 25.9C17.C10 


. o2.gp 


Method 


AAT/GAP 






-J / 0 X 




End 


4563 




PT 

\J X 


4 ^ft D 1 Rl Oft 4 
4 jou x • i\x u 0 *a 




Score 


1525 




Hj A(JI 1 o 


J / Ol. . 4 JDj 










P T OoC/"^T~T ITS 
OX UOO^XXL/. 




9 Op-99 


RCc3 protein - rice >gi 78 


61 ^9 

\J X J £* 




fT9790ft^ Rfr^ rf)rv7a 


s a t i va ] 








OC4. In \j . 






Seq. ID 


OJ990520_25.9C17 






9RR7 Q 

L JO / ^ 




Strand 


+ 




Start 


7502 




End 


7989 




Name 


OJ990520 25.9C17.C10 


. o3.gp 


Method 


AAT/GAP 




c-|- -3 -rf 


7 ^67 




End 


7989 




r-T 

OX 


A f) ^ R1 Oft 4 

4 JO v J . I\1U04 




Score 


1210 




Exons 


7^67~ 7QRQ 

/JO / . • f -7 O .7 










ux UcbOlipi 




9 np-9R 


RCc3 protein - rice >gi 78 


61 ^9 




(T,9790fM TOrvza 


OQL1 VQJ 








Seq. No. 


12242 




Seq. ID 


OJ990520_25.9C17 


.C10 


Gene No. 


25879 




Strand 


+ 




O L. d i_ L. 


7 B02 

1 U \J 




End 


7989 




LN all it; 


n.TQQOS.90 9S QP1 7 fl 0 


r\ 9 rr q 
• <j^ . y 0 


Method 


GENSCAN 




OLdll. 


7 RD9 _ 

/ Jut 




End 


7936 




PT 
\j x 


I HJ 1 1 c 




Score 


.75 




Exons 


7 R09 7 










C ^> ^-x NT /-\ 

oeq. ln 0 . 


1 9 9 4 9 

1 Z Z fi Z 




Seq. ID 


OJ990520_25.9C17 


pi n 

.LIU 


^ NT 
VJCilC LNO • 


t jOOU 




Strand 


+ 




Start 


10529 




End 


11280 




Name 


OJ990520 25.9C17.C10 


. o5 . gp 


Method 


AAT/GAP 




Of a r-+- 


1 0 R9 Q 




End 


11280 




PT 
OX 


4^Rfl 9 RinR4 
4 jou z.r\xUO*i 




Score 


1396 




Th 1 V /""NT"* O 

HjXOIIo 


1 0 R 9 0^ 1 1 opO 












' 1 Oft 4 4 61 /ni r 1 I^S^019 


9 0^-99 


RCc3 protein - rice >gi 78 


61 ^9 




f T ,9 7 9 OR \ Rpp^ [rirv7a 


eaf 1 TT3 1 
0 CI 1 L va j 


t 






Seq. No. 


12242 




Seq. ID 


OJ990520_25. 9C17 


.C10 


Gene No. 


25881 




Strand 


+ 




u Ldl L 


1 ft 606 

X O U \J 0 




End 


19337 




LN Q1LIC 


n,TQQnS9D 9R QP1 7' PI D 


. u j . y O 


Method 


GENSCAN 




O Lai L 


1 ft 606 ~ 

x 0 0 u 0 




End 


19337 




PT 


IlUl 1 1; 




Score 


.7 




EjAVJI lo 


1R606 1ft6?S 1 RP07 

XOOUO. ■ lODJJ/ IOOU / . 


1 ft Q66 

. X O _7 O O f 


19021. .19337 






1 994 9 




Seq. ID 


OJ990520_25.9C17 


pi n 


Gene No. 


25882 




Strand 






Start 


1 




End 


4493 






OJ990520 25.9C17.C10 


. ol .np 


Method 


AAT/NAP 




uLalL 


1 




End 


805 




PT 


6907086 




Score 


416 




DAUllO 


1. .805 










P T P^t <~? r** V* i t~\ 

bi uesciip . 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12242 




Seq. ID 


OJ990520_25.9C17 


.C10 


Gene No. 


25882 




Strand 






Start 


1 




End 


4493 




Name 


OJ990520 25.9C17.C10 


. ol . gs 


Method 


GENSCAN 




Start 


17 




End 


4493 





12693 



GI 

Exons 



none Score .47 

17. .313, 342-. .508, 1499. .1704, 1844. .2067, 2225.-2386, 

2937. .3079, 4004. .4146, 4185. .4493 



Seq. No. 12242 Seq. ID 

Gene No. .25883 Strand 

Start 10815 End 

Name OJ990520_25 . 9C17 . CIO . o3 . gs Method 

Start 10815 End 

GI none . Score 

Exons 10815. . 11213 



OJ990520_25.9C17.C10 

11213 . 
GENSCAN 
11213 
. 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 



12242 Seq. ID OJ990520_25 . 9C17 . CIO 

25884 Strand 

14476 End 18283 

OJ990520_25 . 9C17 . C10 . 06 . gp Method AAT/GAP 

14242 End 14968 

77236_1.R1084 Score 820 

14242. .14595, 14702 .. 1474 3, 14905. .14968 

'4584520/emb|CAB40751.1| 1.0e-42 (AL049607) enoyl-CoA 

hydratase-like protein [Arabidopsis thaliana] 1 



12242 
25884 
14476 

OJ990520_25.9C17.C10.o4 . gs 

14476 

none 

14476. .14595, 14702 .. 1474 3, 
16125. .1624 6, 16351. .164 36, 
17537. .17605, 17781 .. 17894 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25. 9C17 .C10 

18283 
GENSCAN 
18256 
.86 



14905. .15006, 15502. .15562, 
16558. .16642, 16803 .. 16886, 
17941. .18021, 18116. .18256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



12242 
25884 
14476 

OJ990520_25.9C17.C10.o2 
14479 
4584520 
14479. .14595, 
15502. .15562, 
16803. .16886, 
17941. .18033, 



,np 



14669. . 14743, 
16125. . 16246, 
16970. . 17049, 
18116. . 18244 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14905. . 15006, 
16351. .16436, 



OJ990520 25.9C17.C10 



18283 
AAT/NAP 
18244 
753 

15092, 
16558, 



17537. .17619, 17863, 



.151-90, 
,16642, 
,17894, 



(AL04 9607) enoyl-CoA hydratase-like protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 25.9C17.C10 



Seq. No. 12242 
Gene No. 25884 
Start 14476 

Name OJ990520_25 . 9C17 . C10 . o7 . gp 

Start 15136 
GI 6025047 

Exons 15136. . 15190, 15502 .. 15562 , 

16558. .16631 

GI Descrip. 4584520/emb | CAB40751 . 1 | 1.0e-42 (AL049607) enoyl-CoA 
hydratase-like protein [Arabidopsis thaliana] 



18283 
AAT/GAP 
16631 
658 



16125. .16246, 16351. .16436, 



Seq. No. 



12242 



Seq. ID OJ990520_25.9C17.C10 



12694 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



25884 Strand 

14476 End 

OJ990520_25 . 9C17 . CIO . 08 . gp Method 

16982 End 

35300 1.R1084 Score 



18283 
AAT/GAP 
18283 
800 



16982. .17049,. 17400. .17463, 17537 .. 17605, 17941. 
18116. .18283 



18021, 



GI Descrip. •'2880043 1.0e-16 (AC002340) putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] ' 



12242 
25885 
20485 

OJ990520_25. 9C17.C10.o4 .ts 

4005 

none 

4005. .4100, 4098. .4349, 4177. 
10824. .11075, 10912. .11070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25.9C17.C10 
24443 

TBLASTX : Soybean 

11075 

93 



,4344, 7544. .7825, 7545. .7826, 



Seq. No. 12242 
Gene No. 25885 
Start 20485 

Name OJ990520_25 . 9C17 . C10 . o2 . tm 

Start 4065 
GI none 
Exons 4 065 . . 

4279.. 

7720. . 

10824 . 

11001. 



4268, 4100.. 4150, 4185 
4350, 7544. .7714, 7551 
7764, 7721.. 7828, 7725 
.10994, 10850. .10894, 10905 
.11084, 11005. .11085 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4271, 4245. 
7715, 7631. 
7829, 7811. 
10997, 



OJ990520 25.9C17.C10 



24443 

TBLASTX: Maize 
11085 
66 

,4331, 4275. 
,7717/ 7691. 
,7837, 7811. 



,4349, 
,7777, 
,7828, 



10971. .11057, 



Seq. No. 12242 

Gene No. 25885 

Start 20485 

Name OJ990520_25 . 9C17 . C10 . o2 . tc 

Start 4092 

GI none 
Exons 



Seq. ID OJ990520_25. 9C17.C10 



Strand 
End 

Method 

End 

Score 



24443 

TBLASTX: Cress 

11075 

73 



4092. .4268, 4X)99..4269, 4275.-4349, 7544. .7714, 7545. .7730, 
7721. .7795, 7778. .7837, 10824 10994 , 11001. .11075 



Seq. No. 12242 Seq. ID 

Gene No. 25885 Strand 

Start 20485 End 

Name OJ990520_25 . 9C17 . C10 . o3 . tw Method 

Start 4098 End 

GI none Score 
Exons 



OJ990520_25 . 9C17 . C10 
24443 

TBLASTX: Wheat 

11073 

71 



4098. .4268, 4100. .4150, 4254. .4331, 4275.-4343, 4279.-4347, 
7503. .7715, 7532. .7714, 7700. .7777, 7721. .7789, 7725. .7793, 
10824. .10994, 10825 .. 10857 , 10850 .. 10885, 11001 .. 11069, .. 
11005. .11073 



Seq. No. 12242 Seq. ID 

Gene No. 25885 Strand 

Start 20485 End 

Name OJ990520_25 . 9C17 . C10 . 06 . tm Method 

Start 14453 End 

GI none Score 



OJ990520_25. 9C17.C10 
24443 

TBLASTX: Maize 

14749 

116 



12695 




Exons 


14453. 


.14596, 


14476. 


1 A C C\ O 

. 14598 , 


14477. .14596, 14702 


■1 A 1 A O 

. .14 74 9 




Seq. No. 


12242 








Seq. ID 


OJ990520 


_25 . 9C17 


. C10 


Gene No. 


25885 








Strand 








Start 


20485 








End 


24443 






Name 


OJ990520 25.9C17.C10 


. o3 . tm 


Method 


TBLASTX : ] 


Maize 




Start 


14901 








End 


16438 






GI 


hone 








Score 


96 






Exons 


14901. 


.15008, 


14912. 


. 15013, 


14914. .15006, 15083 


. . 15190 , 






15089. 


.15190, 


15093. 


. 15191 , 


15093. .15191, 15094 


. . 15201 , 






15487. 


.15564, 


15494 . 


. 15565, 


15501. .15578, 15694 


. . 15735 , 






16116. 


.16238, 


16124 . 


. 16243, 


16124. .16261, 16354 


. . 16434 , 






16354 . 


.16437, 


16355. 


1 f A *D O 

. 1 o43o , 


16355. .16438 






Seq. No. 


12242 








Seq. ID 


OJ990520 


25 . 9C17 


. C10 


Gene No. 


25885 








Strand 








Start 


20485 








End 


24443 






Name 


OJ990520 25.9C17.C10 


. o2 . ts- 


Method 


TBLASTX: 


Soybean 




Start 


14920 








End 


18024 






GI 


none 








Score 


91 






Exons 


14920. 


.15006, 


14921. 


. 15007 , 


15083. .15184, 15093 








15494. 


.15565, 


15502. 


. 15564 , 


16124. .16246, 16125 


. . 16238 , 






16340. 


.16441, 


16354 . 


. 16440, 


16542. .16643, 16556 


. . 16642, 






16800. 


.16886, 


16964 . 


. 17050, 


47354. .174 


70, 17398 


. . 174 69, 






17522. 


.17605, 


17537. 


.17602, 


.17938. .18024 






Seq. No. 


12242 








Seq. ID 


OJ990520 


25 . 9C17 


. C10 


Gene No. 


25885 








Strand 








Start 


20485 








End 


24443 






Name 


OJ990520 25.9C17.C10 


. o5 . tm 


Method 


TBLASTX : ! 


Maize 




Start 


16964 








End 


18024 






GI 


none 








Score 


101 






Exons 


16964 . 


.17050, 


16968. 


. 17051, 


16968. .17051, 16970 


. . 17053 , 






17351. 


. 17470, 


17353. 


. 174 69, 


17537. .17605, 17538 


. . 17 606, 






17941. 


. 18024, 


17942. 


. 18022 










Seq. No. 


12242 








Seq. ID 


OJ990520 


_25. 9C17 


.C10 


Gene No. 


25885 








Strand 








Start 


20485 








End 


24443 






Name 


OJ990520 25.9C17.C10 


. o9 . gp 


Method 


AAT/GAP 






Start 


20485 








End 


21082 






GI 


none 








Score 


867 






Exons 


20485. 


.20925, 


21039. 


. 1 1082 










Seq. No. 


12242 








Seq. ID 


OJ990520 


_25 . 9C17 


. C10 


Gene No. 


25885 








Strand 








Start 


20485 








End 


24443 






Name 


OJ990520 25.9C17.C10 


. ol . tc 


- Method 


TBLASTX : ' 


Cress 




Start 


20863 








End 


22705- 






GI 


none 








Score 


90 








20863. 


.20925, 


21015. 




21016. .21156, 21224 


. * j. ~j / \j f 






21225. 


.21368, 


21450. 


.21527, 


21635. .21715, 21637 


. .21717, 






21801. 


.21872, 


21805. 


.21873, 


22006. .22086, 22182 


. .22211, 






22182. 


.22277, 


22183. 


.22281, 


22351. .224 


85, 22352 


. .22486, 






22354. 


.22488, 


22622. 


.22705 










Seq. No. 


12242 








Seq. ID 


OJ990520 


_25.9C17 


.C10 



12696 




bene lno . 


Z Do O 0 




Strand 








Start 


20485 




End 


24443 






Name 


OJ990520__25.9C17.C10. 


o7 . gs 


Method 


GENSCAN 






OtaiL 


90ft 7 R 
z uo / o 




End 


24155 






OX 


none 




Score 


.7 






Exons 


90ft7R 9DQ9R oi n^Q 


91 1 "31 
Z X X j x , 


21227. .21367, 21462. 








9169ft ' 9179Q 91ft1fi 

,. . Z X / Z .7 , Z X O X O • . 


91 ft7 9 
Z X 0 / z , 


21958. .22086, 22185. 


999ft n 
• z z z 0 u , 






9 9^4 R 9 9 4 ft S 99 c i6ft 


99 ft QO 

Z Z O .7U , 


24047. .241 


55 






oeq. in o . 


1994 9 
x z z fj z 




Seq. ID 


OJ990520_ 


9 R Qn 7 


pi n 

.LIU 


bene no . 


Z 0 O O 0 




Strand 








Q+- -a y~4- 


9f)4 ft R 




End 


24443 








OJ990520 25 9C17 C10 


o3 . np 


Method 


AAT/NAP 






Start 


20976 




End 


22852 






GI 


3892714 




Score 


810 






Exons 


20976. .21131, 21227. . 


21367, 


21462. .215 


39, 21628. 


.21729, 






21816. .21872, 21958.. 


22086, 


22185. .222 


56, 22345. 


.22485, 






22568. .22852 












ui uescxxp. 


(AL03354 5) trehalose- 


■6-phosphate phosphatase-like protein 




[Arabidopsis thaliana] 










O c q . IN U . 


12242 




Seq. ID 


OJ990520_ 


25.9C17 


1 n 


Gene No. 


z Do oD 




Strand 








Start^ 


20485 




End 


24443 






Name 


OJ990520 25.9C17.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Cf -i vf 


21015 




End 


21533 








none 




Score 


69 






Exons 


21015. .21131, 21025.. 


21111, 


21224 . .21367, 21225. 


.21368, 






21459. .21533 












o 6 q . in o • 


12242 




Seq. ID 


OJ990520_ 


25.9C17 


.LIU 


Gene No. 


25885 




Strand 








Start 


20485 




End 


24443 






Name 


OJ990520 25.9C17.C10. 


ol.ts 


Method 


TBLASTX : S 


oybean 






21024 




End 


21730 






V3X 


none 




Score 


47 








21024 . .21131, 21037.. 


21111, 


21224 . .21370, 21225. 


.21362, 






21227. .21373, 21450.. 


21521, 


21635. .21730, 21637. 


.21729 




oetj* in u . 


12242 




Seq. ID 


OJ990520_ 


25.9C17 


C10 


Vacllc LNU ■ 


25885 




Strand 








O Ldl L 


20485 




End 


24443 






Name 


OJ990520 25.9C17.C10. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21045 




End 


22486 








none 




Score 


49 






Exons 


21045. .21131, 21046.. 


21111, 


21212. .21370, 21225. 


.21368, 






21450. .21527, 21637.. 


21723, 


21816. .21866, 21976. 


.22086, 






22007. .22057, 22174.. 


22257, 


22176. .22259, 22345. 


.22479, 






22346. .22486 












Sea No. 


12242 




Seq. ID 


OJ990520_ 


25.9C17 


C10 


Gene No. 


25885 




Strand 








Start 


20485 




End 


24443 






Name 


OJ990520 25.9C17.C10. 


o3. ts 


Method 


TBLASTX : S 


oybean 




Start 


22012 




End 


22485 






GI 


none 




Score 


48 






Exons 


22012. .22086, 22013.. 


22057, 


22174. .22245, 22182. 


.22256, 





12697 




22348.-22485, 22349. .22480 



Serr Wn 

kw/ \^ . IVU • 


12242 




Seq. ID 


OJ990520_25.9C17. 


C10 




9 Sfl R S 

^ JOO J 




Strand 






Start 


20485 




End 


24443 




Mama 


o.TQQns^o qpi 7 no 


n9 t w 


Method 


TBLASTX: Wheat 




Start 


22048 — 




..End 


22483 




PT 


none 




*~ Score 


99 






99048 990R6 991RS 


. 22256, 


22348. .22479, 22361. .22483 




Seq. No. 


12242 




Seq. ID 


OJ990520_25.9C17. 


C10 




25885 




Strand 






O Lai L 


20485 




End 


24443 




Name 


O.TQ90S20 9S QPI 7 PI 0 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


22727 _ 




End 


23050 




GI 


none 




Score 


122 




P vnn ^ 


22727 22834 22728 


22835 


22728. .22835, 22835 .. 22864 , 






22951. .23049, 22952. 


.23050 








O ^ VJ . LM w • 


12242 




Seq. ID 


OJ990520_25.9C17. 


C10 


O " 1 1 " LNU • 






Strand 








t. U *i O *J 




End 


24443 




Nam© * 


o,tqqos90 9S qpi 7 pin 


1 n 
• O X U • Cfp 


Method 


AAT/GAP 




Qfarf 
u Lai L 


22811 ~~ 




End 


24443 




w -L 


none 




Score 


788 




Exons 


99A11 9^04Q 9^1 ^0 


.23229, 


24363. .24443 




Seq. No. 


12243 




Seq. ID 


OJ990520_25. 9C17. 


Cll 




25886 




Strand 


+ 




O Lai L 


19 




End 


7537 




Name 


OJ990520 25.9C17.C11 


. ol . gs 


Method 


GENSCAN 




Start 


19 




End 


7537 




GI 


none 




Score 


.43 




P von c 


19. .101, 1302. .1418, 


1423.. 1442, 2370. 


.2429, 3291. .3383, 






3639. .3742, 4457. .4504, 6769 


..6812, 7213. .7537 




Seq. No. 


12243 




Seq. ID 


OJ990520_25. 9C17. 


Cll 


Gene No . 


25887 




Strand 






Start 


10467 




End 


. 11857 




Name 


OJ990520 25.9C17.C11 


. o2 . np 


Method 


AAT/NAP 




Start 


10449 




End 


11791 




GI 


3892713 




Score 


1087 






10449. .11791 












(AL033545) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


12243 




Seq. ID 


OJ990520_25.9C17. 


Cll 


Gene No. 


25887 




Strand 


+ 




Start 


10467 




End 


11857 




Name 


OJ990520 25.9C17.C11, 


. o2 . gp 


Method 


AAT/GAP 




Start - 


10452 




End 


10762 




GI 


LIB3479-005-Q6-K1-B1 




Score 


581 




Exons 


10452. .10762 











GI Descrip. 1 54 54202/gb | AAD4 3617 . 1 | AC005698_16 7.0e-15 (AC005698) T3P18.16 
[Arabidopsis thaliana] ' 

Seq. No. 12243 Seq. ID OJ990520_25 . 9C17 . Cll 

Gene No. 25887 Strand + 



12698 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10467 End 11857 

OJ990520_25 . 9C17 . Cll . o3 . gs Method GENSCAN 

10467 End 11857 

none Score 1 
10467. .11338, 11368. .11857 



12243 Seq. ID 

25888 Strand 
20249 End 
OJ990520_25 . 9C17 . Cll . o4 . gp Method 
19783 . End 

uC-osflcyp028b07bl Score 
19783. .19936, 20031.. 20371 

, 4680189/gb|AF111710.1|AF111710 2.0e-12 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



OJ990520_25. 9C17 .Cll 
+ 

20594 
AAT/GAP 
20371 
942 



Seq. No. 12243 Seq. ID 

Gene No. 25888 Strand 

Start 20249 End 

Name OJ990520_25 . 9C17 . Cll . o5 . gs Method 

Start 20249 End 

GI none Score 

Exons 20249.. 20594 



OJ990520_25 . 9C17 . Cll 
+ 

20594 
GENSCAN 
20594 
.65 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12243 
25889 
6468 

OJ990520_25. 
6468 
6642665 
6468. . 6547, 



9C17.Cll.ol, 



np 



8401. .8548, 8781. 



Seq. ID OJ990520_25.9C17.C11 
Strand 

End 10162 

Method AAT/NAP 

End 10162 

Score 145 
.8951, 10115. .10162 



(AC015450) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12243 Seq. ID 

25889 Strand 
6468 End 
OJ990520_25. 9C17 . Cll . ol . gp Method 
8510 End 
LIB34 33-04 3-P1-K1-F7 Score 
8510. .8566, 8787. .8990 
'2459448 1.0e-30 (AC002332) 
[Arabidopsis thaliana] 1 

12243 Seq. ID 

25890 Strand 
13342 .. End 
OJ990520_25. 9C17 . Cll . o2 . tm Method 
8794 End 
none Score 
8794. .8952, 8824. .8952, 8826. .8954 



OJ990520_25.9C17.C11 

10162 
AAT/GAP 
8990 
374 



putative cinnamoyl-CoA reductase 



OJ990520_25.9C17.C11 
15691 

TBLASTX: Maize 

8954 

147 



Seq. No. 
Gene No. 
Start 



12243 
25890 
13342 



Seq. ID 

Strand 

End 



OJ990520 25.9C17.C11 



15691 



12699 



Name 

Start 

GI 

Exons 



OJ990520_25 . 9C17 . Cll . o4 . ts Method TBLASTX : Soybean 

11375 End 11740 

none Score 177 

11375. .11542, 11410. .11541, 11543. .11740 



Seq. No. 

Gene No. " ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12243 Seq. ID OJ990520_25 . 9C17 . Cll 

25890 Strand 

13342 End 15691 

OJ990520_25 . 9C17 . Cll . o3 . gp Method AAT/GAP 

13098 End 13522 

3767404 Score 802 

13098. .13522 

5454202/gb|AAD43617.1|AC005698_16 7.0e-15 (AC005698) T3P18.16 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12243 
25890 
13342 

OJ990520 25.9C17.Cll.ol.tm 



13324 








none 








13324. 


.13530, 


13338. 


.13529 


13674. 


.13835, 


13686. 


.13847 


13949. 


.14101, 


14282. 


.14374 


14472. 


.14633, 


.14472. 


114630 


14701. 


.14793, 


14707. 


.14787 


15125. 


.15184, 


15209. 


.15280 



12243 
25890 
13342 

OJ990520_25.9C17.Cll.o4 .gs 

13342 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13661. 

13944 . 

14285. 

14479. 

14714. 

15289. 

Seq. 
Strand 
End 

Method 

End 

Score 



OJ990520_25.9C17.C11 
15691' 

TBLASTX: Maize 

15351 

218 



13825, 


13661. 


. .13837, 


14102, 


13944 . 


. .14090, 


14374, 


14292. 


. .14375, 


14649, 


14480. 


. .14632, 


14788, 


.15124 . 


. .15186, 


15351, 


15292. 


. .15348 


ID OJ990520 


25.9C17 



15691 
GENSCAN 
15675 
.86 



13342. .13521, 13661 .. 13834 , 13950 .. 14085, 14292 .. 14420, 
14458. .14630, 14 7 16 .. 14 786, 15126. .15675 



Seq. No. 


12243 




Seq. ID 


OJ990520 


_25.9C17 


Gene No. 


25890 




Strand 






Start 


13342 




End 


15691 




Name 


OJ990520 25.9C17.C11 


.o3.np 


Method 


AAT/NAP 




Start 


13345 




End 


15691 




GI 


5454204 




Score 


1156 




Exons 


13345. .13521, 13661. 


.13834, 


13950. .14085, 14292 


. . 14374, 




14478. .14630, 14692. 


.14786, 


15126. .15691 




GI Descrip. 


(AC005698) T3P18.18 


[Arabidopsis thaliana] 




Seq. No. 


12243 




Seq. ID 


OJ990520 


_25.9C17 


Gene No. 


. 25.8 90 




Strand 






Start 


13342 




End 


15691 




Name 


OJ990520 25.9C17.C11 


. o3 . ts 


Method 


TBLASTX : 


Soybean 


Start 


13390 




End 


14356 




GI 


none 




Score 


67 




Exons 


13390. .13533, 13649. 


.13825, 


13692. .13802, 13810 


. .13833, 




13950. .14090, 13963. 


.14079, 


14288. .14356 




Seq. No. 


12243 




Seq. ID 


OJ990520 


_25.9C17 



.Cll 



12700 



Gene No. 25890 Strand 

Start 13342 End 

Name OJ990520_25 . 9C17 . Cll . ol . tc Method 

Start 13661 End 

GI none Score 

Exons 13661. .13828, 13661 .. 13843, 

13953. .14072, 13954. .14073 



15691 

TBLASTX: Cress 
14073 
81 

13686. .13835, 13953 14072, 



Seq. No. 12243 

Gene No. 25890 

Start 13342 

Name OJ990520_25 . 9C17 . Cll . o2 . tc 

Start 14333 

GI none 

Exons 14333. .14374, 14 4 75 .. 14 630, 



Seq. ID OJ990520_25. 9C17.C11 
Strand 

End 15691 

Method TBLASTX : Cress 

End 14793 

Score 81 
14701. .14793, 14714. .14791 



W 

U! 

m 



Seq. No. 12243 

Gene No. 25890. 

Start 13342 

Name OJ990520_25 . 9C17 . Cll . o2 . ts 

Start 14466 

GI none 

Exons 14466. .14519, 14538 .. 14 630, 

Seq. No. 12243 

Gene No. 25890 

Start 13342 

Name OJ990520_25 . 9C17 . Cll . ol . ts 

Start 15130 

GI none 

Exons 15130. .15189, 1528 9 .. 15387 , 
15538. .15609 



Seq. ID OJ990520_25.9C17.C11 
Strand 

End 15691 

Method TBLASTX : Soybean 

End 14779 

Score 97 
14701. .14778, 14705. .14779 

Seq. ID OJ990520_25.9C17.C11 
Strand 

End 15691 

Method TBLASTX : Soybean 

End 15609 

Score 76 
15421. .154 92, 15422. .154 93, 



Vi 
□ 



Seq. No. 12243 

Gene No. 25890 

Start 13342 

Name OJ990520_25 . 9C17 . Cll . 

Start- 15166 

GI none 

Exons 15166. .15189, 15232.. 
15538. .15609 



o3 . tc 



Seq. ID OJ990520_25.9C17.C11 
Strand 

End 15691 

Method TBLASTX: Cress 

End 15609 

Score 62 



15387, 15421. . 15492, 15425 .. 154 90, 



Seq. No. 12243 

Gene No. 25890 

Start 13342 

Name OJ990520_25 . 9C17 . Cll . o3 . tm 

Start 15352 

GI none 

Exons 15352. . 15387, 15421.. 15609 



Seq. ID OJ990520_25.9C17.C11 
Strand 

End 15691 

Method TBLASTX : Mai ze 

End 15609 

Score 182 



Seq. No. 12244 

Gene No. 25891 

Start 657 

Name OJ990520_25 . 9C17 . C12 . ol . gs 

Start 657 

GI none 

Exons 657.. 681, 2674.. 4100 



Seq. ID OJ990520_25.9C17.C12 

Strand + 

End 4386 

Method GENSCAN 

End 4100 

Score .95 



12701 






Seq. No. 


12244 








Seq. ID 


OJ990520_ 


_25.9C17.C12 






9 RR Q1 








311 arid 


T 






Of 2r f 

O Lai I. 


£ R7 








i_nu. 


4 j 0 D 






Name 


L/U -7 -7 U J Z U ZJ 


QP1 7 


PI 9 ^1 


. gp 


iYieL.no a 




















^94 0 






PT 
bl 


/ J JO 








Score 


4 R Q 
4 J" 








onna ^940 

JUU4 . . .J ^ 4 U 
















Seq. No. 


12244 








Seq. ID 


OJ990520 


_25.9C17.C12 




Gene No. 


25891 








Strand 


+ 






uUdl 1, 


fiR7 








End 


4386 






Name 


n.TQQOR^n 9R 


QP1 7 


C12.01 


.np 


Method 


AAT/NAP 






O UciJ_ U 


■^RR ft ~~ 








End 


4127- 






PT 


R4 R4 1 QR 








Score 


84 






Exons 


-5QO 0 4 197 

JOOO • • 4 1 Z / 


















^ r\\^ UU JD jo ^ 


T^PI R 
1 j rr ± 0 • 


9 [Arabidopsis thaliana] 






Seq. No. 


12244 








Seq. ID 


OJ990520_ 


_25.9C17.C12 




Con d XT 0 


9 RR Q1 

L JO 71 








Strand 


+ 






uLdi L 


6R7 








End 


4386 






Name 


Pi TQQD R9H 9 R 


QP1 7 


C12.o2 


.gp 


Method 


AAT/GAP 








"3QR R ~~ 








End 


4386 






PT 


RORfil "37 








Score 


617 




i 


Exons 


jrOJ. . 40 O 0 














jjfi 


Seq. No. 


12244 








Seq. ID 


OJ990520_ 


_25.9C17.C12 




uene ino . 


£J0^L 








Strand 


+ 




p 


oTJ. a J_ L 


QR1 9 








End 


10039 






Name 


P TQQfl R9fl 9 R 


QP1 7 


C12.o3 


,gs 


Method 


GENSCAN 








QQ1 O 








End 


10039 




i il 


PT 


none 








Score 


.77 




i! 




qoi 9 1 nn^Q 














,E CL 


Can Mn 
O fcJ q . IN U . 


19944 

± Z Z 4 4 








Seq. ID 


OJ990520_ 


_25.9C17.C12 






9 RR Q'} 








Strand 






Mi 


Start 


9842 








End 


10051 






Name 


OJ990520 25 


. 9C17. 


C12.ol 


. tm 


Method 


TBLASTX: Maize 


r "i 


u Lai L 


"3^4 R 

JJ4 J 








End 


4212 




!"t 


PT 


none 








Score 


141 






LAUilo 


JJU 1 . JO 1 !!/ 


^^7 6 

J J / \J . 


.3642, 


3655. 


.3702, 3665.. 3703, 


3703. .3936, 






^707 ^Q4^ 

J / V / • . .J .7 4 «J , 


J / UO 1 


.3953, 


3708. 


.3950, 3956.. 4075, 


3957. .4094, 






"3Qfi^ 4076 


4 DR 1 
4 u o i • 


.4170, 


4099. 


.4170, 4169. .4210, 


4170. . 4211, 






4171 4919 

4 1/1. . 4^1^ 
















Seq. No. 


12244 








Seq. ID 


OJ990520_ 


_25.9C17.C12 




Gene No. 


25893 








Strand 








Cf a v-4- 
OLdl L 


Qft 4 9 








End 


10051 






Name 


Pi TQQD R9fl 9 R 


QP1 7 


C12.o2 


.np 


Method 


AAT/NAP 






orar r. 










End 


10051 






GI 


5454194 








Score 


173 






Exons 


9842. .10051 
















GI Descrip. 


(AC005698) ' 


T3P18. 


8 [Arabidopsis thaliana] 






Seq. No. 


12245 








Seq. ID 


OJ990520_ 


_25.9C17.C13 




Gene No. 


25894 








Strand 








Start 


34 








End 


1341 





12702 



Name 


ujyyuozu zd. yui / .lij.oi 


. gs 


Method 




otart 






U 1 r-i /-J 

bna 


1 "3 A 1 


P T 


none 




Score 


n 1. 


Exons 


Jfl . .ZOO/ 1 ± O ft . . 1 J*! ± 








oeq. WO. 






oeq . 1 u 


ujyyuozu zo.yui/.cifi 


bene ino . 


Z D 0 y 0 




Strand 


+ 


Start 


1 




End 


7344 


Name 


OJ990520 25.9C17.C14.ol 


.np 


Method 


AAT/NAP 


OLalL 


1 




End 


5431 




3892709 




Score 


1431 


Exons 


1..75, 1164. .1634, 2155 


. .2299, 


2363. . 


2577, 2786. .2941, 




3158. .3325, 3479. .3619, 


3702. . 


3938, 4019.. 4132, 5402.. 5431 


(~1 T Hn c /**■ y i r-< 
ul UcbLIip. 


(AL033545) putative protein [Arabidopsis thaliana] 


oeq, wo. 


12246 




Seq. ID 


OJ990520_25.9C17.C14 


vaene lno . 


25895 




Strand 


+ 


Start 


1 




End 


7344 


Name 


OJ990520 25.9C17.C14.ol 


.gs 


Method 


GENSCAN 


otari 


51 




End 


7344 


C T 


none 




Score 


.81 


Exons 


51. .124, 369. .519, 1164 


. .1517, 


1726. . 


1813, 2153. .2577, 






3479. . 


3619, 3702. .3938, 4019. .4132, 




4405. .4573, 5520. .5637, 


7278. . 


7344 




Seq. No. 


12246 




Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25896 




Strand 


+ 


O -5 >- -1- 

btart 


8192 




End 


9345 


Name 


OJ990520 25.9C17.C14.o2 


gs 


Method ■ 


GENSCAN 


Of nvf 

btart 


8192 




End 


9345 


bi 


none 




Score 


. 6 


Exons 


8192. .8339, 8417. .9028, 


9056. . 


9345 




oeq. in 0 . 


12246 




Seq. ID 


OJ990520_25 . 9C17 . C14 


bene ino . 


25897 




Strand 


+ 




17990 




End 


18054 


Name 


OJ990520 25.9C17.C14.o3 


gp 


Method 


AAT/GAP 


Start 


17990 




End 


18054 


r:T 


LIB3477-003-P1-K1-E9 * 




Score 


67 


Exons 


17990. . 18054 








bi uescrip . 


1 24 9858 6/sp|Q4 0638 IMP01 


0RYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (0RY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


12246 




Seq. ID 


OJ990520_25.9C17.C14 


Gene No . 


25898 




Strand 






4425 




End 


4924 


Name 


OJ990520 25.9C17.C14.ol. 


gp 


Method 


AAT/GAP 


0 car u 


4425 




End 


4924 


ox 


none 




Score 


856 


Exons 


4425. .4924 








Seq. No. 


12246 




Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25899 




Strand 




Start 


7900 




End 


8478 


Name 


OJ990520 25.9C17.C14.o2. 


gp 


Method 


AAT/GAP 


Start 


7900 




End 


8478 



12703 




GI 


none 








Score 


1014 




7900 fi478 












O C ^ t IN ^ . 


1224 6 








Seq. ID 


OJ990520 25 9C17 C14 


Gene No. 


25900 








Strand 




Start 


8416 








End 


12236 


Name 


OJ990520 25. 


9C17. 


,C14.o2 


.np. 


Method 


AAT /NAP 




8416 








End 


12236 




602292 








Score 


1712 


Pvnn c 


8416. .9277, 


11317. .12236 






f^T npQpfi n 

Ul !_/ C O J. X ^/ • 


(U17987) RCH2 protein [Brassica napus] 




Seq. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14.o5 


. tm 


Method 


TBLASTX • Maize 


Start 


1185 








End 


1523 


GI 


none 








Score 


435 




1185. .1523, 


1247. 


.1519, 


1411. 


.1521 




Cpn Ma 

O C ^ • IN (J . 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 


O Lai L 


1749 








End 


2579 


o ± 


none 








Score 


64 


XT vnn q 
1-iSi.KJLl o 


1749. . 1811, 


1755. 


. 1811, 


1756. 


.1812, 2149. .2274, 2151. .2195, 




21-59. .2257, 


2260. 


.2577, 


2274. 


.2576, 2355. .2579 


O ■ IN (J • 


1 994 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


2374 








End 


2905 


GI 


none 








Score 


311 


uAUU O 


2374. .2577, 


2376. 


.2576, 


2401. 


.2577, 24 


02. .2578, 2783. .2902, 




2785. .2901, 


2786. 


.2905 








Sea No 


12246 








Seq. ID 


OJ990520_25.9C17.C14 




25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2376 








End 


3562 


GI 


none 








Score 


259 


F von q 


2376. .2576, 


2377. 


.2577, 


2382. 


.2579, 2410. .2577, 2423. .2578, 




2783. .2947, 


2785. 


.2946, 


3137. 


.3370, 3155. .3328, 3157. .3333, 




3401. .3496, 


3488. 


.3562 








Seq. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .o7 


.tm 


Method 


TBLASTX: Maize 


Start 


2900 








End 


3295 


GI 


none 








Score 


83 


Exons 


2900. .2947, 


2900. 


.2947, 


3145. 


.3294, 3154. .3294, 3155. .3295, 



3155. .3295 



12704 




Seq. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17 


. CI 4 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3144 ~~ 








End 


3607 


GI 


none 








Score 


82 


Exons 


3144 . . 3326, 


3145 , 


. . 3333, 


3146. 


.3328, 3476. .3607 




12246 








Seq. ID 


OJ990520__25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17 , 


. C14 . o3 . 


tm 


' Method 


TBLASTX: Maize 


Start 


3296 ~~ 








End 


3926 


GI 


none 








Score 


63 


ill AW liu 


3296 3328 


3476 , 


. . 3622, 


3477 . 


.3620, 3478.. 3621, 3696.. 3926, 




3699. .3926 












Seq. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


UC11C LN V_/ ■ 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17, 


,C14.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3563 








End 


4553 


GI 


none 








Score 


83 




3563 3622 


3565 , 


3612, 


3717 . 


.3.803, 3725.. 3808, 3831.. 3938, 




3833 3940 

J (J -J J • • ~J J rt \J f 


4013 , 


. .4129, 


4 014. 


.4133, 4015. .4137, 4380. .4541, 




4392 4553 


4405 , 


. .4545 










± Z. *i U 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17 , 


, C14 . 06 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3728 _ 








End 


4455 


GI 


none 








Score 


64 


F.xon 

i_i *\ v_/ X 1 o 


3728 3790. 


3729 , 


. . 3803, 


3836. 


.3940, 3837.. 3938, 4013.. 4129, 




4066 4125 


4392 , 


. . 4454, 


4392 . 


.4454, 4405. .4455 


Seq.. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


.25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17 , 


, C14 . olO 


i # tm 


Method 


TBLASTX: Maize 


Start 


3954 _ 








End 


4135 


GI 


none 








Score 


125 


Exons 


3954 . .4133, 


3954 . 


, . 4133, 


4013. 


.4135, 4060. .4134 


Sea No 


1224 6 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17 . 


,C14 . oil 


. tm 


Method 


TBLASTX: Maize 


Start 


4405 " ~ • 








End 


4552 


GI 


none 








Score 


87 


J_J jTV UllO 


4405 4455 


4406 . 


.4 453, 


4410. 


.4454, 4455. .4541, 4459. .4551, 




4459. .4551, 


4463. 


, .4552 








Seq. No. 


12246 








Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 








Strand 




Start 


24311 








End 


26366 


Name 


OJ990520 25 


. 9C17. 


C14.ol. 


tc 


Method 


TBLASTX: Cress 



12705 




Start 


8413 






End 


12200 




none 






Score 


69 


TP \r y\ o 


8413. .8595, 


8420. 


.8542, 8615 


..8806, 8617. .8808, 8809. .9069, 




8852. .8944, 


8989. 


.9279, 9071 


..9178, 11316. .11681, 11317. .11 




11428. .11673, 11643. .11738, 


11659. .11733, 11817. .12200, 




11845. .12177 








O e CJ . IN U . 


12246 






Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 






Strand 




Start 


24311 






End 


26366 


Name 




QP1 7 


PI 4 nl +-m 


Method 


TBLASTX: Maize 


OLalt 


8454 






End 


9228 




none 






Score 


43 


TP XT f\ C* 


8454. .8483, 


8470. 


ft S4 7 8470 


..8595, 8617. .8814, 8618. .8812, 




8851. .9228, 


8852. 


QT 7 ft 






Seq. No. 


12246 






Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 






Strand 




oLalL 








End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .ol.tw 


Method 


TBLASTX: Wheat 




8476 






End 


8811 


P T 


none 






Score 


57 


TP \s s~\t~s 
LiAUIlo 


8476. .8547, 


8476. 


.00:70, oDyy 


..8811, 8621. .8809 


Seq. No. 


12246 






Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 






Strand 




C 4- 2 

oLdri 


9 4^11 
Z ^ O J. J. 






End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .ol.ts 


Method 


TBLASTX : Soybean 


Of 2 v-4- 

o tar l 


8482 






End 


9093 


P T 
la 1 


none 






Score 


198 


IT 1 v /"^ t"i o 


8482. .8610, 


8611. 


.8814, 8621 


..8815, 8851. .9093, 8861. .8944 


Seq. No. 


12246' 






Seq. ID 


OJ990520_25 . 9C17 . C14 


Gene No. 


25901 






Strand 






94^11 






End 


26366 


Name 


OJ990520 25. 


9C17. 


C14.o8.tm 


Method 


TBLASTX: Maize 


O Lai L 


11391 






End 


11675 


CT 


none 






Score 


136 


F 1 von q 


11391. .11675 


, 11473. .11661, 


11583. .11669 


Seq. No. 


12246 






Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901 






Strand 




OLai L 


24311 






End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .o7.ts 


Method 


TBLASTX : Soybean 




11457 






End 


11703 




none 






Score 


65 




11457. .11684 


, 11470. .11526, 


11578. .11703 


Con NO 


-12246 






Seq. ID 


OJ990520_25.9C17.C14 


Gene No. 


25901* 






Strand 




Start 


24311 






End 


26366 


Name 


OJ990520 25. 


9C17. 


C14 .06. tm 


Method 


TBLASTX: Maize 


Start 


11829 






End 


12218 


GI 


none 






Score 


138 


Exons 


11829. . 11966, 118 60. .11967, 


11964. .1221 


8, 11965.. 12180 



Seq. No. 12246 Seq. ID OJ990520_25.9C17.C14 



12706 



Gene No. 25901 Strand 

Start 24311 End 

Name OJ990520_25 . 9C17 . C14 . o2 . t s Method 

Start 11844 End 

GI none Score 

Exons 11844. .12212, 11845.. 12180 



26366 

TBLASTX : Soybean ' 

12212 

269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12246 
25901 
24311 

OJ990520_25. 9C17 . C14 . o3 . np 

24288 

5454204 



Seq. ID OJ990520_25.9C17.C14 
Strand 

End 26366 

Method AAT/NAP 

End 26366 

Score 397 



24288.-24477, 24 581 .. 2474 3, 24836.-24 968, 25047 .. 25132, 
25871. .26020, 26088 .. 2 6183, 26320.. 26366 



GI Descrip. (AC005698) T3P18.18 [Arabidopsis thaliana] 



Seq. No. 12246 

Gene No. 25901 

Start 24311 

Name OJ990520_25 . 9C17 . C14 . o4 . gs 

Start 24311 

GI none 
Exons 



Seq. ID OJ990520_25.9C17.C14 
Strand 

End 26366 

Method GENSCAN 

End 26156 

Score .83 



24311. .24514, 24570 .. 24 968 , 2587 1 .. 26020 , 26082. .26156 



Seq. No. 12246 

Gene No. 25901 

Start 24311 

Name OJ990520_25 . 9C17 . C14 . o4 . tm 

Start 24341 

GI none 

Exons 24341. .24469, 24 362 .. 244 69, 
24836. .24970, 24837. .24971 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25 . 9C17 . C14 
26366 

TBLASTX: Maize 

24971 

103 



24 558. .24 74 6, 24 835. .24 969, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



o5 . ts 



24752, 
25072 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12246 
25901 
24311 

OJ990520_25.9C17.C14 . 
24341 
none 

24341. .24469, 24576.. 
24929. .24967, 25019.. 

12246 
25901 
24311 

OJ990520__25. 9C17.C14 .o4 .tc 
24582 
none 

24582. .24734, 24842 .. 24 931, 24843. .24932 



OJ990520_25.9C17.C14 
26366 

TBLASTX: Soybean 
25072 
100 



24836. .24 931, 2484 6 24 932, 



Seq. ID OJ990520 25.9C17.C14 



Strand 
End 

Method 

End 

Score 



26366 

TBLASTX: Cress 
24932 
96 



Seq. No. 12246 

Gene No. 25901 

Start 24311 

Name OJ990520_25 . 9C17 . C14 . 08 . 

Start 25862 

GI none 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_25.9C17.C14 
26366 

TBLASTX : Soybean 

26171 

78 



12707 




D AU1 


25862 25909 25919 26023 


26109. .26171, 26116. .26166 




O tr Lj • LN KJ • 




Seq. ID 


OJ990520_25.9C17 




Gene No. 


25901 


Strand 






Start 


24311 


End 


26366 




LN dlllC 


OJ990520 25 9C17 C14 o9 tm 


Method 


TBLASTX: Maize 




Cf art- 

o Lai t 


25868 _ 


End 


26220 






n on o 


Score 


135 






25868 26023 25869 26018 


26034. .26189, 26099 .. 26185 , 






26112 .26192, 26113 26217, 


26122. .26220 




Seq. No. 


12247 


Seq. ID 


OJ990520_25. 9C17 


C15 


Gene No. 


25902 


Strand 


+ 




O Lai. L 


515 


End 


1812 




IN a. 1 Lie 


OJ990520 25 9C17 C15 ol as 


Method 


GENSCAN 




OLaJ. L 


515 ~~ 


End 


1812 






none 


Score 


.43 




R von c; 

XL) A. W 1 1 0 


515 670, 979 1812 








Opfr Ma 
O C Lj^ • LN \J * 


1 2247 


Seq. ID 


OJ990520_25.9C17 


C15 


Gene No. 


25903 


Strand 


+ 




Start 


1944 


End 


4875 




INCLUIC 


OJ990520 25. 9C17 . C15 . o2 . np 


Method 


AAT/NAP 




O L d. -L L 


1944 


End 


4875 




OT 


4680186' 


Score 


164 




Exons 


1944. .1971, 3323. .3549, 4128 


..4192, 4821. .4875 






(AF111709) unknown,. [Oryza sativa subsp 


. indica] 




Seq. No. 


12247 


Seq. ID 


OJ99052O_25.9C17 


C15 


Gene No. 


25904 


Strand .. 








3620 


End 


4045 




LMdiUC 


OJ990520 25.9C17.C15.o4.tw 


Method 


TBLASTX: Wheat 




u Lai L 


1141 


End 


1413 




CT 
\j J. 


none 


Score 


196 




R von 


1141. .1413, 1206. .1265, 1287 


. .1409 






Seq. No. 


12247 


Seq. ID 


OJ990520_25. 9C17 


C15 


Gene No. 


25904 


Strand 






Start 


3620 


End 


4045 




Name 


OJ990520 25.9C17.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


1174 


End 


2079 




GI 


none 


Score 


758 




R von 


1174. .2079, 1249. .1527, 1287 


..1559, 1602. .2078 




Seq. No. 


12247 


Seq. ID 


OJ990520_25. 9C17 


C15 


Gene No. 


25904 


Strand 






Start 


3620 


End 


4045 




Name 


OJ990520 25. 9C17 . C15 . o2 . tw 


Method 


TBLASTX: Wheat . 




Start 


1414 


End 


1755 




GI 


none 


Score 


176 




R von c 


1414. .1602, 1416. .1601, 1603 


..1755, 1614. .1754 




Seq. No. 


12247 


Seq. ID 


OJ990520_25.9C17 


C15 


Gene No. 


25904 


Strand 






Start 


3620 


End 


4045 




Name 


OJ990520 25. 9C17 . C15 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1684 


End 


2244 





12708 



GI 

Exons 



none Score 83 

1684. .1842, 1695. .1841, 1881. .1985, 1882. .2034, 2026. .2244, 
2046. .2138 



Seq. No. 12247 

Gene No. 25904 

Start 3620 

Name OJ990520_25 . 9C17 . C15 . ol . tw 

Start 1834 

GI none 

Exons 1834.. 2265, 1887.. 2264 

Seq. No. 12247 

Gene No. 25904 

Start 3620 

Name OJ990520_25 . 9C17 . C15 . o2 . tm 

Start 2363 

GI none 

Exons 2363.. 2659, 2693.. 2752 



Seq. ID OJ990520_25.9C17.C15 
Strand 

End 4045,. 

Method TBLASTX : Wheat 

End 2265 

Score 360 



Seq. ID OJ990520_25.9C17.C15 
Strand 

End 4045 

Method TBLASTX: Maize 

End 2752 

Score 166 



Seq. No. 12247 

Gene No. 25904 

Start 3620 

Name OJ990520_25 . 9C17 .C15 . o3 . tw 

Start 2666 

GI none 

Exons 2666.. 3103 



Seq. ID OJ990520_25.9C17.C15 
Strand 

End 4045 

Method TBLASTX : Wheat 

End 3103 

Score 238 



Seq. No. 12247 

Gene No. 25904 

Start 3620 

Name OJ990520_25 . 9C17 . C15 . ol . gp 

Start 3620 

GI 4878407 

Exons 3620.. 4045 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP00061 6 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. ID OJ990520_25.9C17.C15 
Strand 

End 4045 

Method AAT/GAP 

End 4045 

Score 675 



Seq. No. 12248 

Gene No. 25905 

Start 1 

Name OJ990520_25 . 9C17 . C16 . ol . np 

Start 1 

GI 1166450 

Exons 1..143, 2506.. 2909 

GI Descrip. (X95262) Tfm5 [Lycopersicon esculentum] 



Seq. ID OJ990520_25.9C17.C16 

Strand + 

End 3256 

Method AAT/NAP 

End 2909 

Score 385 



Seq. No. 12248 

Gene No. 25905 

Start 1 

Name OJ990520_25 . 9C17 . C16 . ol . gp 

Start 2341 

GI uC-osrocyp013d05bl 

Exons 2341.. 2793 

GI Descrip. ' 10844 61/pir | | S53012 6.0e-15 RCc3 protein - rice >gi_786132 
(L27208) RCc3 [Oryza sativa] f 



Seq. ID OJ990520_25.9C17.C16 

Strand + 

End 3256 

Method AAT/GAP 

End 2793 

Score 795 



12709 



Seq. No. 12248 Seq. ID 

Gene No. 25905 Strand 

Start 1 End 

Name OJ990520_25 . 9C17 . C16 . ol . gs Method 

Start 2413 End 

GI none Score 

Exons 2413.. 2823, 3182.. 3256 



OJ990520_25.9C17.C16 
+ 

3256 
GEN SCAN 
3256 
.67 



Seq. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . C16 . ol . tm 

Start 2643 

GI none 

Exons 2643.-2843, 2665.. 2847, 2680. 
2869... 2916 



Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method TBLASTX : Mai ze 

End 2 916 

Score 293 

.2847, 2847. .2909, 2855. .2914, 



Seq. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . C16 . ol . tw 

Start 2649 

GI none 

Exons 2649.. 2834, 2662.. 2835, 2680. 
2878. .2910 



Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method TBLASTX : Wheat 

End 2910 

Score 210 

.2835, 2847. .2909, 2849. .2908, 



Seq:. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . C16 . ol . ts 

Start 2658 

GI none 

Exons 2658.. 2846, 2665.. 2847, 2701. 



Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method TBLASTX : Soybean 

End 2918 

Score 253 
.2850, 2847.. 2918 



Seq. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . CI 6 . ol . tq 

Start 2665 

GI none 

Exons 2665.. 2847, 2667.. 2843, 2847. 



Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method TBLASTX : Cress 

End 2915. 

Score 228 
.2915 



Seq. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . C16 . o2 . np 

Start 4077 

GI 4454007 

Exons 4077.. 4117, 5140.. 5297, 5367 
GI Descrip. (AL035396) putative protein 

Seq. No. 12248 

Gene No. 25906 

Start 4077 

Name OJ990520_25 . 9C17 . CI 6 . o2 . gs 

Start 4374 

GI none 



Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method AAT/NAP 

End 6308 

Score 158 
..5624, 5713.. 588-8, 6068.. 6308 
[Arabidopsis thaliana] 

Seq. ID OJ990520_25.9C17.C16 
Strand 

End 6308 

Method GENSCAN 

End 6279 

Score .94 



12710 



Exons 



4374. .4481, 4767. .4874, 5205. .5294, 5388. .5624, 5713. .6279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12248 Seq. ID 

25906 Strand 

4077 End 
OJ990520_25. 9C17 . C16 . o2 . gp Method 

5205 End 

none Score 

5205. .5294, 5388. .5430 



OJ990520_25.9C17.C16 

6308 
AAT/GAP 
5430 
215 



12249 Seq. ID OJ990920_20 . 9C03 . C2 

25907 Strand + 
97 End 341 
OJ990920_20. 9C03 . C2 . ol . np Method AAT/NAP 
97 End 341 
82538 Score 328 

97. .341 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gil 12074 | emb | CAA3392 6 | (X15901) ORF82 [Oryza sativa] 
gi I 226650 | prf | | 1603356CA ORF 82 [Oryza sativa] 

12249 Seq. ID OJ990920_20 . 9C03 . C2 

25908 Strand 

241 End ' 328 

OJ990920_20. 9C03 . C2 . ol . gp Method AAT/GAP 

241 End 328 

3073_1.R1084 Score 145 

241. .328 

1 133936/sp|P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi__22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 


12250 




Seq. ID 


OJ990920_20.9C03 


.C3 


Gene No. 


25909 




Strand 


+ 




Start 


435 




End 


2580 




Name 


OJ990920 


20.9C03.C3.ol.gs 


Method 


GENSCAN 




Start 


435 




End 


2318 




GI 


none 




Score 


.71 




Exons 


435. . 606, 


659. .891, 2005. 


.2318 






Seq. No. 


12250 




Seq. ID 


OJ990920_20.9C03 


.C3 


Gene No. 


25909 




Strand 


+ 




Start 


435 




End 


2580 




Name 


OJ990920 


20.9C03.C3.ol.np 


Method 


AAT/NAP 




Start 


497 




End 


2580 




GI 


2586082 




Score 


329 




Exons 


497. .899, 


2512. .2580 








GI Descrip. 


(U72725) 


retrofit [Oryza 


longistaminata] 




Seq. No. 


12250 




Seq. ID 


OJ990920_20.9C03 


.C3 


Gene No. 


25910 




Strand 






Start 


1017 




End 


2029 




Name 


OJ990920 


20.9C03.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


570 




End 


860 





12711 






none 


S core 


7 1 






^70 £69 67ft ftfifl ICiA 








Seq. No. 


12250 


Seq. ID 


OJ99092'0_20.9C03. 


,C3 


Gene No. 


25910 


Strand 






Q+- -3 y~4- 


1U1 / 




909 Q 

Z U Z .7 




Name 


PJTQQ0Q90 90 Qpn^ P"3 ^1 fm 


4- V"* 


TRT aQTY'Mai 70 
I DJ_iH.O 1 A . L v Jal Ze 




o L.ar C 


£91 ~ 


tLilLKJi 


ft ft 0 
OOU 




P T 


none 


S core 


• 901 




L ' v-\ t"i 


£91 R7R £Q9 ftftO 
X . .0/0/ O .7 Z . .OOU 








c C /w KI r\ 
Oc(j. IN U . 


1 99 SO 




O.TQQ0Q90 90 QPO^ 




Gene No. 


25910 


Strand 






Star,t 


1017 


End 


2029 




Name 


OJ990920 20. 9C03 . C3 . o2 . np 


Method 








1017 


End 


909 Q 

c. U -7 




PT 

ox 


4973022 


Score 


7^7 






1017. .1080, 1597. .2029 










(AF141933) unknown [Oryza sativa] 






0 e q . in 0 . 


12250 


Seq. ID 


O.TQQ0Q90 90 QPO^ 


P^ 




25910 


Strand 






Start 


1017 


End 


2029 




Name 


OJ990920 20.9C03.C3.ol.gp 


Method 


AAT/GAP 




Q+- 3 v-f- 


1301 


.End 


1371 




P T 


61430 1.R1084 • 


Score 


98 




Exons, 


1301. .1371 








bi uescnp. 


'14394/emb|Z14060|MISCREPU4 0. 


,0e+00 T\ 


.aestivum mitochondrion 




fMet, 18S, 5S repeat unit DNA' 








oeq . jno . 


12251 


Seq. ID 


OJ990920_20.9C03. 


C4 


Gene No. 


25911 


Strand 


+ 




Start 


92 


End 


4376 




Name 


OJ990920 20.9C03.C4.ol.gs 


Method 


GENSCAN 




Q-t- a rf 
OCalL 


92 


End 


4012 




p t 


none 


Score 


.53 




Exons 


92. .135, 174. .291, 1932. .1948, 


2714. .2762, 3071. .3258, 






3611.. 4012 








JC^i LN vj . 


12251 


Seq. ID 


OJ990920_20.9C03. 


C4 


Gene No. 


25911 


Strand 


' + 




Start 


92 


End 


4376 




IN dine 


OJ990920 20.9C03.C4.ol.np 


Method 


AAT/NAP 




0 t_ ai u 


2648 


End 


4376 




PT 

VJ-L 


4584255 


Score 


653 




LiAUIlo 


2648. .2741, 3152. .3258, 3611.. 


4000, 4246.. 4376 






(Y18471) SINAlp [Vitis vinifera] 






Seq. No. 


12251 


Seq. ID 


OJ990920_20. 9C03. 


C4 


Gene No. 


25911 


Strand 


+ 




Start 


92 


End 


4376 




Name 


OJ990920 20.9C03.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


3205 


End 


4045 




GI 


none 


Score 


93 




Exons 


3205. .3291, 3608. .4045, 3610.. 


3999 






Seq. No. 


12251 


Seq. ID 


OJ990920_20. 9C03. 


C4 



12712 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



25911 
92 

OJ990920_20. 9C03.C4 .ol.ts 

3598 

none 



Strand + 

End 4 37 6 

Method TBLASTX : Soybean 

End 4010 

Score 593 



3598. .3999, 3605. .4000, 3831. .4010, 3855. .4010 



Seq. No. 12251 

Gene No. 25911 

Start 92 

Name OJ990920_20 . 9C03 . C4 . ol . tc 

Start 3658 

GI none 
Exons 



Seq. ID OJ990920_20. 9C03.C4 

Strand + 

End 4376 

Method TBLASTX : Cress 

End 3943 

Score 397 



3658. .3942, 3659. .3940, 3659. .3943 



Seq. No. 12252 

Gene No. 25912 

Start 330' 

Name OJ990920_20 . 9C03 . C5 . ol . gs 

Start 330 

GI none 

Exons 330.. 524, 812.. 910 



Seq. ID OJ990920_20. 9C03.C5 
Strand 

End 910 

Method GENSCAN 

End 910 

Score . 64 



Seq. No. 12253 

Gene No. 25913 

Start 48 

Name OJ990920_20 . 9C03 . C6 . ol . gs 

Start 48 

GI none 

Exons 48 . . 805 



Seq. ID OJ990920_20. 9C03.C6 

Strand + 

End 842 

Method GENSCAN 

End 805' 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12253 
25913 
48 

OJ990920_20. 9C03 . C6 . ol . np 
51 

5042447 
51. .842 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990920_20. 9C03.C6 

Strand + 

End 842 

Method AAT/NAP 

End 842 

Score 665 



12253 
25913 
48 

OJ990920_20. 9C03.C6.ol.tw 

279 
none 

279. .641, 281. .640 



Seq. ID OJ990920_20. 9C03.C6 

Strand + 

End 842 

Method TBLASTX : Wheat 

End 641 

Score 292 



Seq. No. 12253 

Gene No. 25913 

Start 48 

Name OJ990920_20 . 9C03 . C6 . ol . tm 

Start 522 

GI none 

Exons 522.. 827, 536.. 700 



Seq. ID OJ990920_20. 9C03.C6 

Strand + 

End 842 

Method TBLASTX : Mai ze 

End 827 

Score 232 



Seq. No. 



12254 



Seq. ID OJ990920_20. 9C03.C7 



12713 



Gene No. 25914 Strand 

Start 1 End 1550 

Name OJ990920_20 . 9C03 . C7 . ol . gp Method AAT/GAP 

Start 1 End 540 

GI 16044_2.R1084 Score 246 

Exons 1..49, 443.. 540 

GI Descrip. 1 5596484 /emb | CAB51422 . 1 | 1.0e-131 (AL096882) beta-adaptin-like 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12254 
25914 
1 

OJ990920_20. 9C03 . C7 . ol . np 
1 

5596484 



Seq. ID OJ990920_20. 9C03.C7 
Strand 

End 1550 

Method AAT/NAP 

End 1523 

Score 1035 



1..49, 443.-578, 666. .916, 1006. .1119, 1244. .1523 
(AL096882) beta-adaptin-like protein [Arabidopsis thaliana] 



12254 
25914 
1 

OJ990920_20.9C03.C7.o2.tc 
2 

none 



Seq. ID OJ990920_20.9C03.C7 
Strand 

End 1550 

Method TBLASTX : Cress 

End 769 

Score 64 



2. .61, 3. .62, 9. .62, 10. .69, 440. .577, 440. .577, 636. .737, 
650.. 769, '650.. -754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12254 
25914 
1 

OJ990920_20. 9C03 . C7 . ol . gs 

443 

none 



Seq. ID . OJ990920_20. 9C03.C7 
Strand 

End 1550 
Method GENSCAN 
End 1550 
Score .76 



443. .578, 666. .916, 1006. .1119, 1244. .1441, 1500. .1550 



Seq. No. 12254 

Gene No. 25914 

Start 1 

Name OJ990920_20 . 9C03 . C7 . ol . tm 

Start 467 

GI none 
Exons 



Seq. ID OJ990920_20. 9C03.C7 
Strand 

End 1550 

Method TBLASTX : Mai ze 

End 841 

Score 177 



467. .577, 467. .577, 477. .581, 636. .833, 650. .841, 652. .840, 
665. .841 



Seq. No. 12254 

Gene No. 25914 

Start 1 

Name OJ990920_20 . 9C03 . C7 . ol . ts 

Start 542 

GI none 
Exons 



Seq. ID OJ990920_20. 9C03.C7 
Strand 

End 1550 

Method TBLASTX : Soybean 

End . 1294 

Score 35 



542. .577, 546. .578, 635. .919, 643. .756, 650. .934, 652. .921, 
989. .1120, 1004. .1120, 1005. .1130, 1006. .1125, 1244. .1267, 
1268. .1294 



Seq. No. 
Gene No. 
Start 



12254 
25914 
1 



Seq.' ID OJ990920_20. 9C03.C7 
Strand 

End 1550 



12714 



Name 

Start 

GI 

Exons 



,Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990920_20. 9C03.C7 .ol.tc 

1028 

none 

1028.. 1120, 1028.. 1120, 1030, 
1242. . 1442, 1244. .1444, 1244. 

12254 
25914 
1 

OJ990920_20. 9C03.C7 .o2.ts 

1295 

none 

1295. . 1444, 1296. .1442, 1303. 



Method TBLASTX : Cress 

End 1444 

Score 140 

.1128, 1030. .1125, 1242. .1442, 
.1444 

Seq. ID OJ990920_20. 9C03.C7 
Strand 

End 1550 

Method TBLASTX : Soybean 

End 1444 

Score 173 
. 1443 



Seq. No. 12255 

Gene No. 25915 

Start 1 

Name OJ990920_20 . 9C03 . C8 . ol . np 

Start 1. 

GI 5596484 

Exons 1..58, 413. .523 

GI Descrip. (AL096882) beta-adaptin-like 

Seq. No. 12255 

Gene No. 25915 

Start 1 

Name OJ990920_20 . 9C03 . C8 . ol . gs 

Start 119 

GI none 

Exons 119.. 523 



Seq. ID OJ990920_20. 9C03.C8 
Strand 

End 523 

Method AAT/NAP ' 

End 523 

Score 117 

protein [Arabidopsis thaliana] 

Seq. ID OJ990920_20. 9C03.C8 
Strand 

End 523 

Method GENSCAN 

End 523 

Score .49 



Seq. No. 12255 

Gene No. 25916 

Start 1743 

Name OJ990920_20 . 9C03 . C8 . o2 . gs 

Start 1743 

GI none 

Exons 1743.. 1907', 2065. .2164 



Seq. ID OJ990920_20.9C03.C8 
Strand 

End 2164 

Method GENSCAN 

End 2164 

Score .43 



Seq. No. 12256 

Gene No. 25917 

Start 977 

Name OJ990920_20 . 9C03 . C9 . ol . gs 

Start 977 

GI none 

Exons 977.. 1010 



Seq. ID OJ990920_20.9C03.C9 
Strand 

End 1010 

Method GENSCAN 

End 1010 

Score .81 



Seq. No. 12257 

Gene No. 25918 

Start 117 

Name OJ990920_20 . 9C03 . C10 . ol . gs 

Start 117 

GI none 

Exons 117.. 770 



Seq. ID OJ990920_20. 9C03.C10 

Strand 

End 844 

Method GENSCAN 

End 770 

Score .89 



Seq. No. 
Gene No. 



12257 
25918 



Seq. ID OJ990920_20. 9C03.C10 
Strand 



12715 




Start 


117 


End 


844 




Name 


OJ990920 20. 9C03 . CIO . ol . np 


Met hod 


AAT /NAP 




Start 


120 ~ 


End 


84 4 




GI 


4 680179 


Score 


1037 






120 . . 844 








-Z- L-/ C ij \^ J. -J- ^-^ • 


(AF111709) Dolvorotein fOrvza 


sat iva 


subsD indical 




Seq. No. 


12257 


Seq. ID 


OJ990920_20.9C03. 


C10 


Gene No. 


25918 


Strand 






Start 


117 


End 


844 




Name 


OJ990920 20.9C03 CIO ol tw 


Mpt* hod 


TBLASTX • Wheat 




Start 


165 _ '- 


End 


587 




GI 


none 


Score 


184 




Exnn 


165. . 587, 229. . 552 








Seq. No. 


12257 


Seq. ID 


OJ990920_20.9C03. 


C10 


Gene No. 


25918 


Strand 






Start 


117 


End 


844 




Name 


OJ990920 20 9C03 C10 ol tm 


Method 


TBLASTX: Maize 




Start 


345 ~~ 


End 


839 




GI 


none 


Score 


215 




Pv on s 


34S..785, 361. .786, 783. .839, 


790. .837 




Seq. No. 


12257 


Seq. ID 


OJ990920_20.9C03. 


C10 


Gene No. 


25918 


Strand 








117 


End 


844 




LN ell lie 


oj9909?o ?o 9co^ no n? fw 


Method 


TBLASTX: Wheat 




o Lai l 


591 ~~ 

^ Z* -L 


End 


843 






none 


Score 


185 






591 842 595 843 








Spa No 


12258 


Seq. ID 


OJ990920_20.9C03. 


Cll 


Gene No . 


25919 


Strand 






Start 


1409 


End 


1502 




Name 


OJ990920 20.9C03.Cll.ol.gp 


Method 


AAT /GAP 




Start 


1409 


End 


1502 




GI 


5900731 


Score 


153 




p. v n n c; 


1409. . 1502 








V_* Li/ w O ,1* JL, k> * 


2388578 4.0e-17 (AC000098) Similar to 


Mycobacterium RlpF 




(gb Z84395) . ESTs gb T75785,gb R30580,gb T04698 come from tl 




gene. [Arabidopsis thaliana] 








Seq. No. 


12259 


Seq. ID 


OJ990920_20.9C03. 


C12 


Gene No. 


25920 


Strand 


+ 




Start 


1471 


End 


4323 




Name 


OJ990920 20. 9C03 . C12 . o2 . np 


Method 


AAT /NAP 




Start 


1471 


End 


3724 




GI 


6911877 


Score 


381 




Pvnn <? 


1471. .1529, 2937. .3170, 3272.. 


3724 






GI Descrio 


(AL138655) putative protein [Arabidopsis thaliana] 




Seq. No. 


12259 


Seq. ID 


OJ990920_20.9C03. 


C12 


Gene No. 


25920 


Strand 


+ 




Start 


1471 


End 


4323 




Name 


OJ990920 20.9C03.C12.ol.gs 


Method 


GENSCAN 




Start 


1894 


End 


4323 




GI 


none 


Score 


.5 





12716 



TP vr /"V Y\ c 


1flQ4 1 Q4R 9710 97^9 
10-?4. . Ijt 0 / Z / 1U . . Z / OZ , 


^077 


3700, 4240. .4323 




Seq. No. 


12259 




Seq. ID 


OJ990920_20.9C03. 


C12 


Gene No. 


25920 




Strand 


+ 




OLaiL 


14 71 
14/1 




End 


4323 




Name 






Method 


AAT/GAP 




OLalt 


o no ^ 




End 


3537 






none 




Score 


1015 




Exons 


OflfiT ^ R "3 7 










oeq. in o . 


± Z Z 3 :? 




Seq. ID 


OJ990920_20. 9C03. 


LIZ 


Conp No 


25921 




Strand 






Start 


34.4 




End 


1986 




Name 


OJ990920 20. 9C03.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


344 




End 


1986 




GI 


64853 1.R1084 




Score 


701 




Exons 


344. .367, 601. .910, 1861 


. .1986 






GI Descrip. 


'4 190974 /dbj IBAA74448 | 0 


.Oe+OC 


i (AB018 


4 42) phytochrome C 


[Oryza 



sativa] 1 



Seq. No. 12259 
Gene No. 25921 
Start 344 

Name OJ990920_20 . 9C03 . C12 . ol . np 

Start 603 
GI 2388578 
Exons 603. .932 

GI Descrip. (AC000098) Similar to Mycobacterium RlpF <gb|Z84395). ESTs 

gb | T75785, gb| R30580, gb | T04698 come from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ990920_20.9C03.C12 
Strand 

End 1986 ■ 

Method AAT/NAP 

End 932 

Score 259 



Seq. No. 12259 

Gene No. 25922 

Start 3603 

Name OJ990920_20 . 9C03 . C12 . ol . tm 

Start 582 

GI none 
Exons 



Seq. ID OJ990920_20.9C03.C12 
Strand 

End 4005 

Method TBLASTX : Maize 

End 8 95 

Score 59 



582. .629, 602. .889, 603. .890, 714. .890, 761. .895, 769. .891 



Seq. No. 12259 

Gene No. 25922 

Start 3603 

Name OJ990920_20 . 9C03 . C12 . ol . tc 

Start 594 

GI - none 

Exons 594. .629, 602. .856, 714. .860 



Seq. ID OJ990920_20.9C03.C12 
Strand 

End 4005 

Method TBLASTX: Cress 

End 8 60 

Score 53 



Seq. No. 12259 

Gene No. 25922 

Start 3603 

Name OJ990920_20 . 9C03 . C12 . o2 . ts 

Start 602 

GI none 
Exons 



Seq. ID OJ990920_20.9C03.C12 

Strand - ... 

End 4005 

Method TBLASTX : Soybean 

End 910 

Score 47 



602. .655, 602. .889, 714. .845, 776. .910 



Seq. No. 
Gene No. 



12259 
25922 



Seq. ID OJ990920_20.9C03.C12 
Strand 



12717 




O Ldl L 


JDU J 




JliI 1H 


4 nn r 




LM d nit; 


Uw^rUy^U £.L'.3>^U_>.^X<1..L>X 


. L o 


l J tr Liiuu 


1 o XirAO 1A . OLJy JJc dl 1 




O Ldx L 


19ft 1 ~" 
J £. O X 




L-ll 1U 


1796 




X 


limit; 




OL-UI C 


1 9ft 




LAUl 1 o 


19ftl 1411 ' ^d^S 1791 


1S77 


1796 






Seq. No. 


12259. 




Seq. ID 


OJ990920_20.9C03. 


C12 


Gene No. 


25922 




/Strand . 






O Ldl l 


1601 

J D U «J 




FnH 


4 nns 




Name 


n.TQQriQ9n 9n qpoi n 9 r>9 


t LL 


L JC LI lvJU 


l lj Xir\0 IA.LIcoj 




OLdit 


Id S R _ 




Hil 1LI 


1716 




\J X 


1 1L*1 Its 




OLUl c 


91^ 

£. ~J 




Exons 


14R^ 1716 IRfift 1796 










Qon Mo 

JClJ. LNLJ • 


1 99SQ 

X J Z7 




o tr Lj . x u 


r».TQQDQ9n 9n Qroi 


n 9 


UC11C 1>U • 


25922 




Strand 






Start 


3603 




End 


4005 




Name 


OJ990920 20.9C03.C12.o3 


• gp 


Method 


AAT/GAP 




j Lai L. 


3603 




End 


4005 




\3 X 


uC-osrocyp005f 04al 




Score 


794 




TP V y*\f , i C 


3603. .4005 










ul UCOL-XXLJ. 


•3894191 1.0e-08 (AC005662) unknown protein [Arabidopsis 




tnaiiana j 










O c L] • IN U . 






Seq. ID 


OJ990920_20.9C03. 


H*] A 


Gene No . 






Strand 


+ 




Start 


i 
i 




End 


997 




Name 


O.TQQ0Q90 90 QPOI n 4 nl 


. np 


Method 


AAT/NAP 




o ldl L 


1 




End 


997 






4680179 




Score 


1598 




T* 1 v r^i o 


1. .997 












(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


12260 




Seq. ID 


OJ990920_20. 9C03. 


C14 


Gene No. 


25923 




Strand 


+ 




qt- ^ r~t- 


1 




End 


997 




Name 


OJ990920 20.9C03.C14.o2 


. tw 


Method 


TBLASTX: Wheat 




O Lai t 


1 




End 


258 






none 




Score 


157 






1..252, 3. .254, 3. .257, 


4. .258 






Seq. No. 


12260 




Seq. ID 


OJ990920_20.9C03. 


C14 


Gene No. 


25923 




Strand 


+ 




J Lai U 


1 




End 


997 




Name 


OJ990920 20.9C03.C14.ol 


-ts 


Method 


TBLASTX: Soybean 




C-l- a v-+- 
O Lai L, 


46 




End 


306 




ox 


none 




Score 


300 




Exons 


46. .306, 48. .305 










Sea No 


12260 




Seq. ID 


OJ990920_20. 9C03. 


C14 


Gene No. 


25923 




Strand 


+ 




Start 


1 




End 


997 




Name 


OJ990920 20. 9C03.C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


104 




End 


396 




GI 


none 




Score 


153 




Exons 


104. .334, 105. .377, 105 


. .392, 


106. .396 







12718 



Seq. No. 12260 Seq. ID 

Gene No. 25923 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C14 . ol . tw Method 

Start 265 End 

GI none Score 
Exons 



OJ990920_20.9C03.C14 
+ 

997 

TBLASTX: Wheat 

891 

728 



265. .891, 267. .770, 640. .885, 807. .890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12260 
25923 
1 

OJ990920_20 . 9C03 . C14 . ol . tm 

445 

none 



Seq. ID OJ990920_20.9C03.C14 

Strand + 

End 997 

Method TBLASTX : Maize 

End 996 

Score 230 



445. .606, 451. .597, 453. .608, 453. .599, 603. .767, 604. .996, 
718. .996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12261 Seq. ID OJ990920 

25924 Strand + 

1 End 13324 

OJ990920_20 . 9C03 . C15 . ol . np Method AAT/NAP 
1 End 2204 

6063554 Score 241 

1..25, 446. .672, 792. .1001, 1991. .2204 
(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 
correspond to a region of the predicted gene, 
protein [Oryza sati.va] 



20.9C03.C15 



,C98611 (E0464) 
hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12261 
25924 
1 

OJ990920_20. 9C03 . C15 . o2 . np 
1 

4680179 
1..55, 3395. .3876 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990920_20.9C03.C15 

Strand + 

End 13324 

Method AAT/NAP 

End 3876 

Score 670 



12261 , Seq. ID 

25924 Strand 

1 End 
OJ990920_20 . 9C03 . C15 . ol . gs Method 

770 End 

none Score 

770. .1011, 1085. .1174 



OJ990920_20.9C03.C15 
+ 

13324 
GENSCAN 
1174 
.52 



Seq. No. 12261 Seq. ID 

Gene No. 25924 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . CT5 . o2 . gs Method 

Start 1994 End 

GI none Score 

Exons 1994. .2063, 34 28. .3879 

Seq. No. 12261 Seq. ID 

Gene No. 25924 Strand 

Start m 1 End 

Name " OJ990920_20 . 9C03 . C15 . o4 . np Method 



OJ990920_20.9C03.C15 
+ 

13324 
GENSCAN 
3879 
.88 



OJ990920_20. 9C03.C15 
+ 

13324 
AAT/NAP 



12719 



Start 2751 End 12768 

GI 5852180 Score 625 

Exons 2751. .2774, 4476. .4628, 6247. .6300, 7287. .7404, 7455. .7871, 

12741. .12768 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 

Seq. No. ,. 12261 - Seq. ID OJ990920_20.9C03.C15 

Gene No. 25924 .Strand + 

Start 1 End 13324 

Name OJ990920_20 . 9C03 . C15 . o4 . gs Method GEN SCAN 

Start 6494 End 10524 

GI none Score .74 

Exons 6494. .6554, 7292. .7390, 7646. .7833, 10321. .10524 



Seq. No. 12261 Seq. ID 

Gene No. 25924 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C15 . o4 . gp Method 

Start 10213 End 

GI 101153_1.R1084 Score 

Exons 10213. .10397, 10719. .10942 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990920_20 . 9C03 . C15 
+ 

13324 
AAT/GAP 
10942 
512 





oeq. mo. 


12261 


Seq. ID 


oj y yuyzu zu , 


. ycui . ClO 


i;n 


Gene No . 


25924 


Strand 








Start 


1 


End 


1 TOO /I 

13324 






Name 


OJ990920 20.9C03.C15.o5.gs 


Method 


GENSCAN 




□ 


Start 


11696 


End 


13324 






GI 


none 


Score 


.75 




o r 


Exons 


11696. .11731, 12515. .13324 








ry 


Seq. No. 


12261 


Seq. ID 


OJ990920_20< 


.9C03.C15 




Gene No. 


25924 


Strand 


+ 






Start 


1 


End 


13324 






Name 


OJ990920 20. 9C03 . C15 . o5 . gp 


Method 


AAT/GAP 






Start 


11919 


End 


12221 




: B i 


GI 


61605 3.R1084 


Score 


465 




■isf 
; : ~i 


Exons 


11919. .12221 










GI Descrip. 


*1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase 


[Arabidopsis 






thaliana] ? 










Seq. No. 


12261 


Seq. ID 


OJ990920_20, 


.9C03.C15 




Gene No. 


25925 


Strand 


+ 






Start 


13574 


End 


14772 






Name 


OJ990920 20.9C03.C15.o6.np 


Method 


AAT/NAP 






Start 


13571 


End 


14772 






GI 


5042447 


Score 


631 






Exons 


13571. .14 4 93, 14720. .14772 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


12261 


Seq. ID 


OJ990920_20. 


9C03.C15 




Gene No. 


25925 


Strand 


+ 






Start 


13574 


End 


14772 






Name 


OJ990920 20. 9C03 . C15 . 06 . gs 


Method 


GENSCAN 






Start 


13574 


End 


14578 






GI 


none 


Score 


.96 





12720 






Exons 


1JS74 . .14 5/0 










Seq. No. 


lzzbl 


Seq. ID 


OJ990920_20 . 9C03 


. C15 




Gene No . 


25926 


Strand 








Start 


1587 


End 


2113 






Name 


OJ990920 20.9C03.C15.o2.gp 


Method 


AAT/GAP 






Start 


1587 


End 


2113 






GI 


uC-osflM20204 8cl2bl 


Score 


899 






Exons 


1587. .2113 










GI Descrip. 


5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


16 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


12261 


Seq. ID 


OJ990920__20.9C03 


.CIS 




Gene No. 


25927 


Strand 








Start 


2051 


End 


7250 






Name 


OJ990920 20.9C03.C15.o3.np 


Method 


AAT/NAP 






Start 


2051 


End 


7250 






GI 


5852180 


Score 


476 






Exons 


2051.. 2116, 4629.. 5026, 5078 


.5195, 7230. .7250 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


12261 


Seq. ID 


OJ990920_20. 9C03 


.CIS 




Gene No. 


25927 


Strand 








Start 


2051 


End 


7250 




^ -| 


Name 


OJ990920 20.9C03.C15.o3.gs 


Method 


GENSCAN 




J"fj 


Start 


4618 


End 


4827 






GI 


none 


Score 


.87 




n i 

! hi 


Exons 


4618. .4827 








: t t 
: : i: 


Seq. No. 


12261 


Seq. ID 


OJ990920_20.9C03 


CIS 




Gene No. 


25927 


Strand 






^ s s 


Start 


2051 


End 


7250 




1 Li 


Name 


OJ990920 20.9C03.C15.o3.gp 


Method 


AAT/GAP 






Start 


6149 


End 


6534 




=; 


GI 


uC-osflcyp033a04bl 


Score 


673 




i. £ 

H« 


Exons 


6149. .6534 








GI Descrip. 


? 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


12261 


Seq. ID 


OJ990920_20.9C03 


CIS 


□ 


Gene No. 


25928 


Strand 








Start 


10187 


End 


14772 






Name 


OJ990920 20.9C03.C15.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3409 


End 


3831 






GI 


none 


Score 


413 






Exons 


3409. .3831, 3444. .3767 










Seq. No. 


12261 


Seq. ID 


OJ990920_20.9C03 


CIS 




Gene No. . 


25928 


Strand 








o tart 


10187 


End 


14772 






Name 


OJ990920 20.9C03.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


3474 


End 


3735 






GI 


none 


Score 


296 






Exons 


3474. .3734, 3475. .3735 










Seq. No. 


12261 


Seq. ID 


OJ990920_20.9C03 


CIS 




Gene No. 


25928 


Strand 







12721 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10187 End 14772 

OJ990920_20 . 9C03 . C15 . o5 . np Method AAT/NAP 
10187 End 14772 

5852180 Score 356 

10187. . 10552, 11568. .11661, 14727. .14772 
(AL117265) zhbOOOlO.l [Oryza sativa] 



12261 
25928 
10187 

OJ990920_20. 9C03 . C15 . o3 . tw 

13751 

none 



Seq. ID OJ990920_20.9C03.C15 
Strand 
End 

Method 
End 
Score 



14772 

TBLASTX: Wheat 

14002 

194 



13751. . 13798, 138 11 .. 14002 , 13813.. 14001 



oeq. no. 


12261 




oeq. iu 


OJ990920_20 


. 9C03 




Gene No. 


25928 




Strand 








Start 


10187 




End 


14772 






Name 


OJ990920 20. 9C03.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




o tar l 


14044 






14395 






C T 

CjI 


none 




Score 


296 






Exons 


14044. .14238, 14045. .14395 










O y-v y-r KT /-v 

oeq. no. 


12261 




oeq. ±u 


OJ990920_20 


. 9C03 


PI ^ 


Gene No . 


25928 




Strand 








a v- +- 

O t, aX U 


10187 




End 


14772 






Name 


OJ990920 20. 9C03.C15.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


14045 




End 


14350 






GI 


none 




Score 


244 






Exons 


14045. .14350, 14059. .14175 










oeq . no . 


12262 




Seq. ID 


OJ990920_20 


.9C03 


.C16 


bene lno . 


25929 




Strand 


+ 








873 




End 


6344 






Name 


OJ990920 20.9C03.C16.o2, 


.gs 


Method 


GEN SCAN 






btart 


873 




End 


2637 






GI 


none 




Score 


.91 






Exons 


873.. -966, 1268.. 1315, 2019. 


.2311, 2473 


. .2637 






Seq. No. 


12262 




Seq. ID • 


OJ990920_20 


.9C03 


.C16 


Gene No. 


25929 




Strand 


+ 






Start 


873 




End 


6344 






Name 


OJ990920 20. 9C03.C16.o2, 


.np 


Method 


AAT/NAP 






Start 


2453 




End 


6344 






GI 


6691716 




Score 


288 






Exons 


2453. .2474, 4579. .4792, 


4980. .5088, 6246. . 6344 






GI Descrip. 


(AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 








gi|6691717|dbj IBAA89397. 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


12262 




Seq. ID 


OJ990920_20 


. 9C03 


-C16 


Gene No. 


25929 




Strand 


+ 






Start 


873 




End 


6344 






Name 


OJ990920 20.9C03.C16.o2, 


• gp 


Method 


AAT/GAP 






Start 


3393 




End 


3778 






GI 


uC-osflcyp033a04bl 




Score 


637 






Exons 


3393. .3778 













12722 



GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 





beq. no. 




beq. iu 


r\ to on qo n o n 
ujyyuyzu zu. 


ybu o 


• bio 




Gene No . 


z o y ju 


Strand. 


"t* 








o tart 


y ujo 


tiUC 


QQ1 1 

y o 1 1 








Name 


ujyyuy^u ^u. ybuo. bib . 04 .np 


Method. 


/lrt.1 / JNH.tr 








C -t- -> v- 4- 

btart 


o / 1j 


Hi I Id 


Qfl 1 1 

"Oil 








C T 

bl 


4 btsui / y 


Score 


/ 1 0 








Exons 


8713. .8764, 9046. .9811 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 








Seq. No. 


1 ooco 


beq . iu 


n tqqdq on on 
ujyyuy^u zu . 


ybu o 


f 1 c. 
.LID 




Gene No. 




btrana 


•f* 








btart 


y UOO 


Ejna. 


y o 1 1 








Name 


ujyyuyzu . ybuo . bib . oo . gs 


Met noa 


C Ttf Q P Zi K7 
bill IN Ob-rilN 








btart 


QA CO 

y udo 


tjna 


y / fl D 








bl 


none 


Score 


.53 








Exons 


9058. .9745 












beq. no. 


1 0 O £0 

IZ^: bz 


beq. iu 


OJ990920_20. 


9C03 


.LID 




Gene No . 


O C Q O 1 


btrana 










Start 


1 


bna 


7780 






U> 


Name 


ojyyuyzu zu . ycuo . cio . oi . np 


Metnoa 


AAT/NAP 






: "*i 


Start 


i 




7275 








GI 




Score 


634 








Exons 


1..31, 2055. .2465, 2516. .2633 


, 3627.. 


3680, .7228. .7275 




i Li 

i" ~ I 


GI . Descrip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








| !S ; 


Seq. No. 


1 o o c o 

1ZZ bz 


beq. iu 


OJ990920_20. 


9C03 


.bib 


! ; s i 


bene no. 


zoyo i 


Strand 








pi [ 


Start 


i 
i 




7780 








Name 


uj yyuyzu z u . ybu j . b l b . oi . gs 


Method 


GENSCAN 








btart 


0 1 Q 


iLna 


337 






■ssf 


bl 


none 


Score 


.56 








cjXorio 


218. .337 










y ; 


Seq. No. 


12262 


Seq. ID 


OJ990920_20. 


9C03 


.C16 




Gene No. 


25931 


Strand 










btart 


1 


End 


7780 






'isf 


Name 


OJ990920 20. 9C03 . C16 . ol . gp 


Method 


AAT/GAP 








btart 


768 


End 


934 








bl 


uC-osflcyp033a04bl 


Score 


289 








Exons 


768. .934 












GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 










beq. No. 


12262 


Seq. ID 


OJ990920_20. 


9C03 


.C16 




Gene No. 


'.25931 


Strand 










Start 


1 


End 


7780 








Name 


OJ990920 20.9C03.C16.o3.gs 


Method 


GENSCAN 








Start 


2826 


End 


2957 








GI 


none 


Score 


.49 








Exons 


2826. .2957 












Seq. No. 


12262 


Seq. ID 


OJ990920_20. 


9C03 


.C16 




Gene No. 


25931 


Strand 









12723 



Start 


1 


End 


7780 




Name 


PiTQQ0Q9n 90 QPH^ P1£ nr^i 


Method 


AAT/NAP 




O Lai L 


/l £9 1 
H OZ I 


End 


7621 




P T 


Do oz i / y 


Score 


559 




Exons 


/1£9"7 ^1 £M Q £"39^ CTQQ 
flOZ/..*10fi:7, DUD4 . . OJi J/ Dji70 


. .6608, 7601. .7621 




uescnp. 


/zitii79£ c .\ 7hKfinriQ i rrir*\7-7n 


sa t i va ] 






Seq. No. 


12262 






.9C03.C16 


Gene No. 


25931 


c 4- y r\c\ 
OIL clilLi. 








i 
± 


CjLI\JL 


/ / O v 




Name 






\j Cj In O LrllN 






coot 


End 


6584 




P T 


none 


Score 


.85 




Exons 


cope co op rfifin ^^9"^ £^Qfl 


. .6584 






C /~> /-r Mn 

oeq. in u . 


19 9 £9 
X Z Z DZ 


Seq. ID 


OJ990920_20. 


Qpn^ pi £ 

> jLUj .lid 


P. o n o Mo 


25931 


Strand 






Start 


1 


End 


7780 




Name 


OJ990920 20. 9C03 . C16 . o5 . gp 


Method 


AAT/GAP 






7265 


End 


7780 




P T 


uC-osflM20204 8cl2bl 


Score 


710 




TP ^-r y"\ y^i c 


7265. .7780 








ui uescnp . 


'5257255/dbj | AP000364 . 1 | AP000364 2 . Oe- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






beq . NO . 


.12262 


Seq. ID 


OJ990920_20. 


.9C03.C16 


Gene No . 


25932 


Strand 






Start 


8239 


End 


8569 




Name 


OJ990920 20. 9C03 . C16 . 06 . gp 


Method 


AAT/GAP 






8239 


End 


8569 




p t 


61605 3.R1084 


Score 


338 




L ' TT i^N 

Lxons 


8239. .8569 








GI Descrip. 


l 1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) peroxidase 


[Arabidop; 




thaliana] 1 








Seq. No. 


12262 


Seq. ID 


OJ990920_20. 


,9C03.C16 


Gene No. 


25933 


Strand 






O L.C1-L L 


9220 


End 


9753 




Name 


OJ990920 20. 9C03 . C16 . ol . tw 


Method 


TBLASTX: Wheat 


D L.al U 


9220 


End 


9576 






none 


Score 


285 




Exons 


9220.. 9576, 9228.. 9398, 9427 


. .9567, 9435. .9575 




Seq. No. 


12262 


Seq. ID 


OJ990920_20. 


, 9C03.C16 


Gene No. 


25933 


Strand 






C+- -a y+- 


9220 


End 


9753 




Name 


OJ990920 20. 9C03.C16.ol. tm 


Method 


TBLASTX: Maize 


otail. 


9457 


End 


9753 




PT 


none 


Score 


245 




Exons 


9457.. 9753, 9480.. 9644, 9685 


. . 9753 






Seq. No. 


12262 


Seq. ID 


OJ990920_20. 


9C03.C16 


Gene No. 


25933 


Strand 






Start 


9220 


End 


9753 




Name 


OJ990920 20.9C03.C16.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9576 


End 


9753 




GI 


none 


Score 


174 





12724 



/i 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9576.-9665, 9577.. 9753 

12263 Seq. ID 

25934 Strand 
1 End 
OJ990920_20. 9C03 . C17 . ol . gp Method 
1 • End 

2428185 . Score 
1. .75 

5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



OJ990920_20.9C03.C17 
+ 

'2258 
AAT/GAP 
75 
135 



Seq. No. 12263 Seq. ID 

Gene No. 25934 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C17 . ol . np Method 

Start 1 End 

GI 5852175 Score 

Exons 1..94, 711. .744, 2163. .2258 
GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



OJ990920_20.9C03.C17 
+ 

2258 
AAT/NAP 
2258 
126 



Seq. No. 12263 Seq. ID OJ990920_20.9C03.C17 

Gene No. 25934 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C17 . o2 . np . Method 

Start .1 End 

GI 6691716 Score 

Exons 1..21, 862. .998, 1073. 

2028. .2076, 2230. .2258 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990920_ 
+ 

2258 
AAT/NAP 
2258 
670 

1199, 1275. .1436, 1514. .1701, 1773. .1877, 



Seq. No. 12263 - Seq. ID 

Gene No. 25934 Strand 

Start 1 ' : End 

Name OJ990920_20 . 9C03 . C17 . o2 . gp Method 

Start 606 End 

GI 61605_1.R1084 Score 

Exons 606.. 879 

GI Descrip. 1 5852170/emb | AL1172 65 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990920_20.9C03.C17 
+ 

2258 
AAT/GAP 
879 
474 



Seq. No. 12263 

Gene No. 25934 

Start 1 

Name OJ990920_20 . 9C03 . C17 . ol . gs 

Start 712 

GI none 

Exons 712. .744, 884, 
1721. .1965 



Seq. ID OJ990920_20.9C03.C17 



Strand 
End 

Method 
End 
Score 

998, 1073. .1378, 1384. 



-f 

2258 
GENSCAN 
1965 
.78 

1436, 1514. 



1592, 



Seq. No. 12264 Seq. ID 

Gene No. 25935 Strand 

Start 124 End 

Name OJ990920_20 . 9C03 . C18 . ol . gs Method 

Start 124 End 



OJ990920_20.9C03.C18 
+ 

524 

GENSCAN 
524 



12725 



i 



GI none 

Exons 124.. 177, 254.. 524 

Seq. No. 12265 

Gene No. 25936 

Start 1 

Name OJ990920_20 . 9C03 . CI 9 . ol . np 

Start 1 

GI 4680179 

Exons 1..1231 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 12265 

Gene No. 25936 

Start 1 

Name OJ990920_20 . 9C03 . C19 . o3 . tw 

Start 1 

GI none 

Exons 1..27, 32. .217, 33. .221 



Score .95 



Seq. ID OJ990920_20.9C03.C19 

Strand + 

End 1234 

Method AAT/NAP 

End 1231 

Score 1829 

sativa subsp. indica] 

Seq. ID OJ990920_20.9C03.C19 

Strand + 

End 1234 

Method TBLASTX : Wheat 

End 221 

Score 43 



Seq. No. 12265 Seq. ID 

Gene No. 25936 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C19 . ol . gs Method 

Start 33 * . End 

GI none Score 

Exons 33.. 311, 440.. 1234 



OJ990920_20.9C03.C19 
+ 

1234 
GEN SCAN 
1234 
.69 



Seq. No. 12265 

Gene No. 25936 

Start 1 

Name OJ990920_20 . 9C03 . C19 . ol . ts 

Start 33 

GI none 

Exons 33.. 269, 41.. 268, 139.. 270 

Seq. No. 12265 

Gene No. 25936 

Start 1 

Name 0 J9 90 92 0_2 0.9C03.C19.o2.tm 

Start 33 

GI none 

Exons 33.. 287, 35.. 289, 56.. 289 

Seq. No. 12265 

Gene No. 25936 

Start 1 

Name OJ990920_20 . 9C03 . C19 . ol . tw 

Start 228 

GI none 

Exons 228..33S, 326.-853, 332.. 568, 

Seq. No. 12265 

Gene No. 25936 

Start 1 

Name OJ990920_20 . 9C03 . C19 . ol . tm 

Start 407 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
337. .852 

Seq. ID 

Strand 

End 

Method 
End 



OJ990920_20.9C03.C19 
+ 

1234 

TBLASTX : Soybean 

270 

286 



OJ990920_20.9C03.C19 

+ ' 
1234 

TBLASTX: Maize 

289 

363 ■ 



OJ990920_20.9C03.C19 
+ 

1234 

TBLASTX: Wheat 

853 

109 



OJ990920_20.9C03.C19 
+ 

1234 

TBLASTX: Maize 
1006 



12726 




GI 


none Score 


231 




Exons 


407. .568, 415. .561, 565. .990, 566. .1006 




Seq. No. 


12265 Seq. ID 


OJ990920_20. 9C03 


.C19 


Gene No. 


25936 Strand 


+ 




Start 


1 End 


1234 




Name 


OJ990920 20.9C03.C19.o2.tw Method 


TBLASTX: Wheat 




Start 


853 End 


1186 




GI 


none Score 


326 




Exons 


853. .1122, 854. .1186, 857. .1165 






Seq. No. 


12266 Seq. ID 


OJ990920 20.9C03 


.C20 


Gene No. 


25937 Strand 


+ 




Start 


1 End 


784 




Name 


OJ990920 20.9C03.C20.o2.np Method 


AAT/NAP 




Start 


1 End 


784 




GI 


4680186 Score 


179 




Exons 


1..25, 661. .784 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


12266 Seq. ID 


OJ990920 20.9C03 


.C20 


Gene No. 


25937 Strand 


+ 




Start 


1 End 


784 




Name 


OJ990920 20. 9C03 . C20 . ol . np Method 


AAT/NAP 




Start 


506 - T - ■ End 


564 




GI 


5852180 Score 


44 ■ 




Exons 


506. .564 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


12266 Seq. ID 


OJ990920_20. 9C03 


.C20 


Gene No. 


25938 Strand 






Start 


4 59 End 


784 




Name 


OJ990920 20.9C03.C2'0.ol.gp Method 


AAT/GAP 




Start 


459 End 


784 




GI 


uC-osflcyp033a04bl Score 


569 




Exons 


459. .784 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


12267 Seq. ID 


OJ990920_20. 9C03 


.C22 


Gene No. 


zoyjy Strand 


+ 




Start 


485 End 


717 




Name 


OJ990920 20.9C03.C22.ol.np Method 


AAT/NAP 




Start 


485 End 


717 




GI 


2627238 Score 


71 




Exons ■ 


485. .555, 675. .717 






GI Descrip. 


(D50565) NADH dehydrogenase subunit 5 


[Oryza sativa] 






gi|2627240|dbj IBAA23492 | (D50566) NADH 


dehydrogenase subunit ! 




[Oryza sativa] 






Seq. No. 


12268 Seq. ID 


OJ990920_20.9C03, 


.C23 


Gene No. 


25940 Strand 


+ 




Start 


1 End 


1649 




Name 


OJ990920 20.9C03.C23.ol.np Method 


AAT/NAP 




Start 


1 End 


1649 




GI 


5852180 Score 


574 




Exons 


1..52, 1041. .1158, 1210. .1649 







12727 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 12268 

Gene No. 25940 

Start 1 

Name OJ990920_20 . 9C03 . C23 . ol . gs 

Start 213 

GI none 

Exons 213.. 356 



Seq. ID OJ990920_20.9C03.C23 

Strand + 

End 164 9 

Method GENSCAN 

End 356 

Score .47 



Seq. No. 12268 

Gene No. 25940 

Start 1 

Name OJ990920_20 . 9C03 . C23 . o2 . gs 

Start 717 

GI none 

Exons 717.. 848 



Seq. ID OJ990920_20.9C03.C23 

Strand + 

End 164 9 

Method GENSCAN 

End 84 8 

Score .46 



Seq. No. 12268 

Gene No. 25941 

Start 1 

Name OJ990920_20 . 9C03 . C23 . ol . gp 

Start 1 

GI uC-osflcyp033a04bl 

Exons 1..286 - 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990920_20.9C03.C23 
Strand 

End 28 6 

Method AAT/GAP 

End 286 

Score 472 



Seq. No. 12268 

Gene No. 25942 

Start 1029 

Name OJ990920_20 . 9C03 . C23 . o3 . gs 

Start 1029 

GI none 

Exons 1029.. 1628 



Seq. ID OJ990920_20.9C03.C23 
Strand 

End 1628 

Method GENSCAN 

End 1628 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



12269 
25943 
296 

OJ990920_20. 9C03.C24 .ol.np 
296 

4680179 
296. .2110 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990920_20.9C03.C24 
Strand 

End 2110 

Method AAT/NAP 

End 2110 

Score 2641 



12269 
25943 
296 

OJ990920_20. 9C03.C24 .o4*.tw 

341 

none 

341. .673, 377. .670, 405. .674 

12269 
25943 
296 

OJ990920 20.9C03.C24.ol.tm 



Seq. ID OJ990920_20.9C03.C24 
Strand 

End 2110 

Method TBLASTX : Wheat 

End ' 674 

Score 84 



Seq. ID OJ990920_20.9C03.C24 
Strand 

End 2110 

Method TBLASTX : Mai ze 



12728 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



521 End 1120 

none Score 215 

521. .961, 537. .962, 959. .1120, 966. .1112 



12269 Seq. ID 

25943 Strand 

296 End 
OJ990920_20 . 9C03 . C24 . ol . tw Method 

674 End 

none Score 

674. .1300, 677. .799, 786. .1244 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Wheat 

1300 

55 



Seq. No. 12269 Seq. ID 

Gene No. 25943 Strand 

Start 296 End 

Name OJ990920_20 . 9C03 . C24 . o2 . tm Method 

Start 1169 End 

GI none Score 

Exons 1169.. 1459, 1173.. 1460, 1257.. 1460 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Maize 

1460 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12269 
25943 
296 

OJ990920_20.9C03.C24.ol.ts 
1259 
none 

1259. .1519, 1260. .1514 

12269 
25943 
296 

OJ990920_20. 9C03.C24 .ol.tc 
1283 
none 

1283. .1426, 1284. .1424, 1427, 

12269 
25943- 
296 

OJ990920_20 . 9C03 . C24 . o2 . tw 
1307 
none 

1307. .1843, 1311. .1865 

12269 
25943 
296 

OJ990920_20. 9C03.C24 .o3. tm 
1874 
none 

1874. .2110, 1878. .2108, 1880. .2110 



Seq. ID 
Strand 
End 

-Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1600 

Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



12269 Seq. ID 

25943 Strand 

296 End 

OJ990920_20 . 9C03 . C24 . o3 . tw Method 

1874 End 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Soybean 

1519 

160 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Cress 

1600 

79 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Wheat 

1865 

330 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Maize 

2110 

139 



OJ990920_20.9C03.C24 
2110 

TBLASTX: Wheat 
2110 



12729 



• * 



PT 


none 






Score 


91 ^ 
Z ± O 




Exons 


1874. .2110, 1878. .2102, 


1 QQQ 

1 0 O J . 


. z 1 ±u 






oeq. in o . 


12270 






Can T n 

oeq . l u 


HTQQOQ90 90 QPO*3 




Gene No. 


25944 






Strand 






Start 


1 






End 


3216 




Name 


OJ990920 20.9C03.C25. 


ol 


. np 


tut +- i-fc /"\ 


7\ 7\ T / NT ZV D 






1 






__na 






P T 


4680179 






Score 


ococ 




Exons 


1..2115, 2149. .3216 














(AF111709) polyprotein 


L Or y za 


sativa i 


DUlJo_p. JLIlUlCd J 




Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25944 






Strand 








1 






Hi 11 (J. 






Name 


OJ990920 20.9C03.C25. 


ol 


. gs 




V_r i_i IN O V_»_-iIN 




C 4- -a v-4- 


43 






Hi I HJ. 


^9T ^ 




PT 


none 






Score 






Exons 


43. .3213 












Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 






Strand 








■3462 












Name 


OJ990920 20.9C03.C25. 


o7 


.tw 


fut j~\ -4— V"i /"\ 

r*ie tnoa 






btart 


1 






__nu 






P T 
bl 


none 






Score 


i no 
XUU 




Exons* 


1..213, 5. .214, 3452. 


.3514 








Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 






Strand 






OLdlL 


3462 






__nci 


zl 9 7 1 
y Z / ± 




Name 


OJ990920 20.9C03.C25. 


ol 


.tw 


Method 


i dj_i.Ro i a : wneau 




ouarr. 


214 






Cilia 


11/ 




PT 


none 






Score 


"3 £9 




Exons 


. 214. .717, 296. .685 












Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene: No. 


25945 






Strand 






olqi l 


34 62 








4971 

fi Z / X 




Name 


OJ990920 20.9C03.C25. 


ol 


,tm 


rje tnou 


1 DJUMO 1 A . ixiai Zc 




Of a -r~+- 
OLall 


292 






__na 






PT 


none 






Score 


9^9 




Exons 


292. .645, 296. .646 












Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 






Strand 






Ol_cLX L. 


3462 






i_nci 


/l 9 7 1 
ft Z / J. 




Name 


OJ990920 20.9C03.C25. 


o2 


.ts 


Method 


i tiLiAo i a ; ooyoean 




OtaiL 


4 66 






i^nci 


Til 




PT 


none 






Score 






Exons 


466. .711, 467. .694 












Seq. No. 


12270 






Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 






Strand 






Start 


3462 






End 


4271 




Name 


OJ990920 20.9C03.C25. 


o2 


. tm 


Method 


TBLASTX: Maize 




Start 


682 






End 


1182 





12730 



C T 


none 








Score 


jU 




Exons 


682. .996, 725..77S, 803. 


q ^ £ 




DO 1 f|OQ 11*7/1 




Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 








3462 








Jjilu 


A O ~J 1 




Name 


OJ990920 20 


.9C03 


.C25.03. 


> tw 


4- U. — -] 

Me tnoa 


1 nLiAb 1 a : wnea u 




Q+- -3 r-4- 


718 










1 Aon 
xUz U 




C T 


none 








Score 


O £ Q 

Zoo 






71ft 1 020 


7 "34 


1018 










Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 






OLal l 


3462 








End 


4271 




Name 


OJ990920 20 


.9C03 


.C25.ol. 


,ts 


Method 


TBLASTX : Soybean 




O L a.XTL 


733 








End 


1128 




PT 


none 








Score 


196 




LjAUIlO 


7*3*3 109? 


7 "34 


1024, 1052. . 1090, 1096, 


. .1128, 1097. .1126 


Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 








3462 








End 


4271 




Name 


OJ990920 20 


.9C03 


.C25.o2. 


tw 


Method 


TBLASTX : Wheat 




otart 


1069 








End 


1551 






none 








Score 


216 




Exons 


1 0£Q 1 4 4 


1119 
111^ 


14 4 7 
* . 1 ft H 1 f 


1 R01 
IjUI . 


.1551 






Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 






OtaiL 


3462 








End 


4271 




Name 


OJ990920 20 


.9C03 


.C25.o3. 


tm 


Method 


TBLASTX: Maize 




OldiL 


1250 








End 


1539 




CT 
bl 


none 








Score 


131 






1 7 SO 14 41 


1 9 S° 


. . 1443, 


1252. 


.1539 






Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 






OLdl L 


3462 








End . 


4271 




Name 


OJ990920 20 


. 9C03 


.C25.o5. 


tw 


Method 


TBLASTX: Wheat 




C -I- -a +- 


1666 








End 


2088 




bl 


none 








Score 


79 




Exons 


1666 18^3 


1 7?1 

X / X 


. .1834, 


1879. 


.2088, 1880.. 2032 




Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 








3462 








End 


4271 




Name 


OJ990920 20 


. 9C03 


.C25.o5. 


tm 


Method 


TBLASTX: Maize 




Q+- 

O La ITT. 


1771 








End 


2124 




bl 


none 








Score 


188 






1771. .2124 














Seq. No. 


12270 








Seq. ID 


OJ990920_20.9C03 


.C25 


Gene No. 


25945 








Strand 






Start 


3462 








End 


4271 




Name 


OJ990920 20 


. 9C03 


.C25.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2407 








End 


2758 




GI 


none 








Score 


115 





12731 



Exons 



2407.. 2757, 2564.. 2758 



# 



End 

Method 
End 
Score 



Seq. No. 12270 

Gene. No. 25945 

Start 3462 

Name OJ990920_20 . 9C03 . C25 . o4 . tm 
Start . 24 52 

GI none 

Exons 2452.. 2757, 2579.. 2743 

Seq. No. 12270 

Gene No. 25945 

Start 3462 

Name OJ990920_20.9C03.C25.o6.tw 

Start 2792 

GI none 

Exons 2792.. 2989, 2794.. 2991, 3102.. 3134 



Seq. ID OJ990920_20.9C03.C25 
Strand 

4271 

TBLASTX: Maize 
2757 
91 



Seq. ID OJ990920_20.9C03.C25 
Strand 

End 4271 

Method TBLASTX : Wheat 

End 3134 

Score 108 



Seq. No. 12270 

Gene No. 25945 

Start 3462 

Name OJ990920_20 . 9C03 . C25 . o2 . gs 

Start 3462 

GI none 

Exons 3462.. 4271 



Seq. ID OJ990920_20.9C03.C25 
Strand 

End 4271 

Method GENS CAN 

End 4271 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12271 
25946 
1 

OJ990920_20. 9C03.C2 6.ol.np 
1 

4680179 
1..2659, 2693.. 3760 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990920_20.9C03.C26 
Strand 

End 3760 

Method AAT/NAP 

End 37 60 

Score 4306 



12271 
25946 

1 *- . 

OJ990920_20.9C03.C26.ol.gs 

178 

none 

178. .2255, 2581. .3757 



Seq. ID OJ990920_20.9C03.C26 
Strand 

End 37 60 

Method GENSCAN 

End 3757 

Score .78 



12271 
25947 
4672 

OJ990920_20. 9C03 . C26 . ol . gp 
4672 

uC-osflcyp033a04bl 
4672. .5056 

1 601684 5 /dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990920_20.9C03.C26 
Strand 

End 5056 

Method AAT/GAP 

End 5056 

Score 616 



Seq. No. 
Gene No. 
Start 
Name 



12271 
25948 
5475 

OJ990920_20 . 9C03 . C2 6 . o2 . gs 



Seq. ID OJ990920_20.9C03.C26 
Strand 

End 6516 

Method GENSCAN 



12732 




Q A. _ y^X- 

o tarr. 


04/0 






to 1 O 






none 




Score 


. Dj 




Exons 


^zi7S ^£19 ^ft^Q fioi n 

O <i / O . . 0 O 0 Z , jOJ7. . DU1U/ 


£14 0 
O 1 H U . 


. OO 1 o 






Seq. No. 


12271 




Seq. ID 


OJ990920_20. 9C03 


.C26 


Gene No. 


25949 




Strand 






C +" =1 V+- 

otart 


/loo 






7 Q7 7 




Name 


fiTQQOQ^n Of) Qrn^ rot; n9 


. LIU 


ful y"-\ +- Vl /-I /-I 


TRT QCTY • Ma \ -to 
I D-Urio 1 A . L v Jal ZS 




o tar l 


1 
-L 




Cjna 


^0 *^ 
jUj 




C T 

bi 


none 




Score 


1 ££ 
1 o o 




Exons 


1 9 Q1 1 ^ 4 1 9 Q9 
l..Z;?l, 1 . . jUj, 4 1 . • Z ;7Z 










SeqV No. 


12271 




Seq. ID 


OJ990920_20. 9C03 


.C26 


Gene No. 


25949 




Strand 








71 £ft 
/ 1 DO 




ijllCL 


7 Q7 7 




Name 


HTQQ0Q90 9fl Qrfl^ r9fi 


+" TaT 

. LW 


J\A a 4~ ^\ /~\ 


1 DJ-iriO 1A . Wflcat 




Of a >-+- 


1 — 

1 




Hina. 


9^1 
Z O 1 




P T 


none 




Score 


1 £1 
1 O 1 




Exons 


1 9 ^ ^ 1 9 £1 










Seq. No. 


12271 




Seq. ID 


OJ990920_20.9C03 


.C26 


Gene No. 


25949 




Strand 








71 £ft 
/ 1 Do 




i^nci 


7 Q7 7 




Name 


070,000,90 9 0 orn^ ro& o9 


4- c 


TUT \ -f* \\ /~\ 

Lxie unoa 


i tsLiAo i a . ooyoean 




btart 


9 o n • 
z z u 




bna 


/ion 
4 o U 




C T 


none 




Score 


1 CO 

loo 




Exons 


990 /OA 991 yl 7 t; OOQ 


A 7 7 
, . 4 / / 








Seq. No. 


12271 




Seq. ID 


OJ990920_20.9C03 


.C26 


Gene No. 


25949 




Strand 








7 1 £ft 




T?rt H 

i^na. 


7 Q7 7 




Name 




4- ^ 

. L.C 


Method 


TRT 7\ O TV . fv-Qcc 






9 4 4 
Z 4 




Cjna 


^ £i 

0 Ol 




C T 
bl 


none 




Score 


ft ^ 
o 0 




Exons 


944 "3ft7 94R ^ft^ TQQ 
Z4 4 . . OO / f Z4j . . JOJ f OOO , 


^ £1 
. . DDI 








Seq. No. 


12271 




Seq. ID 


OJ990920_20.9C03 


.C26 


Gene No. 


25949 




Strand 








71 fift 
/ 1 OO 






7 Q77 




Name 


nTQQfiQ9n 9n Qrn^ r*9^ r\i 

bjyi?Ur?ZU Z U . :?bU 0 ■ bZ D . 0 1 . 


+- t.r 
. LW 


jxietnoa 


i Dii/io l a . wnea t_ 




JtaiL 


9 £ft ~ 
zoo 




■t^no. 


ft 4 £ 
0 H O 




bl 


none 




Score 


O O 




Exons 


9 fift ft 4 9 6Q ft ^ 
zoo. .040/ z o;? « . o j j 










Seq. No. 


12271 




Seq. ID 


OJ990920_20.9C03 


.C26 


Gene No. 


25949 




Strand 








7 1 fift 
/ 1 OO 






7 Q7 7 




Name 


DTQQ0Q90 90 Qpfl^ r"?fi r\4 
Z U . :7bU O . bZ O . 04 . 


, till 


TUT +■ a 

ixie tnoa 


TRT QCTY-'Ma i ?o 

i Dij/io i a . lxia i z e 




Of 3 v-4- 

otart 


"304 

OU4 






o 1 o 




bl 


none 




Score 


1 07 
1 U / 




Exons 


oU4 . . Olo , jUj . . jUo, 4 04 , 


, . oy4 








Seq. No. 


12271 




Seq. ID 


OJ990920_20. 9C03 


.C26 


Gene No. 


25949 




Strand 






Start 


7168 




End 


7977 




Name 


OJ990920 20.9C03.C26.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


835 




End 


1189 





12733 




(IT 

KJ X 


none 








Score 


9 37 
z. -j / 






fl 35 1 1 RR P 


39 


1 1 R 9 

X X O J 










Seq. No. 


12271 








Seq. ID 


OJ990920_20. 9C03 


.C26 


Gene No. 


25949 








Strand 






u Ufl.1 L 


7 1 6R 








End 


7 977 




Name r 


O.T990990 90 


9P03 


P96 r>9 


» L. W 




J. LD Xl.nO X /\ ■ VVilCCl L 




Of a r 4- 
O L Cl X l_ 


R 4 7 _ 








End 


12 60 




(IT 










OL,UlC 


353 






R47 1 960 


4 8.. 


1228 










Seq. No. 


12271 








Seq. ID 


OJ990920_20. 9C03 


.C26 


Gene No. 


25949 








Strand 






^t a rf 

u Lai t 


7168 








End 


7977 




Name 


OJ990920 20 


9C03 


. C26 . o3 


ts 




TBLASTX • Snvhpan 




j Lai L 


i 009 ~~ 

X VJ VJ ^ 








End 


1254 






none 








S core 


93 




P von q 


1009 1254 


1010 


1237 










Seq. No. 


12271 








Seq. ID 


OJ990920_20. 9C03 


C26 


Gene No. 


25949 








Strand 






91- pi rt 


71 68 








End 


7977 




IN cUlLC 


O.7990990 90 


9P03 


P96 r>3 




Method 


TBLASTX: Maize 




O tell, u 


1 99 5 _ 
x ^ z o 








End 


1725 




PT 
ox 


none 








Score 


50 




Exons 


x ^ Z O . . IJj^f ^ 


DO 


131ft 


134 6 


.1399, 1546. .1725, 1571. .1717 


Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03 


C26 


Gene" - No. 


25949 








Strand 






Cf a rt 


7 1 6R 








End 


7977 




Name 


O.T990Q90 90 


9P0 3 


P9 6 n4 


L, W 


Method 


TBLASTX: Wheat 




Qt p\ rt 


1 961 ~ 








End 


1563 




(IT 
\j X 


i IVJlltS 








Score 


272 






1961 1 563 


1 977 

X Z. / / 


1 561 


1 4R9 


.1562 






Seq. No. 


12271 








Seq. ID 


OJ990920_20. 9C03 


C26 


Gene No. 


25949 








Strand 






Start 


7168 








End 


7977 




Name 


O.7990990 90 


9P03 


P9 6 nl 




Method 


TBLASTX : Soybean 




Qt art 

O Lai L 


197 6 _ 








End 


1671 




GI 


i 1U1 it; 








Score 


193 




p, v o n <=; 


1276 1635 


1277 


. . 1567 , 


1595 . 


.1633, 1639. .1671, 1640. .1669 


Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03 


C26 


Gene No. 


25949 








Strand 






Start 


7168 








End 


7977 




Name 


0,7990990 90 


9P03 


P9 6 r>3 

• L^ u < U J i 


+- w 

L. W 


Method 


TBLASTX: Wheat 




Qf arf 
Jlal L 


1619 ~ 








End 


2094 




GI 


none 








Score 


205 




X_> A 1 1 0 


1619 1 Qfl 9 

X U X Z. . • 1^70 7/ 


1 61 5 

1 U J. J 


1 9R0 


1 655 

1 U J J • 


.1990, 2044 . .2094 • 




Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03. 


C26 


Gene No. 


25949 








Strand 






Start 


7168 








End 


7977 




Name 


OJ990920 20. 


9C03 


.C26.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1648 








End 


1965 




GI 


none 








Score 


180 





12734 



Exons 



1648. .1965 



Seq. No. 


T O O H 1 

122 /l 








beq. ID 


ATnoonon oa a./-iao 

ujyyuyzu zu.ycuj. 


r* o c 
. K^Z D 


Gene No. 


o c a a n 

2594 9 








Strand 






Start 


7 168 








End 


"7 A "7 "7 

7 977 




Name 


OJ990920 20, 


no a o 

. 9C0 J 


. C26 . o5 


. tm 


Method 


TBLASTX : Mai ze 




Start 


1 H O O. 

i / y j 










O A Q c 




GI 


. none 








Score 


1 O O 




Exons 


1793. .1984, 


1795 


. .1986, 


1795. 


.2085 






Seq. No. 


1 O O O" 1 

12271 








Seq. ID 


OJ990920_20.9C03, 


.C26 


Gene No. 


2594 9 








Strand 






Start 


7168 








End 


7977 




Name 


OJ990920 2U, 


. 9CU J 


. C2 b . Oo 


. tw 


Method 


TBLASTX: Wheat 




Start 


2ly4 








End 


2632 




GI 


none 








Score 


46 




Exons 


2194. .2235, 


2312 


. .2377, 


2313. 


.2378, 2423. .2632, 2424. .2576 


Seq. No. 


122 / 1 








Seq. ID 


OJ990920_20.9C03, 


.C26 


Gene No . 


o c n a n 

2594 9 








Strand 


- 




Start 


7168 








End 


7977 




Name 


OJ990920 20, 


A/-* A O 

. 9C03 


. C26 . 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


o a c t 

2951 








End 


3315 




GI 


none^ 








Score 


115 




Exons 


2951. .3301, 


3108 


. .3302, 


3133. 


.3315 






Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03. 


.C26 


Gene No. 


2594 9 








Strand 


- 




Start 


7168 








End 


7977 




Name 


OJ990920 20, 


. 9C03 


. C26 . 06 


. tm 


Method 


TBLASTX: Maize 




Start 


2996 








End 


3301 




GI 


none 








Score 


91 




Exons 


2996. .3301, 


3123 


. .3287 










Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03. 


.C26 


Gene No . 


AT A 1 ft 

2594 9 








Strand 






Start 


/loo 








End 


7977 




Name- 


/otaaaaoa o a 

OJ990920 20, 


Ap a n 

, 9C0o 


. C2 6 . o / 


. tw 


Method 


TBLASTX: Wheat 




Start 


J J JO 








End 


3535 




GI 


none 








Score 


112 




Exons 


3336. .3533, 


3338 


. .3535 










Seq. No. 


"1 O O "7 T 

12271 








Seq. ID 


OJ990920_20.9C03, 


,"c26 


Gene No. 


o c n >i n 

2594 9 








Strand 






Start 


7168 








End 


7977 




Name 


OJ990920 20. 


, 9C03 


OA/- _ O 

. C26 . o o 


.gs 


Method 


GENSCAN 




Start 


*7 i r o 

7168 








End 


7977 




GI 


none 








Score 


.51 




Exons 


7168. .7977 














Seq. No. 


12271 








Seq. ID 


OJ990920_20.9C03, 


,C26 


Gene No. 


25949 








Strand 






Start 


7168 








End 


7977 




Name 


OJ990920 20. 


, 9C03 


.C26.o3 


.gp 


Method 


AAT/GAP 




Start 


7248 








End 


7702 




GI 


95437 1.R1084 






Score 


770 




Exons 


7248. .7702 















12735 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



12272 Seq. ID 

25950 Strand 

4019 End 

OJ990 920_20 . 9C03 . C27 . o2 . gs Method 

4019 End 

none Score 



OJ990920_20.9C03.C27 
+ 

6014 
GENSCAN 
6014 
.81 



4019. .4082, 5119. .5188, 5331. .5499, 5858. .5897, 5950. .6014 



OJ990920_20.9C03.C27 
+ 



12272 Seq. ID 

25951 Strand 
12140 End 17671 

OJ990920_20 . 9C03 . C27 . o2 . np Method AAT/NAP 
12036 End 15745 

3123130 Score 1430 

12036. .12843, 13980 .. 14 433, 
15639. .15745 

HYPOTHETICAL 61.8 KD TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 
IN CHROMOSOME II gi | 2 618 685 I gb | AAB8 4 332 . 1 1 (AC002510) putative 
U4/U6 small nuclear ribonucleoprotein [Arabidopsis thaliana] 



14594. .14791, 14 8 69 14 950, 



OJ990920_20.9C03.C27 
+ 

17671 
AAT/GAP 
12489 
890 



12272 Seq. ID 

25951 Strand 
12140 End 
OJ990920_20. 9C03 . C27 . o3 . gp Method 
12039 End 
43056_1.R1084 Score 
12039. .12489 

'3123130/ sp | 02 2212 | YG62_ARATH 9.0e-15 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004 625) putative 
small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] ? 



12272 
25951 
12140 

OJ990920_20. 9C03.C27.o4 .gs 

12140 

none 

12140. . 1284 3, 13980. .14 433, 
16647. .17091, 17239. .17671 



Seq. ID OJ990920_20.9C03.C27 

Strand + 

End 17671 

Method GENSCAN 

End 17671 

Score . 9 
14594. .147 91, 14 8 69. .14 950, 



Seq. No. 12272 

Gene No. 25951 

Start 12140 

Name OJ990920_20 . 9C03 . C27 . o4 . gp 

Start 14576 

GI 57088_1.R1084 

Exons 14576. . 14791, 148 69 .. 14 950, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
15639. .15942 

1 3123130/sp | 022212 | YG62_ARATH 8.0e-48 HYPOTHETICAL 61.8 KD 
TRP-ASP REPEATS CONTAINING PROTEIN T32G6.2 IN CHROMOSOME II 
>gi_2618685 (AC002510) putative small nuclear ribonucleoprotein 
Prp4p [Arabidopsis thaliana] >gi_3241948 (AC004625) putative 



OJ990920_20.9C03.C27 
+ 

17671 
AAT/GAP 
15942 
1060 



12736 



small nuclear ribonucleoprotein Prp4p [Arabidopsis thaliana] ' 



Cart M r\ 

oeq. INO. 


12272 






Seq. ID 


n tq Qn Q9n 9 n 
ujyyu?zu zu. 


ybuo . 


bZ / 


bene ino . 


25952 






Strand 








Cf rf 


318 






End 


1 y 0 / 






Name 


OJ990920 20 


. 9C03 


.C27.ol.gs 


Method 


biMNDbrllN 






o tart 


318 






End 


± y O / 






b± 


none 






Score 


^ "3 






Exons 


318. .610, 916. .944, 1614. .1987 








Seq. No. 


199-79 
izz / z 






oeq . 1 u 


OJ990920_20. 


9C03. 


C27 


oene ino . 


25952 






Strand 








Of -j yf 


318 






End 


1 y 0 / 






Name 


OJ990920 20 


.9C03 


.C27.ol.np 


Method 


AflT /"MAD 






Qf 3 yf 


1307 






End 


1 QP7 






ui 


5902448 






Score 


1UJO 






Exons 


1307. .1987 














GI Descrip. 


(AB030283) . 


orf3 


[Oryza sativa] 










oeq. in 0 ■ 


12272 






Seq. ID 


O.TQQ0Q90 90 


ybu 0 . 


bZ / 


bene no . 


25953 






Strand 








C +- -k~ 4- 

otarc 


6482 






End 


/ 0 0 y 






Name 


OJ990920 20 


.9C03 


.C27.ol.gp 


Method 


7\ A T / C 7\ D 






Cf 2 yf 

0 tart 


6482 






End 


1 ^ 1. Q 








none 






Score 


ODU 






Exons 


6482. . 6762, 


7258 


. .7339 










beq . ino . 


12272 






Seq. ID 


n TQQnoon on 
ujyyuy^u zu. 




bZ / 


Gene No . 


25954 






Strand 








C f ^1 vf 


7273 






End 


0 0 y 1 






Name 


OJ990920 20 


. 9C03 


.C27 .o3.gs 


Method 


bHiNobAlN 






Of a y f 
O La J- t 


7273 






End 


0 d y 1 






bl 


none 






Score 


. D 4 






Exons 


7273. .8691 














0 e q . in 0 . 


12272 






Seq. ID 


r>TQQ0Q90 90 

uuyyuyzu zu. 


Qro ^ 
y b u J . 


bZ / 


bene ino . 


25954 






Strand 








Of 2 y f 


7273 






End 


P £ Q 1 
0 0 y 1 






Name 


OJ990920 20 


.9C03 


.C27.o2.gp 


Method 


AAT/GAP 






0 Lai t 


8201 






End 


8648 






bl 


none 






Score 


816 






Exons 


8201. .8648 














oeq. ln 0 . 


12272 






Seq. ID 


OJ990920_20. 


9C03. 


bZ / 


bene ino . 


25955 






Strand 








Cf a yf 

O t ait 


18569 






End 


20035 






Name 


OJ990920 20 


.9C03 


. C27.o2.tw 


Method 


TBLASTX: Wheat 




Cf 3 y f 


1595 






End 


1877 






bl 


none 






Score 


61 






Exons 


1595. .1876, 


1635 


..1745, 1779.. 


1877 








Seq. No. 


12272 






Seq. ID 


OJ990920_20. 


9C03. 


C27 


Gene No. 


25955 






Strand 








Start 


18569 






End 


20035 






Name 


OJ990920 20 


.9C03 


.C27.o2.tm 


Method 


TBLASTX: Maize 




Start 


12682 






End 


14743 






GI 


none 






Score 


158 







12737 



Exons 



12682. .12843, 12683 .. 12841, 12684 12848 , 1394 5 14 436, 
13977. .14435, 13999 .. 14133, 14 143 14382, 14 585 14743, 
14593. .14670, 14594 14 668 , 14599 14670, 14603. .14743 



Seq. No. 12272 Seq. ID 

Gene No. 25955 Strand 

.Start 18569 * End ■ 

Name OJ990920_20 . 9C03 . C27 . o2 . ts Method 

Start 13942 End 

GI none Score 

Exons 13942. . 14133, 13999 .. 14 133, 

14143. .14439, 14185 .. 14436, 
14 331. .14435, 14 590 .. 14781,, 
14594. .14794 



OJ990920_20.9C03.C27 
20035 

TBLASTX: Soybean 
14794 
84 

14 068. .14133, 1414 3. . 14331, 
14196. .1427 9, 14230. .14 433, 
14593. .14793, 14594 .. 14743, 



Seq. No. 12272 

Gene No. 25955 

Start 18569 

Name OJ990920_20 . 9C03 . C27 . o5 . gp 

Start 18305 

GI 16044_1.R1084 

Exons 18305. .18865, 18999 .. 19202, 
GI Descrip. 



OJ990920 20.9C03.C27 



Seq. ID 
Strand 

End 20035 
Method AAT/GAP 
End 20035 
Score 2586 
19287. .19476, 19594. .20035 
' 55964 84 /emb | CABS 14 22 . 1 | 1.0e-151 (AL096882) beta-adaptin-like 
protein [Arabidopsis thaliana] 1 



i ! r: 


Seq. No. 


12272 






Seq. ID 


OJ990920 


20. 9C03 




Gene No. 


25955 






Strand 






1 bf 


Start 


18569 






End 


20035 




hzt 


Name 


OJ990920 20.9C03.C27 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




.Start 


18330 






End 


18671 






GI 


none 






Score 


70 




i : i 1 


Exons 


18330. 


.18350, 18338. 


.18454, 


18407. .184 


54, 18449 


. .18484, 


• hi 




18569. 


.18670, 18570. 


.18671 








i* "t 


Seq. No. 


12272 






Seq. ID 


OJ990920 


_20.9C03 




Gene No. 


25955 






Strand 






M= 


Start 


18569 






End 


20035 






Name 


OJ990920 20.9C03.C27 


. ol . tm 


Method 


TBLASTX:! 


Maize 


Q 


Start 


18380 






End 


19987 




: : 
*a st 


GI 


none 






Score 


97 




.i „. 


Exons 


18380. 


.18511, 18380. 


.18454, 


18393.. 18509, 18556 


. . 18867, 






18561. 


.18866, 18569. 


.18874, 


18569. .18871, 18570 


. . 18890, 






18997. 


.19203, 18999. 


.19157, 


18999. .19205, 19000 


. .19203, 






19284. 


.19445, 19285. 


.19476, 


19286. .19456, 19593 


. .19664, 






19594. 


.19665, 19597. 


.19665, 


19599. .19694, 19668 


. .19943, 






19698. 


.19898, 19717. 


.19947, 


19947. .19985, 19949 


. . 19987 




Seq. No. 


12272 






Seq. ID 


OJ990920 


_20.9C03 




Gene No. 


25955 






Strand 








Start 


18569 






End 


20035 






Name 


OJ990920 20.9C03.C27 


.ol . ts 


Method 


TBLASTX:; 


Soybean 




Start 


18560 






End 


19205 




GI 


none 






Score 


76 






Exons 


18560. 


.18652, 18573. 


.18890, 


18575. .18871, 18576 


. .18872, 






18695. 


.18904, 18700. 


.18906, 


18999. .19205, 19000 


. .19194 




Seq. No. 


12272 






Seq. ID 


OJ990920_ 


_20.9C03 



12738 



Gene No. 


25955 






Strand 








18569 






End 


20035 




Name 


OJ990920 20.9C03.C27 


. oz . tc 


Method 


TBLASTX: Cress 




olail. 


18569 






End 


18752 




P T 


none 






Score 


68 






18569. . 


18727, 18572. 


. XO f D ± f 


18573. .18752 




Seq. No. 


12272 






Seq. ID 


OJ990920_20. 9C03, 


.C27 


Gene No. 


25955 






Strand 






Otai L 


- 18569 






End 


20035 




Name 


OJ990920 20.9C03.C27 


. od . qs 


Method 


GENSCAN 




otait 


18569 






End 


19909 




PT 


none 






Score 


. 9 




17* V /"\ Y> e* 


18569. . 


18865, 18999. 


. x y 1 u D , 


19287. .19476, 19594. .19909 




OcCj. IN (J . 


12272 






Seq. ID 


OJ990920_20.9C03, 


con 


Gene No. 


25955 






Strand 






Start 


18569 






End 


20035 




Name 


OJ990920 20.9C03.C27, 


. o3 .np 


Method 


AAT/NAP 






18569 






End 


20035 




PT 


5596484 






Score 


1101 




Exons 


18569. . 


18865, 18999., 


.19202, 


19287. .19476, 19594.. 20035 




p t r*\^ o /™« v i t™\ 
ij± uescrip. 


(ALO-96882) beta-adaptin-like 


: protein 


[Arabidopsis thaliana] 


o e q . in o . 


12272 * 






Seq. ID 


OJ990920_20.9C03. 


.C27 


Gene No. 


25955 






Strand 






Start 


18569 






End 


20035 




Name 


OJ990920 20.9C03.C27. 


. ol . tw 


Method 


TBLASTX: Wheat 




otart 


18671 






End 


19404 




PT 


none 






Score 


278 




Exons 


18671. . 


18871, 18672.. 


.18890, 


18997. .19203, 18999 .. 19157, 






18999. . 


19205, 19000.. 


.19203, 


19275. . 19403, 19282. .19404 




OcCJ. LN U . 


12272 






Seq. ID 


OJ990920_20.9C03. 


.C27 


bene lno . 


25955 






Strand 






Start 


18569 






End 


20035 




Name 


OJ990920 20.9C03.C27, 


.ol.tc 


Method 


TBLASTX: Cress 






18753 






End 


19832 




PT 


none 






Score 


92 






18753. . 


18893, 18755.. 


.18871, 


18999. . 19157, 18999 .. 19205, 






19000. . 


19203, 19275.. 


.19442, 


19282. .19473, 19593 .. 19631, 






19594. . 


19629, 19623.. 


,19664, 


19752. .19832 




Seq. No. 


12272 






Seq. ID 


OJ990920_20.9C03. 


.C27 


Gene No. 


25955 






Strand 






O L. Ct i. l_ 


18569 






End 


20035 




Name 


OJ990920 20.9C03.C27, 


. o4 . ts 


Method 


TBLASTX : Soybean 




OLdl L 


19275 






End 


19476 • 




PT 


none 






Score 


114 




IT von C3 


19275. . 


19448, 19279.. 


, 19473, 


19281. .194 45, 19282. .1947 6 




Seq. No. 


12272 






Seq. ID 


OJ990920_20.9C03. 


C27 


Gene No. 


25955 






Strand 






Start 


18569 






End 


20035 




Name 


OJ990920 20.9C03.C27. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


19584 






End 


19987 




GI 


none 






Score 


117 





12739 



Exons 



19584. .19664, 19593 19748 , 19750 .. 19806, 197 64 .. 198 98 , 
19768. .19899, 1984 6 . . 1994 1 , 19847 .. 1 9945, 198 90 .. 1 994 6, 
19947. .19985, 19949. .19987 



Seq. No. 12273 Seq. ID 

Gene No. 25956 Strand 

Start 246 ..f~ - End 

Name OJ990920_20 . 9C03 . C28 . ol . gs Method 

Start 24 6 End 

GI none Score 

Exons 246.. 252 



OJ990920_20.9C03.C28 
+ 

252 

GENSCAN 

252 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12274 Seq. ID 

25957 Strand 

1 End 

OJ990920__20 . 9C03 . C2 9 . ol . np Method 

1 End 

5852180 Score 
1..302, 890. .1266 

(AL117265) zhb00010.1 [Oryza sativa] 

12274 , Seq. ID 

25957 Strand 

1 End 

OJ990920_20 . 9C03 . C29 . ol . gs Method 

924 End 

none Score 
924. .1150, 1190. .1342, 1356. .1620 



OJ990920_20.9C03.C29 
+ 

1620 
AAT/NAP 
1266 
294 



OJ990920_20.9C03.C29 
+ 

1620 
GENSCAN 
1620 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12274 Seq. ID OJ990920_20.9C03.C29 

25958 Strand 

347 End 1380 

OJ990920_20 . 9C03 . C2 9 . ol . gp Method AAT/GAP 

347 End 1380 

101153_1.R1084 Score 713 

347. .573, 1044. .1380 

f 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 12274 Seq. ID 

Gene No. 25959 Strand 

Start 2257 End 

Name OJ990920_20 . 9C03 . C29 . o2 . gs Method 

Start 2257 End 

GI none Score 

Exons 2257.. 2289 



OJ990920_20.9C03.C29 

2289 
GENSCAN 
2289 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



12275 

25960 . . - 

1 

OJ990920_20. 9C03 . C30 . ol . np 
1 

4680179 
1. .1946 

(AF111709) polyprotein 



Seq. ID OJ990920_20.9C03.C30 



Strand 
End 

Method 

End 

Score 



+ 

1946 
AAT/NAP 
1946 
2025 



12275 



[Oryza sativa subsp. indica] 

Seq. ID OJ990920 20.9C03.C30 



12740 



Gene No. 25960 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C30 . o3 . tw Method 

Start 1 End 

GI none Score 

Exons , 1..300, 6.. 86, 59.. 151 

Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 

Start 1 End 
Name , OJ990920_20 . 9C03 . C30 . o2 . tm Method 

Start 1 End 

GI none Score 

Exons 1..255, 6.. 86, 186.. 254 

Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C30 . ol . gs Method . 

Start 74 End 

GI none Score 

Exons 74.. 655, 1100.. 1869 



+ 

1946 

TBLASTX: Wheat 

300 

277 



OJ990920_20.9C03.C30 
+ 

1946 

TBLASTX: Maize 

255 

214 



OJ990920_20 . 9C03 .C30 
+ 

1946 
GENSCAN 
1869 
. 44 



Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 

Start ' 1 End 

Name OJ990920_20 . 9C03 . C30 . o4 . tm Method - 

Start 601 End 

GI none Score 

Exons 601. .921, 654. .746, 730 .. 774,- 843 .. 923 

Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C30 . o4 . tw Method 

Start 655 End 

GI none Score 

Exoris 655.. 1008, 831.. 965 



OJ990920_20.9C03.C30 
+ 

1946 

TBLASTX: Maize 

923 

193 



OJ990920_20.9C03.C30 
+ 

1946 

TBLASTX: Wheat 

1008 

239 



Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C30 . ol . tm Method 

Start 1228 End 

GI none Score 

Exons 1228.. 1692, 1236.. 1403, 1491.. 1658 



OJ990920_20.9C03.C30 
+ 

1946 

TBLASTX: Maize 

1692 

378 



Seq. No. 12275 Seq. ID 

Gene No. 25960. Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C30 . ol . tw Method 

Start 1228 End 

GI none Score 

Exons 1228.. 1638, 1230.. 1595, 1267.. 1596 

Seq. No. 12275 Seq. ID 

Gene No. 25960 Strand 



OJ990920_20.9C03.C30 
+ 

1946 

TBLASTX: Wheat 

1638 

475 



OJ990920_20.9C03.C30 
+ 



12741 




OLdl L 


i 

X 




Hjna 


x y 3 o 


Name 


riTQQ0Q90 90 QfO^l P^O r\9 


ts 


Method 


i dxjAo i a : boyoean 


Of arf 


1 99Q 






1 jUd 


f T 


none 




Score 


1 7 Q 

i / y 


Exons 


1 9 9 R i ^ o £ 








Seq. No. 


12275 




Seq. ID 


OJ990920_20.9C03.C30 


Gene No. 


25960 




Strand 


+ 


Q+- -a 


i 




End 


1946 


Name 


n TQQflQ9n 90 QPO"} P"30 r»1 


XLS 


Method 


TBLASTX : Soybean 




ID / 3 




End 


1928 


P T 
oX 


none 




Score 


57 




1j / !?• . lull/ 1 J / 3 . . X O X X , 


1 c 


.1917, 1616. .1759, 1737. .1928 


Seq. No. 


12275 




Seq. ID 


OJ990920_20.9C03.C30 


Gene No. 


25960 




Strand 


+ 




i 
x 




End 


1946 


Name 


PiTQQ0Q90 90 QP0"3 P"30 ^9 


LW 


Method 


TBLASTX: Wheat 


OLall 


1DO / 




End 


1945 


p t 

vjX 


none 




Score 


296 




1 6R7 1 Q9Q 17^7 1 cn £ 

1DO / . .13^13/ X/O/..X.7X0, 


1"! J • 


.1945, 1918. .1944 


Seq. No. 


12275 




Seq. ID 


OJ990920_20.9C03.C30 


Gene No. 


25960 




Strand 


+ 


Qf y~+- 

OLalt 


i 




End 


1946 


Name 


PTQQ0Q90 90 Qpm nn ^ o 

ujyyuy^u zu. yLUsJ.tou.oj. 


tm 


Method 


TBLASTX :Maize 


O -1 > vf 

o car c 


i by j 




End 


1856 


P T 
vjX 


none 




Score 


200 


Exons 


loyj . . it? jfi, JL/U/..100D 








o e q . in o ■ 


12276 




Seq. ID 


OJ990920_20.9C03.C31 


Gene No. 


25961 




Strand 




Start 


1 




End 


1048 


Name 


OJ990920 20. 9C03.C31.ol. 


np 


Method 


AAT/NAP 


Qf 2 y~4- 


1 




End 


1048 


P T 


3451071 




Score 


614 




1..3J, 136. .328, 400. .463, 58 


8.. 797, 1016.. 1048 




(AL031326) beta adaptin- 


like 


protein [Arabidopsis thaliana] 


Seq. No. 


12276 




Seq. ID 


OJ990920_20 . 9C03 .C31 


Gene No. 


25961 




Strand 




u Lai L 


1 




End 


1048 


Name 


OJ990920 20. 9C03.C31.ol. 


gs 


Method 


GENSCAN 


O Lai L 


125 




End 


797 


pt 
ox 


none 




Score 


.61 




125. .328, 400. .463, 588. 


.797 






Sea No 


12276 




Seq. ID 


OJ990920_20.9C03.C31 


Gene No.. 


25961 




Strand 




Start 


1 




End 


1048 


Name 


OJ990920 20.9C03.C31.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


140 




End 


784 


GI 


none 




Score 


233 


Exons 


140. .331, 146. .331, 395. 


.466, 


400. .462, 


582. .782, 587. .784, 



587. .784 



Seq. No. 12276 Seq. ID OJ990920_20.9C03.C31 



12742 




Gene No. 


25961 




Strand 




OLdl L 


i 

X 






1 fid fl 


No. me 


mQQOQon 9fi onn^ p^i r\9 


us 


L v je inoa 


IDLAOIA, oOyDcan 




1 4 U 






9 1 fi 




none 




Score 


O X 


Exons 


i /in 9 1 yi cr 9"7n 1 4 £ 
X 4 U . . Z OO , 14J. ,i/U, 


.ZOO, 


1 Al 9 £ Q 
X 4 / . . Z 0 7 




oeq . no . 


X Z Z / O 




oeq. 1JJ 


PiTQQfiQ9H 9fi Qrn^ P"31 








Strand 




Start 


1 




End 


1048 


Name 


OJ990920 20.9C03.C31.ol. 


gp 


Method 


AAT/GAP 


Of- -s r-+- 
D Ldl L. 


179 




End 


821 




16044 2.R1084 




Score 


729 


HiXons 


179. .328, 400. .463, 588. 


.821 








1 55964 84 /emb | CAB51422.1 


l.Oe- 


-131 (AL096882) beta-adaptin-1 




protein [Arabidopsis thaliana 


1 




o e q . IN U . 


12276 




c Drr t n 


nTQQDQ9fi 9fi QPfi^ P"*1 


Gene No. 


25961 




C 4- yari^ 
OLIQIJU 




Start 


1 




End 


X U 4 0 


Name 


OJ990920 20. 9C03.C31.ol. 


ts 


Method 


TBLASTX: Soybean 




271 




End 


784 


PT 

laX 


none 




Score 


76 


Exons 


271.. 330, 272.. 331, 272. 


.331, 


276. .335 


, 400. .462, 400. .462, 




404. .466, 582. .782, 585. 


.779, 


587. .,784 


, 590. .784 


Seq. No. 


12276 




Seq. ID 


OJ990920_20.9C03.C31 


Gene No. 


25961 




Strand 




OLalL 


1 




End 


1048 


Name 


OJ990920 20. 9C03.C31.ol. 


tc 


Method 


TBLASTX: Cress 




641 




End 


784 


pT 


none 




Score 


170 


Exons 


641. .784, 642. .782, 643. 


.783 






oeq« in o . 


12277 




Seq. ID 


OJ990920_20.9C03.C32 


uene ino . 


25962 




Strand 


+ 


Start 


718 




End 


5503 


Name 


OJ990920 20.9C03.C32.dl. 


gs 


Method 


GENSCAN 


O L dl L 


718 




End 


5503 


PT 


none 




Score 


.71 


Pvnnc 


718. .834, 1233. .1318, 1472. .1596, 1623 


. .1737, 1899. .2083, 




2401. .2432, 2530. .2617, 


2784. 


2908, 2976. .3167, 3238. .3296, 




3370. .4110, 4247. .4392, 


4503. 


4874, 48 


83. .5016, 5411. .5503 


JC4* LN U . 


12277 




Seq. ID 


OJ990920_20.9C03.C32 


Gene No. 


25962 




Strand 


+ 


Start 


718 




End 


5503 


Name 


OJ990920 20. 9C03.C32.ol. 


np 


Method 


AAT/NAP 


Q+- -a v-4- 
Otdl C ^ 


1071 




End 


2799 


PT 


6721512 




Score 


111 


Exons 


1071. .1183, 1211. .1351, 


2751. 


2799 




GI Descrip. 


(AP00107 2) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


12277 




Seq. ID 


OJ990920_20.9C03.C32 


Gene No. 


25962 




Strand 


+ 


Start 


718 




End 


5503 


Name 


OJ990920 20. 9C03.C32.o3. 


np 


Method 


AAT/NAP 



12743 



Start 1943 End 4111 

GI 6721561 Score 1106 

Exons 1943.. 1984, 2949.. 3167, 3238.. 3296, 3370.. 4111 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



m 
ril 

: ? 
I if 

•3 XT 

I'll 



"i 1 



: 3 =i 



beg. no. 


12277 




Seq. ID 


OJ990920_20.9C03 


poo 


Gene No. 


25962 




Strand 


+ 




Of vf 


718 




End 


5503 




Name 


OJ990920 20.9C03.C32 


. o2 . np 


Method 


AAT/NAP 




Start 


2106 




End 


2704 






6907089 




Score 


239 




Exons 


2106. .2704 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12277 




Seq. ID 


OJ990920_20.9C03 




Gene No. 


25963 




Strand 


+ 




Start 


12263 




End 


19379 




Name 


OJ990920 20.9C03.C32 


. o5 .gs 


Method 


GEN SCAN 




Start 


12263 




End 


19379 




GI 


none 




Score 


.65 




Exons 


12263. .12413, 12784. 


.12834, . 


12970. . 13608, 14309 .. 14421 , 






14665. .14749, 15178. 


.15283, 


15618. .15704, 15779. .15876, 






15956. .16065, 17383. 


. 17553, 


17665. .17789, 17888 .. 18117 , 






18584. .18652, 19204. 


.19379 








Seq. No. 


12277 




Seq. ID 


OJ990920_20.9C03 


.C32 


Gene No . 


25963 




Strand 


+ 






12263 




End 


19379 




Name 


OJ990920 20.9C03.C32 


. ol . gp 


Method 


AAT/GAP 




Start 


13853 




End 


14003 






uC-osflcypl7 7g01al 




Score 


239 




Exons 


13853. .14003 










GI Descrip. 


, 4884864/gb|AAD31846 


.1IAF133530 1 4.0e- 


-12 (AF133530) water 




channel protein MipH 


[Mesembryanthemum crystallinum] ? 




beq. wo. 


12277 




Seq. ID 


OJ990920_20.9C03 


.C32 




25963 




Strand 


+ 




Start 


12263 




End 


19379 




Name 


OJ990920 20.9C03.C32 


. o2 .gp 


Method 


AAT/GAP 




Start 


15998 




End 


16496 




GI 


2801103 




Score 


577 




Exons 


15998. .16065, 16229. 


. 16496 








GI Descrip. 


5262764/emb|CAB45912 


.11 l.Oe 


-13 (AL080283) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


12277 




Seq. ID 


OJ990920_20.9C03 


.C32 


Gene No. 


25964 




Strand 


+ 




Start 


19296 




End 


19771 




Name 


OJ990920 20.9C03.C32 


.o3.gp 


Method 


AAT/GAP 




Start 


19296 




End 


19771 




GI 


none 




Score 


621 




Exons 


19296.". 19398, 19539. 


.19771 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990920 20.9C03.C32 



12277 Seq. ID 

25965 Strand 
1 End 22535 

OJ990920_20 . 9C03 . C32 . o4 . np Method AAT/NAP 
1 End 22223 

5922631 Score 1252 

1..71, 5986. .6527, 7133. .7940, 8067. .8319, 8362. .8775, 
22061.. 22223 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 |dbj | BAA85207.il (AP00057 0) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 12277 Seq. ID 

Gene No. 25965 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C32 . o2 . gs Method 

Start 5635 End 

GI none Score 

Exons 5635.. 6073, 6271.. 7022 



OJ990920_20.9C03.C32 

22535 
GENSCAN 
7022 
.94 



Seq. No. 12277 

Gene No. ' 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . o5 . tw 

Start 5647 

GI none 

Exons 5647.. 5778, 5648.. 5773, 5803. 

Seq. No. 12277 

Gene No. 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . o2 . ts . 

Start 6126 

GI none 

Exons 6126.. 6491, 6307.. 6459 



Seq. ID OJ990920_20.9C03.C32 
Strand 

22535 

TBLASTX: Wheat 
6027 
61 



End 

Method 
End 
Score 
.6027 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Soybean 

End 64 91 

Score 91 



Seq. No. 12277 
Gene No. . 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . o2 . tw 

Start 6126 

GI none 

Exons 6126.. 6545, 6127.. 6498, 6141. 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Wheat 

End 6545 

Score 292 
.6542 



Seq. No. 12277 

Gene No. 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . o3 . tm 

Start 6219 

GI none 

Exons 6219.. 6602, 6220.. 6498 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Mai ze 

End 6602 

Score 143 



Seq. No. 



12277 



Seq. ID OJ990920_20.9C03.C32 



12745 



Gene No. 25965 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C32 . o2 . tm Method 

Start 6630 End 

GI none Score 

Exons 6630.. 6986, 6631.. 6924 



22535 

TBLASTX: Maize 

6986 

211 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Wheat 

End 7115 

Score 277 

6660. .7040, 6661. .7041, 6675. .7058, 7040. .7114, 7044. .7115 



Seq. No. " 12277 

Gene No. 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . ol . tw 

Start 6660 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12277 
25965 
1 

OJ990920_20. 9C03 . C32 . o3 . tw 

7306 

none 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Wheat 

End 7761 

Score 84 



7306. .7542, 7363. .7530, 7454. .7540, 7579. .7761, 7580. .7753 



□ 

Si 



m 

'13? 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12277 
25965 
1 ■ 

OJ990920_20.9C03.C32.o3.gs 

7438 

none 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method GENSCAN 

End 8983 

Score .54 



7438. .7770, 7834. .8328, 8353. .8540, 8734. .8983 



12277 
25965 
1 

OJ990920_20 . 9C03 . C32 . o4 . tw 

8392 

none 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX : Wheat 

End 8789 

Score 62 



8392. .8568, 8441. .8590, 8565. .8666, 8622. .8741, 8625.-8738, 
8739. .8789 



12277 
25965 
1 

OJ990920_20 . 9C03 . C32 . o4 . gs 

9132 

none 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method GENSCAN 

End 11115 

Score . 68 



9132. .1007 6, 10139. .10317, 10805. .10842, 11033. .11115 



Seq. No. 12277- ■ 

Gene No. 25965 

Start 1 

Name OJ990920_20 . 9C03 . C32 . o2 . tc 

Start 14307 

GI none 
Exons 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX: Cress 

End 15281 

Score 127 



14307. .14 408, 14308 .. 14 427 , 14 4 94 .. 14556, 14 662 .. 1474 8 , 
14 664. .14777, 15174. .15281, 15176. .15277 
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Seq. No. 12277 
Gene No. 25965 
Start 1 

Name OJ990920_20 . 9C03 . C32 . o4 . tm 

Start 15776 
GI • none 

Exons 15.776. .15877, 15777 15881, 

15955. .16080, 15955 .. 16065, 
16220. .16300 



Seq. ID OJ990920_20.9C03.C32 
Strand 

End 22535 

Method TBLASTX: Maize 

End 16300 

Score ' 117 
15795. .15881, 15954. .16067, 
16002. .16079, 16220. .16300, 



Seq. No. 

Gene No. 

Start 

Name 
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GI 

Exons 



12277 
25965 
1 

OJ990920_20.9C03.C32.o3.ts 
15789 
none 



22535 

TBLASTX: Soybean 
16279 
129 

15789. . 15881, 157 94 .. 15877 , 15955 16050 , 16220. .16279 



Seq'. ID - OJ990920_20.9C03.C32 
Strand 
End 

Method 
End 
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Seq. No. 12277 Seq. ID 

Gene No. 25965 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C32 . ol . tc Method 

Start 17404 End 

GI none /• Score 

Exons 17404. .17553, 174 66 .. 1754 9, 

17888. . 18064, 17889. .18065 



OJ990920__20.9C03.C32 
22535 

TBLASTX: Cress 
18065 
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17 664. .17789, 17665. .17790, 



Seq. No. 12277 
Gene No. 25965 
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Name OJ990920_20 . 9C03 . C32 . ol . tm 

Start 17404 
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17889. 



17553, 17404, 
17790, 17855. 
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,17499, 
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Method 
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OJ990920 20.9C03.C32 



22535 

TBLASTX: Maize 
18038 
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17549, 17664. .17789, 
18035, 17888. .18037, 
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12277 
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17743 
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20.9C03.C32.ol.ts 



17790, 
18121, 
19379, 
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17899. 
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,18117, 
,19357 
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Method 
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Score 
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TBLASTX: Soybean 
19379 
61 

17888. .18115, 17889. .18086, 
18612. .18 653, 18875. .1894 6, 



OJ990920 20.9C03.C32 



Seq. No. 12277 Seq. ID 

Gene No. 25965 Strand 

Start 1 End 

Name OJ990920_20 . 9C03 . C32 . o3 . tc Method 

Start 18612 End 

GI none Score 

Exons 18612. .18653, 18877 .. 18 966, 18878 .. 18967 , 19173 .. 1937 6, 
19196. .19372 
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TBLASTX: Cress 
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68 
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Seq. ID OJ990920_20.9C03.C32 



12747 



Gene No. 
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Exons 



25965 Strand 

1 End 

OJ990920_20 . 9C03 . C32 . 06 . gs Method 

20075 End 

none Score 
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GENSCAN 
22535 
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20075. .20776, 20902 .. 21033, 21552 .. 21815, 22011 22334 , 
22452.-22535 
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Exons 1 . . 87 



OJ990920_20.9C03.C34 
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87 
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Gene No. 25967 Strand 
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Name OJ990920_20 . 9C03 . C34 . ol . gs Method 

Start 183 End 

GI none Score 

Exons 183.. 299 



OJ990920_20.9C03.C34 
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GENSCAN 
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GI 

Exons 
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GI 
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GI Descrip. 



12279 Seq/ ID 

25968 Strand 

59 End 

OJ990720_10 . 9C17 . C2 . ol . gs Method 

59 End 

none Sdbre 

59. .112, 177. .204 



OJ990720_10. 9C17.C2 
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GENSCAN 
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12280 Seq. ID OJ990720_10 . 9C17 . C3 

25969 Strand + 

1 End 746 

OJ990720_10 . 9C17 . C3 . ol . np Method AAT/NAP 

1 End 746 

1346735 Score 149 

1. .142, 289. .386, 522. .746 

2, 3-BISPHOSPHOGLYCERATE-INDEPENDENT PHOSPHOGLYCERATE MUTASE 
(PHOSPHOGLYCEROMUTASE) (BPG- INDEPENDENT PGAM) (PGAM-I) 
gi|1076562|pir| IS49647 phosphoglycerate mutase (EC 5.4.2.1) - 
castor bean gi | 4 74 170 I emb | CAA4 9995 | (X70652) phosphoglycerate 
mutase [Ricinus communis] 
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Start 29 

GI none 
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Seq. ID 
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Gene No. 
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Strand 
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End 
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10. 
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.np 


Method 


AAT/NAP 








Start 
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End 


82 








GI 


586238 












Score 
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Exons 


1. .82 























GI Descrip. VIVIPAROUS PROTEIN H0M0L0G gi | 632294 | pir | | S4 8899 VP1 protein 
(0SVP1) - Oryza sativa gi | 391885 | dbj | BAA04 066 . 1 | (D16640) VP1 
protein (0SVP1) [Oryza sativa] 

Seq. No. 12287 Seq. ID OJ990720_10.9C17.C13 

Gene No. 25978 Strand 
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Start 
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End 
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Method 
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End 
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Score 
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GI Descrip. 
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[Oryza sativa] 
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Strand 
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End 
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OJ990720 
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Method 


TBLASTX: Wheat 
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End 
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bl 


none 




Score 


82 






Exons 


8. .100, 


12. .98, 137. .319, 138. .311 
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Seq. ID 
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Gene No. 
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Strand 
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Score 
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25979 




Strand 






jji 
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Method 


TBLASTX: Cress 
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End 
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GI 
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Score 
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TBLASTX: Maize 






btart 


95 
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bl 


none 




Score 
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Gene No. 
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Strand 
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TBLASTX : Soybean 
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End 
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bl 


none 




Score 


56 
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Method 
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Start 
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End 
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GI 
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Score 
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, 297. .413, 547. .571 









GI Descrip. REGULATORY PROTEIN VIVIPAROUS-1 gi | 100922 | pir | | A40024 regulatory 
protein Viviparous-1 - maize gi 1168605 (M60214) viviparous-1 
[Zea mays] 



12750 




Seq. No. 


12289 




Seq. ID 


OJ990720_10.9C17, 


.C15 


uene ino . 






ocrana 






Of -s v«f 
OLdiL 


Z U o 






Oil; 




Name 


oTQomon in qpit pi r 


.gs 


Method 


bLNbUAJN 




o tart 


one 




bna 


J / 3 




p t 


none 




Score 


Q 




Exons 


OflQ OTC 

<iUo . . J / J 










Seq. No. 


12290 




Seq. ID 


OJ990720_10.9C17, 


.C16 


bene no . 


Z D J 0 X 




o Tirana 


T 










Hina 


"3 Q £ 

o y d 




Name 


PiTQQn79n in QP1 7 PI £ a1 


. gs 


f\A 4— \f\ /**\ y*J 

LYie unoa 


Kj £j IN ObriN 






zoo 




r>na 


"3 Q £ 




pt 


none 




S core 


R A 




L ' \r y-\ 

iiiXOilS 


9 6£ "3Q£ 

ZDO. . j^O 










Seq. No. 


12291 




Seq. ID 


OJ990720_10. 9C17, 


.C18 


Gene No. 


25982 




Strand 








1 




End 


£ £ £ 

Dub 




Name 


OJ990720 10.9C17.C18.ol 


.np 


Method 






otari 


1 




End 


ODD 




P T 


4165550 




Score 


Z 1 4 




Exons 


1. .38, "320. .5.36, 642. .666 








GI Descrip.- 


j apgm [lYiaxus 1 


domestical 






Seq. No. 


1 99Q1 




Seq. ID 


OJ990720_10.9C17. 


.C18 


Gene No . 


25982 




Strand 






btart 


1 




End 


d c a 
ODD 




Name 


OJ990720 10.9C17.C18.ol 


.gs 


Method 








291 




End 


CI T 

31/ 




P T 


none 




Score 


C Q 
.JO 




Exons 


291. .517 










Seq. No. 


12291 




Seq. ID 


OJ990720_10.9C17. 


.C18 


bene ino • 


25982 




Strand 






Q+- a vh 


1 




End 


ODD- 




Name 


OJ990720 10.9C17.C18.ol 


.ts 


Method 


l dLiAo i a : ooyoean 






32 r 6 




End 


ret: 
ODD 




bl 


none 




Score 


1 £H 
1DU 




Exons 


326.. 535, 327.. 536, 328 


. .534, 


633. .665 






Seq. No. 


12291 




Seq. ID 


OJ990720_10.9C17, 


,C18 


belle INO . 


25982 




Strand 








1 




End 


ODD 




Name 


OJ990720 10.9C17.C18.ol 


.tc 


Method 


l bLiAb i a : Lress 




Of 

oldil 


327 




End 


ODD 




P T 
Kj ± 


none 




Score 


i n q 

iUo 




TP V c» 

HjXons 


327. .485, . 327. .536, 328 


. .531, 


633. .665 






Seq. No. 


12291 




Seq. ID 


OJ990720_10. 9C17 . 


.C18 


Gene No. 


25982 




Strand 






Start 


1 




End 


666 




Name 


OJ990720 10.9C17.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


327 




End 


665 




GI 


none 




Score 


125 




Exons 


327.. 527, 327.. 536, 328 


. .552, 


633. .665 







12751 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12292 
25983 
1237 

OJ990720_10. 

1228 

none 

1228. .1401, 
1755. . 1889, 
2321. .2746, 
3229. .3441, 
5192. .5320, 



OJ990720 10.9C17.C19 



9C17.C19.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1232. .1402, 1500. .1655, 1500. .1664, 1501. .1659, 
1774. .1950, 2033. .2230, 2034. .2243, 2055. .2231, 
2321. .2563, 2322. .2747, 2323. .2748, 2323. .2748, 
3236. .3391, 3237. .3446, 3543. .3698, 3545. .3703, 
5193.. 5333, 5416. .5553, 5417.. 5476 



5834 

TBLASTX: Cress 

5553 

76 



Seq. No. 12292 
Gene No. 25983 
Start 1237 

Name OJ990720_10 . 9C17 . C19 . ol . tm 

Start 1233 
GI none 

Exons 1233.. 1424, 1237.. 1401, 1280. 

1521. .1673, 1532. .1666, 1755. 
2025. .2243, 2033.. 2230, 2052. 
2323. .2748, 2323. .2748, 3229. 
3543. .3698, 3545. .3703, 5192. 
5416. .5574 



Seq. ID OJ990720_10.9C17.C19 
Strand 

End 5834 

Method TBLASTX : Maize 

End 5574 

Score 78 
.1411, 1500. .1664, 1501. .1659, 
.1889, 1774. .1890, 1794. .1892, 
.2243, 2321. .2746, 2321. .2746, 
.3462, 3236.. 3436, 3237. .3446, 
.5320, 5193.. 5321, 5414.. 5479, 



Seq. No. 12292 Seq. ID 

Gene No. 25983 Strand 

Start 1237 End 

Name OJ990720_10 . 9C17 . C19 . ol . gs Method 

Start 1237 End 

GI none Score 
Exons 



OJ990720_10.9C17.C19 

5834 
GENSCAN 
5834 
.75 



1237. .1401, 1503. .1658, 1794. .1889, 2036. .2228, 2321. .2745, 
3237. .3440, 3548. .3698, 5193. .5320, 5347. .5648, 5786. .5834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12292 
25983 
1237 

OJ990'720_10. 

1237 

none 

1237. .1425, 
1512. .1673, 
2025. .2243, 
2321. .2746, 
3237. .3446, 
5193. .5321, 



9C17.C19.ol.ts 



1243.. 1407, 1292, 

1520. .1681, 1755, 

2033.. 2230, 2058, 

2323.. 2748, 2323. 

3543.. 3698, 3545. 

5413. .5553, 5414. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1426, 1501 
,1889, " 1774 
.2231, 2295 
.2748, 3229 
.3703, 3548 
.5479 



OJ990720 10.9C17.C19 



5834 

TBLASTX : Soybean 
5553 
83 

1659, 1512. .1673, 

1950, 1793. .1915, 

2492, 2321. .2746, 

3444, 3237.. 3446, 

3700, 5192.. 5323, 



Seq. No. - 12292 

Gene No. 25983 

Start 1237 

Name OJ990720_10 . 9C17 . CI 9 . o2 . tw 

Start 1237 

GI none 

Exons 1237. .1401, 1243. .1395, 1289, 



Seq. ID OJ990720_10.9C17.C19 
Strand 

End 5834 

Method TBLASTX : Wheat 

End 1619 

Score 94 

.1402, 1500. .1619, 1501. .1611 



Seq. No. 



12292 



Seq. ID OJ990720_10.9C17.C19- 



12752 




bene no . 






Strand 




CM i 


ion 




End 


5834 


Name 


PiTQQmon in qpi i pi q ^i 


.np 


Method 


AAT/NAP 


Q+- a r-f- 
OLdl L 


i OA n ~~ 




End 


5565 




1346735 




Score 


2229 


Exons 


1240. .1401, 1503. .1658, 


1794 . 


.1889, 2036. .2228, 2321. .2745, 




3237. .3440, 3548. .3698, 


5193. 


.5320, 5413. .5565 


oi uescrip. 


2, 3-BISPHOSPHOGLYCERATE 


-INDEPENDENT PHOSPHOGLYCERATE MUTASE 




( PHOSPHOGLYCEROMUTASE ) 


(BPG-INDEPENDENT PGAM) (PGAM-I) 




gil 1076562|pir| IS49647 ■ 


phosphoglycerate mutase (EC 5.4.2.1) 




castor bean gi | 474170 | emb | CAA4 9995 | (X70652) phosphoglycera 




mutase [Ricinus communis] 






O n j-r NT ^ 

beq. wo. 


12292 




Seq. ID 


OJ990720_10.9C17.C19 


Gene No. 


25983 




Strand 




Start 


1237 




End 


5834 


Name 


OJ990720 10.9C17.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Q-t- o v+- 
OLdll 


1779 




End 


2740 


P T 


none 




Score 


78 


Exons 


1779. .1859, 1788. .1859, 


1860. 


.1889, 2025.. 2243, 2033.. 2230, 




2035. .2232, 2052. .2243, 


2321. 


.2740, 2321. .2716, 2323. .2739 


: J beq . NO . 


12293 




Seq. ID 


OJ990720_10.9C17.C20 


. -\ Gene No . 


25984 




Strand 


+ 


!::? Start 


304 




End 


6715 


Name 


OJ990720 10.9C17.C20.ol 


.gs 


Method 


GEN SCAN 


: sf btar c 


304 




End 


6715 




none 




Score 


.9 


j ; i Exons 


304. .593, 666. .726, 865 


. .966, 


1822. .1909, 2350. .2423, 




2545. .2843, 3165. .3522, 


3608. 


.3818, 3879. .4150, 4329. .4601, 


a? 

! : ! i 


4912. .4990, 6243. .6544, 


6638. 


.6715 




C £i i~* N1/-\ 

:s beq . NO . 


12293 




Seq. ID 


OJ990720_10.9C17.C20 


Gene No . 


25984 




Strand 


+ 


\j Start 


304 




End 


6715 


I . Name 


OJ990720 10. 9C17.C20.o2 


.np 


Method 


AAT/NAP 


is = : 

: Q-f- a y~+- 

su otait 


1110 




End 


4610 




3786007 




Score 


. 1205 


<ta} tjXons 


1110. .1144, 2611. .2843, 


3165. 


.3522, 3608. .4150, 4332. .4610 


!._! bi uescrip. 


(AC0054 99) hypothetical 


protein [Arabidopsis thaliana] 


O ^ /~r NT 

oeq . NO . 


12293 




Seq. ID 


OJ990720_10.9C17.C20 


P. o n o M /^i 
belle LN(J . 


25984 




Strand 


+ 


Start 


304 




End 


6715 


Name 


OJ990720 10. 9C17.C20.ol 


.gp 


Method 


AAT/GAP 


buar t 


4004 




End 


4601 


P T 


uC-osflcypl06hllbl 




Score 


792 


Exons 


4004. .4150, 4329. .4601 








kjj. uescrip. 


'3786007 4.0e-38 (AC005499) hypothetical protein [Arabidops; 




thaliana] 1 








Seq. No. 


12293 




Seq. ID 


OJ990720_10.9C17.C20 


Gene No. 


25985 




Strand 




Start 


1 




End 


713 


Name 


OJ990720 10.9C17.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


713 


GI 


6679833 




Score 


75 



12753 




Exons 1..303, 675.. 713 

GI Descrip. forkhead box B2 gi | 24 94501 | sp I Q64733 | FKH4_M0USE TRANSCRIPTION 
FACTOR FKH-4 gi | 12804 85 | emb | CAA63335 | (X92591) transcription 
factor [Mus musculus] 





O tr 4 . In O . 


12293 








Seq. ID 


OJ990720__10.9C17.C20 






25986 








Strand 






O La I. L 


" 4809 








End 


5181 




Nam© 


OJ990720 10 


.9C17 


.C20.O3. 


tm 


Method 


TBLASTX: Maize 




D Lai L 


18 








End 


926 




GI 


none 








Score 


62 




Exons 


18. .56, 20. 


.55, 


139.. 156, 303 


..419, 304. .420, 699. .731, 






861. .926, 862. .918 










O S CJ . IN O • 


12293 








Seq. ID 


OJ990720_10.9C17.C20 




oSiie 1NL> . 


25986 








Strand 






Of n yf- 


4809 








End 


5181 




Name 


OJ990720 10 


.9C17 


.C20.ol. 


L O 


Method 


TBLASTX : Soybean 






2664 








End 


3540 




GI 


none 








Score 


192 




Exons 


2664. .2837, 


2668 


. .2838, 


_. O DO • 


.2838, 3169. .3405, 3169. .3360, 






3183. .3392, 


3221 


. .3394, 


^471 

JT / 1 • 


.3509, 3472. .3525, 3475. .3540 


u 

. -fc 


oeq . ino . 


12293 








Seq. ID 


OJ990720__10.9C17.C20 


r f\ 


Gene No . 


25986 








Strand 






Of -iv>f 


4809 








End 


5181 


'LI 


"Name 


OJ990720 10 


. 9C17 


.C20.ol. 




Method 


TBLASTX: Cress 


. z i 


otdit 


3175 








End 


4083 


u< 


P T 


none 








Score 


163 




TP *r Y"\ 


3175. .3387, 


3186 


. .3380, 


J1J1 i 


.3522, 3623. .3724, 3836. .3880, 




















OfcJLJ • • 


12293 








Seq. ID 


OJ990720_10.9C17.C20 


.* 3 : 


P -r~\ /-\ \I 


25986 








Strand 




; : 
"•:[ 


oLdi L 


4809 








End 


5181 


i at 


Name 


OJ990720 10 


• 9C17 


.C20.ol. 


f-rn 


Method 


TBLASTX: Maize 


- : 


Of- p yf- 

OLai L 


3186 








End 


4445 


!. - { 


- CI 


none 








Score 


66 




Exons 


318 6. .3233, 


3187 


. .3231, 




.3416, 3232. .3417, 3235. .3417, 


!!f 




3239. .3421, 


3242 


. .3463, 


3412. 


.3516, 3426. .3518, 3439.. 3522, 






3605. .3883, 


3607 


. .4158, 


3628. 


.4122, 3935. .4153, 4370. .4444, 






4374. .4445 














OCLJ • LN U . 


12293 








Seq. ID 


OJ990720_10.9C17.C20 




o n o NT ^ 


25986 








Strand 






Of- a r-f- 


4809 








End 


5181 




Name 


OJ990720 10 


. 9C17 


.C20.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4338 








End 


4613 • 




GI 


none 








Score 


196 




Exons 


4338. .4613, 


4440 


. .4613 










Seq. No. 


12293 








Seq. ID 


OJ990720_10.9C17.C20 




Gene No. 


25986 








Strand 






Start 


4809 








End 


5181 




Name 


OJ990720 10 


. 9C17 


.C20.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4371 








End 


4598 




GI 


none 








Score 


191 



12754 




T7 1 yon Q 


4371. . 


4598 


















12293 










Seq. 


ID OJ990720 


10.9C17.C20 




25986 










Strand 








4809 










End 


5181 






Name 


OJ990720 10 






frr) 
• L-1U 


Method TBLASTX: 


Maize' 




Start 


4460 










End 


5155 






GI 


none 










Score 


168 






Exons 


4460.. 


4630, 


4468. 


. .4641, 


4470. 


.4679, 


4471. .4686, 


4473. 


.4685, 




4704 . . 


4805, 


4712. 


, .4807, 


4713. 


.4805, 


4714. .4806, 


4724 . 


.4807, 




4800. . 


4856, 


4800. 


. .4856, 


4801. 


.4866, 


4834. .4872, 


4887. 


.4907, 




4921. . 


5016, 


4926. 


. .5057, 


4931. 


.5017, 


5037. .5063, 


5038. 


.5070, 




5038. . 


5076, 


5062, 


. .5100, 


5064. 


.5087, 


5101. .5154, 


5102. 


.5155 



Seq. No. 12293 

Gene No. 25986 

Start 4809 

Name OJ990720_10 . 9C17 . C20 . ol . tw 

Start 4587 

GI none 

Exons 4587.. 4637, 4589.. 4633, 4623. 

4710. .4880, 4717. .4887, 4718. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 10.9C17.C20 



5181 

TBLASTX: Wheat 
4958 
38 

4676, 4657.. 4686, 4671. 
4885, 4888.. 4956, 4890. 



4880, 
4958 



Seq. No. 12293 Seq. ID 

Gene No. * 25986 Strand 

Start 4809 End 

Name OJ990720__10 . 9C17 . C20 . o2 . gp Method 

Start 4809 End 

GI none Score 

Exons 4809.. 5181 



OJ990720_10.9C17.C20 

5181 ' 
AAT/GAP 
5181 
714 



Seq. No. 12294 Seq. ID 

Gene No. 25987 Strand 

Start 62 End 

Name OJ990720_10 . 9C17 . C21 . ol . gs Method 

Start 62 End 

GI none Score 

Exons 62 . . 286 



OJ990720_10.9C17.C21 
+ 

286 

GENSCAN 

286 

.85 



Seq. No. 12294 Seq. ID OJ990720_10.9C17.C21 

Gene No. 25988 Strand + 

Start 404 End 798 

Name OJ990720_10 . 9C17 . C21 . ol . gp Method AAT/GAP 

Start 404 End 798 

GI uC-osflcyp098d01al Score 703 

Exons 404 . .798 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ? 



Seq. No. 12294 

Gene No. 25989 

Start 818 

Name OJ990720_10 . 9C17 . C21 . o2 . gs 

Start 818 

GI none 

Exons 818.. 1144, 1448. .1517, 1995. 
4962. .5158 



OJ990720_10.9C17.C21 

5158 
GENSCAN 
5158 
.79 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2046, 2657.. 2858, 3476.. 3654, 



12755 




beq. no. 


izz y 4 






Seq. ID 


OJ990720 


1 n QPI 7 P91 

i u . yL, i / . bz i 


Gene No. 


25989 






Strand 






Start 


818 






End 


5158 




Name 


C\ TQ QH7 OH 1 fi 

vju y / i u 




.np 


Method 


AAT/NAP 




otart 


Q 0 A 
O Z 4 






End 


3552 




bl 


4 0 1 y D / 1 






Score 


387 




Exons 


QO/I 11/1/1 

0 Z 4 . .114 4, 


i/i/ip i m 7 

1 4 4 O . .101/, 


1995. 


.2049, 2339.. 2381, 


9 Ann 9R/t£ 
/ U . . Z O 4 O , 




9 £ ^7 9 J3 7 H 
ZOO/ . . ' U , 


Of! / O . . jjjZ 










GI Descrip. 


( AdU I / by J ) 


trans factor 


[Nicotiana tabacum] 




Seq. No. 


12294 






Seq. ID 


OJ990720 


_10.9C17.C21 


Gene No. 


25989 






Strand 






OH i -v- 4- 


Q1 Q 

old 






End 


5158 




Name 


r\ TQQm on 1 n 
uu y y u / z u iu 


. yv^ i / , tzi . oi 


.ts 


Method 


TBLASTX : 


ooyoean 


btart 


1 A A c; 

14 4 0 






End 


2732 




bl 


none 






Score 


42 




t 1 \7 /*\ T"\ £7 

lxous 


1 fi fi O . . 1 JUl/ 


Z Jl3 . .zoo/, 


2341 


..2382, 2470. .2547, 


9471 9 Rd R 






9 C c. Q 9797 
ZDj J. . z / z / 










Seq. No. 


12294 






Seq. ID 


OJ990720 


_10.9C17.C21 


Gene No. 


25989 






Strand 






btart 


Q 1 Q 

o lo 






End 


5158 




Name 


PTQQmon in 

ujyyu/zu iu 


. y^i / . i . oz 


.tm 


Method 


TBLASTX: 


■ 

Mai ze 


Start 


ZJ JO 






End 


2732 




GI 


none 






Score 


4 5 




Exons 


OTTQ 9 Q G 9 
ZJOO. .ZJOZ, 


OO/in 9 "3 Q 7 
Z 0 4 U . .zoo / , 


2470 


..2550, 2474. .2548, 


o c a n on on 
Z o4 / . ,z/z/, 




Z ODD . . Z I ZJ , 


Z OOO . . Z / OZ , 


2656 


. .2727 






beq. no. 


z y 4 






Seq. ID 


OJ990720 


in QP1 7 pO 1 

i u . yu i / . bz i 


Gene No. 


25989 






Strand 






Start 


818 






End 


5158 




Name 


n TQom on in 
uu y y u / z u iu 


Qpi n p9 1 ^1 


. tm 


Method 


TBLASTX: 


L v ia i z e 


OH 1 4- 

b tar l 


J 4 / 0 






End 


4013 




bl 


none 






Score 


109 




Exons 


0 4 ID* . 00 OZ , 


"3 /I 7 £ "3^7/1 
04 / O . .00 / 4 , 


3488 


..3568, 3604.. 3696, 


o oy o . . oo u y , 




O O y . . joUI/ 


ooyo. .0011, 


3695 


..3808, 3696.. 3809, 


^770 O Q 

0/ / o. .oy*±y, 




joi / . . o y o i , 


ooiy. .oyou, 


3833 


. .3952, 3934 . .4005, 


^ q ^ i /1 m ^ 
oyoi. . 4 u 1 0 - 


beq . ino . 


12295 






Seq. ID 


OJ990720 


1 n Qr^i 7 coo 
1 u . yv_* 1 / ,tzz 


Gene No . 


25990 






Strand 


+ 




Start 


15058 






End 


26029 




Name 


OJ990720 10 


.9C17.C22.o2 


.gs 


Method 


GENSCAN 




OH- -a y~\- 


15058 






End 


26029 






none 






Score 


.65 




Exons 


15058. .1517 


8, 15428. .15544, 


16322. .16627, 16733 


i £7 on 
. . 1 d / y u , 




17222. .17246, 17894. .18 


380, 


18915. .19222, 19316 


1 Q7 7 7 

. .iy / / / , 




20670. .20805, 21233 .. 214 05, 


21489. .21806, 22425 


9 9 /I Q£ 

. . zz 4 y D , 




22945. .2308 


6, 24931. .25202, 


25394 . .25471, 25892 


0 c n 9 q 
. . z buz y 


Seq. No. 


12295 






Seq. ID 


OJ990720 


_10.9C17.C22 


Gene No. 


25990 






Strand 


+ 




Start 


15058 






End 


26029 




Name 


OJ990720 10 


.9C17.C22.ol 


■ gp 


Method 


AAT/GAP 




Start 


17787 






End 


18097 




GI 


58870 1.R1084 




Score 


559 





Exons 17787. .18097 



12,756 



GI Descrip. '2065531 5.0e-38 (U78526) endo-1 , 4-beta-glucanase [Lycopersicon 
esculentum] 1 



Seq. No. 


12295 


Seq. ID 


OJ990720_ 


10.9C17.C22 


Cone Mo 


25990 


Strand 


+ 






15058 


End 


26029 




Name 


OJ990720 10.9C17.C22.o2.np 


Method 


AAT/NAP 




C •)- -5 y +- 


18005 


End 


21884 






2065531 


Score 


2463 






18005. .18380, 18915. .19222, 


19316. . 19777, 20670. 


.20805, 




21233. .21405, 21489.. 21884 








Ul O J [- k-/ • 


(U78526) endo-1, 4-beta-glucanase [Lycopersicon esculentum] 


Seq. No. 


12295 


Seq. ID 


OJ990720__ 


10.9C17.C22 




25990 


Strand 


+ 




J Lai L 


15058 


End 


26029 




INCtiLLC 


OJ990720 10.9C17.C22.o2.gp 


Method 


AAT/GAP 




q+- =, r-t- 


19173 


End 


19611 




r;T 
o ± 


4968582 


Score 


642 




Exons 


19173. .19222, 19316.. 19611 










2065531 5.0e-38 (U78526) endo-1 , 4-beta 


-glucanase 


[Lycopersi 




esculentum] 








Cp^-T T\Jo 


12295 


Seq. ID 


OJ990720_ 


10.9C17.C22 


Gene No. 


25991 


Strand 


+ 




Start 


33509 


End 


41981 




Name 


OJ990720 10. 9C17.C22.o3.np 


Method 


AAT/NAP 




u Lai t 


33509 


End 


41404 






5922623 


Score 


229 




Exons 


33509. .33593, 3398 9 .. 34 14 3, 


34311. .34386, 40307. 


.40374, 




41259. .41404 








o -L LJtr o OX J. jp • 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj | BAA85199.il ( 


AP000570) 


hypothetical protein 




[Oryza sativa] 








O C ^ . IN V_/ • 


12295 


Seq. ID 


OJ990720_ 


10.9C17.C22 


UC11C LNU • 


25991 


Strand 


+ 






33509 


End 


41981 




Name 


OJ990720 10.9C17.C22.o4.gs 


Method 


GENSCAN 






41066 


End 


41981 




GI 


none 


Score 


.77 




F von ^ 


41066. .41067, 41621. .41981 








Seq. No. 


12295 


Seq. ID 


OJ990720_ 


10.9C17.C22 


(~lp*T\ & Wo 


25992 


Strand 






Cf a 7-+- 
O Lai L 


2348 


End 


9235 






OJ990720 10.9C17.C22.ol.gs 


Method 


GENSCAN 




Start 


2348 


End 


9235 




GI 


none 


Score 


.42 




Exons 


2348.. 2760, 3507.. 3903, 3992 


. .4118, 4324. .5857, 


5879. .5917, 




6397.. 6482, 6553.. 6627, 7129 


..7203, 7466. .7592, 


7870. .8025, 




9109. .9235 








Seq. No. 


12295 


Seq. ID 


OJ990720_ 


10.9C17.C22 


Gene No. 


25992 


Strand 






Start 


2348 


End 


9235 




Name 


OJ990720 10.9C17.C22.ol.np 


Method 


AAT/NAP 





12757 



Start 
GI 

Exons 



GI Descrip. 



3570 End 7043 

6729510 Score 629 

3570. .3903, 3992. .4227, 4303. .4711, 4866. .5258, 5394. .5558, 

5926. .6117, 6219. .6290, 6397. .6468, 6553.-6627, 6739. .6882, 
6979. .7043 

(AL132966) receptor protein kinase-like protein. [Arabidopsis 
thaliana] 



Seq. No. 12295 Seq. ID OJ990720_10.9C17.C22 

Gene No. 25993 Strand 

Start 21329 End 22096 

Name OJ990720_10 . 9C17 .C22 . o3 . gp Method AAT/GAP 

Start 21329 End 22096 

GI 54367JL.R1084 Score 1182 

Exons 21329. .21404, 21487.. 22096 

GI Descrip. 1 2065531 5.0e-38' (U78526) endo-1 , 4-beta-glucanase [Lycopersicon 
esculentum] ' 



Seq. No. 


12295 








Seq. ID 


OJ990720 


10 . 9C17 . C22 


Gene No. 


25994 








Strand 






Start 


26327 








End 


38326 




Name 


OJ990720 10. 


9C17.C22 


. o3 . gs 


Method 


GENS CAN 




Start 


26327 








End 


38326 




GI 


none 








Score 


.54 




Exons 


26327. 


.26620 


, 26632. 


.26760, 


26818. .26939, 26992 


..27064, 




2.7353. 


.27462 


, 28921. 


.28972, 


29572. .29676, 30055 


. .30270, 




31309. 


.31356 


, 31660. 


.31846, 


3192,6. .32094, 32117 


. .32149, 




33193. 


.33276 


, 33542. 


.33731, 


35600. .35737, 35974 


. .36056, 




36099. 


.36294 


, 36360. 


.36451, 


37167. .37335, 38065 


. .38253, 




38279. 


.38326 












Seq. No. 


12295 








Seq. ID 


OJ990720 


_10.9C17.C22 


Gene No. 


25995 








Strand 






Start 


42156 








End 


45973 




Name 


OJ990720 10. 


9C17.C22 


.08 .tm 


Method 


TBLASTX: 


Maize 


Start 


3344 








End 


3571 




GI 


none 








Score 


136 




Exons 


3344 . . 


3481, 


3385. .34? 


30, 3474 


..3497, 34 


78. .3570, 


3479. .3571 


Seq. No. 


12295 








Seq. ID 


OJ990720 


_10.9C17.C22 


Gene No. 


25995 








Strand 






Start 


42156 








End 


45973 




Name 


OJ9907 


20_10. 


9C17.C22 


. o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


3571 








End 


3853 




GI 


none 








Score 


117 




Exons 


3571. . 


3690, 


3614. .3706, 3678 


..3782, 3685. .3840, 


3685. .3852, 




3689. . 


3853 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12295 
25995 
42156 

OJ990720_10. 

3577 

none 

3577. .3726, 
4313. .4519, 



9C17.C22.o2.tc 



3796. 
4526. 



,3903, 
,4567, 



3812, 
4583. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3904, 
.4627 



OJ990720_10.9C17.C22 
45973 

TBLASTX: Cress 
4627 
82 

3992. .4237, 3996. .4136, 



12758 



beq. wo. 


1 OOQC 

izzy d 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




Start 


42156 








End 


45973 


Name 


r\ TQQm on in 
uj y yu / zu iu. 


9C17 


.C22.o2. 


.ts 


Method 


TBLASTX : Soybean 


btar l. 










End 


35692 


C T 
bl 


none 








Score 


91 


Exons 


j / yo. . -jyuo, 


3806 


. .3904, 


3995. 


:4210, -3996. .4130, 4320. .4520, 




ooo 4 £0 1 


35600. .35692 






beq. NO. 


i ooqc; 
izz y o 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




Start 


42156 








End 


45973 


Name 


uuyyu /^u iu. 


9C17 


.C22.o3. 


tm 


Method 


TBLASTX: Maize 


btart: 


A fl 1 £ 
4 U 1 O 








End 


35692 


C T 

bl 


none 








Score 


115 


Exons 


4 HI £ /OOP 


4023 


. .4244, 


4320. 


.4529, 4322. .4663, 4578. .4664, 




A &A £ 

f±D*±D. . ft O :? O , 


35600. .35692 






Seq. No. 


12295 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 






4Z1 J D 








End 


45973 


Name 


TQQm on in 
uj y y u / zu iu. 


9C17 


.C22.o2. 


tw 


Method 


TBLASTX: Wheat 


Cf -j v-J- 

otart 


1 u u 








End 


4520 


H T 


none 








Score 


139 


Exons 


4iiuu. . fl zzz , 


4100 


. .4219, 


4311. 


.4520, 4328.. 4519 


Seq. No. 


12295 '* 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




otart 


4 Z 1 D D 








End 


45973 


Name 


r\ Toom on in 

uj yyu / zu iu. 


9C17 


,C22.o3. 


ts 


Method 


TBLASTX : Soybean 


C+- -, -I- 

btart 


/I qi n 
4 y 1 / 








End 


5333 


H T 


none 








Score 


203 


Exons 


4 on c: 0 £i 
^yi / . . ozDi/ 


4918 


. .5253, 


5274. 


.5333 




beq . jno . 


1 OOQC 

iz z y 0 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




Start 


42156 








End 


45973 


Name 


n TQQm on 1 n 

vjjyyu/ZU iu. 


9C17 


.C22.o6. 


ts 


Method 


TBLASTX : Soybean 


Of 3 y~h 

b tar l 


C/1QA * 
J^OU 








End 


6116 


C T 


none 








Score 


47 


Exons 


c 4 0 n c;^nfl 

OfiOU. . JOUO, 


5697 


. .5774, 


5702. 


.5773, 5860. .5964, 5893. .5952, 




cnyi Q 61 1 £ 

OU ft 0 . .D11D 












Seq. No. 


12295 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




OtaiL 


ft z 1 0 0 








End 


45973 


Name 


n tq amon in 
uj y yu / zu iu . 


9C17 


.C22.o8. 


ts 


Method 


TBLASTX : Soybean 


b cart 


D / jj 








End 


7202 


C T 
bl 


none 








Score .. 


79 


Exons 


d / jj . . ooyy, 


6756 


. .6893, 


6978. 


.7046, 7149. .7202 


Seq. No. 


12295 








Seq. ID 


OJ990720_10.9C17.C22 


Gene No. 


25995 








Strand 




Start 


42156 








End 


45973 


Name 


OJ990720 10. 


9C17, 


.C22.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7304 








End 


7612 


GI 


none 








Score 


74 



12759 



Exons 



7304. .7378, 7307. .7378, 7311. .7385, 7460. .7612, 7465. .7611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12295 
25995 
42156 

OJ990720_10. 
17987 
none 
17987. 
18155. 
18916. 
19313, 
19426. 



9C17.C22.ol.tc 



,18043, 
,18232, 
,18984, 
,19420, 
,19773, 
20678. .20806, 
21244 . .21405, 
21508. .21816, 



17998. 
18169. 
18998. 
19419. 
19703. 
20703. 
21482. 
21815. 



18042, 
18297, 
19225, 
19670, 
19777, 
20807-, 
21736, 
21886 



Seq. ID OJ990720_10.9C17.C22 
Strand 

End 45973 

Method TBLASTX : Cress 

End 21886 

Score 80 
18100. .1814 4, 18101. .18172, 
18332. . 18379, 18 914 .. 18976, 
19003. .19224, 19312 .. 19374 , 
19421. .19678, 19424 .. 19783, 
20667. .20795, 2067 8 .. 20803, 
21229. .21408, 21231 .. 21398 , 
21486. .21740, 21488 . .21796, 



Seq. No. 12295 

Gene No. 25995 

Start 42156 

Name OJ990720_10 . 9C17 . C22 . o7 . ts 

Start 17992 

GI none 

Exons 17992 
18332 



Seq. ID OJ990720_10.9C17.C22 
Strand 

End 45973 

Method TBLASTX : Soybean 

End 18396 

Score 95 

18042, 17993. . 18043, 18100 .. 18396, 18104 .. 18232, 
18379 



Seq. No. 12295 
Gene No. 25995 
Start 42156 

Name OJ990720_10 . 9C17 . C22 . ol . tm 

Start 18005 
GI none 
Exons 18005. 

18163. 

18914. 

19313. 

19474. 



18043, 18005. 

18297, 18164. 

19225, 18916. 

19438, 19314. 
19614 



, 18040, 
,18232, 
,19215, 
,19439, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_10.9C17.C22 
45973 

TBLASTX: Maize 

19615 

75 



18100. .18207, 18101. .18181, 

18332. .18379, 1834 1 .. 1837 6, 

18923. .19225, 19313 .. 19432, 

19441. .19614, 19472. .19615, 



Seq. No. 12295 Seq. ID 

Gene No. 25995 Strand 

Start 42156 End 

Name OJ990720_10 . 9C17 . C22 . o3 . tw Method 

Start 18115 End 

GI none Score 
Exons 



OJ990720_10.9C17.C22 
45973 

TBLASTX: Wheat 

19168 

58 



18115. .18153, 18116. .18154, 18161 .. 18229, 18169 .. 18378, 
18332. . 18379, 18914 .. 19093, 1891 6 .. 1 908 9, 18917 .. 19114 , 
19094. .19168 



Seq. No. 12295 
Gene No. 25995 
Start 42156 

Name OJ990720_10 . 9C17 . C22 . ol . ts 

Start 18914 
GI none 
Exons 18914. 

19003. 

19340. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 10.9C17.C22 



,18982, 18916. 
,19203, 19004. 

19777, 19351. .19779, 20666. 



18975, 18926, 
19204, 19317. 



45973 

TBLASTX: Soybean 
21885 
93 

18982, 18998. .19225, 
19673, 19340. .19783, 
20782, 20669. .20806, 



12760 






20703 . . 


20807, 21220. 


. 21393, 


21231. .21398, 21232 


. .21408, 






21486. . 


21740, 21486. 


.21791, 


21488. .21796, 21520 


. . 21792 , 






21841. . 


21885, 21870. 


. 21884 










Seq. No. 


12295 






Seq. ID 


OJ990720 


10 . 9C17 


. C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 






Name 


OJ990720 10.9C17.C22 


. o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


19529 






End 


19762 






GI 


none 






Score 


248 






Exons 


19529. . 


19729, 19533. 


. 19739, 


19535. .19651, 19552 


. . 19728 , 






19682. . 


19762, 19724. 


. 19762 










Seq. No. 


12295 






Seq. ID 


OJ990720 


10 . 9C17 


. C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 






Name 


OJ990720 10.9C17.C22 


. o2 . tm 


Method 


TBLASTX:: 


Maize 




Start 


19615 






End 


21886 






GI 


none 






Score 


171 






Exons 


19615. . 


19728, 19616. 


1 A "7 O C\ 

. 19 /zy , 


19718. .197 


83, 19818 


i none 

. .198 90, 






20666. . 


20794, 20668. 


. 20805, 


20669. .20806, 20703 


. . 20807 , 






21222. . 


21398, 21232. 


. 21408, 


21258. .21410, 21486 


. .21740, 






21486. . 


21773, 21490. 


. 21780, 


21497. .21790, 21804 


. .21830, 






21805. . 


21885, 21811. 


. 21885, 


21812. .218 


86 






Seq. No. 


12295 






Seq. ID 


OJ990720 


_10 . 9C17 


. C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 






Name 


OJ990720 10.9C17.C22 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


20699 






End 


21754 






GI 


none 






Score 


121 






Exons 


20699. . 


20806, 20703. 


. 20807, 


21222. .21398, 21232 


. .21408, 






21486. . 


21740, 21497. 


.21754 










Seq. No. 


12295 






Seq. ID 


OJ990720 


_10 . 9C17 


. C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 






Name - 


OJ990720 10.9C17.C22 


. o5 . gs 


Method 


GENSCAN 






Start 


42156 






End 


45912 






GI 


none 






Score 


.86 






Exons 


42156. . 


42181, 42320. 


.42479, 


42721. .42920, 43312 


. . 4 3520, 






43567. . 


43678, 43769. 


. 44 035 , 


44153. .44232, 44384 


. . 44569, 






44684. . 


44860, 44948. 


. 45912 










Seq. No. 


12295 






Seq. ID 


OJ990720 


10 . 9C17 


. C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 






Name 


OJ990720 10.9C17.C22 


. o4 ..np 


Method 


AAT/NAP 






Start 


42203 _ 






End 


45912 






-GI 


4678924 






Score 


708 






Exons 


42203. . 


42239, 43805. 


.44096, 


44384. .44569, 44684 


. .44970, 






45104. . 


45249, 45358. 


.45549, 


45704. .45912 






GI Descrip. 


(AL049711) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


12295 






Seq. ID 


OJ990720 


_10.9C17 


.C22 


Gene No. 


25995 






Strand 








Start 


42156 






End 


45973 







12761 



Name 

Start 

GI 

Exons 



OJ990720_10 . 9C17 . C22 . o4 . gp Method 

42521 End 

none Score 
42521. .42920, 43027. .43132 



AAT/GAP 

43132 

920 



Seq. No. 12295 Seq. ID 

Gene No. 25995 Strand 

Start 42156 End 

Name OJ990720_10 . 9C17 . C22 . o5 . gp Method 

Start 43542 End 

GI none Score 

Exons 43542. .44035, 44153.. 44227 



OJ990720_10.9C17.C22 

45973 
AAT/GAP 
44227 
1106 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12295 Seq. ID 

25995 Strand 

42156 End 

OJ990720_10. 9C17.C22 .o4 . tm Method 

44381 End 

none Score 



OJ990720_10.9C17.C22 
45973 

TBLASTX: Maize 

44793 

305 



,44575, 44383. 
,44793, 44686. 



44381. 
44686. 

12295 
25995 
42156 

OJ990720_10 . 9C17 . C22 . o3 . tc 

44383 

none 



,44571, 44684 . .44791, 44 684 .. 44791, 
,44793 

Seq. ID OJ990720_10.9C17.C22 



Strand 
End 

Method 

End 

Score 



45973 

TBLASTX: Cress 

44808 

176 



44 38 3.. 44 571, 443 90.. 44 57 5, 44 684.. 447 91, 44 686. .4 4808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12295 Seq. ID 

25995 Strand 

42156 End 

OJ990720_10. 9C17.C22.o4 . ts Method 

44387 End 

none Score 



OJ990720_10 . 9C17 .C22 
45973 

TBLASTX: Soybean 

45450 

243 



44387. .44575, 44389 .. 44571, 44477 .. 44575, 4 4 684 .. 4 4770, 
44686. .44769, 4 5142 .. 4 5231 , 45152 .. 45232, 45232 .. 45288, 
45233. .45289, 45400. .45450 



12295 Seq. ID 

25995 Strand 

42156 End 

OJ990720_10. 9C17.C22.o6.gp Method 

45605 End 

71600_1.R1084 Score 
45605. .45973 

1 4 678924/emb|CAB41315. 1 | 1. 
[Arabidopsis thaliana] 1 

12295 Seq. ID 

25995 Strand 

42156 End 

OJ990720_10.9C17.C22.o4 .tc Method 

45731 End 

none Score 
45731. .45916, 45733. .45915 



OJ990720_10.9C17.C22 

45973 
AAT/GAP 
45973 
694 



0e-21 (AL049711) putative protein 



OJ990720_10 . 9C17 .C22 
45973 

TBLASTX: Cress 

45916 

140 



12762 






Seq. No. 


12295 


Seq. ID 


OJ990720_10.9C17.C22 




Gene No. 


25995 


Strand 






Start 


42156 


End 


45973 




Name 


OJ990720_10 . 9C17 .C22 . o5 . ts 


Method 


TBLASTX : Soybean 




Start 


45731 


End 


45925 




GI 


none 


Score 


160 




Exons 


45731.. 45 925, 45733.. 45912 








Seq. No. 


12295 


Seq. ID 


OJ990720_10.9C17.C22 




Gene No. 


25995 


Strand 






Start 


42156 


End 


45973 




Name 


OJ990720 10 . 9C17 .C22 . 06. tm 


Method 


TBLASTX: Maize 




Start 


45733 


End 


45927 




GI 


none 


Score 


2 66. 




Exons 


45733 .. 45927 , 45734.-45925 








Seq. No. 


12296 


Seq. ID 


OJ990720_10 . 9C17 . C23 




Gene No. 


25996 


Strand 


+ 




Start 


436 


End 


516 




Name 


OJ990720 10. 9C17 . C23.ol .gs 


Method 


GENSCAN 




Start 


436 


End 


516 




GI 


none 


Score 


. 93 


3' 


Exons 


436. . 516 






_t 

fs 


Seq. No. 


12296 


Seq. ID 


OJ990720_10.9C17.C23 




Gene No. 


25997 


Strand 


+ 


-i 


Start 


2597 


End 


5811 


ar 


Name 


OJ990720 10 . 9C17 . C23 . ol . gp 


Method 


AAT/GAP 


, i 


Start 


1675 


End 


1769 




GI 


5867 1.R1084 


Score 


133 




Exons 


1675. .1769 






y 


GI Descrip. 


'464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 






ENZYME E2-17 KD 9 (UBIQUITIN- 


PROTEIN LIGASE 9) (UBIQUITIN 


= E 

z [ 




CARRIER PROTEIN 9) (UBCAT4B) 


>gi 421857 pir S32674 


J. 

-i 




ubiquitin — protein ligase (EC 


6.3.2.19) UBC9 - Arabidopsis 




* 


thaliana >gi 297884 emb CAA78714 (Z14990) ubiquitin conjug< 






enzyme homolog [Arabidopsis thaliana] 


>gi 349211 (L00639) 


cr 




ubiquitin conjugating enzyme 


[Arabidopsis ' 




Seq. No. 


12296 


Seq. ID 


OJ990720_10.9C17.C23 




Gene No. 


25997 


Strand 


+ 




Start 


2597 


End 


5811 




Name 


OJ990720 10.9C17.C23.o2.gs 


Method 


GENSCAN 




Start 


2597 


End 


5811 




GI 


none 


Score 


.79 




Exons 


2597.. 2727, 3057.. 3333, 4872. 


.4947, 5669. .5811 




Seq. No. 


12296 


Seq. ID 


OJ990720_10.9C17.C23 




UC11C IN \_/ • 


25998 


Strand 






Start 


7030 


End 


7334 




Name 


OJ990720 10.9C17.C23.o3.gs 


Method 


GENSCAN 




Start 


7030 


End 


7334 




GI 


none 


Score 


.59 




Exons 


7030. .7139, 7165. .7189, 7254. 


.7334 






Seq. No. 


12297 


Seq. ID 


OJ990720_10.9C17.C24 



12763 







9 RQQQ 




Strand 








Start 


120 




End 


1333 






Name 


OJ990720_10 . 9C17 .C24 . ol 


.gp 


Method 


AAT/GAP 






Q J iv .f 

otart 


ion 

1Z U 




End 


1242 






P T 

tal 


QQnnn i oino/i 
oyUUU 1 . KlUo4 




Score 


1886 






Exons 


1 on 7 O O OCA \ O AO 

1ZU . . / oZ , ojU. . 1Z4 Z 












GI Descrip. 


4oooozi/ emD | CAt>4 14 yy . i 


i i n a 
\ i . ue- 


-80 (AJ237848) hypothetical protein 






[Brassica napus] 1 












beq. no. 






Seq. ID 


OJ990720_10.9C17 


.C24 




Gene No . 






Strand 








Start 


120 




End 


1333 






Name 


OJ990720_10.9C17 .C24 .ol 


.tm 


Method 


TBLASTX : Maize 






Of -y~ 4- 


Zoo 




End 


1333 






p t 


none 




Score 


48 






Exons 


9Q£ "3£Q 9Q7 "37n /f|Q 
iOO. .007/ Z o / . . O / U , 4 u y 


A A 1 
. .441, 


435. .476, 


464. .736, 476.. 


736, 






y| Q1 7/17 /QQ TOO QOQ 
^tOl. .■/*!/, 4 y y . . / OO , oZo 


. . 1 oZo , 


841. .1326, 844. .1332, 845. .1333, 






1Z jU . . ijjj 












Seq. No. 


12297 




Seq. ID 


OJ990720_10. 9C17 


.C24 




Gene No. 


25999 




Strand 








otart 


ion 
i z u 




LUG 


ijjj 






Name 


nTQomon in Qpi i po/i «i 

ujyyu/zu iu . yui / . uz4 . oi 


. tw 


Met nou 


TT3T a CTY • TaTVi q =i +- 

i Dii/\o i a . wnear. 




.sat 

i * 
'3 s: 


otart 


4 oZ 






y i y 








none 




Score 


9 QQ 
Z y y 






Exons 


yi OO TOC /I Q C 7/1/1 /) "3 7 

4 oZ . . /ZD, 4 o b . . / 4 4 , 4 J / 


TOO 

. . loo, 


ft /I A Q1 p 

O 4 4 . . y 1 o , 


o/ic Ql Q 

o 4 o . . y i y 




i": : 
; s? 


Seq. No. 


lzzyv 




Seq. ID 


nTQQ079n in QPI 7 


CO A 
. UZ ft 




Gene No. 


25999 




Strand 






1 ! ! 


Start 


120 




End 


1333 




: "S 


Name 


i^TQQ^TOA IH QPI 1 nOA /-n1 

ujyyu/zu iu . yoi / . uz4 . oi 


. tc 


Method 


TRT Zi CTY • Prcio o 
X DlxHO 1 A . LIcSS 




s? 

rif 


btart 


a cn 
4 bU 




End 


i oz y 






P T 

bl 


none 




Score 


9 £ R 

zoo 






Exons 


a cr\ n a n A CI IOC A Q Q 

4 bu . . / 4 / , 4 bi . . /ob, 4 y y 


TOO 

. . / Jo, 


816. .986, 


844 . . 1029, 848 . 


. 1042, 


It.! 




iuz4..iozy, iuoo..iouo, 


i m >i 
1Uo4 . . 


,1324 






'"A 


Seq. No. 


12297 




Seq. ID 


OJ990720_10. 9C17 


.C24 




Gene No. 


25999 




Strand 










1 90 
X z u 




End 


1333 




a 


Name 


niocimon in qpi 7 no a 
ujyyu/zu iu . yui / . uz4 . oo 


4- 0 

. US 


Method 


TBLASTX: Soybean 






Of 3 y-f 

o tar u. 


4 OO 




End 


636 






p t 


none 




Score 


183 






Exons 


4 £"3 A1Q £^1 4 ft 1 
4 OO . . OOO , 4 / y . . OOl , 4 o 1 


. . OjO 










oeq, ln o . 


12297 




Seq. ID 


OJ990720_10. 9C17 


.C24 




Gene No. 


25999 




Strand 








Start 


120 




End 


1333 ■ 






Name 


OJ990720 10.9C17.C24.ol 


.np 


Method 


AAT/NAP 






Of 5 v.f 

btart 


481 




End 


1333 






P T 


2244990 




Score 


912 






Exons 


481. .732, 850. .1062, 1159. .1333 








GI Descrip. 


(Z97340) putative protein [Arabidopsis 


thaliana] 






Seq. No. 


12297 




Seq. ID 


OJ990720_10. 9C17 


.C24 




Gene No. 


25999 




Strand 








Start 


120 




End 


1333 






Name 


OJ990720 10.9C17.C24.o2, 


. ts 


Method 


TBLASTX : Soybean 





12764 



Start 
GI 

Exons 



• 



638 End 1048 

none Score 41 

638. .730, 639. .728, 664. .747, 665. .736, 841. .1023, 844. .1047, 
848. .1048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12297 
.25999 
120 

OJ990720_10 . 9C17 . C24 . ol . ts 
1048 
none 

1048. .1332, 1049. .1333 

12298 
26000 
9870 

OJ990720_10. 9C17.C25.o3.gs 
9870 
none 

9870. .9897, 10187 .. 10318 , 10688 .. 1 1136, 12528 12 604 , 
12687. .12831 



Seq. ID OJ990720_10.9C17.C24 
Strand 

End ' 1333 

Method TBLASTX : Soybean 

End 1333 

Score 330 



Seq. ID OJ990720_10.9C17.C25 

Strand + 

End 12831 

Method GENS CAN 

End 12831 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12298 
26000 
9870 

OJ990720_10 . 9C17 /C25 . o3 . np 
10711 
4335768 
10711. .11112, 12605. .12828 

(AC006284) putative Golgi-associated membrane trafficking 
protein [Arabidopsis thaliana] 



Seq. ID OJ990720_10.9C17.C25 

Strand + 

End 12831 

Method AAT/NAP 

End 12828 

Score 237 



12298 
26001 
339 

OJ990720_10. 9C17.C25.ol.np 
336 

5080778 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 9247 

Method AAT/NAP 

End 4001 

Score 1193 



336;. 600, 879. .1036, 1115. .1319, 1411. .1700, 2153. .2306, 
2407. .2495, 2630. .2670, 3692. .4001 

(AC007576) Similar to auxin-independent growth promoter protein 
[Arabidopsis thaliana] 



12298 
26001 
339 

OJ990720_10. 9C17.C25.ol.gs 

339 

none 



339. .600, 879. .1036, 1320. .1361, 1671 
2407. .2495, 3733. .3966 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 9247 

Method GENSCAN 

End 3966 

Score .84 

1700, 2153.. 2306, 



Seq. No. 12298 

Gene No. 26001 

Start 339 

Name OJ990720_10 . 9C17 . C25 . o2 . np 

Start 3013 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 9247 

Method AAT/NAP 

End 9040 



12765 




P T 


A fipn 1 QQ 






Score 


632 




Exons 




H O X D . . H / , 


5098. 


.5213, 5292.. 5852, 6274.. 6907, 




(ZQCC 7^0 A 

o y oo . . / ju4 / 


OQQ9 QHA 0 










ui uescnp. 


( aTTI 14171 \ 


iiypuLnetic.ai 


protein [Sorghum bicolor] 




oeq. no. 








Seq. ID 


OJ990720_10. 9C17 


.C25 


Gene No. 


26001 






Strand 






Start 


339 






End 


9247 




Name 


Pi TQQD7 9D 1 H 


QP1 7 P9 ^ o9 


.gs 


Method 


GENSCAN 




Of vf 








End 


9247 




P T 


none 






Score 


.66 




Exons 




47PO c rj/l £ 


5102. 


.5150, 5392.. 5519, 5871.. 6095, 




Dj / 1 . . J / 


74 9 Q R1 4 9 
/ fi Z ;? . . O J- fi Z , 


8174 . 


.8222, 9078.. 9247 




Seq. No. 


12298 






Seq. ID 


OJ990720_10. 9C17 


roc 
. \s£ D 


Gene No. 


26002 






Strand 


- 




O +- -j vf 


13561 






End 


13673 




Name 


OJ990720 10 


.9C17.C25.o4 


. ts 


Method 


TBLASTX: Soybean 




otart 


387 






End 


609 




P T 


none 






Score 


99 






387. .602, 388. .507 










oeq . no . 


12298 






Seq. ID 


OJ990720JL0. 9C17 


pot 


Gene No. 


26002 






Strand 


- 




Start 


13561 






End 


13673 




Name 


OJ990720 10 


.9C17.C25.o2 


.tm 


Method 


TBLASTX: Maize 




ot art 


549 






End 


1247 




bi 


none 






Score 


146 




Exons 


549. .602, 874. .1032, 878. .1036, 879.. 


1031, 1101. .1247, 






1110. .1244, 


1112. .1246 










Seq. No. 


12298 






Seq. ID 


OJ990720_10. 9C17 


.C25 


Gene No. 


26002 






Strand 






Cf 3 r-4- 


13561 






End 


13673 




Name 


OJ990720 10 


. 9C17.C25.o3 


.ts 


Method 


TBLASTX : Soybean 




Cf a y-f 


869 






End 


1211 




PT 


none 






Score 


77 




Exons 


869. .988, 878. .1030, 88 


2.. 1043, 1098. 


.1211, 1109.. 1210 




Seq. No. 


12298 






Seq. ID 


OJ990720_10. 9C17 


C25 


Gene No. 


26002 






Strand 






Cf 3 vf 


13561 






End 


13673 




Name 


OJ990720 10 


. 9C17.C25.ol 


.tc 


Method 


TBLASTX: Cress 




Cf 3 y.f 


881 






End 


1595 




pt 


none 






Score 


80 




Exons 


881. .1030, 


1113. .1262, 


1115. . 


1291, 1410.. 1526, 1524.. 1595 


Seq. No. 


12298 






Seq. ID 


OJ990720_10. 9C17 


C25 


Gene No. 


26002 






Strand 






Cf a r-f 


13561 






End 


13673 




Name 


OJ990720 10 


. 9C17.C25.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1211 






End 


1703 




GI 


none 






Score 


215 




Exons 


1211. .1324, 


1407. .1703, 


1411. 


.1680 






Seq. No. 


12298 






Seq. ID 


OJ990720_10.9C17. 


C25 


Gene No. 


26002 






Strand 







12766 



Start 
Name 
Start 
GI 

Exons 



13561 

OJ990720_10.9C17.C25.ol.tm 
1247 
none 
1247, 
1411, 



End 

Method 

End 

Score 



13673 

TBLASTX: Maize 

2226 . 

67 



,1324, 1248. .1325, 1248. .1325, 1396. .1695, 1407. .1703, 
,1695, 1413. .1703, 1427. .1714, 2150. .2209, 2150. .2224, 



2152. .2226, 2154.. 2225 



Seq. No. 12298 

Gene No. 2 6002 

Start 13561 

Name OJ990720_10 . 9C17 . C25 . o2 . ts 

Start 2150 

GI none 

Exons 2150.. 2233, 2207, 
2412. .2531, 2577, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_10.9C17.C25 
13673 

TBLASTX : Soybean 

2636 

68 



2308, 2208. .2309, 2407. .2496, 2409. .2495, 
2600, 2577. .2636, 2590.. 2634 



Seq. No. 12298 

Gene No. 26002 

Start 13561 

Name OJ990720_10 . 9C17 . C25 . o4 

Start 2228 

GI none 

Exons 2228.. 2308, 2229.. 2309, 
2577. .2645, 2587. .2643 

Seq. No. 12298 

Gene No. 26002 

Start 13561 

Name OJ990720_10 . 9C17 . C25 . o5 

Start 5115 

GI none 

Exons 5115.. 5213, 5140.. 5214, 

Seq. No. 12298 

Gene No. 26002 

Start 13561 

Name *OJ990720_10 . 9C17 . C25 . o3 

Start 5133 

GI none 

Exons 5133.. 5213, 5140.. 5223, 
5349. .5444, 5494. .5547 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 13673 

.tm Method TBLASTX : Maize 

End 2 64 5 

Score 100 
2407. .2496, 2409. .2495, 2412. .2534, 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 13673 

.ts Method TBLASTX : Soybean 

End 5550 

Score 66 
5338. .5424, 5340. .5546, 5494. .5550 

Seq. ID OJ990720_10.9C17.C25 
Strand 

End 13673 

.tm Method TBLASTX : Maize 

-End 5579 

Score 63 
5297. .5440, 5328. .5579, 5329.-5433, 



Seq. No. 12298 Seq. ID 

Gene No. 26002 Strand 

Start 13561 End 

Name OJ990720_10 . 9C17 . C25 . ol . tw Method 

Start 5286 End 

GI none Score 

Exons 5286.. 5651, 5331.. 5717 



OJ990720_10.9C17.C25 
13673 

TBLASTX: Wheat 

5717 

81 



Seq. No. 12298 

Gene No. 26002 

Start 13561 

Name OJ990720_10 . 9C17 . C25 . ol . gp 

Start 13285 

GI 25115 1.R1084 



Seq. ID OJ990720_10.9C17.C25 
Strand 

End 13673 

Method AAT/GAP 

End 13673 

Score 764 



12767 



Exons 


13285. .13673 








\jL uescnp. 


f 6006801/gb|AAF00612.1|AF156783 1 5 . Oe 


-40 (AF156783) apyras 




[Arabidopsis thaliana] 1 








oeq . ino . 


12298 


Seq. ID 


OJ990720 


_10.9C17.C25 


Gene No. 


^ DUUZ 


Strand 






Start 




fcina 


1 jD / J 




Name 


PlTQQmOn in On l POR o/l nr\ 

ujyyu/^u iu . yui / . czo . 04 . np 


Method 


7\ 7\ rp /XIAO 




o carr. 


1 "5 /I A 1 




IjD / J 




PT 


du ud / y / 


Score 


X 1 Z 




Exons 


1 "3 ^ ^ 1 1 I/IT) 1 QCCC 1 OCTO 








P T V} O O O V 1 T"\ 

Kji uescnp . 


(AF156781) apyrase [Dolichos 


bif lorus] 






Seq. No. 


1 OOQQ 


beq . i u 


Pi TQom o n 
uj yyu / z u 


i n qp i n p o r 


Gene No. 




bTzrana 










_na 


±30 f J 




Name 


pTQQmon in qpi t roc; ~/i 


Method 


bhjJNobAJN 




otan 




hna 


IJD / j 




p t 


none 


Score 


Q A 




Exons 


I jjDI . . IjD / J 








o e q . in o . 


12299 


Seq. ID 


OJ990720 


_10.9C17.C26 


bene lno . 


26003 


Strand 






Start 


1 


End 


6127 




Name 


OJ990720 10.9C17.C26.ol.np 


Method ■ 


AAT/NAP 






1 


End 


4141 






6006801 


Score 


750 . 




Exons 


1..66, 821. .920, 1618. .1823, 


2075.. 2167, 2321'.. 






3794 . .4141 








oi. uescnp, 


(AF156783) apyrase [Arabidopsis thaliana] 




o e q . ln o . 


12299 


Seq. ID 


OJ990720 


__10.9C17.C26 


bene lno . 


26003 


Strand 






o rar u 


1 


End 


6127 




Name 


OJ990720 10.9C17.C26.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


4040 




PT 


none 


Score 


87 






1..99, 2. .73, 824. .949, 825.. 


950, 1596 


..1823, 1596. .1823, 




.1618. .1824, 1622. .1831, 1723. 


.1836, 2072. .2167, 


2073. .2141, 




2073. .2168, 2318. .2377, 2319. 


.2378, 2475. .2618, 


2494 . .2628, 




3789.. 3911, 3791.. 3904, 4005. 


.4040 






oc(|. LN O • 


12299 


Seq. ID 


OJ990720 


_10.9C17.C26 


Gene No. 


26003 


Strand 






Start 


1 


End 


6127 




Name 


OJ990720 10.9C17.C26.ol.gs 


Method 


GENSCAN 




o La. IT U 


33 


End 


6121 




PT 


none 


Score 


.83 




Exons 


33. .139, 826. .920, 1618. .1823 


, 2321.. 2397, 2513 


. .2615, 




3794. .4529, 4727. .4789, 5048. 


.5235, 5441. .5578, 


5660. .6121 


Seq. No. 


12299 


Seq. ID 


OJ990720 


_10.9C17.C26 


Gene No. 


26003 


Strand 






Start 


1 


End 


6127 




Name 


OJ990720 10.9C17.C26.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


857 


End 


3904 




GI 


none 


Score 


108 





12768 



Exons 


857. .925, 1596.. 1823, 1602 


..1817, 1603 


. .1824, 1615. . 1827, 




4iU / £ . . z 1 o / , 


Z J 13 . 


.2377, 2319. .2378, 2475. .2609, 


Z4 y 4 . . Z blU , 




joUU . . J y Uh , 


JoUl . 


.3902 








beq. iNO. 


iz z y y 






Seq. ID 


OJ990720 


1U . ybi / . bZ O 


Gene No . 


26003 






Strand 






Start 


1 






End 


6127 




Name 


OJ990720 10 


.9C17. 


C26.o2 .np 


Method 


AAT/NAP 




0 4-—, -w- 4- 

o tar u 


4858 






End 


6127 




GI 


3402683 






Score 


96 




Exons 


4858. .5082, 


5254 . 


.5413, 5912. .6127 






GI Descrip. 


(AC004697) 


similar to latex allergen from Hevea 


DraSiiiensis 




[Arabidopsis thaliana] 








Seq. No. 


12300 






Seq. ID 


(JjyyU /zU 


_10.9C17.C27 


Gene No. 


26004 






Strand 


+ 




otart 


3060 






End 


jo yz 




Name 


OJ990720 10 


. 9C17. 


C27.o2.gs 


Method 


bhNbbAIN 




btarr 


3060 






End 


*3 c n o 




bl 


none 






Score 


.4 




Exons 


3060. .3067, 


3424 . 


.3592 








beq. no. 


12300 






Seq. ID 


OJ990720 


_10.9C17.C27 


Gene No. 


26005 






Strand 






Start 


1 






End 


2108 




Name 


OJ990720 10 


. 9C17. 


C27 ,ol .np 


Method 


AAT/NAP 




Start 


1 






End 


2108 




GI 


1621268 






Score 


422 




Exons 


1..331, 453 


. .634, 


2051. .2108 






GI Descrip. 


(Z81012) unknown 


[Ricinus < 


communis] 






Seq. No. 


12300 






Seq. ID. 


OJ990720 


_10.9C17.C27 


Gene No. 


26005 






Strand 






otart 


1 ■ 






End 


2108 




Name 


OJ990720 10 


. 9C17. 


C27.ol.gs 


Method 


GENSCAN 




Start 


4 






End 


1088 




b± 


none 






Score 


.44 




Exons 


4. .81, 111.' 


.370, 


453. .573, 


612. .700, 782. .1025, 


1 ACQ 1 f\QQ 

IUj y . . lUoo 


Seq. No. 


12300 






Seq. ID 


OJ990720 


_10.9C17.C27 


Gene No. 


26005 






Strand 






btart 


1 






End 


2108 




Name 


OJ990720 10 


. 9C17. 


C27.ol.tc 


Method 


TBLASTX: 


Cress 


otart 


6 






End 


630 






none 






Score 


118 




Exons 


6. .176, 16. 


.174, 


204 . .329, 


205. .327, 430. .630, 


4b/.. bU4 


Seq. No. 


12300 






Seq. ID 


OJ990720 


_10.9C17.C27 


Gene No. 


26005 






Strand 






otart 


1 






End 


2108 




Name 


OJ990720 10 


.9C17. 


C27 .ol . ts 


Method 


TBLASTX: 


Soybean 


Start 


6 






End 


607 




GI 


none 






Score 


122 




Exons 


6. .176, 16. 


.174, 


204 . .329, 


205. .327, 430. .606, 


467. .607 


Seq. No. 


12300 






Seq. ID 


OJ990720 


_10.9C17.C27 


Gene No. 


26005 






Strand 







12769 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990720_10. 9C17 .C27 .ol.tm 
15 

none 



End 

Method 

End 

Score 



2108 

TBLASTX: Maize 

630 

127 



15. .176, 22. .177, 174. .254, 201. .329, 205. .330, 266. .334, 
466. .630, 467. .613 



Seq. ID OJ990720_10.9C17.C29 

Strand + 

End 2861 

Method AAT/GAP 

End 340 

Score 533 



12301 
26006 
1 

OJ990720_10.9C17.C29.ol.gp 
1 

71600_1.R1084 
1..340. 

, 467892'4/emb|CAB41315.1| 1.0e-21 (AL049711) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


12301 






Seq. ID 


OJ990720_10.9C17.C29 










O 1 L CI 1 X\Ji 




OL.cli.t- 


1 

X 






End 


9fl fil 


Name 


n,TQQ07?n i n 


9C17.C29.o2. 


tm 


l iC L, I IUU 


i. O Liriu J. /\ . 11 a. -L Z. c; 


O Lcll. L 


A ~ 
■i 






End 


c. c* \J 




none 






Score 


237 






216, 17.. 220 






Seq. No. 


12301 






Seq. ID 


OJ990720_10.9C17.C29 


Gene No. 


26006 






Strand 


+ 


OLal L 


1 






Fnd 


9ft 61 




OJ990720 10. 


9C17.C29.o2. 


ts 


Lie C 1 IUU 


1 DijflO 1 A . OUyjJcall 


O l_ Cli- 1- 


13 






PnH 

Hi LL\J. 


917 




none 








9 S7 

Z, _> / 




13. .216, 29. 


.217 








Seq. No. 


12301 






Seq. ID 


OJ990720 10.9C17.C29 


Gene No. 


26006 






Strand 


+ ~~ 


Start 


1 






End 


2861 


Name 


OJ990720 10. 


9C17.C29.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


25 






End 


220 


GI 


none 






Score 


255 


Exons 


25. .216, 26. 


.220 








Seq. No. 


12301 






Seq. ID 


OJ990720_10.9C17.C29 


Gene No. 


26006 






Strand 


+ 


Start 


1 






End 


2861 


Name 


OJ990720 10. 


9C17.C29.ol. 


gs 


Method 


GENSCAN 


Start 


29 






End 


2861 


GI 


none 






Score 


.91 


Exons 


29. .1011, 1097. .1276, 1381.. 


1560, 1678. 


.1757, 1959. .2219, 




2320. .2400, 


2650. .2861 








Seq. No. 


12301 






Seq. ID 


OJ990720_10.9C17.C29 


Gene No. 


26006 






Strand 


+ 


Start 


1 






End 


2861 


Name 


OJ990720 10. 


9C17.C29.ol. 


np 


Method 


AAT/NAP 


Start 


29 






End 


2825 


GI 


4678924 






Score 


776 


Exons 


29. .246, 415 


..579, 679.. 


829, 


976. .1276, 


1381.. 1645, 1976.. 2: 



12770 



* 



# 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2341. .2428, 259i. .2825 " 

(AL049711) putative protein [Arabidopsis thaliana] 



12301 
26006 
1 

OJ990720_10.9C17.C29.ol.ts 

503 
none 



Seq. ID OJ990720_10.9C17.C29 

Strand + 

End 2861 

Method TBLASTX : Soybean 

End 2642 " 

Score 70 



503. .550, 659. .709, 719. .799, 733. .792, 1190. .1276, 1191. .1274, 
1375. .1473, 1375. .1569, 1379. .1561, 1528. .1569, 1685. .1735, 
1687. .1767, 2592. .2642 



Seq. No. 12301 

Gene No. 26006 

Start 1 

Name OJ990720_10 . 9C17 . C29 . ol . tc 

Start 1152 

GI none 
Exons 



Seq. ID OJ990720_10.9C17.C29 

Strand + 

End 2861 

Method TBLASTX : Cress 

End 1612 

Score 151 



1152. .1274, 1169. .1276, 1375. .1587, 1379. .1612 



Seq. No. 12301 

Gene No. 26006 

Start 1 

Name OJ990720_10 . 9C17 . C29 . ol . tm 

Start 1167 

GI none 
Exons 



Seq. ID OJ990720_10.9C17.C29 

Strand + 

End 2861 

Method TBLASTX : Mai ze 

End 1571 

Score 162 



1167. .1274, 1167. .1274, 1169. .1276, 1169. .1276, 1364. .1522, 
1375.. 1566, 1379.. 1567, 1461. .1571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12301 
26006 
1 

OJ990720_10 . 9C17 . C29 . o3 . tm 

1952 

none 



Seq. ID OJ990720_10.9C17.C29 

Strand + 

End 2861 

Method TBLASTX : Mai ze 

End 2820 

Score 178 



1952. .2221, 1954. .2013, 1961. .2203, 2367. .2441, 2622. .2756, 
2761.. 2820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12302 
26007 
246 

OJ990720_10 . 9C17 . C32 . ol . gs 

246 

none 



Seq. ID OJ990720_10.9C17.C32 

Strand + 

End 6577 

Method GENSCAN 

End 2849 

Score .61 



246. .350, 407. .791, 815. .1488, 1506. .2849 



12302 
26007 
246 

OJ990720_10 . 9C17 . C32 . ol . np 
929 

6498441 



Seq. ID OJ990720_10.9C17.C32 

Strand + 

End 6577 

Method AAT/NAP 

End 6574 

Score 6933 



929. .1992, 2323. .2786, 2850. .3223, 3406. .3540, 3715. .4141, 
4334. .4630, 4802. .6199, 6293. .6574 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



12771 





ret rot ransposon RetroSorl. 


(AF098806) 


fOrvza satival 


Seq. No. 


12302 


Seq. ID 


OJ990720_10.9C17.C32 


Gene No. 


26007 


Strand 


+ 


Start 


246 


End 


6577 


Name 


OJ990720 10. 9C17 .C32.o2.gs 


Method 


GEN SCAN 


Start 


2913 ~~ 


End 


6577 ~ 


GI 


none 


Score 


. 98 


Exons 


2913. .3223, 3406. .6577 




... 


Seq. No. 


12302 


Seq. ID 


OJ990720 10.9C17.C32 


Gene No. 


26008 


Strand 


+ 


Start 


6737 


End 


7197 


Name 


OJ990720 10.9C17.C32.ol.gp 


Method 


AAT/GAP 


Start 


6737 


End 


7197 ' 


GI 


2428323 


Score 


793 


Exons 


6737. .7197 






GI Descrip. 


5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0535G04 



Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17.C32 


Gene No . 


26009 








Strand 




Start 


7205 








End 


10462 


i.J Name 


OJ990720 10. 


9C17 


.C32 .o7 


. tw 


Method 


TBLASTX: Wheat 


C\ Start 


1078 








End 


1334 


ff) * GI 


none 








Score 


58 


jiij Exons 


1078 . . 1125, 


1132 


. . 1230, 


1137 . 


.1229, 1197.. 1334, 1213. .1332 


Si. 

Sea. No. 


12302 








Seq. ID 


OJ990720_10.9C17.C32 


Gene No . 


26009 








Strand 




Start 


7205 








End 


10462 


[ E i| Name 


OJ990720 10. 


9C17 


.C32.o4 


. tm 


Method 


TBLASTX: Maize 


1 s? Start 


1083 








End 


1368 




none 








Score 


197 


I,s ' Exons 

H 


1083. .1367, 


1120 


. .1368 








\rh Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17.C32 


h -i Gene No. 


26009 








Strand 




Start 


7205 








End 


10462 


Name 


OJ990720 10. 


9C17 


.C32.o4 


.tw 


Method 


TBLASTX: Wheat 


P Start 


1335 








End 


5962 


GI 


none 








Score 


378 


Exons 


1335. .1415, 


5581 


. .5637, 


5582. 


.5962, 5582.. 5923, 5683.. 5931 


Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17.C32 


Gene No. 


26009 








Strand 




Start 


7205 








End 


10462 


Name 


OJ990720 10. 


9C17 


.C32.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2207 








End 


2666 


GI 


none . 








Score 


407 


Exons 


2207. .2344, 


2208 


. .2666, 


2402. 


.2662 




Seq. No. 


12302 








Seq. ID 


OJ990720_10 . 9C17 .C32 


Gene No. 


26009 








Strand 




Start 


7205 








End 


10462 


Name 


OJ990720 10. 


9C17 


.C32.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2858 








End 


3316 



12772 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

2858. .3313, 

12302 
26009 
7205 

OJ990720_10. 

2898 

none 

2898. .3122, 

12302 
26009 
7205 

OJ990720_10. 

2988 

none 

2988. .3317, 

12302 
26009 
7205 

OJ990720_10. 

3370 

none 

3370. .3735, 

12302 
26009 
7205 

OJ990720_10. 

3427 

none 

3427. .3840, 

12302 
26009 
7205 

OJ990720_10. 

3506 

none 

3506. .3877, 

12302 
26009 
7205 

OJ990720_10. 

4374 

none 

4374. .4394, 
4796. .4933, 

12302 
26009 
7205 

OJ990720_10. 
4625 



2859. .3314, 2859. 

9C17.C32.o3.ts" 
3129. .3263 

9C17.C32.o2.tm 
3023.. 3316, 3314. 

9C17.C32.ol.tm 
3371. .3754 

9C17.C32.o2.tw 
3428. .3847 

9C17';C32.ol.ts 
3523. .3666 

9C17.C32.o5.tw 



4502. .4726, 4517. 
4798. .4935 



9C17.C32.o2.ts 



Score 585 
.3314, 3188. .3316 

Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Soybean 

End 32 63 

Score 116 



Seq. ID OJ990720_10.9C17.C32 
Strand 

10462 

TBLASTX: Maize 
3343 
356 



End 

Method 
End 
Score 
.3343 



Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Mai ze 

End 3754 

Score -359 



Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Wheat 

End 3847 

Score 486 



Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Soybean 

End 3877 

Score 272 



Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Wheat 

End 4 936 

Score 231 

.4726, 4567. .4752, 4787. .4936, 



Seq. ID OJ990720_10.9C17.C32 
Strand 

End 10462 

Method TBLASTX : Soybean 

End 5191 



12773 




bX 


dodo/ yo 








Score 


68 




Exons 




4 / y y 


. .4936, 


4991. 


.5191 






oi uescrip. 




i X U 


(AF049110) prpol [Zea mays] 




Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17 


.C32 


Gene No. 


26009 








Strand 


- 






lone 








End 


10462 




Name 


vjj yyu / xu . 


yux / 


.C32.o8 


.tw 


Method 


TBLASTX: Wheat 






ft y jy 








End 


5251 




laX 


none 








Score 


1 QQ 

x o y 




Exons 


4 y o y . .oxio, 


A Q Q 1 

y y x 


. .5251 










Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17 


.C32 


Gene No. 


26009 








Strand 


- 














End 


10462 




Name 


Uu y y u / z u iu . 


Qm 7 
yux / 


.C32.o3 


. tm 


Method 


TBLASTX: Maize 






c; /i a A 








End 


5806 




r* t 

vox 


none 








Score 


347 




Exons 


C.A A A R7 £7 


JJl J 


. .5754, 


5759. 


.5806 






Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17 


.C32 


Gene No. 


26009 








Strand 






o tan 


7 9 n R 








End 


10462 




Name 


uj y yu /zu iu . 


yux / 


.C32.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


o y do 








End 


6565 




bX 


none 








Score 


265 




Exons 


oyoo. .DZ4 / , 


3 y d o 


. .6379, 


6103. 


.6273, 6439.. 6561, 6440.. 6565 


Seq. No. 


12302 








Seq. ID 


OJ990720_10.9C17 


.C32 


Gene No. 


26009 








Strand 






C4--svf 

btart 










End 


10462 




Name 


u j yyu/^u iu . 


Qpi *7 

yux / 


.C32,o3 


.gs 


Method 


GEN SCAN 




b tar u 


7 9 n R 








End 


10462 




C T 


none 








Score 


.8 




Exons 


79HR T5c:n 


7 ^ R fl 
/ J JO 


. .7863, 


7885. 


.9105, 9201.. 10462 




beq . no . 


i o on 9 








Seq. ID 


OJ990720_10.9C17 


.C32 


Gene No. 


26009 








Strand 






Start 


7205 








End 


10462 




Name 


OJ990720 10. 


9C17 


.C32.o2 


.np 


Method 


AAT/NAP 




b tar u 


7208 








End 


10462 






6907089 








Score 


4531 




Exons 


7208. .9105, 


9201 


. .10462 










Kji uescrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


12303 








Seq. ID 


OJ990720_10.9C17 


.C34 


Gene No. 


26010 








Strand 


■ + 




Of 2 Y*f ' 

b car i_ 


202 








End 


347 




Name 


OJ990720 10. 


9C17 


.C34.ol 


.gs 


Method 


GENSCAN 




Cf a yf 

b tari: 


202 








End 


347 




GI 


none 








Score 


.75 




Exons 


202. .347 














Seq. No. 


12304 








Seq. ID 


OJ990720_10.9C17 


.C35 


Gene No. 


26011 








Strand 






Start 


1 








End 


373 




Name 


OJ990720 10. 


9C17 


.C35.ol 


.np 


Method 


AAT/NAP 





12774 




btdit 


1 


End 


9 LA 
Z 0 4i 






bl 


6002794 


Score 


"5 n A 






Exons 


1. .234 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 








Seq. No. 


12304 


Seq. ID 


OJ990720_ 


10.9C17 


.C35 


Gene No. 


26011 


Strand 








OLaiL 


1 


End 








Name 


OJ990720_10.9C17.C35-ol.gs 


Method 


C V KI Q C 7\ M 






Of -i 




End 


o 1 J 






b± 


none 


Score 


ft 1 
.OX 








22. .156, 202. .373 










Seq. No. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 


Gene No. 


26012 


Strand 


+ 






Q4- a r-4- 
OLdlL 


1264 


End 


6681 






Name 


OJ990330 13.9C23.Cl.ol.gs 


Method 


GENSCAN 








1264 


End 


3644 






b± 


none 


Score 


.7 






Exons 


1264. .1369, 2202. .2252, 3000 


..3059, 3206. .3424, 


3445. .3644 


beq. no. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 


Gene No. 


26012 


Strand 


+ 






Start 


1264 


End 


6681 






Name 


OJ990330 13.9C23.Cl.ol.np 


Method 


AAT/NAP 






Start 


2082 


End 


6558 






GI 


5091513 


Score 


1526 






Exons 


2082. .2123, 3383. .3538, 4168 


..4939, 5600. .6558 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 


Gene No. 


26012 


Strand 


+ 






CM i v 4- 

otart 


1264 


End 


6681 






Name 


OJ990330 13.9C23.Cl.o2.gs 


Method 


GENSCAN 






btart 


4504 


End 


6681 






bl 


none 


Score 


.77 






Exons 


4504. .4832, 5619. .6681 










beq. no. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 


bene no . 


26013 


Strand 








Start 


9325 


End 


16069 






Name 


OJ990330 13.9C23.Cl.o3.gs 


Method 


GENSCAN 






b tax L 


9325 


End 


15604 






bl 


none 


Score 


.43 






Exons 


9325. .9423, 9488. .9571, 9655 


..9771, 9913. .10210, 


10297. 


.10451, 




1054 6. .10685, 114 03 .. 11 67 6, 


11768. .118? 


37, 12400. 


.13514, 






14116. .14 667, 14 94 8. .15070, 


15219. .15604 






Seq. No. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 


Gene No. 


26013 


Strand 








Start 


9325 


End 


16069 






Name 


OJ990330 13.9C23.Cl.o4.tm 


Method 


TBLASTX: Maize 




Start 


11515 


End 


11911 






GI 


none 


Score 


116 






Exons 


11515. .11670, 117 65. .11911 










Seq. No. 


12305 


Seq. ID 


OJ990330_ 


13.9C23 


.CI 



12775 






Gene No . 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


. o2 . np 


Method 


AAT/NAP 






Start 


12208 




End 


16069 






GI 


4585985 




Score 


2092 






Exons 


12208. .13091, 13119 


. .13561, 


137 94. .15136, 15219. .1558 9, 








16028. .16069 












GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


12305 




Seq. ID 


OJ990330_13.9C23. 


CI 




Gene No. 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


12307 




End 


12489 






GI 


none 




Score 


74 






Exons 


12307. .12489, 12311 


. .12487 










Seq.- No. 


12305 




Seq. ID 


OJ990330_13. 9C23. 


CI 




Gene No. 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


. o5 . tm 


Method 


TBLASTX : Maize 






Start 


12415 




End 


12735 






GI 


none 




Score 


71 




n 


Exons 


12415. .12489, 12508 


. .12735, 


12587. .12733 




S 1. 

j ! f| 


Seq. No. 


12305 




Seq. ID 


OJ990330_13.9C23. 


CI 




Gene No. 


26013 




Strand 






■ ! =r 


Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


12481 




End 


12738 






GI 


none 




Score 


91 




'a of 

n I 


Exons 


12481. .12738, 12530 


. .12730 










Seq. No. 


12305 




Seq. ID 


OJ990330_13. 9C23. 


CI 




Gene No. 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


.o2.tm 


Method 


TBLASTX: Maize 




jsss 


Start 


13042 




End 


13411 






GI 


none 




Score 


202 




i s "i 
! s=;F 


Exons 


13042. .13377, 13043 


. .13411 








'a sf 


Seq. No. 


12305 




Seq. ID 


OJ990330_13.9C23. 


CI 




Gene No. 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


13555 




End 


14008 






GI 


none 




Score 


102 






Exons 


13555. .13677, 13556 


. .13678,. 


13670. . 13939, 13803. . 13835, 








13940. .14008 












Seq. No. 


12305 




Seq. ID 


OJ990330_13. 9C23. 


CI 




Gene No. 


26013 




Strand 








Start 


9325 




End 


16069 






Name 


OJ990330 13.9C23.C1 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


15063 




End 


15582 






GI 


none 




Score 


50 






Exons 


15063. . 15143, 15078 


. .15140, 


15220. .15339, 15220. .15339, 





12776 



15343. .15582, 15350.. 15550 



Seq. No. 


12305 


Seq. ID 


OJ990330_13. 9C23.C1 


Gene No. 


26013 


Strand 




Start 


9325 


End 


16069 


Name 


0J9 90330 13 . 9C23 .CI . ol . tw 


Method 


TBLASTX: Wheat 


Start 


15223 ~~ 


End 


15585 


GI 


none " ■ 


Score 


147 


Exons 


15223. .15321, 15355 .. 15585 , 


15356. .15571, 15364. .15585 


Seq. No. 


12306 


Seq. ID 


OJ990330_13. 9C23.C2 


Gene No . 


26014 


Strand 


+ 


Start 


61 


End 


1134 


Name 


OJ990330 13.9C23.C2.ol.gs 


Method 


GENSCAN 


Start 


61 


End 


1134 


GI 


none 


Score 


.85 


Exons 


61 . . 307, 1114 . . 1134 






Seq. No. 


12306 


Seq. ID 


OJ990330 13.9C23.C2 


Gene No. 


26015 


Strand 


+ 


Start 


1384 


End 


1765 


Name 


OJ990330 13.9C23.C2.ol.gp 


Method 


AAT/GAP 


Start 


1384 


End 


1765 


GI 


uC-osflcyp033a04bl 


Score 


667 


F! von *=; 


1384. .1765 






G I De srrin 


'6016845/dbj I AP00057 0 . 1 | AP0 00570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


12306 


Seq. ID 


OJ990330_13. 9C23.C2 


Gene No. 


26016 


Strand 


+ 


Start 


2919 


End 


7718 


Name 


OJ990330 13. 9C23.C2.o3.np 


Method 


AAT/NAP 


Start 


2919 


End 


7718 


GI 


6063554 


Score 


341 


Exons 


2919. .3078, 5194. .5383, 5977 


..6192, 6310. .6527, 6873. .6904, 




7543. .7718 







GI Descrip. (AP000615 ) . ESTs AU075609 (C6334 4 ) , C71850 i 
correspond to a region of the predicted 
protein [Oryza sativa] 



E0464) ,C98611 (E0464) 
gene.; hypothetical 



Seq. No. 


12306 




Seq. ID 


OJ990330 


Gene No. 


26016 




Strand 


+ 


Start 


2919 




End 


7718 


Name 


OJ990330 13.9C23.C2.o3.gs 


Method 


GENSCAN 


Start 


4688 




End 


6656 


GI 


none 




Score 


.57 


Exons 


4688. . 


4709, 5852. .6055, 6290. 


.6541, 6583. .6656 


Seq. No. 


12306 




Seq. ID 


OJ990330 


Gene No. 


26016 




Strand 


+ 


Start 


2919 




End 


7718 


Name 


OJ990330 13.9C23.C2.o3.gp 


Method 


AAT/GAP 


Start 


6517 




End 


6958 


GI 


61605 


1.R1084 


Score 


170 


Exons 


6517. . 


"6568, 6877. .6958 






GI Descrip. 


, 5852170/emb|AL117265. 1 IOST17* 


304 l.Oe- 


137 Oryza 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



12777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12306 
26017 
1 

OJ990330_13.9C23.C2.ol.np 
1 

5852180 



5239 
AAT/NAP 
5239 
489 

1..462, 514. .631, 1614. .1676, 5214. .5239 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 13.9C23.C2 



12306 
26017 
1 

OJ990330_13 . 9C23 . C2 . o2 . np 

2470 

6815072 



OJ990330 13.9C23.C2 



Seq. ID 
Strand 

End 5239 
Method AAT/NAP 
End 4616 
Score 323 
2470. .2779, 2887. .3262, 4533. .4616 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 





Seq. No. 


12306 










Seq. ID 


OJ990330_13.9C23.C2 




Gene No. 


26017 










Strand 






Start 


1 










End 


5239 


a 


Name 


OJ990330 13 


9C23. 


C2.o2. 


gs 


Method 


GENSCAN 




Start 


2815 










End 


3213 


ff'l 


GI 


none 










Score 


. 64 




Exons 


2815. 


3213 














Seq. No. 


12306 










Seq. ID 


OJ990330_13. 9C23.C2 


L L! 


Gene No. 


26018 










Strand 




: "i 


Start 


8083 










End 


8252 


i'i i 


Name 


OJ990330 13 


9C23. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


: t_r 


Start 


2477 










End 


3168 




GI 


none 










Score 


58 


: C= E 


Exons 


2477 . 


2647, 


2490. 


.2630, 


2648 


..2818, 2652. .2816, 2824. .3099, 



3118. .3168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990330 13.9C23.C2 



12306 " % Seq. ID 

26018 Strand 

8083 End 8252 

OJ990330_13. 9C23.C2.o5.gp Method AAT/GAP 

8083 End 8252 

61605_3.R1084 Score 290 
8083. .8252 

'1402920/embiCAA66965| 2.0e-20 (X98321) peroxidase 
thaliana] 1 



[Arabidopsis 



12306 Seq. ID OJ990330_13 . 9C23 . C2 

26018, Strand 

8083' End 8252 

OJ990330_1 3 . 9C23 . C2 . o4 . gp Method AAT/GAP 

8087 End 8252 

61605_3.R1084 Score 289 

8087. .8252 

* 1402920/embl CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



12778 






beq . no . 


1 OTflT 




Cart t n 

oeq . iu 


Pi TQQH "5 "3n 1 "3 


QP9 "3 


p ^ 




Gene No. 


26019 




Strand 


+ 








Start 


2465 




End 


2661 








Name 




qpo "3 pT 0 i nri 




A&T /MAP 








oldll 


4C ft DO 






ZDD1 








pt 


JO JZl / c. 




Score 


D *i 








HiXons 


OA fiR OCQQ 


OC.OC o ££n 












bi uescnp . 


(at i i 79cc;\ 

^ nLl J. ( £KjD } 




s a 1 1 va J 










Seq. No. 


12307 




Seq. ID 


OJ990330JL3 


9C23. 


C3 




Gene No. 


26020 




Strand 












363 




End 


1 QQO 
X v y V 








Name 


OJ990330 13 


. 9C23.C3.ol.gs 


Method 












363 




End 


1 QQn 








PT 


none 




Score 










Exons 


363. .502, 870. .991, 1131. .1226, 1830.. 


± V u 








Seq. No. 


12307 




Seq. ID 


OJ990330_13 


9C23. 


C3 




Gene No. 


26021 




Strand 










OLalt 


Tim 




End 


"3 R7 6 
jj / D 








Name 


OJ990330 13 


.9C23.C3.o2.gs 


Method 


PPMQPZlKf 
OlMNo^riLN 








Q+- -a >~4- 


3103 




End 


^ R7 6 
JJ / D 








PT 


none 




Score 


. O 0 






□ 


Exons 


3103. .3302, 


3516. .3576 










i,ri 


O r\ /-* NT ^ 

beq. ino. 


12307 




Seq. ID 


Pi TQQn "3 ^fl IT 


QP9 1 


p^ 


m 


Gene No . 


26022 




Strand 










Start 


3 1 DO 




End 


7378 








Name 


OJ990330 13 


.9C23.C3.o2.np 


Method 


AAT/NAP 








b uartj. 


5159 




End 


7378 










3319345 




Score 


381 






! L? 


Exons 


5159. .5281, 


5907.. 5939, 6522 


. .7378 










\3L uescrip. 


(AF077407) 


contains similarity to maize transposon 


Mn HP 
1XIU1JK 




iH 

i_ _c 




(GB:M76978) 


[Arabidopsis thaliana] 








h| 


Seq. No. 


12307 




Seq. ID 


OJ990330JL3. 


9C23. 


C3 


is e» 


Gene No. 


26022 




Strand 








U 


olaiL 


5168 




End 


7378 






H 


Name 


OJ990330 13 


.9C23.C3.o3.gs 


Method 


GENSCAN ■ 








otari 


5168 




End 


7290 






O 


P T 


none 




Score 


.51 










5168. .5390, 


5903. .6084, 6451 


..6540, 6943. .7290 








Seq. No. 


12307 




Seq. ID 


OJ990330_13. 


9C23. 


C3 




Gene No. 


26022 




Strand 










orar u 


5168 




End 


7378 








Name 


OJ990330 13 


. 9C23.C3.ol.tm 


Method 


TBLASTX : Maize 








6844 




End 


7338 








P T 


none 




Score 


159 








Exons 


6844. .6972, 


7048. .7338 












Seq. No. 


12307 




Seq. ID 


OJ990330JL3. 


9C23. 


C3 




Gene No. 


26022 




Strand 










Start 


5168 




End 


7378 








Name 


OJ990330 13 


.9C23.C3.ol.ts 


Method 


TBLASTX: Soybean 






Start 


7045 




End 


7365 








GI 


none 




Score 


189 







12779 




Exons 7045.. 7365 





Sea. No 


12308 


Seq. ID 


OJ990330 


13 . 9C23 


.C4 




Gene No . 


26023 


Strand 










Start 


193 


End 


1135 








Name 


OJ990330 13 9C23 C4 ol as 


Method 


GENSCAN 








Start 


193 , 


End 


1135 








GI 


none 


Score 


65 








Exons 


193 319, 1066 1135 












Seq. No. . 


12308 


Seq. ID 


OJ990330 


_13.9C23 


.C4 




Gene No 


26023 


Strand 










Start 


193 


End 


1135 








Name 


OJ990330 13.9C23.C4.ol.np 


Method 


AAT /NAP 








Start 


450 


End 


994 








GI 


6539585 


Score 


135 








Exons 


450. .521, 823. .994 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Sea No 


12309 


Seq. ID 


OJ990330 


_13.9C23 


.C5 






26024 


Strand 


+ 








Start 


3540 


End 


8503 








Name 


OJ990330 13. 9C23.C5.o2.gs 


Method 


GENSCAN 






i ss j 

'J s? 


Start 


3540 


-End 


6331 






Rt. 




none 


Score 


.51 






= : 

Lit 




3540. .3774, 4463. .4597, 4836. 


.4970,' 5007. .5438, 


5652. . 6331 


Hi 

: cr 


Seq. No. 


12309 


Seq. ID 


OJ990330 


_13.9C23 


.C5 


•s a? 


f^fn n *^ KIo 


26024 


Strand 


+ 






| ; i 


Start 


3540 


End 


8503 






Sj 

'==' 


Name 


OJ990330 13.9C23.C5.ol.np 


Method 


AAT /NAP 






! LI 


Start 


3765 


End 


8503 








GI 


5042454 


Score 


1229 






sS 


Rxnn ^ 

i-«J *k \*/ 1 1 O 


3765. .3906, 4377. .4494, 4562. 


.5996, 84? 


34. .8503 






I'll 

"• t.\ 


GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 






-( 


Sea No 


12309 


Seq. ID 


OJ990330 


_13.9C23 


.C5 




npnp No 


26025 


Strand 










Start 


8561 


End 


9904 






L -I 


Name 


OJ990330 13.9C23.C5.o2.tm 


Method 


TBLASTX: Maize 




\"~\ 


Start 


5290 


End 


5539 








GI 


none 


Score 


184 








Exons 


5290. .5538, 5291. .5539 












Seq. No. 


12309 


Seq. ID 


OJ990330_ 


_13.9C23 


.C5 




Gene No 


26025 


Strand 










Start 


8561 


End 


9904 








Name 


OJ990330 13.9C23.C5.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5312 


End . 


5641 








GI 


none 


Score 


95 








Exons 


5312.. 5401, 5320. .5400, 5368. 


.5607, 5369.. 5641 








Seq. No. 


12309 


Seq. ID 


OJ990330 


JL3.9C23 


.C5 




Gene No. 


26025 


Strand 










Start 


8561 


End 


9904 








Name 


OJ990330 13.9C23.C5.o3.gs 


Method 


GENSCAN 








Start 


8561 


End 


9904 







12780 




GI 


none 








Score 


. 97 




Fy on c; 


8561 9904 

U Jul i ♦ Zs ZJ \J ^ 














Seq. No. 


12309 








Seq. ID 


OJ990330_13.9C23. 


.C5 


Gene No. 


26025 








Strand 






Start 


8561 








End 


9904 




Name 


OJ990330 13 


9C23. 


C5.ol. 


tm 


Method 


T BL AS TX • Ma i z p 




Start 


9300 ~~ 

Zs J \J \J 








xjI l\JL 


9739 

Zs f J Zs 




GI 












125 




Ex on s 


9300 9461. 


9317 . 


.9490, 


9590 . 


. 9739 
















Q prj TO 
JCL| • X U 


OJ990330_13.9C23, 


,C5 


Gene No. 


26025 








Strand 






Start 


8561 








End 


9904 




Name 


OJ990330 13 


9C23 . 


C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9330 " 








End 


9727 




GI 


none 








Score 


158 




Exon s 


9330 9470. 


9344 . 


.9478, 


9347 . 


.9472, 934 


18. .9476, 9349. . 9477, 




9569 9613 


9588 . 


. 9617, 


9593 . 


.9643, 9650. .9727 




Seq. No. 


12309 








Seq. ID 


OJ990330_13.9C23, 


.C5 


Gene No. 


26025 








Strand 






Start 


8561 








End 


9904 




Name 


OJ990330 13 


9C23 . 


C5 . ol . 


ts 


Method 


TBLASTX : Soybean 




OLai. L 


9^R _ 








End 


9742 




\J X 


none 








Score 


74 






9^R 9460 


9339 

Z? J J z? * 


94 5ft 

. Z7 *3 -J O , 


9566 

Z? *J \J \J ■ 


.9613, 9620. .9742 




JClJ i L\KJ . 


1 ? ?1 0 








Seq. ID 


OJ990330_13.9C23, 


.C6 


Gene No. 


26026 








Strand 


+ 




Start 


3788 








End 


8135 




Name 


OJ990330 13. 


9C23. 


C6.o2. 


np 


Method 


AAT/NAP 




Start 


3788 








End 


8135 




GI 


2586082 ' 








Score 


4108 




l_j W 1 1 O 


3788. .8135 














OX UCO^J — tr * 


(U72725) retrofit 


. [Oryza longistaminata] 




Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23. 


,C6 


Gene No. 


26027 








Strand 






Start 


399 








End 


1703 




Name 


OJ990330 13. 


9C23. 


C6.ol. 


gs 


Method 


GENSCAN 






399 








End 


1703 




O -L 


none 








Score 


1 






399. .1703 














Cnn No 


12310 








Seq. ID 


OJ990330_13.9C23, 


,C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13. 


9C23. 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




O Lai I 


280 








End • 


1277 




(IT 

\D X 


none 








Score 


136 




Exons 


280. .312, 417. .491, 558 


. . 635, 


720. .848, 


846.. 1001, 1081. 


. . 1266, 




1083. .1277 














Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23. 


,C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 





12781 




Name 


OJ990330 13 . 


9C23 


. C6 . 06 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1135 _ 








End 


1539 




GI 


none 








Score 


141 




Exons 


1135 1266. 


1149 


. . 1283, 


1152 . 


.1277, 1154.. 1282, 1374.. 1418 




1393 1419, 


1452 


. 1538, 


1453. 


.1539 






Seq. No. 


. 12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. * 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13. 


9C23 


C6 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


3886 _ 








End 


4291 




GI 


none 








Score 


70 




Exons 


3886 . . 3936, 


3887 


. 3940, 


3986. 


.4132, 3995. .4291, 4006. .4194 


Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


,C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


9C23 


C6 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4094 ~ 








End 


4465 




GI 


none 








Score 


219 




Exons 


4094 . .4465 














Seq. No. 


12310 








Seq. ID 


OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


9C23 


C6 . o2 . 


t w 


Method 


TBLASTX: Wheat 




OLdJ. L 


472 6 ~~ 








End 


5063 




VJJ-L 


none 








Score 


377 




J — 1 Si. V> 1 1 J 


4726 5043. 


4727 


. 5056, 


4928 . 


.5044, 4929. .5063 




Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


9C23 


C6 . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


4784 _ 








End 


5056 




GI 


none 








Score 


222 




Exons 


4784 . . 5056 














Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 ' 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13. 


9C23. 


C6.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


5553 _ 








End 


6030 




GI 


none 








Score 


299 




Exons 


5553. .5732, 


5557 . 


. 6030 










Seq. No. 


12310 








Seq. ID 


OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13. 


9C23. 


C6.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5566 ~ 








End 


5991 




GI 


none 








Score 


76 




Exons 


5566. .5655, 


5677. 


.5991 










Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 





12782 




Name 


n tqqo ^ i "3 


Z?b^ J , 


P£ 


+■ G 
L © 




TRT ZiQTY • Qnwhoan 




Otart 


c CO ^ 
D JO fi 










DUUU 




P T 


none 








Score 


9 A fi 

£. H D 




TP vr /~\ r~\ C 


D D 0 fi • . DUUU 














Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Of ar> 

o tar t 










HiilU. 


O 1 1 1 * . . 




Name 


n tqqo "3 "30 i ^ 


J . 


P6 n 4 


f r A i 

L W 


rjeunou 


1 oJ_ii-io 1 A . Wiled t 




C 4- 3 v-f 


DO// 








Hinu. 


6D9 1 




pt 

bl 


none 








Score 


94 Q 

Z *i _7 




Exons 


£.677 6091 
JU / / ■ . OUZ J. 














Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


,C6 


Gene No. 


26028 








Strand 






Of 3 y-f 

O t art 












Pill 

O X X X 




Name 


n tqqo ^o i ^ 




P£ rv'} 


9 s 


l\A £\ f V-\ 
L v Jc LllUU 


O Hi IN O k_,iT.LN 




Of 3 y-f 

ot art 


Ojj / 








EjilU. 


7704 
/ / U ft 




PT 

bl 


none 








Score 






Exons 


£^Q7 fi^fi 


7 ^ ?4 

/ J J4 i 


77 04 










O c q • IN O . 


± £ J J_ u 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111. 




Name 


pt TQQ^mn i "5 

UJyyUjJU 1 j . 


qp9 "3 


P £ r\9 
. b 0 . OZ . 


f o 


Method 


TBLASTX: Soybean 




O 4- -i +- 

btart 


ODlZ 








End 


7115 




bl 


c c ri qo £n 

jouyz du 








Score 


390 




Exons 


bolz . . / 1 Id , 


DOlZ . 


CQ A Q 


C 7 "5 A 
D / J4 . 


.7003, 6919. .7089, 7049. .7114 


GI Descrip. 
















Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Cf 3 — f 


OD:? / 








End 


8111 




Name 


n tqqo ^o i ^ 
uu yyujju Ij. 


QP9 ^ 


.UD.OD. 


fm 

LIU 


Method 


TBLASTX: Maize 




Of 2 ~-f 

o tart 


D DD :? 








End 


6911 




P T 


none 








Score 


228 




rjXOnS 


cc^Q £Qi n 

DDJ J. . DjIU; 


DD DU , 


£Q1 1 
. . 0 :? 1 1 










Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Of 3 r-f 

otart 


D / 








End 


8111 




Name 


n tqqo *3 "^n i "3 

UJ^^U jjU 1 j . 


QP9 "3 


P£ 
. . Oj . 


f « 

t C 


Method 


TBLASTX: Cress 




Of a yf 

otart 


£7 9 ^ 
D / £ D 








End 


6998 




P T 


none 








Score 


285 




V7 ^ T"*\ C 

txons 


D/^1D. .DO .7^ , 


67 9 £ 


6QQP, 


D -7 . 


. 6997 






Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Cf a yf 

otart 


O.D / 








End 


8111 




Name 


Pi TQQO "3^0 1 
Ujy?U jjU Ij. 


QP9 "3 


Pfi 
. bD . O J . 


tw 


Method 


TBLASTX: Wheat 




Cf 3 v*f 

otart 


67R0 
o / o u 








End 


7292 




GI 


none 








Score 


280 




Exons 


6780. .7124, 


6797. 


. .6904, 


6938. 


.7003, 7116.. 7292 




Seq. No. 


12310 








Seq. ID 


OJ990330_13.9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 





12783 




Name 


OJ990330 13 


. 9C23. 


C6. o2. 


tin 


Method 


TBLASTX: Maize 




Start 


6912 ~ 








End 


7313 




GI 


none 








Score 


376 




Exons 


6912. .7313, 


6935. 


.7225, 


7265. 


.7312 






Seq. No. 


12310 








Seq. ID 


OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


. 9C23 . 


C6 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


7293 ~~ 








End 


7724 




GI 


none 








Score 


45 




Exons 


7293. .7325, 


7325. 


.7723, 


7329. 


. 7724 






Seq. No. 


12310 








Seq. ID 


OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


. 9C23. 


C6.08. 


tin 


Method 


TBLASTX: Maize 




Start 


7419 








End 


7595 




GI 


none 








Score 


216 




Exons 


7419. .7595, 


7424 . 


.7576 










Seq. No. 


12310 








Seq. ID 


.OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End- 


8111 




Name 


OJ990330 13 


. 9C23. 


C6.o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


7467 ~ 








End 


8111 ■ 




GI 


none 








Score 


130. 




Exons 


7467. .7670, 


7680. 


.7781, 


7761. 


.7883, 7790. .7918, 7917. .8111 


Seq. No. 


12310 








Seq. ID 


OJ990330_13. 9C23 


.C6 


Gene No. 


26028 








Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


. 9C23 . 


C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


7488 ~~ 








End 


8084 




GI 


none 








Score 


482 




Exons 


7488. .8084, 


7490. 


.7615, 


7682. 


.7978 






Seq. No. 


12310 








Seq. ID 


OJ990330JL3. 9C23 


.C6 


Gene No. 


26028 








.Strand 






Start 


6397 








End 


8111 




Name 


OJ990330 13 


. 9C23. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7595 








End 


8078 




GI 


none 








Score 


37 




Exons 


7595. .7645, 


7655. 


. 7789, 


7656. 


.7784, 7656. .7793, 7790. .7975, 




7791. .8078, 


7797 . 


. 8033, 


7894 . 


.8070 






Seq. No. 


12311 








Seq. ID 


OJ990330_13.9C23 


.C8 


Gene No. 


26029 








Strand 


+ 




Start 


1 








End 


1209 




Name 


OJ990330 13, 


. 9C23. 


C8 .ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1209 




GI 


4378066 








Score 


127 




Exons 


1. .91, 978. , 


.1209 













GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD2757 1 . 1 | AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



12784 



Seq. No. 12312 Seq. ID 

Gene No. 26030 Strand 

Start 1 End 

Name OJ990330_13 . 9C23 . C9 . ol . np Method 

Start 1 End 

GI 4206306 Score 

Exons 1..2072, 3363.. 3388 
GI Descrip. .(AF049110) prpol [Zea mays] 



OJ990330_13.9C23.C9 
+ 

3388 
AAT/NAP 
3388 
1315 



Seq. No. 12312 

Gene No. 26030 

Start 1 

Name OJ990330_13 . 9C23 . C9 . ol . gs 

Start 47 

GI none 
Exons 



Seq. ID OJ990330__13.9C23.C9 



Strand 
End 

Method 

End 

Score 



+ 

3388 
GENSCAN 
2203 
.77 



47. .575, 632. .811, 876. .1487, 1529. .1774, 1791. .2203 



Q p r W n 
O v_J . IN \J * 


12312 


Seq. ID 


OJ990330_13.9C23.C9 


Qonp No 


26031 


Strand 


+ 


OLal I 


3831 


End 


5903 


Name 


OJ990330 13.9C23.C9.o3.gs 


Method 


GENSCAN 


Start 


3831 


End 


5387 


GI 


none 


Score 


. 64 


Exons 


3831. .3847, 4170. .4269, 4312. 


.4596, 4668. .5387 


Seq. No. 


12312 


Seq. ID 


OJ990330 13.9C23.C9 


Gene No. 


26031 


Strand 


+ 


Start 


3831 


End 


5903 


Name 


OJ990330 13.9C23.C9.o2.np 


Method 


AAT/NAP 


Start 


4014 


End 


5903 


GI 


6907087 


Score 


904 


Exons 


4014. .4362, 4571. .5262, 5802. 


.5903 




GI Descrip. 


(AP001129) ESTs C7277 1 {E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


12312 


Seq. ID 


*OJ990330_13. 9C23.C9 


Gene No. 


26032 


Strand 


+ 


Start 


6368 


End 


6748 


Name 


OJ990330 13.9C23.C9.ol'.gp 


Method 


AAT/GAP 


Start 


6368 


End 


6748 


GI 


uC-osflcyp033a04bl 


Score 


646 


Exons 


6368. .6748 







GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 12312 Seq. ID 

Gene No. 26033 Strand 

Start 11854 End 

Name OJ990330_13 . 9C23 . C9 . o4 . np Method 

Start 11854 End 

GI 6815052 Score 

Exons 11854. .12007, 12089 .. 12159, 124 4 0 . . 12561 , 12862 

13851. .13943, 14728 14866, 14 915 .. 15649, 15731 

16085. .16204 

GI Descrip. (AP001080) hypothetical protein* [Oryza sativa] 



OJ990330_13.9C23.C9 
+ 

16204 
AAT/NAP 
16204 
1743 



,12961, 
.15804, 



12785 






Seq. No. 


12312 


Seq. ID 


OJ990330 


_13 


. 9C23 


,C9 




Gene No. 


26033 


Strand 


+ 










Start 


11854 


End 


16204 










Name 




Mo \~ h nH 


\J Ej L\ O V— 'Xil. > 










Start 


1 18S4 _ 

X X O J 1 




X *J U 










GI 


none 


Score 


. 57 












118S4 17007 19444 19^6^ 














Sea No 


12312 


Seq. ID 


OJ990330 

w i_> zs y \j *j \j 


13 


. 9C23 


. C9 




Gene No. 


26034 


Strand 


+ 










Start 


26768 


End 


28071 










Name 


OJ990330 13.9C23.C9.o7.np 


Method 


AA T/NAP 










Start 


26768 


End 


28071 










GI 


6069669 


Score 


71 










RvAn c; 

J— 1 A \J 1 1 0 


26768. .26836, 27901.. 28071 














GT Dpspt i n 


(AP000616) hypothetical protein [Oryza 


q ^ f- \ va 1 

O _1_ V J 










Seq. No. 


12312 


Seq. ID 


OJ990330_ 


_13 


9C23 


.C9 




Gene No. 


26035 


Strand 












Start 


2377 


End 


2691 










Name 


OJ990330 13. 9C23.C9.o2.gs 


Method 


\J 1—1 LN O ^ilLi 










Start 


2377 


End 


2691 










GI 


none 


Score 


. 62 








□ 


"p v o Fl ^ 


2377. .2691 














Seq. No. 


12312 


Seq. ID 


OJ990330_ 


_13 


9C23 


.C9 


i s [■ i 


Gene No. 


26036 


Strand 












O Lai L. 


5796 


End 


U ^. u 








i t 
~£ 


KF o mo 


OJ990330 13.9C23.C9.o4.gs 


Method 










! ; 1 


o t_ d. x L. 


5796 


End 


64 Ofi 

04U0 








. s i 


GI 


none 


Score 










!"l ! 

< »F 




5796. .5902, 6348. .6408 














Sea No 


12312 


Seq. ID 


OJ990330 

w c *j y \J ~J *J \J 


13 , 


9C23 


. C9 


•3 5? 


Gene No. 


26036 


Strand 










'l - E 


Start 


5796 


End 


6526 










Name 


OJ990330 13. 9C23.C9.o3.np 


Method 


AAT /NAP 










Start 


6296 


End 


6526 








5 c i 


GI 


46801B6 


Score 


235 










FI von *=; 


6296. . 6526 














GT Dps or in 


(AF111709) unknown [Oryza sativa subsp 


"i nri \ cr 1 










Sea No 


12312 


Seq. ID 


OJ990330_ 


_13. 


9C23 


.C9 




Gene No. 


26037 


Strand 












Start 


7473 


End 


10721 










Name 


OJ990330 13.9C23.C9.o5.gs 


Method 


GENSCAN 










Start 


'7473 


End 


10721 










GI ^- 


none 


Score 


.48 












7473. .8108, 8313. .8429, 8478. 


.9115, 9198. .9247, 


9269. . 9666, 






9786. .9997, 1017 1 .. 10218 , 10430. .10721 












Seq. No. 


12312 


Seq. ID 


OJ990330_ 


_13. 


9C23 


.C9 




Gene No. 


26038 


Strand 












Start 


25006 


End 


28071 










Name 


OJ990330 13. 9C23.C9.o3.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


259 










GI 


none 


Score 


308 









12786 



Exons 



1..258, 2. .259, 32. .259 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start 25006 End 

Name OJ990330_13 . 9C23 . C9 . ol . tw Method 

Start 128 End 

GI none Score 

Exons 128. .547,. 130. .297, 400. .546 



OJ990330_13.9C23.C9 
28071 

TBLASTX: Wheat 

547 

465 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start 25006 End 

Name OJ990330_13 . 9C23 . C9 . o2 . tm Method 

Start 287 End 

GI none Score 

Exons 287 .. 667, 4 00. . 657 



OJ990330_13. 9C23.C9 
28071 

TBLASTX: Maize 

667 

386 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start . 25006 End 

Name OJ990330_13 . 9C23 . C9 . ol . ts Method 

Start 389 End 

GI none Score 

Exons 389.. 772, 439.. 546 



OJ990330_13. 9C23.C9 
28071 

TBLASTX: Soybean 

772 

259 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start 25006 End 

Name OJ990330_13 . 9C23 . C9 . o7 . tw Method 

Start . 548 End 

GI none Score 

Exons 548. .763, 575. .745 



OJ990330_13.9C23.C9 
28071 

TBLASTX: Wheat 

763 

183 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start 25006 End 

Name OJ990330_13 . 9C23 . C9 . 06. tw Method 

Start • 1214 End 

GI none Score 

Exons 1214. .1606 



OJ990330_13.9C23.C9 
28071 

TBLASTX: Wheat 

1606 

184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12312 

26038 

25006 

OJ990330_ 

1229 

none 



13.9C23.C9.o4 .tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_13. 9C23.C9 
28071 

TBLASTX: Maize 

1687 

278 



1229.. 1555, 1339. .1500, 1619.. 1687 



Seq. No. 12312 Seq. ID 

Gene No. 26038 Strand 

Start 25006 End 

Name OJ990330_13 . 9C23 . C9 . o5 . tw Method 

Start 1613 End 

GI none Score 

Exons 1613.. 1774, 1766.. 1960 



OJ990330_13. 9C23.C9 
28071 

TBLASTX: Wheat 

1960 

105 



12787 



Seq. No. 


12312 






Gene No . 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9 


. 06 . tm 


Start 


1687 






GI 


none 








1687. . 


1857, 1688.. 1858 


Seq. No. 


12312 






Gene No; 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9 


.08. tw 


Start 


14167 






GI 


none 






Exons 


14167. 


.14346, 14188 


. .14346, 




14524. 


.14658, 14529 


. .14648 


Seq. No. 


12312 






Gene No . 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9 


o4 . tw 


Start 


16347 






GI 


none 






V von q 


* 16347. 


.16580, 16409 


.16579, 


Seq. No. 


12312 






rzpnp No 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9 


ol . tm 


Start 


16425 






GI 


none 






Rvnri c= 
i—j *\ \j 1 1 o 


16425. 


.17060, 16427 


.17128, 


Seq. No. 


12312 






Gene No. 


26038 






Start 


■ 25006 






Name 


OJ990330 13.9C23.C9 


o3 . tw 


Start 


16719 






GI 


none 






Exons 


16719. 


.16910, 16724 


.16909, 




17059. 


.17136 




Seq. No. 


12312 






Gene No. 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9. 


o2.ts 


Start 


16992 






GI 


none 






TT von Q 


16992. 


.17048,' 17080. 


.17151, 




17355. 


.17495 




Seq. No. 


12312 






Gene No. 


26038 






Start 


25006 






Name 


OJ990330 13.9C23.C9. 


o2 . tw 


Start 


17143 







Seq. ID OJ990330_13. 9C23.C9 
Strand 

End 28071 

Method TBLASTX : Mai ze 

End 1858 

Score 218 



Seq. ID OJ990330_13.9C23.C9 
Strand 

End 28071 

Method TBLASTX : Wheat 

End 14658 

Score 98 
14 371. . 14 565, 14 371 14 445, 



Seq. ID OJ990330_13.9C23.C9 
Strand 

End 28071 

Method TBLASTX: Wheat 

End 16682 

Score 185 
16584. .16682 

Seq. ID OJ990330_13. 9C23.C9 
Strand 

End 28071 

Method TBLASTX : Maize 

End 17409 

Score 560 
17092. .17388, 17383. .174 09 

Seq. ID OJ990330_13. 9C23.C9 
Strand 

End 28071 

Method TBLASTX : Wheat 

End 17136 

Score 182 
16911. .17060, 16928. .17056, 



Seq. ID OJ990330JL3. 9C23.C9 
Strand 

End 28071 

Method TBLASTX : Soybean 

End 17553 

Score 61 
17182. .17337, 17335. .17553, 



Seq. ID OJ990330_13. 9C23.C9 
Strand 

End 28071 

Method TBLASTX : Wheat 

End 17694 



12788 



I'll 

3*. 

ry 



GI 


none 


Score 


383 


Exons 


17143. .17595, 17238. .17573, 


17566. . 17694 


Seq. No. 


12312 


Seq. ID 


OJ990330_13. 9C23.C9 


Gene No. 


26038 


Strand 




Start 


25006 


End 


28071 


Name 


OJ990330 13. 9C23.C9.o5. tm 


Method 


TBLASTX: Maize 


Start 


17596 


End 


18058 


GI 


none 


Score 


172 


Exons 


17596.. 17 8 95, 17876.. 17965, 


17999. .18058 


Seq. No. 


12312 


Seq. ID 


OJ990330_13. 9C23.C9 


Gene No. 


26038 


Strand 




Start 


25006 


End 


28071 


Name 


OJ990330 13. 9C23.C9.o6.np 


Method 


AAT/NAP 


Start 


25006 


End 


28071 


GI 


4539658 


Score 


152 


Exons 


25006. .25030, 27784 .. 27963, 


28004. .28071 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


12312 


Seq. ID 


OJ990330_13. 9C23.C9 


Gene No. 


26038 


Strand 




Start 


. 25006 


End 


28071 


Name 


OJ990330 13.9C23.C9.o7.tm 


Method 


TBLASTX: Maize 


Start 


27509 


End 


28068 


GI 


none 


Score 


203 


Exons 


27509. .27721, 27510 27740, 


27516. .27728, 27517 .. 2774 1, 




27518. .27742, 28003. .28068 






Seq. No. 


12313 


Seq. ID 


OJ990330 13.9C23.C11 


Gene No . 


26039 


Strand 


+ 


Start 


1 


End 


3973 


Name 


OJ990330 13. 9C23.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3973 


GI 


6063554 


Score 


206 


Exons 


1..74, 1129. .1244, 1743. .1916, 2080. .2122, 3136. .3165, 




3800. .3973 






GI Descrip. 


' (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


12313 


Seq. ID 


OJ990330_13.9C23.C11 


Gene No . 


26040 


Strand 


+ 


Start 


4218 


End 


4567 


Name 


OJ990330 13. 9C23.Cll.ol.gp 


Method 


AAT/GAP 


Start 


4218 


End 


4567 


GI 


61605 3.R1084 


Score 


372 


Exons 


4218. .4449, 4536. .4567 






GI Descrip. 


' 1402920/emb|CAA66965 | 2.0e- 


20 (X98321) 


peroxidase [Arabido] 




thaliana] 1 






Seq. No. 


12313 


Seq. ID 


OJ990330_13.9C23.C11 


Gene No. 


26041 


Strand 


+ 


Start 


17387 


End 


19422 


Name 


OJ990330 13. 9C23.Cll.o4 . gs 


Method 


GENSCAN 


Start 


17387 


End 


19301 



12789 



C T 
bl 


none 


Score 


. o / 






Exons 


i T'JQ'i i 7 a oo 1*7*7QQ 


1 Q "7 A Q 1(30 

io / fiy. . loo 


1 Q A 1 Q1 Q9 


1 Qorii 
. 1" jUI 




beq . WO . 


1Z J 1j 


Seq. ID 


OJ990330_ 


1 O . jL^j 




Gene No. 


26041 


Strand 


+ 






Start 


17387 


End 


19422 






Name 


OJ990330 13. 9C23.Cll.o3.np 


Method 


AAT/NAP 






Qf _ ~f 

b r. an. 


18755 • 


End 


19422 






C T 


5306250 


Score 


80 






Exons 


18755. .18985, 19154 .. 19301 , 


19383. .19422 






bi uescrip. 


(AC006438) Mutator-like transposase [Arabidopsis 


thaliana] 


Seq. No. 


12313 


Seq. ID 


OJ990330_ 


13.9C23, 


.Cll 


Gene No. 


26042 


Strand 








Of 3 y-f 


314 


End 


521 






Name 


OJ990330 13.9C23.Cll.ol.gs 


Method 


• GENSCAN 






Of a r-f 


314 


End 


521 






bl 


none 


Score 


.4 






TP v /~s ey 


314. .521 










beq. no. 


12313 


Seq. ID 


OJ990330_ 


13.9C23, 


.Cll 


Gene No . 


26043 


Strand 








CH i vf 


1543 


End 


13820 






Name 


. OJ990330 13. 9C23.Cll.o2.gs 


Method 


GENSCAN 






Start 


1543 


End 


13820 - 






bl 


none 


Score 


.58 






Exons 


1543.-. 1992, 2015. .2214, 2228 


..2372, 3705. .3788, 


4450. .5131, 




5334. .5433,' 5928. .6121, 10039 .. 10118 , 


10136. .10204, 






12253. .12396, 12433. .12557, 


12606. .12768, 12837. 


. 13121, 






13686. .13820 










beq . ino . 


12313 


Seq. ID 


OJ990330_ 


13.9C23, 


.Cll 




26044 


Strand 








Start 


14061 


End 


16198 






Name 


OJ990330 13.9C23.Cll.o2.np 


Method 


AAT/NAP 






Of a r f 

b tar l 


14061 


End 


16198 








6746554 


Score 


295 






Exons 


14 061. .14242, 14 994. .16198 










bi uescrip. 


(AF193765) 10-deacetylbaccatin 111-10- 


0-acetyl transferase 




[Taxus cuspidata] 










Seq. No. 


12313 


Seq. ID 


OJ990330_ 


13.9C23. 


.Cll 


Gene No. 


26044 


Strand 








Of 3 r-f 

otar z. 


14061 


End 


16198 






Name 


OJ990330 13.9C23.Cll.o3.gs 


Method 


GENSCAN 






btart 


14812 


End 


16186 






P T 
bl 


none 


Score 


.81 






Exons 


14812. . 15501, 15521. .1618 6 










OcCJ. IN . 


12313 


Seq. ID 


OJ990330_ 


13.9C23. 


.Cll 


Gene No. 


26044 


Strand 








Start 


14061 


End 


16198 






Name 


OJ990330 13.9C23.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


14983 


End 


15736 






GI 


none 


Score 


121 






Exons 


14 983. . 15060, 15130. .15258, 


15262. .15429, 15540. 


.15725, 





15542. . 15736 



12790 



Seq. No. 12313 

Gene No. 26044 

Start 14061 

Name OJ99Q330_13 . 9C23 . Cll . ol . tw 

Start 15594 

GI none 

Exons 15594. .15725, 15611 15736, 
15923. .16009, 15923. .16009 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_13.9C23.C11 
16198 

TBLASTX: Wheat 

16009 

147 



15842. .15886, 15843. .15890, 



Seq. No. 12314 

Gene No. 26045 

Start 467 

Name OJ990330_13 . 9C23 . C12 . ol . gs 

Start 467 

GI none 
Exons 



Seq. ID OJ990330 13.9C23.C12 



Strand 
End 

Method 

End 

Score 



467. .795, 911. .1996, 3195. .3348, 3488. 



+ 

4228 
GENSCAN 
4228 
.54 
.4228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12314 Seq. ID OJ990330_13.9C23.C12 

26045 Strand + 

467 End 4228 

OJ990330_13 . 9C23 . C12 . o2 . np Method AAT/NAP 

567 End 4207 

4544372 Score 1207 

567. .695, 997. .2070, -2131. .2533, 2639. .4207 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 12314 Seq. ID 

Gene No. 2604 6 Strand 

Start 9568 End 

Name OJ990330_JL3 . 9C23 . C12 . 06 . ts Method 

Start 413 End 

GI none Score 

Exons 413. .751 



OJ990330_13.9C23.C12 
+ 

12067 

TBLASTX : Soybean 

751 

194 



Seq. No. 12314 Seq. ID 

Gene No. 26046 Strand 

Start 9568 End 

Name OJ990330_13 . 9C23 . C12 . o5 . ts Method 

Start 1161 End 

GI none Score 

Exons 1161.. 1385, 1392.. 1526 



OJ990330_13.9C23.C12 
+ 

12067 

TBLASTX: Soybean 

1526 

126 



Seq. No. 12314 

Gene No. 26046 

Start 9568 

Name OJ990330_13 . 9C23 . C12 . ol . tw 

Start 1323 

GI none 

Exons 1323.. 1379, 1331.. 1369, 1374. 



Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Wheat 

End 1727 

Score 72 

.1727, 1382. .1678, 1383. .1727 



Seq. No. 12314 Seq. ID 

Gene No. 26046 Strand 

Start 9568 End 

Name OJ990330_13 . 9C23 . C12 . o2 . tm Method 

Start 1377 End 



OJ990330_13.9C23.C12 
+ 

12067 

TBLASTX: Maize 
1595 



12791- 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1377. .1595, 

12314 
26046 
9568 

OJ990330_13. 

1596 

none 

1596. .2057, 

12314 
26046 
9568 

OJ990330_13. 

1728 

none 

1728. .2063, 

12314 
26046 
9568 

OJ990330_13. 

1743 

none 

1743. .2024, 

12314 
26046 
9568 

OJ990330_13. 

2364 

none 

2364. .2501, 

12314 
26046 
9568 

OJ990330_13. 

2409 

none 

2409. .2498, 

12314 
26046 
9568 

OJ990330_13. 

3063 

none 

3063. .3395 



Score 



273 



1382. .1594 



9C23.C12.ol.tm 



1596. .1727, 1745. 



9C23.C12.o4.tw 



1745. .1852 



9C23.C12.o2.ts 



Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Mai ze 

End 2057 

Score 545 

.1849, 1797. .1985, 1937. .2056 

Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Wheat 

End 2063 

Score 196 



Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Soybean 

End 2213 

Score 216 



1781. .1849, 2025.. 2213, 2069. .2200 



9C23.C12.ol.ts 



Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Soybean 

End 2776 

Score 151 



2366. .2497, 2522. .2776, 2523. .2774 



9C23.C12.o3.tw 
2538. .2813 

9C23.C12.o3.tm 



Seq. ID 

Strand 

End 

.Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_13.9C23.C12 
+ 

12067 

TBLASTX: Wheat 

2813 

75 



OJ990330_13.9C23.C12 
+ 

12067 

TBLASTX: Maize 

3395 

207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12314 
26046 
9568 

OJ990330_13. 

3144 

none 



9C23.C12.o4 . ts 



Seq. ID OJ990330_13.9C23.C12 

Strand + 

End 12067 

Method TBLASTX : Soybean 

End 3425 

Score 205 



12792 






Exons 


3144 . . 3425 








Seq. No. 


12314 


Seq. ID 


OJ990330__13.9C23.C12 




Gene No. 


26046 


Strand 


+ 




Start 


9568 


End 


12067 




Name 


OJ990330 13 9C23 C12 o2 tw 


M*=> "h h nH 






Start 


3785 ~ 


End 


4 192 




GI 


none 


Score 


211 




Exons 


3785. .4192, 3985. .4158 








Seq. No. 


12314 


Seq. ID 


OJ990330_13 . 9C23 . C12 




Gene No. 


26046 


Strand 


+ 




Start 


9568 


End 


12067 




Name 


OJ990330 13 9C23 C12 o3 ts 


Method 


TBLASTX : Soybean 




Start 


3968 ~~ 


End 


4218 




GI 


none 


Score 


226 




Exons 


3968.. 4213, 3968.. 4135, 3970 


..4140, 4177. .4218 




Seq. No. 


12314 


Seq. ID 


OJ990330_13.9C23.C12 




Gene No. 


26046 


Strand 


+ 




Start 


9568 


End 


12067 




Name 


OJ990330 13.9C23.C12.o3.gs 


Method 


GENSCAN 




Start 


9568 


End 


.12067 


'-.-J 


GI 


none 


Score 


.73 


a 


Rxon 


9568. .10180, 10442. .10725, 11110. .1206 


57 






12315 


Seq. ID 


OJ990330_13.9C23.C15 




HAnp No 


26047 


Strand 




; 3 


Start 


1 


End 


683 




Name 


OJ990330 13.9C23.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


683 


ri | 


GI 


2498930 


Score 


1151 




i—i *\ \y 1 1 *_? 


1. .683 






U! 


GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 


%j 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


l^i 


Seq. No. 


12315 


Seq. ID 


OJ990330_13.9C23.C15 




Gene No. 


26047 


Strand 






Start 


1 


End 


683 




Name 


OJ990330 13. 9C23.C15.ol.gs 


Method 


GENSCAN 




Start 


36 


End 


677 




GI 


none 


Score 


.94 




R x o n s 


36. .677 








Seq. No. 


12316 


Seq. ID 


OJ990330_13.9C23.C16 




Gpne No . 


26048 


Strand 






Start 


184 


End 


244 




Name 


OJ990330 13.9C23.C16.ol.np 


Method 


AAT/NAP 




Start 


184 .. 


End 


244 




GI 


2498930 


Score 


49 




R x n n 


184 . .244 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 






PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 




Seq. No. 


12316 


Seq. ID 


OJ990330_13.9C23.C16 




Gene No. 


26049 


Strand 






Start 


184 


End 


243 



12793 




Name 


OJ990330 13.9C23.C16.ol.gs 


Method 


GENSCAN 




Start 


184 ~ 


End 


243 




GI 


none 


Score 


.94 




Exons 


184 . . 243 








Seq. No. 


12317 


Seq. ID 


OJ990720 13.9C01. 


CI 


Gene No. 


26050 


Strand 


+ 




Start 


1 


End 


310 




Name 


OJ990720 13.9C01.Cl.ol.np ' 


Method 


AAT/NAP 




Start 


1 


End 


310 




GI 


5042447 


Score 


108 




P, vr>n 

U Awl 1 o 


1..38, 195. .310 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 




Seq. No. 


12318 


Seq. ID 


OJ990720 13.9C01. 


C2 


Gene No. 


26051 


Strand 


+ 




Start 


1 


End 


1779 




Name 


OJ990720 13.9C01.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1779 




GI 


4680179 


Score 


2597 




Exons 


1. .1779 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Sea No 


12318 . 


Seq. ID 


OJ990720_13.9C01. 


C2 


ripnp No 


26052 


Strand 


+ 




Start 


3287 


End 


3456 ' 




Name 


OJ990720 13. 9C01.C2.ol.gp 


Method 


AAT/GAP 




Start 


3287 


End 


3456 




GI 


LIB3433-02 6-P1-K1-C1 


Score 


265 




1—1 A \-r 1 1 O 


3287. .3456 








V_J *3 ^ X * 


, 5852170/emb| AL117265. 1 IOST17804 l.Oe- 


4 4 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


12318 


Seq. ID 


OJ990720_13. 9C01. 


C2 


Gene No. 


26053 ' 


Strand 






Start 


2550 


End 


2918 




Name 


OJ990720 13. 9C01.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1 


-End 


201 




GI 


none 


Score 


261 




Exons 


1..201, 51. .116, 162. .194 








Seq. No. 


12318 


Seq. ID 


OJ990720_13.9C01. 


C2 


Gene No. 


26053 


Strand 






Start 


2550 


End 


2918 




Name 


OJ990720 13.9C01.C2.o4.tw 


Method 


TBLASTX : Wheat 




Start 


1 


End 


201 




GI 


none 


Score 


298 




Exons 


1..201, 4. .201 








Seq. No. 


12318 


Seq. ID 


OJ990720_13.9C01. 


C2 


Gene No. 


26053 


Strand 






Start 


2550 


End 


2918 




Name 


OJ990720 13. 9C01.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


229 


End 


768 




GI 


none 


Score 


594 




Exons 


229. .768, 393. .764 









12794 




Seq. No. 


12318 




Seq. ID 


OJ990720_13.9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13.9C01.C2, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


466 ~~ 




End 


792 




GI 


none 




Score 


93 




Rxon s 


466. .648, 496 . .648, 


649. .792, 


651 . . 791 






Seq. No. 


12318 




Seq. ID 


OJ990720_13.9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13. 9C01.C2, 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


556 ~~ 




End 


816 




GI 


none 




Score 


292 




Exons 


556. .816, 559. .807, 


561 . .815 








Seq. No. 


12318 




Seq. ID 


OJ990720_13. 9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13. 9C01.C2. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


615 ~ 




End 


906 




GI 


none 




Score 


119 




Exons 


615. .902, 615. .902, 


616. . 906 








Seq. No. 


12318 




Seq. ID' 


OJ990720_13. 9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13.9C01.C2. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


775 




End 


1401 




GI 


none 




Score 


708 






775. .1401, 777. .1283, 778. .1395, 1341. 


. 1400 




Sea No. 


12318 




Seq. ID 


OJ990720 13.9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13.9C01.C2. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


954 




End 


1539 




GI 


none 




Score 


216 




Exons 


954. .1109, 955. .111* 


5, 1113.. 1274, 1114 


. . 1539, 1234 . . 1518 






1341. .1538 










Seq. No. 


12318 




Seq. ID 


OJ990720_13.9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13.9C01.C2. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1401 




End 


1734 




GI 


none 




Score 


302 




Exons 


1401. .1733, 1402. . 1734 








Seq. No. 


12318 




Seq. ID 


OJ990720 13.9C01. 


C2 


Gene No. 


26053 




Strand 






Start 


2550 




End 


2918 




Name 


OJ990720 13.9C01.C2. 


, o2.gs 


Method 


GENSCAN 




Start 


2550 - 




End 


2918 




GI 


none 




Score 


. 98 




Exons 


2550. .2918 











12795 




Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01. 


.C3 


Gene No. 


26054 




Strand 


+ 




Start 


364 




End 


1637 




Name 


OJ990720 13. 9C01.C3.ol. 


OS 


Method 


GENSCAN 




Start 


364 




End 


1637 




GI 


none 




Score 


. 82 




Exons 


364. .1053, 1197. .1637 










Seq. No. 


12319 




Seq. ID 


OJ990720 13.9C01. 


,C3 


Gene No. 


26055 




Strand 


4- ~~ 




Start 


5216 




End 


5597 




Name 


OJ990720 13.9C01.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


5216 




End 


5597 




GI 


uC-osflcyp033a04bl 




Score 


639 




Exons 


5216. .5597 










GI Descrip. 


' 601684 5/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genor 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


12319 




Seq. ID 


OJ990720_13. 9C01. 


,C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13. 9C01.C3.ol. 


np 


Method 


AAT/NAP 




Start 


7546 




End 


11798 




GI 


4680179 




Score 


4829 




Exons 


7546..8628, 8662. .11798 








GI Descrip. 


(AF111709) polyprotein 


[ Ory za 


sativa subsp. indica] 




Seq. No. 


12319 




Seq. ID 


OJ990720_13. 9C01. 


C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13.9C01.C3.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


7729 




End 


7994 




GI 


none 




Score 


206 




Exons 


7729. .7788, 7795. .7992, 


7797. , 


.7994 






Seq. No. 


12319 




Seq. ID 


OJ990720_13. 9C01. 


C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13. 9C01.C3.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8028 




End 


8379 




GI 


none 




Score 


284 




Exons 


8028. .8222, 8029. .8379 










Seq. No. 


12319 




Seq. ID 


OJ990720_13. 9C01. 


C3 


Gene No . 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13. 9C01.C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8029 




End 


8334 




GI 


none 




Score 


229 




Exons 


8"'029. .8334, 8043. .8207 










Seq. No. 


12319 




Seq. ID 


OJ990720_13. 9C01. 


C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13. 9C01.C3.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


8740 




End 


9093 




GI 


none 




Score 


185 





12796 



Exons 



8740. .9093, 8757. .8819, 8913. .9008 



Seq. No. 12319 

Gene No. 26056 

Start 7546 

Name OJ990J20_13.9C01.C3.o4.tw 

Start 9225* 

GI none 

Exons 9225.. 9449, 9226.. 9276, 9331. 

9446. .9709, 9448. .9666 



Seq. ID OJ990720_13. 9C01.C3 

Strand + 

End 11798 

Method TBLASTX: Wheat 

End 9709 

Score 52 

.9453, 9358. .9465, 9424. .9612, 



Seq. No. 12319 

Gene No. 26056 

Start 7546 

Name OJ990720_13 . 9C01 . C3 . o5 . tm 

Start 9237 

GI none 

Exons 9237.. 9449, 9238.. 9453, 9442, 



Seq. ID OJ990720_13.9C01.C3 

Strand + 

End 11798 

Method TBLASTX : Mai ze 

End 9528 

Score 178 
.9528, 9446.-9526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12319 Seq. ID 

26056 Strand 

7546 End 

OJ990720_13 . 9C01 . C3 . o3 . tm Method 

9596 End 

none Score- 



OJ990720_13.9C01.C3 
+ 

11798 

TBLASTX :Maize 

10096 

161 



9596.. 9775, 9604.. 9723, 9806. .10096, 9922.. 9975, 9944.. 10054 



Seq. No. 12319 

Gene No. 26056 

Start 7546 

Name OJ990720_13 . 9C01 . C3 . ol . ts 

Start 9650 

GI none 
Exons 



Seq. ID OJ990720_13. 9C01.C3 

Strand + 

End 11798 

Method TBLASTX : Soybean 

End 10045 

Score 57 



9650. .9682, 9652. .9681, 9686. .10045, 9686. .10045 



Seq. No. 12319 Seq. ID 

Gene No. 26056 Strand 

Start 7546 End 

Name OJ990720_13 . 9C01 . C3 . o5 . tw Method 

Start 9758 End 

GI none Score 

Exons 9758.. 10060, 9769.. 10044 



OJ990720_13.9C01.C3 
+ 

11798 

TBLASTX: Wheat 

10060 

382 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12319 Seq. ID 

26056 Strand 

7546 End 

OJ990720_13 . 9C01 . C3 . o3 . tw Method 

10061 End 

none Score 



OJ990720_13.9C01.C3 

+ 

11798 

TBLASTX: Wheat 

10486 

565 



10061. .1048 6, 10093. .10482, 10124. .104 86 



Seq. No. 12319 

Gene No. 26056 

Start 7546 

Name OJ990720_13 . 9C01 . C3 . o2 . tm 

Start 10132 

GI none 



Seq. ID OJ990720_13. 9C01.C3 

Strand + 

End 11798 

Method TBLASTX : Mai ze 

End 10495 

Score 4 62 



12797 



Exons 


10132. .10482, 10133, 


. . 10486, 


10133. .10495 




Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01 


.C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13.9C01.C3. 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


10495 




End 


11053 




GI 


none 




Score 


610 




Exons 


10495. .11052, 10517 . 


, . 11053 








Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01 


.C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13.9C01.C3. 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


10865 




End 


11101 




GI 


none 




Score 


261 




Exons 


10865. .11101, 10910. 


, . 11101 








Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01, 


.C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13.9C01.C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10900 ~ 




End 


11191 




GI.. 


none 




Score 


342 




Exons 


10900. .11187, 10901 . 


. 11191 








Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01, 


.C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13 . 9C01 . C3 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11060 ~ 




End 


11686 




GI 


none 




Score 


682 




Exons 


11060. .11686, 11116. 


. 11685 








Seq. No. 


12319 




Seq. ID 


OJ990720_13.9C01. 


.C3 


Gene No. 


26056 




Strand 


+ 




Start 


7546 




End 


11798 




Name 


OJ990720 13.9C01.C3. 


ol . tm 


Method, 


TBLASTX: Maize 




Start 


11240 




x End 


11797 




GI 


none 




Score 


226 




Exons 


11240. . 11401, 11243. 


. 11395, 


11399. .11797, 114 01. .117 96 




Seq. No. 


12320 




Seq. ID 


OJ990720_13. 9C01. 


,C6 


Gene No. 


26057 




Strand 






Start 


1 




End 


672 




Name 


OJ990720 13.9C01.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


672 




GI 


3319360 




Score 


122 




Exons 


1 . .146, 294 . . 672 










GI Descrip. 


(AF0774 08) contains 


similarity to Vicia faba 






ret rot ransposon— li ke 


i gene (GB : AB0074 67 ) 


[Arabidopsis thalia 


Seq. No. 


12321 




Seq. ID 


OJ990720_13.9G01. 


C8 


Gene No. 


26058 




Strand 






Start 


461 




End 


4896 




Name 


OJ990720 13.9C01.C8. 


ol . np 


Method 


AAT/NAP 




Start 


461 




End 


3386 





12798 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6691191 Score 2612 

461. .1367, 1405. .3386 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



12321 
26058 
461 

OJ990720_13 . 9C01 . C8 . ol . gs 

1020 '' 

none 

1020. . 1382 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 4 8 96 

Method GENSCAN 
End * 1382 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12321 
26058 
461 

OJ990720_13. 9C01.C8.o2.gs 

1910 

none 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 4896 

Method GENSCAN 

End 4896 

Score .54 



1910. .2608, 3078. .3319, 3852. .4171, 4466. .4541, 4785. .4896 



12321 
26059 
5048 

OJ990720_13. 9C01.C8.o4 .ts 

554 

none 



Seq. ID OJ990720_13. 9C01.C8 
Strand 

End 11276 

Method TBLASTX : Soybean 

End 992 

Score 70 



554. .643, 737. .853, 867. .974, 876. .992 



12321 
26059 
5048 

OJ990720_13. 9C01.C8.o2.tw 

909 

none 



Seq. ID OJ990720_13. 9C01.C8 
Strand 

End 11276 

Method TBLASTX : Wheat 

End 1364 

Score 54 



909. .1364, 919. .1050, 927. .1361 



12321 
26059 
5048 

OJ990720_13 . 9C01 . C8 . ol . ts 

1011 

none 



Seq. ID OJ990720_13. 9C01.C8 
Strand 

End 11276 

Method TBLASTX : Soybean 

End 1365 

Score 199 



1011. .1301, 1012. .1299, 1323. .1364, 1324. .1365 



12321 
26059 
5048 

OJ990720_13.9C01.C8.ol.tc 

1423 

none 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Cress 

End 1805 

Score 72 



1423. .1602, 1424. .1573, 1611. .1724, 1728. .1805 



12321 
26059 
5048 

OJ990720_13.9C01.C8.o5.tw 
1519 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Wheat 

End 1981 



12799 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

1519. .1605, 
1941. .1979, 

12321 
26059 
5048 

OJ990720_13. 

1994 

none 

1994. .2296, 

12321 
26059 
5048 

OJ990720_13, 

2006 

none 

2006. .2176, 

12321 
26059 
5048 

OJ990720_13. 

2087 

none 

2087. .2374, 

12321 
26059 
5048 

OJ990720_13. 

2298 

none 

2298. .2537, 

12321 
26059 
5048 

OJ990720_13. 

2807 

none 

2807. .2929, 

12321 
26059 
5048 

OJ990720_13. 

2828 

none 

2828. .2929, 

12321 
26059 
5048 

OJ990720_13. 
4378 



1611. .1721, 1707. 
1943. . 1981 



9C01.C8.o3.tw 



2109. .2294 



9C01.C8-ol.tm 



2153. .2566 



9C01.C8.o3.ts 



Score 64 

.1790, 1788. .1943, 1804. .1947, 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Wheat 

End 2296 

Score 134 



Seq. ID OJ990720_13.9C01.C8 

Strand ' - 

End 11276 

Method TBLASTX : Mai ze 

End 2566 

Score 257 



Seq. ID OJ990720_13. 9C01.C8 
Strand 

End 11276 

Method TBLASTX : Soybean 

End 2440 

Score 106 



2106.. 2363, 2153.. 2374, 2375.. 2440 



9C01.C8.ol.tw 
2299.. 2538, 2300. 

9C01.C8.o2.ts 
2819. .2977, 2937. 

9C01.C8.o4.tw 
2931.. 3200, 2932. 

9C01.C8.o6.tw 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Wheat 

End 2731 

Score 92 
.2731, 2324. .2710 

Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Soybean 

End 3200 

Score 69 
,3200, 2938.. 3177 

Seq. ID OJ990720_13.9C01.C8 
Strand 

11276 

TBLASTX: Wheat 
3200 
148 



End 

Method 
End 
Score 
.3186 



Seq. ID OJ990720_13.9C01.C8 
Strand 

End 11276 

Method TBLASTX : Wheat 

End 4731 



12800 




P T 


none 


Score 


9HR 






Exons 


A 77R 47^1 
4 J ;o . .4 /OX 










o e q • in o . 




oeq . id 


Pi TQQ079n 1 7 


qphi 


PR 


Gene No. 


26059 


Strand 








Start 


5048 


End 


11276 






Name 


n.TQQD79n 1 "3 QPD1 PR nn 


Mof H i^i <H 
L Jtr LilUU 


A AT /NAP 






C 4- v-+- 

O taiTL. 


0 U 41 O 


Ejno. 


R A A 7 
O 4 fl O 






P T 


Q R9 1 Q1 


Score 


IOC 
1^ J 






IT 1 V T"1 C 1 

Lxons 


^H/IR ^"341 R41"3 ftdd^ 










bi uescrxp . 


/AT1179£ C ^ 7hhnm 1 1 fHru7a 


sat i va J 








oeq. in o . 


1 9 79 1 


Octj . -LU 


Pi TQ QH7 9 0 1 ^ 




PR 


Gene No. 


26059 


Strand 








Start 


5048 


End 


11276 






in diut; 


n i 7QQ079f) 1 7 QP01 PR r>4 nn 


Mot" h 


AAT /NAP 






Q+- a r*+- 


JZU J 










P T 


JO jZIO Jl 


Score 








Exons 


^9(17 ^9^6 647R 










VjX UcoCIip. 


(AT.11796S1 ThhODI 1 1 fOrvra 


oaf i TTa 1 
aaLi va j 








oeq . NO . 


12321 


Seq. ID 


OJ990720_13 


qph i 


PR 


Gene No. 


26059 


Strand 








Start 


5048 


End 


11276 






Name 


OJ990720 13.9C01.C8.o3.gs 


Method 


GENSCAN 






Cf nrf 

0 tart. 


6360 


End 


11276 






bx 


none 


Score 


.43 






Exons 


6360. .6418, 6475. .6605, 9538. .9682, 10008 .. 1028 6, 


i n 1 q 

IUjIo 


. i u h z y , 




10589. .10754, 11197. .11276 










Seq. No. 


12322 


Seq. ID 


OJ990720_13 


. 9C01 


C9 


Gene No. 


26060 


Strand 


+ 






otdrT. 


125 


End 


2007 






Name 


OJ990720 13.9C01.C9.ol.gs 


Method 


GENSCAN 






Of v -t- 


125 


End 


2007 






P T 


none 


Score 


.58 






TP v /"\ 0 


125. .295, 1689. .1857, 1874. 


.2007 








0 e q . in 0 . 


12322 


Seq. ID 


OJ990720_13 


. -?^u X 


PQ 


P,o n 0 TCI 


26061 


Strand 








u Lai l 


1 


End 


328 






Name 


OJ990720 13.9C01.C9.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


328 






p j 


5922623 


Score 


72 






Exons 


1..28, 218. .328 










tax uescrip . 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi | 6016856 |dbj IBAA85199. 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










0 e q . in 0 . 


12322 


Seq. ID 


OJ990720_13 


. 9C01. 


C9 


Cpnp No 


26062 


Strand 








Start 


333 


End 


2018 






Name 


OJ990720 13.9C01.C9.o2.np 


Method 


AAT /NAP 






Start 


333 


End 


2018 






GI 


5852179 


Score 


77 






Exons 


333. .370, 1806. .2018 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 









12801 






Seq. No. 


12323 Seq. ID 


-OJ990720_13.9C01.C10 




Gene No. 


26063 Strand 


+ 




Start 


1 End 


712 




Name 


OJ990720 13. 9C01.C10.ol.np Method 


AAT/NAP 




Start 


1 End 


712 




GI 


6063554 Score 


102 




Exons 


1..55, 538. .712 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 






correspond to a region of the predicted gene.; hypothetical 






k> J- w Lcxii l \s x k^ci v a j 






Seq. No. 


12323 Seq. ID 


OJ990720_13.9C01.C10 




Gene No. 


26064 Strand 






Start 




97 




Name 


O.T9907 90 1 ^ 9P01 PI 0 nl rrr> Mol-hoH 


a at /nap 

r\t\ JL / \jr\r 




Start 


X EjIIU 


Q7 




GI 




1 £9 
io^ 




Exons 


1 Q7 _ 
j. • • z> f 






GI Descrip. 


1 R R R 9 1 7 0 /omh I AT 1 1 7 9 £ R 1 IOc:t17ROj4 1 Ho- 


llj UxyZa. SaLlVa 






Xill_i.XLCt \ \3lar\ t ± j y ClUJllLX t_ LJVir\f LI 11 L/iU(J o (Jilltr 4 


RAP pi nnp»f HPfl/l ' 




Seq. No. 


12324 Seq. ID 


OJ990720_13.9C01.C11 




Qej^e No. 


9fiO( = iR 0 4- r a n H 
t,UUDJ OLI CtilLl 






Start 


^00 RnH 


91 Q 

., z) X 


". Z', 


Name 


0 19907 9 0 1 ^ 9P*01 PI 1 o 1 MafhnH 


vjCjJNoL/\IN 


r! I 


Start - 


^00 _ FnH 


919 


: J Si 


GI 


IlUilc oCOlc 


R9 


: ; ; 


P, von ^ 


*^oo 1 7 qi q 




:. "£ 


Seq. No. 


12325 Seq. ID 


OJ990720_13.9C01.C12 


! 1.5 


Gene No. 


26066 Strand 


+ 




Start 


3536 Fnd 


3640 




Name 


0.1990790 1 ^ 9P01 PI 9 n? nn M^-hhnH 


A A T /MAP 


Q 


Start 


^R^fi ~~ Fnrl 
j j j u Hii n_i 






GI 


6721512 Qporp 


7 S 




Exons 


3536 3640 






GI Descrip. 


(AP00107^M hvnnfhpi-i p^l nrntpin [nr\/73 


oaf i tt2 1 


f"\ 
,1 31. 


Seq. No. 


12325 Seq. ID 


OJ990720_13.9C01.C12 


'" sr 


Gene No. 


26067 Strand 


+ 




Start 


4329 End 


6799 




Name 


OJ990720 13. 9C01.C12.o3.np Method 


AAT/NAP 




Start 


4329 End 


6799 




GI 


6721512 Score 


73 




Exon s 


4329.. 4356, 6248.. 6353, 6609.. 6799 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12325 ... Seq. ID 


OJ9907-20_13.9C01.C12 




Gene No. 


26067 Strand 


+ 




Start 


4329 End 


6799 




Name 


OJ990720 13. 9C01.C12.ol.gp Method 


AAT/GAP 




Start 


5562 End 


5653 




GI 


uC-osflcyp022c06b2 Score 


148 




Exons 


5562. .5653 






GI Descrip. 


'5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 



genomic sequence, complete sequence ' 



12802 






Seq. No. 


12325 


Seq, ID 


OJ990720_13, 


9C01.C12 




Gene No. 


26068 


Strand 








otaiL 


655 


End 


Z OU4 






Name 


OJ990720 13.9C01.C12.ol.np 


Method 


7\ 7\ rp / xi 7\ o 






btari. 


655 


End 








n t 
hi 


4680186 


Score 


Z 1U 






Exons 


655. .829, 2585. .2604 










Lii uescnp. 


(AF111709) unknown [Oryza sativa subsp 


. lndica] 






Seq. No. 


12326 


Seq. ID 


OJ990720_13. 


9C01.C13 




Gene No. 


26069 


Strand 


+ 






biart 


1088 


End 


4 D UU 






Name 


OJ990720 13. 9C01.C13.ol.np 


Method 








Of -|V>f 

o tart, 


1088 


End 


a c r\ r\ 
4 D UU 








5852181 


Score 


oz 






U 1 vf /"\ r^i c 


1088. .1152, 4372. .4500 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 








Seq. No. 


12326 


Seq. ID 


OJ990720_13. 


9C01.C13 




Gene No. 


26070 


Strand 


+ 






Of n •>-+- 

oiart 


4657 


End 


O O O / 






Name 


OJ990720 13.9C01.C13.o2.np 


Method 


7\ 7\ T> / VI 7\ 

AA1 / NAr 




n 


Start 


4657 


End 


bob / 




. n 




1666236 


Score 


ZOO 






Exons 


4657. .5285, 6644. .6667 








fli 


GI Descrip. 


(U76261) unknown [Hordeum vulgare] 








o e q • in o . 


12326 


Seq. ID 


OJ990720_13. 


9C01.C13 




Gene No . 


26071 


Strand 


+ 






Start 


6583 


End 


9369 






Name 


OJ990720 13. 9C01.C13.o3.np 


Method 


AAT/NAP 






Of a >-+- 


6583 


End 


9369 




i5 


H T 


4325357 


Score 


358 




f-'i 


Exons 


6583. .7245, 8044. .8637, 9276 


. . 9369 






' -i 


GI Descrip. 


(AF128395) contains similarity to Arabidopsis thaliana 


; i 




retrotransposon Athila hypothetical protein 1 (GB:X81801) 






[Arabidopsis, thaliana] 








•s sr 


Can Klr^i 


12326 


Seq. ID 


OJ990720_13. 


9C01.C13 




Gene No. 


26072 


Strand 


+ 






Start 


15526 


End. 


19667 






Name 


OJ990720 13.9C01.C13.o4.np 


Method 


AAT/NAP 






o tar u 


15526 


End 


19667 








4544372 


Score 


495 






Exons 


1552 6. .15567, 18 94 2. .19667 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein . [Arabidops. 






thaliana] 










Seq. No. 


12326 


Seq. ID 


OJ990720_13. 


9C01.C13 




Gene No. 


26072 


Strand 


+ 






Start 


15526 


End 


19667 






Name 


OJ990720 13.9C01.C13.o2.gs 


Method 


GENSCAN 






Start 


18924 


End 


19565 






GI 


none 


Score 


.95 






Exons 


18924. .19565 









12803 




Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


.C13 


Gene No. 


26073 


Strand 






O L- CI X L- 


5723 


End 


7267 




Name 




Method 


TBLASTX: Wheat 






4 8 4 9 " 

"i O 4 y 


End 


7240 




o x 




Score 


219 




r vnn q 

DAUllO 


4R4Q M R 1 6R 1 9 6Q?R 6Q4 4 


..7159, 7133. .7240 * 






X £- ~J £~ \J 


Seq. ID ' 


OJ990720__13.9C01 


• X J 






Strand 






Start 


5723 


End 


7267 




Name 


OJ990720 13. 9C01.C13.ol.gp 


Method 


AAT/GAP 




Start 


5723 


End 


6276 




\J X 


4879016 


Score 


803 




LiAUIlO 


5723. .6276 










6041757/gb| AC011806.il AC0118 


06 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


.C13 


Gene No. 




Strand 








c, "7 0 "3 
0 / £ J 


End 


7267 




Name 


ujyyu/zu jlj. yi.ui.Lij.oi.tc 


Method . 


TBLASTX: Cress 




C+- a -r-f- 




End 


7267 




ol 


none 


Score 


200 




IiiXOIlo 










Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


.C13 


Gene No. 


Z 0 U / *1 


Strand 






O Lai U 


Q fl "3 Q 


End 


8400 




Name 


uuyyu /zu ij.jlui.lij.oj.lw 


Method 


TBLASTX: Wheat 






0 U JO 


End 


8400 




r;T 

O J- 


none 


Score 


114 




LAUIlO 










Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


.C13 


Gene No. 


26075 


Strand 






Start 


13928 


End 


14171 




IN dllLC 


OJ990720 13. 9C01.C13.o3.tm 


Method 


TBLASTX: Maize 




C-j- -a r -}- 
u Lai L 


13928 


End 


14098 




ox 


none 


Score 


270 




TT* von q 


13928. .14083, 13929 .. 14 093, 


14021. .14098 




Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


-C13 


Gene No. 


26075 


Strand 








13928 


End 


14171 




Name 


OJ990720 13. 9C01.C13.o2.ts 


Method 


TBLASTX : Soybean 




OLal L 


13976 


End 


14171 




OX _ - ; 


none 


Score 


189 




LiAUIlO 


13976. .14083, 13977.. 14171 








Seq. No. 


12326 


Seq. ID 


OJ990720_13. 9C01 


.C13 


Gene No. 


26076 ■ 


Strand 






Start 


18975 


End 


19666 




Name 


OJ990720 13. 9C01.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


18975 


End 


19380 




GI 


none 


Score 


86 





12804 





TT yon ^ 


18975 1 9D31 18975 19010 


18980. .19021, 19026. .19379, 








19034 19336 19035 19376 


19036. .19380 






Seq. No. 


12326 


Seq. ID 


OJ990720_13. 9C01 


.C13 




Gene No. 


26076 


Strand 








Start 


18975 


End 


.19666 






Name 


OJ990720 13 9C01 C13 o2 tm 


Method 


TBLASTX : Maize' 






Start 


19029 — 


End 


19247 






GI 


none 


Score 


295 








19029 19247 19034 19246 










Corr Mo 


12326 


Seq. ID 


OJ990720_13.9C01 


CI 3 

* \s X J 




Gene No. 


26076 


Strand 








Start 


18975 


End 


19666 






Name 


OJ990720 13 9C01 C13 ol tm 


Method 


TBLASTX: Maize 






Start 


19248 ~ 


End 


19666 






GI 


none 


Score 


390 








19248 19592. 19248 19511. 


19250. .19591, 19598. .19666, 








19600. 19665 










Seq. No. 


12326 


Seq. ID 


OJ990720_13.9C01 


.C13 




Gene No. 


26076 


Strand 








Start 


18975 


End 


19666 






Name 


OJ990720 13 9P01 P1 3 ol fs 


Method 


TBLASTX : Soybean 








1 932? ~~ 

J. I? O 


End : 


19553 






x 


none 


Score 


207 




; c 

! y 


LiAUllO 


iq^?? 1 QS^? 1 Q393 19553 

X J? O ^ . . X J *J *J z. , 1^ Ji, J . • 1 J J J J 












1 ? 3?7 


Seq. ID 


OJ990720_13.9C01 


.C14 




UCllC LN W • 


26077 


Strand 


+ 






Start 


959 


End 


18253 




Til 


Name 


OJ990720 13. 9C01.C14.ol.gs 


Method 


GENSCAN 






Start 


959 


End 


18218 






GI 


none 


Score 


.42 






F" von c« 


959 1043 2332 2541 4317 


.4400, 4532. .5791, 6781. .7473, 






7592 7914 8582 8788 8916 


..9118, 9892. .10063, 10138. 


.10319, 


s: 




14844 14917 15083 15163 


16493. .16522, 16696 .. 1 6910 , 




'..1 




17106 17220 17253 18218 








CI! 


Sea No 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 


□ 


Gene No. 


26077 


Strand 


+ 






Start 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.ol.np 


Method 


AAT/NAP 






rt- 


4568 


End 


8941 








6705984 


Score 


431 






I* 1 von q 


4568. .5049, 8884. .8941 










\J X IV" O v— X X £V . 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. . 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 




Gene No. 


26077 


Strand 


+ 






Start 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4588 


End 


5039 






GI 


none 


Score 


272 






Exons 


4588. .4851, 4606. .4845, 4855 


..5034, 4864. .5016, 4875. .5039 




Seq. No. 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 



12805 






Gene No. 


26077 


Strand 


+ 








3 j j 


End 


18253 






Name 




Method 


TBLASTX : Soybean 








4 697 ~~ 


End 


5046 






P T 


none 


Score 


164 








4697 4RQ6 46P4 4RQ6 4RRR 

"i DZ. / • .40-70/ 1 DOS • . 4000 


. .5046, 4905. .5036 






Seq. No. 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 




Gene No. 


26077 


Strand 


+ 






C+- -5 r-4- 




End 


18253 






Name 


nTQQn"7?D 1 ? QPm PI 4 nl hm 


Method 


TBLASTX: Maize 






o tail 


4 R 1 ^ _ 
4 0 1 J 


End 


5073 






f T 


none 


Score 


189 








4R1^ Sfl7^ 4R1^ ^067 










O C q • LN U . 




Seq. ID 


OJ990720_13. 9C01 


. C14 




Gene No. 


26077 


Strand 


+ 






Start 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.o2.np 


Method 


AAT/NAP 








5192 


End 


6592 






PT 


6498436 


Score 


455 






Hi A(JI lO 


5192. .5392, 5441. .5947, 6043 


..6144, 6393. .6592 




n 




(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 


rr; 
i.i 1 


Gene No. 


26077 


Strand 


+ 




pi 


Of arf 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.ol.gp 


Method 


AAT/GAP 






btarc 


9829 


End 


12903 




Li! 


P T 


none 


Score 


891 






JjXOllb 


9829. .10063, 11095 .. 11160 , 12385 .. 12638 , 12870. .12903 




; Li 


Mo 

oeq . LNO . 


12327 


Seq. ID 


OJ990720_13. 9C01 


PI 4 




VJC11C. LV W • 


26077 


Strand 


+ 




□ 


Start 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.o3.np 


Method 


AAT/NAP 






Of a -r-f- 


17081 


End 


18253 




^! 


P T 


4544372 


Score 


478 






Exons 


17081. .18253 








i.si 


P.T riocpr 1 ! n 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 


L 




thaliana] 










Seq. No. 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 




Gene No. 


26077 


Strand 


+ 








959 


End 


18253 






Name 


OJ990720 13.9C01.C14.o2.tw 


Method 


TBLASTX: Wheat 








17849 


End 


18250 








none 


Score 


234 






Exons 


17849... 18250, 17857 .. 17 940, 


18049. .18222 






Qpn Mo 


12327 


Seq. ID 


OJ990720_13.9C01 


.C14 




Gene No. 


26077 


Strand 


+ 






Start 


959 


End 


18253 






Name 


OJ990720 13.9C01.C14.o2.ts 


Method 


TBLASTX : Soybean 






Start 


18032 


End 


18253 






GI 


none 


Score 


210 






Exons 


18032. .18253, 18032 .. 18172 , 


18034. .18204 





12806 



beq . no . 


12328 


Seq. ID 


p, Toamo n 




.bio 


Gene No. 


26078 


Strand 








Start 


122 


End 


3968 






Name 


OJ990720 13.9C01.C15.ol.np 


Method 


fin, 1 / IN/Air 






Of -irf 


122 


-End 








P T 


6815052 


Score 








Exons 


122. .203, 285. .981, 1030. .1173, 1962.. 


2054, 2884 


. .2983, 






3277. .3401, 3670. .3741, 3823 


. .3968 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12328 


Seq. ID 


OJ990720_ 


13. 9C01 


.C15 


bene no . 


26079 


Strand 








Of iyf 
OLdiL 


4069 


End 


4407 






Name 


OJ990720 13.9C01.C15.ol.tw 


Method 


TBLASTX: Wheat 




Of a yf 


1243 


End 


1737 








none 


Score 


83 






XT' v /"\f"» o 
HiXOilo. 


1243. .1533, 1253. .1534, 1558 


. .1716, 1558. .1737 






Seq. No. 


12328 


Seq. ID 


OJ990720_ 


13.9C01 


.C15 


ocilc LNO ■ 


26079 


Strand 








Of 3 -f-4- 


4069 


End 


4407 






Name 


OJ990720 13.9C01.C15.o2.gs 


Method 


GENSCAN 






O f- — > vf 

otart 


4069 


End 


4407 






P T 


none 


Score 


.98 






Exons 


4069. .4407 










Seq. No. 


12329 


Seq. ID 


OJ990720_ 


13. 9C01 


.C16 


Gene No. 


26080 


Strand 


+ 






Of 2 rf 

o car u 


4498 


End 


8673 






Name 


OJ990720 13.9C01.C1.6.o3.gs 


Method 


GENSCAN 






O f -1 ■vf 

btart 


4498 


End 


8511 






P T 


none 


Score 


.59 






Exons 


4498.-4755, 4843. .5046, 5133 


. .5225, 5301. .5399, 


5479. .5584, 




8408. .8511 










Seq. No. 


12329 


Seq. ID 


OJ990720_ 


13.9C01 


.C16 


Gene No. 


26080 


Strand 


+ 






Of 3 r f- 

O td ITT- 


4498 


End 


8673 






Name 


OJ990720 13.9C01.C16.o2.np 


Method 


AAT/NAP 






Of a vf 


6941 


End 


8673 






P T 


5042463 


Score 


112 






HiXons 


6941. .7132, 7787. .7928, 7981 


..8080, 8642. .8673 






"T" r*^ ^ >** t 

oi uescrip . 


(AC007789) unknown protein [Oryza sativa] 






oeq. no. 


12329 


Seq. ID 


OJ990720_ 


13.9C01 


.C16 


Gene No. 


26081 


Strand 


+ 






Start 


• 10566 


End 


21898 






Name 


OJ990720 13.9C01.C16.o4.gs 


Method 


GENSCAN 






Start 


10566 


End 


15593 






GI 


none 


Score 


.44 






Exons 


10566. .10932, 10955 .. 11076, 


11957. .12085, 12464. 


.12596, 






13020. . 13512, 13628. .13773, 


14266. .14713, 15026. 


.15278, 






15342. . 15593 










Seq. No. 


12329 


Seq. ID 


OJ990720_ 


13.9C01 


.C16 


Gene No. 


26081 


Strand 


+ 







12807 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



10566 End 21898 

OJ990720_13 . 9C01 . CI 6 . o3 . np Method AAT/NAP 

10641 End 16925 

4544372 * Score 1180 

10641. .10686, 13584. .14777, 14844 .. 15248, 15354. .16925 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



d e q . in o . 


X & 3£ y 


Seq. ID 


OJ990720^ 


_13 


9C01 


pi 6 


Gene No. 


26081 


Strand 


+ 








Start 


10566 


End 


21898 








Name 


OJ990720 13.9C01.C16.o4.np 


Method 


AAT/NAP 








Q-l- a vh 
otdl L 


16693 


End 


21898 








C T 
oX 


5852180 


Score 


610 








Lxons 


16693. .16795, 202 68 .. 20335 , 


21320. .21436, 21487 


. .21898 




(ai uescrrp. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










oeq . no . 


12329 


Seq. ID 


O.TQQD7 90 


J. J 


X 


PI £ 


Gene No. 


26082 


Strand 










Start 


109 


End 


3219 








Name 


OJ990720 13,9C01.C16.ol.gs 


Method 


GENSCAN 








Of -i vf 


109 


End 


1447 










none 


Score 


.61 








sj Exons 


109. .162, 263. .667, 1328. .1447 










.'Pi 

= r beg • wo . 


12329 


Seq. ID 


OJ990720_ 




Qf n-i 

X 


.Lid 


U Gene No. 


26082 


Strand 










"1 Start 


109 


End 


3219 








1 1 Name 


OJ990720 13.9C01.C16.ol.np 


Method 


AAT/NAP 








C +- --i >-4- 


1318 


End' 


2665 








s :" s ^ 


6815052 


Score 


226 








.- r iijxons 


1318. .1348, 2386. .2439, 2512 


. .2665 










a n T P\ d <~- o y" n 

: OX UcoLIip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








g s? 

i , * o e q . IN o . 


12329 


Seq. ID 


OJ990720_ 


X J) • 


y^\j x 


PI 

. LID 


Gene No. 


26082 


. Strand 










"I] Start 


109 


End 


3219 








ssf Name 


OJ990720 13.9C01.C16.o2.gs 


Method 


GENSCAN 








Of ayf 


2317 


End 


3219 










none 


Score 


.84 








Exons 


2317. .2471, 2512. .2676, 2951 


..3090, 3158. .3219 








Sea No. 


12329 


Seq. ID 


OJ990720_ 


JL3. 


9C01 


C16 


Gene No. 


26083 


Strand 










Start 


17382 


End 


20566 








Name 


OJ990720 13.9C01.C16.o6.gs 


Method 


GENSCAN 








Start 


17382 


End 


20462 








GI 


none 


Score 


.87 








Exons 


17382. .18065, 1814 4. .18254, 


18325. .18399, 18460 


. .IE 


J900, 






18979. .19188, 20397. .20462 












Seq. No. 


12329 


Seq. ID 


OJ990720_ 


JL3. 


9C01 


C16 


Gene No. 


26083 


Strand 










Start 


17382 


End 


20566 








Name 


OJ990720 13.9C01.C16.ol.gp 


Method 


AAT/GAP 








Start 


20184 


End 


20566 








GI 


uC-osflcyp033a04bl 


Score 


704 









12808 




Exons 20184. .20566 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1 ," clone : P0711E10 1 



oeq, ln o . 


1 9"39Q 




Seq. ID 


OJ990720_13. 9C01 


pi f, 

. LID 


uene lno . 


9fif)R4 

ZDU04 




Strand 






C +- >- 4- 
otdi I 


L\\J ZJ ZJ Z? 




End \: ■ 


21842 




Name 




.ox* tw 


Method 


TBLASTX: Wheat 




Start 


14040 




End 


14444-' 




GI 


none 




Score 


53 




Exons 


14040 IdOQfi 14HQ1 


1 4 4 4 4 

• 14 4 4 4/ 


14098. .14208, 14103. .1444 4 




oeq. ln o . 


1 9^9Q 




Seq. ID 


OJ990720_13. 9C01 


PI fi 


bene lno . 


9 fiOR 4 




Strand 






OLdi L 


t. U _/ _7 _7 




End 


21842 




Name 


VyU-7-7U/^-.U l_>»."'bVJl.bl"J 


n9 t-m 


Method 


TBLASTX: Maize 




Start 


14094 ~ 




End 


14312 




GI 


none 




Score 


273 






1 40Q4 14^19 14DQ4 

14U J4 . • X4 Jit; 1 4 U 4 • 


1 49Q4 

» 1 4 Z? 4 / 


14114. .14311 




oeq . 1NO . 






Seq. ID 


OJ990720_13.9C01 


PI fi 
. b 1 0 


bene lno . 


9 £0 ft 4 
Z 0 U O 4 




Strand 






otait 


Z U 




End 


21842 




Name 




ol * tm 


Method 


TBLASTX: Maize 




Start 


14313 




End 


14774 




GI 


none 




Score 


525 




Exons 


iyi*3i ^ 14774 1 4*31 *J 
11 O J. J . . 11 / / 4 f 1 4 O 1 O . 


1 4 £ 1 ft 


14315. .147 


73 




oeq. LNO . 


l^j^y 




Seq. ID 


OJ990720_13. 9C01 


PI £ 


bene lno . 


9 c n p >i 




Strand 






C -(- a >- +- 


9DQQQ 




End 


21842 




Name 


nTQQH79n 1 "3 QP01 PI £ 


Oj . tW 


Method 


TBLASTX: Wheat 




Start 


14445 




End 


14765 




GI 


none 




Score 


215 




Exons 


1444S 1476^ 14 4 69 

1444 J . • 14 f O *J / 1 4 4 O • 


1 479S 

14 ( C\~J 








oecj . LNO • 


1 9*39Q 




Seq. ID 


OJ990720_13.9C01 


PI fi 
• b 1 D 


bene lnvj. 


9 60ft 4 

Z. p \J O 4 




Strand 






Of- -a r +- 


^. \j zf z? z* 




End- 


21842 




Name 


OTQQD79n 1 ^ QP01 PI f, 


UZ . Lo 


Method 


TBLASTX : Soybean 




Start 


14460 




End 


14917 




GI 


none 




Score 


219 




£j Abi 1 o 


144 fiO 14741 144 QR 

144 IJU . .14/41/ 144-70. 


1 4 fi^-S 

14 UJJ / 


14742. .14 900, 1478 6. .14 917 




o e q . LN O • 


1 0*500 
1 c. 3 c. y 




Seq. ID 


OJ990720_13.9C01 


PI fi 
• b 1 D 


bene lno • 


9 fiflft 4 

£. D U 0 4 




Strand 








9 fl Q Q Q 




End 


21842 




Name 


OJ990720 13.9C01.C16. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


15081 




End 


15493 




GI 


none 




Score 


144 




Exons 


15081. . 15218, 15083. . 


15214/ 


15239. .154 


93, 15240. .15491 




Seq. No. 


12329 




Seq. ID 


OJ990720_13. 9C01 


.C16 


Gene No. 


26084 




Strand 






Start 


20999 




End 


21842 




Name 


OJ990720 13.9C01.C16. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15126 




End 


15524 





12809 








none 




Score 


7 6 








1 M 96 1 R91 R 1 R9RR 


1 RR94 










Seq. No. 


12329 




Seq. ID 


OJ990720_13.9C01 


.C16 




Gene No. 


26084 




Strand 








C -|- -a y-4- 


c. u y y y 




Hi 1 1U 


91 R49 






Name 


OTQQm9n 1 "3 QP01 PI 6 


A 

04 . t S 




TRT ZVQTY- Qriuhoan 
I D -LtriO 1 A . O OyDc cil 1 






C +- -1 y-4- 


, icon ~~ 
IjoDI 






1614 9 






Lxl 


none 




Score 


9 9 R 








1 Rft61 161/19 1 604Q 


1614 1 

1D141 










Seq. No. 


12329 




Seq. ID 


OJ990720_13. 9C01 


.C16 




Gene No. 


26084 




Strand 










90 QQ Q 






9 1 PI 4 9 
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Gene No. 


26095 




Strand 


+ 






Start 


5211 




End 


5861 






Name 


OJ990630 14.9C03.C3. 


ol .np 


Method 


AAT/NAP 








5211 




End 


5861 






bl 


3746060 




Score 


673 








5211. .5861 












bl UcbLXip. 


(AC005311) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


12335 




Seq. ID 


OJ990630_ 


14 .9C03. 


.C3 


Gene No. 


26096 




Strand 


-f 






Start 


9425 




End 


16831 






Name 


OJ990630 14.9C03.C3. 


o2 . gs 


Method 


GENSCAN 






Start 


9425 




End 


16831 






GI 


none 




Score 


.67 







12816 




DAUllO 


Q49S Q4^n 10S17 10SQS 


1 9044 1914^ 

ltU44 . * X Z. X 4 J 


1 66Q^ 1 fift^l 

/ XOO./J. .XOOJX 




Seq. No. 


12335 


Seq. ID 


OJ990630_14.9C03 


,C3 


Gene No. 


26097 


Strand 


+ 




Start 


18110 


End 


18 604 






O.TQQDfi^n 1 4 Qpn^ P^ nl rrr> 


IrlKt L. 1 1 WLi 


AAT /PAP 




OL.di.L- 


1 fl 1 1 n — 

X Q X X L/ 


Hi! 1H 


1 R 604 

X O U \J *i 




PT 

LJl 


1 HJi lfc. 




qi n 

JlU 






1 fil 1 f) 1 R604 

X O X X U * i 1U UU 1 








Seq. No. 


12335 


Seq. ID 


OJ990630_14 .9C03 


.C3 


Gene No. 


26098 


Strand 


+ 




u Lai L 


?i hrr 


End 


21656 

t X U J o 




KT^ m d 

LN Q1LIC 




L1C L. 11UU 


\J Hi IN J ^rt.LN 




O L- CtX L- 


91 0RR _ 

^ X u o o 


End 


21 fiSfi 

t X O J o 




py 

\3 X 


none 




7 S 
• / j 




LjAUilO 


21088 21089 21191 21656 

^•XL'UU. • blvU J/ ^.XX^/X. . J. O J O 








Seq. No. 


12335 


Seq. ID 


OJ990630_14.9C03 


.C3 


Gene No. 


26099 


Strand 


+ 




O L Q. _L L. 


4 51^4 

1 J X J 4 


End 


4 S67 S 

4 J O / J 




Name 


n.TQQDfi^n 1 4 QrD^ P^ n7 nn 


Mot" hnH 


AAT /PAP 




JLal L 


4 SI ^4 ~ 

4 J X J 4 


FnH 
Hii iLi 


4 Sfi7 S 

4 J O / J 








OLUJ. C 


QfiR 

Z7 O O 




DAUllO j; 


4 SI ^4 4 S67 S 

1J1 J4 • • 4 J U / J 








Seq. No. 


12335 


Seq. ID 


OJ990630_14.9C03 


C3 


Gene No. 


26100 


Strand 






O Lai L. 


1 ft 9 ^ft 

lOt JO 


End 


20657 




Name 


n.TQQn^^n 1 4 qrn^ p^ 

Uu j^UD jU 14 . !?L«U J . L J . Oj . t^b 


Method 


GEN SCAN 




O Ldx C 


1 ft 9"3ft _ 

lOt JO 


End 


20657 




ox 


none 


Score 


1 




Exons 


1ft9^ft lft747 1 Q1 9f) !Q4Dfi 

1U6 JO . • XO / 4 If X _7 X U • • i^iUD 


, 20459.. 20657 




O C LJ • IN \J • 


1 9 ^S 
it j jj 


Seq. ID 


OJ990630_14.9C03 


p^ 

\s J 


Gene No. 


26100 


Strand 






Start 


18238 


End 


20657 




Name 


OJQQOfi^O 14 9Pfn P? o9 nr> 


Method 


AAT /NAP 






1 ft 9 4 9 _ 

10t4t 


End 


2064-2 




PT 

L3 X 


S67QR4 S 

JO / yQ4 J 


Score 


424 




LjAUIID 


1R242 1ftfi^7 1R709 1R747 

1 O ^. 4 Z. . .XOOJ/f XO / Ut. .XO / 4 / 


, 19088. . 19462, 20440.. 20642 






f A,T94^Qfi1 ^ 111^9 9 rnrv7a 
\ t\\j li j jui/ xxjjt.z? [_uiy id 


sativa] 






Seq. No. 


12335 


Seq. ID 


OJ990630_14.9C03 


C3 


Gene No. 


26101 


Strand 






O L. CL X L- 


^1 9^9 

J X £. J t 


End 


47448 




Name 


n.TQQOfi^n 14 Qrrn p"3 r>9 -he; 

WU 33UOJU X 4 . ^LvUJ.L^J.L/Z.. LO 


Method 


TBLASTX: Soybean 




O Ldl L 


S^Sfi ~~ 

J J J o 


End 


5749 








Score 


485 




p von C! 


S^Sfi SSOfl S^fi^ S749 

JJJU. * J J W O / JJOJ. . J / 4 ^ 








Seq. No. 


12335 


Seq. ID 


OJ990630_14 .9C03. 


C3 


Gene No. 


26101 


Strand 






Start 


31232 


End 


47448 




Name 


OJ990630 14.9C03.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


5356 


End 


5617 




GI 


none 


Score 


333 





12817 



Exons 5356.. 5514, 5363.. 5617, 5487.. 5564 





12335 




Seq. ID 


OJ990630 14.9C03 


. C3 




26101 




Strand 








31232 




End " 


47448 






OJ990630 14.9C03.C3. 


o2.tc 


Mpfhorf 


TBLASTX * Cress 




Start 


5359 




End 


5755 






none : 




Score 


505 




Exons 


5359. .5517, 5363.. 5755 








O ^ • IN W ■ 


12335 




Seq. ID 


OJ990630_14 .9C03 


.C3 


OC11C 1NU • 


26101 




Strand 






0 Lai L 


31232 




End 


47448 




Name 


OJ990630 14.9C03.C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


19126 




End 


19383 




\3 ± 


none 




Score 


78 






19126. .19230, 19154. 


.19234, 


1927 6. .19383, 1928 6. .19381 




Seq. No. 


12335 




Seq. ID 


OJ990630_14 .9C03 


.C3 




9 61 01 




Strand 






Start 


31232 




End 


47448 






OJ990630 14.9C03.C3. 


o3 . tc 


Method 


TBLASTX: Cress 




O Lai L. 


19132 




End 


20636 




O J. 


none 




Score 


93 






19132. .19236, 19142. 


.19237, 


19264. .19401, 19286. .19387, 






20460. .20498, 20556. 


.20636 








Seq. No. 


12335 




Seq. ID 


OJ990630JL4.9C03 


.C3 


UCltC LN • 


9 fii n i 




Strand 








31232 




End 


47448 




Name 


OJ990630 14.9C03.C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




C-|- a -r-f- 

o lqi l 


19141 




End 


20645 




O -L 


none 




Score 


102 




17" v ^ n c; 


19141. .19245, 19142. 


.19237, 


19264. .194 01, 19271. .19387, 






20457. .20504, 20460. 


.20498, 


20556. .20645, 20563.. 20628 




Seq. No. 


12335 




Seq. ID 


OJ990630_14 . 9C03 


.C3 


V_J \^ J. 1 \^ • 


26101 




Strand 






a rt- 

O Ldl L 


31232 




End 


47448 




Name 


OJ990630 14.9C03.C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


19141 




End 


20636 




GI 


none 




Score 


93 




JTyAn q 

J_J ^ w 1 1 o 


19141. .19266, 19154. 


. 19255, 


19253. . 19402, 19270 .. 19401, 






19298. .19402, 20460. 


.20504, 


20556. .20630, 20556. .20636 




Seq. No. 


12335 




Seq. ID 


OJ990630_14.9C03 


■ C3 




26101 




Strand 






Start 


31232 




End 


47448 






OJ990630 14.9C03.C3. 


o3.np 


Method 


AAT/NAP 




Start 


31232 




End 


34163 




GI 


2459428 




Score 


121 




Exons 


31232. .31278, 33767. 


.33867, 


34102. .34163 




GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis 


• thaliana] 




Seq. No. 


12335 




Seq. ID 


OJ990630_14.9C03 


.C3 


Gene No. 


26101 




Strand 






Start 


31232 




End 


47448 





12818- 



Name 

Start 

GI 

Exons 



OJ990630_14 .9C03.C3.o7.gs 

33330 

none 

33330. .33874, 34 106 .. 34 190, 

36472. .36569, 36693 .. 36836, 

38240. .38439, 38513 38 616, 

40961. .41051, 41130. .41481, 

42572. .42908, 4314 8 .. 4 3220, 

45030. .45154, 45536 4 584 5, 

46288. .46361, 46487 .. 4 6613, 

4 7044. .47105, 47266. .47336 



Method GENSCAN 
End 47336 
Score .73 
35833. .35916, 36018, 
37680. .37832, 37977, 
39147. .39242, 39620. 
41607. .41926, 42109, 
43892. .44094, 44372. 
45971. .46059, 46143. 
46708. .46792, 46901. 



.36263, 
.38099, 
.39825, 
.42440, 
.44443, 
.46203, 
.46964, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12335 Seq. ID 

26101 Strand 

31232 End 

OJ990630_14 . 9C03.C3.o4.np Method 

35815 End 

4490706 Score 



OJ990630_14.9C03.C3 

47448 
AAT/NAP 
39710 
979 



35815. .35916, 36018 36263, 36472 .. 36582 , 36667 .. 3688 1 , 
37713. .37832, 37 977 38099, 3824 0 .. 38 4 39, 38513 .. 38 616, 
39147. .39242, 39620.. 39710 



GI Descrip. (AL035680) putative protein [Arabidopsis thaliana] 



Seq. No. 12335 Seq. ID 

Gene No. 26101 Strand 

Start 31232 End 

Name OJ990630_14 . 9C03 . C3 . o7 . tm Method 

Start ' '35827 End 

GI none Score 
Exons v*. 



OJ990630_14. 9C03.C3 
47448 

TBLASTX : Maize 

38279 

69 



35827. .35919, 36036 .. 36167 , 364 67 . . 3657 1 , 364 68 .. 36569, 

36469. .36570, 36664 .. 36798 , 37730 .. 37834 , 37732 .. 37833, 

37753.-37854, 37809 .. 37847 , 37 975 .. 38 103, 37 97 6 .. 38 104 , 
38238. .38279 



Seq. No. 12335 Seq. ID 

Gene No. 26101 Strand 

Start 31232 End 

Name OJ990630_14 . 9C03 . C3 . o5 . ts Method 

Start 36694 End 

GI none Score 
Exons 



OJ990630_14.9C03.C3 
47448 

TBLASTX : Soybean 

38391 

67 



36694. .36798, 36695 36799, 37730 .. 37834 , 37732 .. 37833, 
37975. .38103, 37 975 38 103, 37 97 6 38 104 , 38238 .. 3827 9, 
38325. .38390, 38326.. 38391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



12335 
26101 
31232 

OJ990630_14 .9C03.C3.o4.gp 
38554 

uC-osflM20204 6el0bl 



OJ990630 14.9C03.C3 



Seq. ID _ 
Strand 

End 47448 
Method AAT/GAP 
End 39901 
Score 826 
38554. .38616, 3914 7 .. 39242 , 39620.. 39901 

? 4490706/emb|CAB38840.1| 1.0e-19 (AL035680) putative protein 
[Arabidopsis thaliana] 1 



12335 
26101 
31232 



Seq. ID 

Strand 

End 



OJ990630 14.9C03.C3 



47448 



12819' 




Name 


OJ990630 14.9C03.C3. 


o5 . np 


Method 


AAT/NAP 






Start 


39211 




End 


44603 






p t 


995714 




Score 


348 








39211. .39242, 42105. 


.42432, 


42605. .42937, 43139 


43220, 






43497. .43598, 43769. 


.44046, 


44147. .44236, 44372 


. .44443, 






44526. .44603 














(X91258) L3177 [Saccharomyces cerevisiae] 






Seq. No. 


12335 




Seq. ID 


OJ990630 


_14.9C03 


.C3 


Gene No. 


zblUi 




Strand 








o -f- -a 7-+- 


31232 




End 


47448 






Name 


OJ990630 14.9C03.C3. 


o5 .gp 


Method 


AAT/GAP 








40572 




End 


41293 






P T 


none 




Score 


1220 






IT vr^n o 


40572. .41051, 41130. 


.41293 










Seq. No. 


12335 




Seq. ID 


OJ990630 


JL4.9C03 


.C3 


Gene No. 


26101 




Strand 








Qf- a -r+- 
Oldl L 


31232 




End 


47448 






Name 


ojyyuoou 14.yLU0.L0. 


o2 . tm 


Method 


TBLASTX : ] 


Mai ze 






41642 




End 


41920 






P T 


none 




Score 


270 








41642. .41920, 41643. 


.41912, 

- 


41648. .41920 






O rt Mrt 

beq. no. 


12335 




Seq. ID 


OJ990630 


1 a Qpn ^ 




Gene No. 


' 26101 




Strand 








Start 


31232 




. End 


47448 






Name 


ojyyubou i4.yLUo.Lo. 


o5 . tm 


Method 


TBLASTX:! 


Maize 






42287 




End 


43210 






P T 


none 




Score 


165 






Exons 


42287. .42442, 42288. 


.42416, 


42289. .424- 


47, 42289 


4 94 sn 






42588.-42668, 42590. 


.42676, 


42590. .42676, 42694 


42933, 






42696. .42944, 43147. 


.43206, 


43148. .43210, 43148 


. .43210 




Seq. No. 


12335 




Seq. ID 


OJ990630 


_14.9C03 


.C3 


Gene No. 


26101 




Strand 








0 Lai U 


31232 




End 


47448 






Name 


ujyyuoou 14.yLuo.Lo. 


06. gp 


Method 


AAT/GAP 






O Lax. L 


42384 




End 


43187 






PT 


none 




Score 


778 






Exons 


42384. .42440, 42572. 


.42908, 


43148. .43187 






0 e q . ln 0 . 


12335 




Seq. ID 


OJ990630 


14 . 9C03 


. C3 


bene wo . 


26101 




Strand 








Start 


31232 




End 


47448 






Name 


OJ990630 14.9C03.C3. 


o3 . tm 


Method 


TBLASTX : i 


Maize 




O Lax L 


43812 




End 


44401 






PT 
OX 


none 




Score 


170 






Exons 


43812. .44054, 43840. 


.44055, 


43841. .44056, 44153 


44236, 






44155. .44232, 44157. 


.44237, 


44158. .44238, 44183 


44236, 






44369. .44401 












Seq. No. 


12335 




Seq. ID 


OJ990630 


_14.9C03 


.C3 


Gene No. 


26101 




Strand 








Start 


31232 




End 


47448 






Name 


OJ990630 14.9C03.C3. 


o4 . tc 


Method 


TBLASTX : ' 


Cress 




Start 


43858 




End 


44582 







12820 



GI none Score 201 

Exons 43858. .44049, 43859 44032, 438 61 .. 44055, 4 4 154 .. 4 4237, 

44183. .44236, 44366 .. 4444 6, 44369 .. 4444 6, 44526. .44582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12335 Seq. ID 

26101 Strand 

31232 End 

OJ990630JL4 . 9C03 . C3 . o4 . ts Method 

43894 End 

none Score 



OJ990630_14.9C03.C3 
47448 

TBLASTX : Soybean 

44588 

152 



43894. .44055, 43895 .. 44035, 44 143 .. 44235, 44 154 44237, 
44183. .44236, 44369.-44434, 44378 .. 444 13, 44526 .. 44588, 
44526. .44582 





Seq. No. 


12335 






Seq. ID 


OJ990630 


14 . 9C03 . 


C3 




Gene No . 


26101 






Strand 










Start 


31232 






End 


47448 








Name 


OJ990630 14.9C03.C3 


. 06 . np 


Method 


AAT/NAP 








Start 


45537 






End 


47448 








GI 


4204297 




Score 


693 








Exons 


45537. 


.45837, 45978 


. .46192, 


46304. .46361, 46487 


. . 46613, 








46708. 


.46792, 46901 


. .46964, 


47044. .47105, 47266 


. .47448 






GI DescriD. 


(AC003027) ADK1 [Arabidopsis thaliana] 










Sea. No. 


12335 






Seq. ID 


OJ990630 


14 . 9C03 . 


C3 




Gene No . 


26101 






Strand 








! y 


Start 


31232 






End 


47448 








Name 


OJ990630 14.9C03.C3 


. ol . tm 


Method 


TBLASTX : 1 


Mai ze 




.J 


Start 


45579 






End 


47340 








GI 


none 






Score 


92 








Exons 


45579. 


.45659, 45589 


. .45660, 


45668. .458 


44, 45680 


. . 45844, 




< j ; 




45709. 


.45846, 45929 


. .45967, 


45992. .46063, 45992 


. . 46060, 








46141. 


.46209, 46142 


. .46198, 


46288. .46371, 46289 


. .46363, 








46485. 


.46613, 46486 


. .46614, 


46489. .46614, 46690 


. .46794, 








46706. 


.46795, 46706 


. .46795, 


46897. .46977, 46901 


. .46966, 








47045. 


.47107, 47046 


. .47111, 


47049. .47111, 47263 


. .47340, 




Si 




47265. 


.47339, 47266 


. .47340 










;s 
:i 


Seq. No. 


12335 






Seq. ID 


OJ990630 


_14.9C03. 


C3 


Si 


Gene No. 


26101 






Strand 










Start 


31232 






End 


47448 








Name 


OJ990630 14.9C03.C3 


. 08 . gp 


Method 


AAT/GAP 








Start 


45747 






End 


47340 








GI 


16983 


1.R1084 




Score 


1260 








Exons 


45747. 


.45845, 45971 


. .46059, 


46143. .46203, 46288 


. .46361, 








46487. 


.46613, 46708 


. .46792, 


46901. .46964, 47044 


. .47105, 








47266. 


.47340 














GI Descrip. 


, 1197461/emb|CAA55396| l.Oe- 


127 (X78819) casein 


kinase I 








[Arabidopsis thaliana] ' 












Seq. No. 


12335 






Seq. ID 


OJ990630_ 


JL4.9C03. 


C3 




Gene No. 


26101 






Strand 










Start 


31232 






End 


47448 








Name 


OJ990630 14.9C03.C3, 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


46301 






End 


47339 








GI 


none 






Score 


76 








Exons 


46301. 


.46363, 46303, 


. .46371, 


46306. .46380, 46485 


. .46613, 





12821 



46486. .46614, 4 648 9 4 6614 , 4 6667 4 6789, 4 6690 .. 4 67 94 , 
46706. .46807, 4 6897 .. 4 6965, 46901 .. 4 6969, 47033 .. 47101, 
47045. .47107, 4 704 9 .. 47108 , 47263 .. 47337 , 47265. .47339 



Seq. No. 12335 Seq. ID 

Gene No. 26101 Strand 

Start 31232 End 

.Name OJ990630_14 . 9C03 . C3 . ol . ts Method 

Start 46306 End 

GI none Score 

Exons 46306. .46371, 4 6485 .. 4 6613, 46486 

46494. .46616, 4 6514 .. 4 6624 , 46690 

46892. .46969, 4 68 92 .. 4 6960, 46897 

47033. .47101, 4 704 5 47107 , 47049 

47263. .47337, 47265. .47339 



OJ990630 14.9C03.C3 



4 14 48 

TBLASTX: Soybean 
47339 
121 

46614, 46492..46623, 
46794, 46706. .46795, 
46965, 46914. .46973, 
47111, 47049. .47111, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12335 
26101 
31232 

OJ990630_14. 9C03.C3.ol.tw 
46509 



OJ990630 14.9C03.C3 



none 
46509. 
46709. 
47045. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.46610, 46510. .46596, 4 6525 .. 4 6614 , 46702 46794, 
,46795, 46727. .46795, 4 68 92 .. 4 6969, 46897 .. 46965, 
.47074 



47448 

TBLASTX: Wheat 

47074 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12336 Seq. ID OJ990630_14 . 9C03 . C4 

26102 Strand 

1 End 1219 

OJ990630_14 . 9C03.C4.ol.gp Method AAT/GAP 

1 End 546 

16983_1.R1084 Score 359 

1..25, 191. .288, 425. .546 

1 1197461/emb|CAA55396| 1.0e-127 (X78819) casein kinase I 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12336 Seq. ID 

26102 Strand 

1 End 

OJ990630_14 . 9C03 . C4 . ol . np Method 

1 End 

1076386 Score 



OJ990630__14.9C03.C4 

1219 
AAT/NAP 
1219 
549 



1..29, 183. .288, 425. .573, 686. .755, 994. .1034, 1144. .1219 
protein kinase ADK1 - Arabidopsis thaliana gi 11216484 (U48779) 
dual specificity kinase 1 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12336 
26102 
1 

OJ990630_14.9C03.C4.ol.gs 

193 

none 

193. .288, 425. .573, 686. .755, 

12336 
26103 
1265 



Seq. ID OJ990630_14.9C03.C4 
Strand 

End 1219 

Method GENSCAN 

End 1219 

Score . 9 

994. .1034, 1144. .1219 

Seq. ID OJ990630_14.9C03.C4 
Strand 

End 1699 



12822 




Name 


OJ990630 14.9C03.C4.o2.gp 


Method 


AAT/GAP 


Start 


1265 


End 


1699 


GI 


none 


Score 


803 


Exons 


1265. .1699 






Seq. No. ' 


12336 


Seq. ID 


OJ990630_14 .9C03.C4 


Gene No. 


26104 


Strand 




Start 


2929 


End 


8684 


Name 


OJ990630 14.9C03.C4.o2.gs 


Method 


GENSCAN 


Start 


2929 


End 


8622 


GI 


none 


Score 


.56 


Exons 


2 929. .3104, 3583. .3641, .4200 


..4357, 4382. .4577, 5988. .6133, 




6211. .6297, 6647. .6783, 7114 


..7165, 7591. .7751, 8469. .8622 


Seq. No. 


12336 


Seq. ID 


OJ990630_14 .9C03.C4 


Gene No. 


26104 


Strand 




Start 


2929 


End 


8684 


Name 


OJ990630 14 . 9C03.C4 .o3.gp 


Method 


AAT/GAP 


Start 


5616 


End 


6144 


GI 


66029 1.R1084 


Score 


959 


Exons 


5616. . 6144 






GI Descrip. 


'4204313 1.0e-30 (AC003027) ; 


Lcl prt seq No definition line 




[Arabidopsis thaliana] 1 






Seq. No. 


12336 


Seq. ID 


OJ990630_14 .9C03.C4 


Gene No. 


26104 


■ Strand 




Start 


2929 


End 


8684 


Name 


OJ990630 14 . 9C03.C4 .o2.np 


Method 


AAT/NAP 


Start 


5849 


End 


8 623 


GI 


4427003 


Score 


910 


Exons 


5849.. 5909, 5937.. 6133, 6211 


..6297, 6647. .6783, 7114. .7165, 




7591. .7751, 8469. .8623 






GI Descrip. 


(AF127664) NBD-like protein 


[Arabidopsis thaliana] 


Seq. No. 


12336 


Seq. ID 


OJ990630_14 . 9C03.C4 


Gene No. 


26104 


Strand 




Start 


2929 


End 


8684 


Name 


OJ990630 14.9C03.C4.o4.gp 


Method 


AAT/GAP 


Start 


7575 


End 


8684 


GI 


61906 1.R1084 


Score 


687 


Exons 


7575. .7751, 8469. .8684 






GI Descrip. 


1 4427003/gb|AAD20643| 5.0e-24 (AF127664) NBD-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


12336 


Seq. ID 


OJ990630_14.9C03.C4 


Gene No. 


26105 


Strand 




Start 


8768 


End 


14328 


Name 


OJ990630 14.9C03.C4.o3.np 


Method 


AAT/NAP 


Start 


8768 


End 


14313 


GI 


2244790 


Score 


1394 


Exons 


8768.. 8883, 1024 6 .. 10521 , 10647.. 10854 


, 11038. .12087, 




12184. .12294, 12726 12833, 12934 .. 1308 9, 13634 .. 137 42 , 




13809. .14313 






GI Descrip. 


(Z97336) kinesin like protein [Arabidopsis thaliana] 


Seq. No. 


12336 


Seq. ID 


OJ990630_14 .9C03.C4 


Gene No. 


26105 


Strand 





12823 



Start 
Name 
Start 
GI 

Exons 



8768 

OJ990630_14 . 9C03 . C4 . o3 . gs 

10220 

none 

10220. .10600, 10651. .12087, 
12934. .13089, 13648.. 14328 



End 

Method 

End 

Score 



14328 
GENS CAN 
14328 
.86 



12184. .12294, 12726 12833, 



Seq. No. 12336 Seq. ID 

Gene No. 26106 Strand 

Start 17996 End 

Name OJ990630_14 . 9C03 . C4 . o2 . tc Method 

Start 180 End 

GI none Score 

Exons 180.. 281, 184.. 288, 190.. 288, 191.. 289, 422 

463. .576, 675. .770, 683. .721, 684. .764, 986 

1142. .1225, 1143. .1181 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Cress 
1225 
90 



.571, 432. .572, 
.1027, 994. .1053, 



Seq. No. 12336 

Gene No. 26106 

Start 17996 

Name OJ990630_14 . 9C03 . C4 . o2 . ts 

Start 190 

GI none 
Exons 



Seq. ID OJ990630__14.9C03.C4 
Strand 
End 

Method 
End 
Score 



18063 

TBLASTX: Soybean 

1219 

101 



190. .288, 191. .289, 417. .572, 422 . . 589, • 422 . . 571 , 684. .764, 
685. .765, 98 6. .1036, "994. .1053, 114 5. .1219, 1150. .1218 



Seq. No. 12336 Seq. ID 

Gene No. 26106 Strand 

Start 17996 End 

Name OJ990630__14 . 9C03 . C4 . o4 . tm - Method 

Start 211 End 

GI none Score 
Exons 



OJ990630_14.9C03.C4 
18063 

TBLASTX: Maize 

1214 

90 



211. .288, 215. .289, 417. .572, 422. .571, 425. .589, 472. .612, 
472. .588, 671. .733, 677. .760, 684. .764, 685. .765, 831. .881, 
977. .1036, 994. .1053, 1144. .1206, 1145. .1207, 1146. .1214 



Seq. No. 12336 
Gene No. 26106 
Start 17996 

Name OJ990630_14 . 9C03 . C4 . ol . tm 

Start 5841 
GI none 

Exons 5841.. 5945, 5846.-5932, 5912. 

5934. .6155, 5950. .6150, 6211. 
6641. .6763, 6643. .6762, 6646. 



Seq. ID OJ990630_14.9C03.C4 
Strand 

End 18063 
Method TBLASTX : Maize 
End 7172 
Score 153 

.6154, 5924. .6136, 5931. .6140, 
.6300, 6214. .6312, 6219. .6305, 
.6774, 7112. .7171, 7113. .7172 



Seq. No. 12336 
Gene No. 26106 
Start 17996 

Name OJ990630_14 . 9C03 . C4 . ol . tc 

Start 5846 
GI none 

Exons 5846.. 5908, 5924.. 6154, 5940. 

6641. .6784, 6645. .6722, 6665. 
7579.-7755, 8467. .8583, 8468. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Cress 
8583 
140 

6140, 6211.. 6300, 6214. 
6784, 7115. .7171, 7487. 
8578 



,6312, 
,7753, 



Seq. No. 



12336 



Seq. ID OJ990630_14 . 9C03.C4 



12824 



Gene No. 26106 
Start 17996 

Name OJ990630_14 . 9C03 . C4 . ol . ts 

Start 5846 
GI none 

Exons 5846.. 5914, 5932.. 6135, 5939. 

6211.. 6300, 6214.. 6312, 6621, 

6645. .67 94, 664 6.-6786, 7115. 

7579. .7755, 8467. .8547, 8468. 



Strand 
End 

Method 
End 
Score 

.6154, 5940 
.6734, 6641 



18063 

TBLASTX : Soybean 
8586 
164 

6140, 6210.. 6299, 
6784, 6644.. 6784, 



.7171, 7116. 
.8548, 8539. 



.7172, 7565. 
.8586 



,7753, 



Seq. No. 12336 

Gene No. 26106 

Start 17996 

Name OJ990630_14 . 9C03 . C4 . 06 . tm 

Start 7600 

GI none 

Exons 7600.. 7626, 7630.. 7755, 7632. 

8530.. 8586, 8590.. 8607, 8669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7754, 8467 
.8719 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Maize 
8719 
177 

8586, 8468. .8578, 



I! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.-- 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



12336 
26106 
17996 

OJ990630_14 . 9C03 . C4 . o7 . tm 

10280 

none 

10280. .10360, 10281. .10373, 
10630. .10746, 10649. .10771, 

12336 
26106 
17996 

OJ990630_14 . 9C03.C4 .o3.tm 

10780 

none 

10780. . 10806, 10829. .10903, 
10908. .11027, 10909. .11058, 
11038. .11124, 11050. .11130, 
11128. . 11232, 11129. .11230, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10349. . 10513, 
10650. .10766, 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Maize 
10813 
75 

10431. .10544, 
10664. .10813 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10833. .10877, 
10910. .11038, 
11051. .11131, 
11140. .11235 



OJ990630 14.9C03.C4 



18063 

TBLASTX :Maize 
11235 
50 

10907. .11026, 
11002. .11049, 
11051. .11140, 



Seq. No. 12336 
Gene No. 26106 
Start 17996 

Name OJ990630_14 . 9C03 . C4 . o2 . tm 

Start 11519 
GI none 

Exons 11519. . 11593, 11533 11595 , 

11589. .11732, 11593. .11739, 
11740. . 12000, 11873.. 12007 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11538 

11687 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Maize 
12007 
82 

11612, 11589, .11615, 
11722, 11728. .12006, 



Seq. No. 12336 

Gene No. 26106 

Start 17996 

Name OJ990630_14 . 9C03.C4 . 

Start 11926 

GI none 

Exons 11926. . 12102, 11964. 

12183. . 12266, 12184. 



o3.ts 



12107, 
12273, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 14.9C03.C4 



18063 

TBLASTX : Soybean 
12274 
147 

11966. .12100, 12183. .12266, 
12188. .12274 



12825 



Seq. No. 12336 
Gene No. 26106 
Start 17996 

Name OJ990630_14 . 9C0 3 . C4 . o5 . tm 

Start _ 12789' 
GI none 
Exohs 12.789. 

12931. 



,12830, 12789.,. 12824, 
,13092, 12931. . 13092, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12790. .12834, 
13640. .13708, 



OJ990630 14.9C03.C4 



18063 

TBLASTX: Maize 
13746 
54 

12926. .13090, 
13648. .13743, 



13648. .13746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12336 Seq. ID OJ990630_14 . 9C03 . C4 

26106 ' Strand 

17996 End 18063 

OJ990630_14 . 9C03 . C4 . o5 . gp Method AAT/GAP 

17996 End 18063 

LIB34 77-003-P1-K1-E9 Score 96 

17996. .18063 

, 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

OJ990630 12.9C03.C1 



12337 Seq. ID 

26107 Strand 
1 End 
OJ990630_12 . 9C03 . CI . ol . np Method 
1 End 
2126090 Score 
1..580 

transposase (insertion sequence IS10) 
gi | 455676 | bbs | 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 4 02 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



580 

AAT/NAP 

580 

1008 

- Escherichia coli 



12337 
26108 
540 

OJ990630_12. 9C03.Cl.ol.tc 

540 

none 

540. .659, 541. .660, 542. .658 

12338 
26109 
1127 

OJ990630_12. 9C03.C5.ol.gs 

1127 

none 

1127. .1266 



Seq. ID OJ990630_12.9C03.C1 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



660 

TBLASTX: Cress 

660 

183 



OJ990630_12.9C03.C5 
+ 

1266 
GENSCAN 
1266 
.93 



Seq. No. 12339 Seq. ID 

Gene No. 26110 Strand 

Start 211 End 

Name OJ990630_12 . 9C03 . C6 . ol . gs Method 

Start 211 End 



OJ990630_12.9C03.C6 
+ 

642 

GENSCAN 
642 



12826 








none 




. 74 








211 642 










Seq. No. 


12339 


Seq. ID 


OJ990630_12, 


.9C03.C6 




Gene No. 


26111 


Strand 


+ 








5758 


End 


6063 






Name 


0,79906^0 19 QP03 Pfi o^ n^' 


Mp t" h oH 


PFNSPAN 

\D Lj IN O ^Zt.LN 






rt 


5758 — ; 


End 


6063 






pt 


n on p 


^OO TP 




















Seq. No. 


12339 


Seq. ID 


OJ990630_12, 


.9C03.C6 




Gene No. 


26112 


Strand 


+ 






O Lai L 


o ^. vj >j 


Fnd 


8787 






M.3 7T1P 






PFN^PAN 






O L.CI-L L. 


8265 ~~ 


End 


8787 








none 


Qpnrp 


84 








826^ 8^36 8629 8787 












12339 


Seq. ID 


OJ990630 12 


9C03 C6 




UCllC LN W • 


26113 


Strand 


+ _ 






Start 


10793 


End 


13027 






Name 


OJ990630 12.9C03.C6.ol.gp 


Method 


AAT/GAP 






Start 


10696 


End 


12096 






GI 


5988 1.R1084 


■ Score 


1745 




in; 


1? v An o 


10696. .10955, 11445. .12096 








T\ 


f 1 T~ r\ q ^ « n 

bi uescrip . 


, 2493318/sp|.Q41001|BCP PEA 


3.0e-17 BLUE COPPER PROTEIN PRECURSOR 






>gi 562779 emb CAA80963 (Z25471) blue 


copper protein [Pisum 






sativum] >gi_10982 64_prf 2115352A blue Cu protein 


[ Pisum 


: j 




sativum] 1 










Con Mo 


12339 


Seq. ID 


OJ990630_12. 


.9C03.C6 




fipnp Mn 

1 1 \3 LIU • 


26113 


Strand 


+ 






Start 


10793 


End 


13027 






Name 


OJ990630 12.9C03.C6.ol.np 


Method 


AAT/NAP 






Start 


10787 


End 


13027 






GI 


2493318 


Score 


276 






F von <5 


10787. .10955, 1144 5. .117 93, 


12980. .13027. 






PT npt;rr"i n 


BLUE COPPER PROTEIN PRECURSOR gi | 56277 9 | emb | CAA80963 | (Z25471) 


:;r 

= E 




blue copper protein [Pisum 


sativum] gi|1098264 |prf I 


I2115352A 






blue Cu protein [Pisum sativum] 








Seq. No. 


12339 


Seq. ID 


OJ990630 12. 


.9C03.C6 




Gene No. 


26113 


Strand 


+ 








10793 


End 


13027 








OJ990630 12.9C03.C6.o7.gs 


Method 


GENSCAN 






Cfarf 
O L- Ct X u 


10793 


End 


11826 






pt 


none 


■Score 


.87 






F von c; 


10793. .10955, 11080 .. 11140, 


11445. .11826 






Sea No 


12339 


Seq. ID 


OJ990630_12. 


9C03.C6 




Gene No. 


26114 


Strand 


+ 






Start 


16633 


End 


21157 






Name 


OJ990630 12.9C03.C6.o2.gp 


Method 


AAT/GAP 






Start 


16515 


End 


17452 






GI 


15328 1.R1084 


Score 


1490 






Exons 


16515. .16807, 16952. .174 52 









12827 



GI Descrip. '3747044 9.0e-22 (AF093537) blue copper protein [Zea mays]' 



Seq. No. 12339 Seq. ID 

Gene No. 26114 Strand 

Start 16633 End 

Name OJ990630_12 . 9C03 . C6 . o9 . gs Method 

Start 16633 . End 

GI none Score 
Exons 



OJ990630_12. 9C03.C6 
+ 

21157 
GENSCAN 
21157 
.58 



16633. 
19293. 



16807, 16952. .17239, 17986. . 18128, 18158 18366, 
19333, 19752. .19862, 20529.. 21157 



Seq. No. 12339 Seq. ID 

Gene No. 26114 Strand 

Start 16633 End 

Name OJ990630_12 . 9C03 . C6 . o3 . gp Method 

Start 19224 End 

GI 287130 Score 

Exons 19224. .19333, 19416.. 19655 



OJ990630_12. 9C03.C6 
+ 

21157 
AAT/GAP 
19655 
551 



Seq. No. 12339 Seq. ID 

Gene No. 26115 Strand 

Start 26425 End 

Name OJ990630_12 . 9C03 . C6 . 06 . gp Method 

Start 26425 End 

GI none Score 

Exons 26425. .26861 



OJ990630_12.9C03.C6 
+ 

26861 
AAT/GAP 
26861 
854 



Seq. No. 12339 

Gene No. 26116 

Start 2413 

Name OJ990630_12 . 9C03 . C6 . o2 . gs 

Start 2413 

GI none 

Exons 2413.. 2530, 2650.. 2808, 3164. 



Seq. ID OJ990630_12. 9C03.C6 
Strand 

End 4312 

Method GENSCAN 

End 4312 

Score . 5 

.3298, 3880. .4093, 4105. .4312 



Seq. No. 12339 

Gene No. 26117 

Start 6276 

Name OJ990630_12 . 9C03 . C6 . o4 . gs 

Start 6276 

GI none 

Exons 6276.. 6475, 6477.. 6522 



Seq. ID OJ990630_12.9C03.C6 
Strand 

End 6522 

Method GENSCAN 

End 6522 

Score . 63 



Seq. No. 12339 Seq. ID 

Gene No. 26118 Strand 

Start 9639 End 

Name OJ990630_12 . 9C03 . C6 . 06 . gs Method 

Start 9639 End 

GI " * none Score 

Exons 9639. .9893 



OJ990630_12.9C03.C6 

9893 
GENSCAN 
9893 
.57 



Seq. No. 12339 Seq. ID 

Gene No. 26119 Strand 

Start 13663 End 

Name OJ990630_12 . 9C03 . C6 . 08 . gs Method 

Start 13663 End 

GI none Score 



OJ990630_12.9C03.C6 

16294 
GENSCAN 
16294 
.7 



12828 






1 ^fifi^ 1d91? 14Q74 


1 R096 


16072. .16224, 16247 


1 69 Q4 




Seq. No. 


12339 




Seq. ID 


OJ990630 


J.2.9C03. 


C6 


Gene No. 


26120 




Strand 


- 






oUal L 


994 07 




End 


22952 






Name 


O.TQQOfi^O 1 9 QPPR Pfi 




Method 


AAT/GAP 






O Lai l_ 


99407 ~ " 

ll4U / 




End 


22952 






X 


none 




Score 


962 






£jX(JI lo 


99407 99QS9 












oeq . lno . 


12339 




Con T n 

oeq . iu 


O.TQQO £^0 


1 9 Qpn^ 


L- D 


Gene No. 


26121 




Strand 








Start 


23272 




End 


41347 






Name 


OJ990630 12.9C03.C6. 


o4 . tm 


Method 


TBLASTX: 


^a i z e 




Otdl L 


4 




End 


653 








none 




Score 


126 






Exons 


4. .90, 21. .95, 21. .89, 307. 


.480, 437. 


.493, 445. 


4Q9 SQ4 


















O c . 1M U . 


12339 




Seq. ID 


OJ990630 


1 9 QPO^ 




Pono M/^i 
uclltr INtJ . 


9 6191 

£, D 1 ^ X 




Strand 








OLdll. 


9^97 9 




End 


41347 






Name 




oil . gs 


Method 


GENSCAN 






o car l 


9^97 9 ™~ 




End 


41347 






C T 
LrX 


none 




Score 


.75 






Exons 


9^979 9 "3 ^ Q 0 O C 4 c: C 


.26548, 


26764. .26907, 27143 


. .27260, 






97£94 977Q4 9fi017 
Z / 0^ ft . . Z / / 27fi , ZOU1 / . 


.28148, 


28348. .28 


476, 28814 


. .28904, 






9AQ71 9Q074 "3117R 


.31363, 


32372. .32453, 32693 


O Op QQ 






"39Q7£ ^^0^^ qti on 


.33298, 


33369. .33756, 33838 


. . Jfi uuz , 






^MOR ^^194 ^S940 


.35496, 


35935. .36066, 37830 


^ Q 0 9 9 






38131. .38427, 38794. 


.38923, 


39262. .39587, 39951 


4 017 9 






40264. .40659, 41277. 


.41347 










OcCJ. 1NO . 


12339 




Seq. ID 


OJ990630_ 


1 9 Qpfl^ 




UCUC IVU • 


26121 




Strand 








Start 


23272 




End 


41347 






Name 


OJ990630 12.9C03.C6. 


o7.gp 


Method 


AAT/GAP 






OLai L 


27110 




End 


27802 






k^X 


LIB3431-028-P1-K1-G1 




Score 


696 






Exons 


27110. .27260, 27342. 


.27401, 


27624. .27802 






bi uesciip. 


' 6006894/gb|AAF00669 


.1|AC008153_21 2. 


0e-39 (AC008153) unknown 




protein [Arabidopsis 


thaliana] ' 








Q o rr M 

ocq. in o . 


12339 




Seq. ID 


OJ990630_ 


JL2.9C03. 


C6 




26121 




Strand 








OI_clX L. 


23272 




End 


41347 






Name 


OJ990630 12.9C03.C6. 


o2 .np 


Method 


AAT/NAP 






Start 


27147 




End 


35891 






GI 


6006894 ' 




Score 


1508 








27147. .27260, 27342. 


.27401, 


27624 . .27794, 28017 


. .28148, 






28348. .28476, 28808. 


.28888, 


31058. .31363, 32612 


. .32763, 






32976. .33048, 33180. 


.33298, 


33369. .33759, 33838 


. .34002, 






34580. .34671, 35240. 


.35610, 


35849. .35891 






GI Descrip. 


(AC008153) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


12339 




Seq. ID 


OJ990630_ 


_12. 9C03. 


C6 


Gene No. 


26121 




Strand 









12829 




Start 


23272 






End 


41347 






OJ990630 12.9C03.C6. 


06 . ts 


Method 


TBLASTX : Soybean 




Of- a rt" 


27151 






End 


28449 




\J A. 


none 






Score 


104 






27151. 


.27261, 27159. 


27260, 


27339. .274 01, 2734 6. .27402, 






27618. 


.27791, 27619. 


. 27792, 


2.7622. .27792, 28333. .28449 




Seq. No. 


12339 






Seq. ID 


OJ990630_12. 9C03 


,C6 


Gene No. 


26121 






Strand 






OLal L 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


o7 . ts 


Method 


TBLASTX : Soybean 




q+- a rt 


31175 






End 


31370 




\J -L 


none 






Score 


108 




T? yon Q 


31175. 


.31333, 31179. 


. 31370 








O ~ • Lxv 1 


12339 






Seq. ID 


OJ990630_12.9C03 


,C6 




26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


08 . gp 


Method 


AAT/GAP 




Start 


31282 






End 


33206 




GI 


32487 


1.R1084 




Score 


890 






31282. 


.31363, 32372. 


.32453, 


32559. .32603, 32693. .32898, 






32976. 


.33048, 33180. 


.33206 








VU -L L/C? O O.L X£J . 


' 6006894/gb| AAF00669 


.1IAC008153 21 6.0e-23 (AC008153) unknown 




protein [Arabidopsis 


thaliana] \ 






oeq. IN O . 


12339 






Seq. ID 


OJ990630_12. 9C03 




Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


o4 . tc 


Method 


TBLASTX: Cress 




J Ldl L. 


32670 






End 


33050 




\j J. 


none 






Score 


78 






32670. 


.32801, 32671. 


.32808, 


32688. .327E 


JO, 32693. .32791, 






32863. 


.32901, 32973. 


.33050 










12339 






Seq. ID 


OJ990630_12.9C03 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


32973 






End 


33419 




GI 


none 






Score 


114 




F.xon <=; 


32973. 


.33050, 32974. 


.33051, 


32974. .33051, 33177 .. 33299, 






33178. 


.33300, 33179. 


.33292, 


33348. .33419, 33354. .33419 




0 • • 


12339 






Seq. ID 


OJ990630_12.9C03 


.C6 




26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


32973 






End 


33531 




GI 


none 






Score 


78 




Exons 


32973. 


.33050, 32974. 


.33051, 


33177. .33299, 33179. .33292, 






33196. 


.33300, 33243. 


.33299, 


33348. .33467, 33350 .. 33475, 






33354. 


.33467, 33355. 


.33471, 


33490. .33531, 33498.. 33530 




Seq. No. 


12339 






Seq. ID 


OJ990630_12. 9C03 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 





12830 




Name 


OJ990630 12.9C03.C6 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


34585 






End 


35486 




GI 


none 






Score 


140 




Exons 


34585. 


.34689, 35249 


. . 35485, 


35256. .35486 




Seq . No . . 


12339 






Seq. ID 


OJ990630_12.9C03 


.C6 


Gene No . 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6 


. o3 . np 


Method 


AAT/NAP 




Start 


37792 






End 


40626 




GI 


2462925 




Score 


1645 




Exons 


37792. 


.38022, 38131 


. .38427, 


38794. .38923, 39262 39587 , 






39951. 


.40172, 40264 


. .40626 








GI Descrip. 


(AJ000053) GTP cyclohydrolase II / 








3, 4-dihydroxy-2-butanone-4- 


phoshate synthase [Arabidopsis 




thaliana] 










Seq. No. 


12339 






Seq. ID 


OJ990630_12.9C03 




Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Naine 


OJ990630 12.9C03.C6 




Method 


TBLASTX: Soybean 




Start 


37804 






End 


38026 




GI 


none 






Score 


167 




Exons 


37804. 


.38025, 37805 


. .38026 








Sea No 


12339 






.Seq. ID 


OJ990630_12.9C03 




Conp No 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


37825 






End 


39401 




GI 


none 






Score 


148 




Exons 


37825. 


.38025, 37829 


. .38026, 


38128. .384 


33, 38132. .38428, 






38785. 


.38931, 38795 


38947 . 


39258. .39353, 392 62 .. 39357 , 






39348. 


.39401, 39349 


39396 








Sea. No. 


12339 






Seq. ID 


OJ990630_12.9C03 


,C6 


Gene No . 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


37843 






End 


39456 




GI 


none 






Score 


203 




Exons 


37843. 


.38025, 37844 


. .38026, 


38126. .38419, 38127. .38342, 






38128. 


.38433, 38132 


. .38428, 


38785. .38931, 38798 .. 3894 1, 






39257. 


.39355, 39258 


. .39455, 


39259. .39456, 39262.. 39456 




Seq. No. 


12339 






Seq. ID 


OJ990630_12.9C03 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6 


.ol .ts 


Method 


TBLASTX : Soybean 




Start 


38127 






End 


38433 




GI 


none 






Score 


399 




Exons 


38127. 


.38384, 38128 


. .38433, 


38132. .38428 




Seq. No. 


12339 






Seq. ID 


OJ990630_12.9C03 


,C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630_12. 9C03. C6 


. o2.ts 


Method 


' TBLASTX : Soybean 





12831 



Start 


39252 






End 


39573 




GI 


none 






Score 


90 




Exons 


39252. . 


39353, 39256 


. . 39357, 


39306. .39359, 3934 8.-394 97, 






39348. . 


39572, 39349 


. .39573, 


39358. .39573 




Seq. No. 


12339 






Seq. ID 


OJ990630_12. 9C03, 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


39268 






End 


39588 




GI 


none 






Score 


72 




Exons 


39268. . 


39384, 39270, 


. . 39353, 


39348. .39500, 3934 8.-39587, 






39349. . 


39588, 39358, 


. .39588 








Seq. No. 


12339 






Seq. ID 


OJ990630_12. 9C03, 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


39405 






End 


39588 




GI 


none 






Score 


84 




Exons 


39405. . 


39497, 39405. 


. .39587, 


39406. .39588, 39415.. 39588 




Seq. No. 


12339 






Seq, ID 


OJ990630_12.9C03. 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


39457 






End 


40344 




GI 


none 






Score 


144 




Exons 


39457. . 


39588, 39459. 


, . 39587, 


39472.-39597, 3994 9 .. 40119, 






39951. . 


40169, 39951. 


. . 40169, 


40249. .40344, 40264. .40344 




Seq. No. 


12339 






Seq. ID 


OJ990630_12.9C03, 


.C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


, o2.tc 


Method 


TBLASTX: Cress 




Start 


39943 






End 


40399 




GI 


none 






Score 


114 




Exons 


39943. . 


40119, 39945. 


. .40169, 


39961- .40170, 39969 .. 40175, 






40249. . 


40362, 40262. 


, .40312, 


40349. . 40399 




Seq. No. 


12339 






Seq. ID 


OJ990630_12.9C03. 


,C6 


Gene No. 


26121 






Strand 






Start 


23272 






End 


41347 




Name 


OJ990630 12.9C03.C6. 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


39949 






End 


40362 




GI 


none 






Score 


179 




Exons 


39949. . 


40161, 39951. 


.40175, 


39951. .40169, 4024 9 .. 40356, 






40261. . 


40362 










Seq. No. 


12340 






Seq. ID 


OJ990630_12.9C03. 


C7 


Gene No. 


26122 






Strand 


+ 




Start 


98 






End 


4057 




Name 


OJ990630 12.9C03.C7. 


ol . np 


Method 


AAT/NAP 




Start 


98 






End 


4057 




GI 


2499535 






Score 


125 




Exons 


98. .219, 471. .653, 3883. .40 


57 







GI Descrip. 2-OXOGLUTARATE/MALATE TRANSLOCATOR PRECURSOR gi 1595681 (U13238) 



12832 




2-oxoglutarate/malate translocator [Spinacia oleracea] 





Seq. No. 


12340 




Seq. ID 


OJ990630 


_12.9C03 


.C7 




flp-np No 


26123 




Strand 












137 




End 


3657 








LN CtlUC 


OJ990630 12. 


9.C03.C7.ol.gs 


Method 


GENSCAN 








Start 


137 




End 


3657 








GI 


none 




Score 


.44 








P von 


137. .296, 342. .488, 581. .689, 


1456.. 1567, 1720. 


. 1785, 








3119 3211. 


3296. . 3339, 3612 


. 3657 










Sea No 


12340 




Seq. ID 


OJ990630 


12 . 9C03 


. C7 




(2^n pi No 


26124 




Strand 










iJlUi l> 


3912 




End 


4057 








Name 


OJ990630 12 


9C03 C7 ol tc 


Mpfh od 

LiC Lit UU 


TBLASTX • 


Cres s 






Start 


3912 ~~ 




End 


4055 








GI 


none 




Score 


193 








Exons 


3912 40SS 


3914' 40S4 












Cpn No 

Kj w > Li • 


12340 




Seq. ID 


OJ990630 


12 9C03 


,C7 






26124 




Strand 










Cf art 
ij Lai L 


3912 




End 


4057 










OJ990630 12. 


9C03.C7.ol.tm 


Method 




Ma iz6 






Cfa r f 


3914 




End 


4 057 






hl\ 


O J- 


none 




Score 


222 








Exons 


3914. .4057, 


3915.. 4055 










m 


UCl^ • LN t-J * 


12341 




Seq. ID 


OJ990630 








OfcJilC LNU . 


26125 




Strand 


+ 








Cf 3 7-1" 

O Lai U 


56 




End 


3727 








ln dint; 


OJ990630 12. 


9C03.C8.ol.gs 


Method 


GENSCAN 






hJ 


O Lai L 


56 




End 


3727 






! Is 


\J X 


none 




Score 


.79 






□ 




56. .116, 1147. .1460, 2794. .3242, 3612. 


.3727 








Seq. No. 


12341 




Seq. ID 


OJ990630 


_12.9C03 


C8 


j; s'r 


V? d 1 ^ llU 1 


26125 




Strand 


+ 








O i— a x L. 


56 




End 


3727 






I *jj 


Name 


OJ990630 12. 


9C03.C8.ol.np 


Method 


AAT/NAP 






□ 


Start 


2897 




End 


3724 






1 

•: s, 


GI 


4104457 




Score 


679 








Fynne 


2897. .3242, 


3612. .3724 












GI Descrip. 


(AF036172) 2 


-oxoglutarate/malate translocator [ 


Zea mays^ 






Sea No 


12341 




Seq. ID 


OJ990630 


12 . 9C03 


C8 






26126 




Strand 


+ 








Start 


5839 




End 


6357 








Name 


OJ990630 12. 


9C03.C8 .o3.gs 


Method . 


GENSCAN 










5839 




End 


6357 








GI 


none 




Score 


.4 








Exons 


5839. .6357 














Seq. No. 


12341 




Seq. ID 


OJ990630 


_12.9C03. 


C8 




Gene No. 


26127 




Strand 


+ 








Start 


7490 




End 


7772 








Name 


OJ990630 12. 


9C03.C8.o4 .gs 


Method 


GENSCAN 








Start 


7490 




End 


7772 







12833 





i n_> 1 1 c 








Score 


4 R 




74QD 7600 


77^4 


1119 








Seq. No. 


12341 








Seq. ID 


OJ990630_12. 9C03.C8 


Gene No. 


26128 








Strand 


+ 


O Lai L 


. 18939 








End 


1934 8 


Name 


OJ990630 12 


. 9C03 






Mpt* hi oH 


AAT /HAP 


D Lai L 


18939 








End 


1934 8 


CI T 


702836 










77 9 


P von q 


18939. .19348 










Seq. No. 


12341 








Seq. ID 


OJ990630_12.9C03.C8 


Gene No. 


26129 








Strand 




O L- a -L L- 


4628 








End 


19563 


M a in o 


OJ990630 12 


. 9C03 


.C8.0I. 


tc 


Method 


TBLASTX: Cress 




8 








End 


1455 


rij 


none 








Score 


95 


DAUllD 


8. .112, 9.. 


116, 


1151. .1279, 


1152. .1454, 1164 . .1454, 1168. .1 


OClji LN L> • 










Seq. ID 


OJ990630_12.9C03.C8 




26129 








Strand 




Start 


4628 








End 


19563 


Name 


OJ990630 12 


. 9C03 


.C8.0I. 


tm 


Method 


TBLASTX: Maize 


Of- a yt- 


1126 








End 


3884 


1j1 


none 








Score - 


445 


T7 1 v /™\ t*i o 


1126. .1461, 


114 3 


. . 1460, 


1304 


..1468, 2794. .3240, 2794. .3240, 




2795. .3250, 


3609 


. .3686, 


3610 


..3729, 3i 


ill. .3808, 3611. .3754, 




3830. .3*871, 


3831 


. .3884 








Seq. No. 


12341 








Seq. ID 


OJ990630_12.9C03.C8 


Gene No. 


26129 








Strand 






4628 








End 


19563 


Name 


OJ990630 12 


. 9C03 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




1152 








End 


1383 


O X 


none 








Score 


167 


DA \Jl 1 O 


1152. . 1379, 


1152 


. . 1379, 


1168 


. .1383 




Qprf Ma 


12341 








Seq. ID 


OJ990630_12. 9C03.C8 


Gene No. 


26129 








Strand 




Start 


4628 








End 


19563 


Name 


OJ990630 12 


. 9C03 


.C8.0I. 


ts 


Method 


TBLASTX: Soybean 


O Lai L 


1384 








End 


3210 




none 








Score 


108 


HiAUllO 


1384. .1461, 


1386 


. .1460, 


2776 


..2910, 2794. .2907, 2795. .2914, 




2909. .3205, 


2911 


. .3210, 


2911 


. .3204 




Seq. No. 


12341 








Seq. ID 


OJ990630_12.9C03.C8 


Gene No. 


26129 








Strand 




Start v 


4628 








End 


19563 




OJ990630 12 


9C03 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 




2780 








End 


3075 


GI 


none 








Score 


356 


Exons 


2780. .3067, 


2788 


. .3075 








Seq. No. 


12341 








Seq. ID 


OJ990630__12.9C03.C8 


Gene No. 


26129 








Strand 




Start 


4628 








End 


19563 



12834 



Name 


OJ990630 12.9C03.C8.o3.tc 


Method 


TBLASTX: Cress 




Start 


3139 


End 


3748 




GI 


none 


Score 


150 




Exons 


3139.. 3240, 3140.. 3250, 3610. 


.3717, 3611.. 3748 




Seq. No. 


12341 


Seq. ID 


OJ990630_12. 9C03 


.C8 


Gene No. 


26129 


Strand 


— 




Start 


4628 


End 


19563 




Name 


OJ990630 12.9C03.C8.o2.gs 


Method 


GENSCAN 




Start 


4628 


End 


5335 




GI 


none 


Score 


.56 




Exons 


4628. .4691, 4810. .4931, 5123. 


.5335 






Seq. No. 


12341 


Seq. ID 


OJ990630_12.9C03 


.C8 


Gene No. 


26129 


Strand 






Start 


4628 


End 


19563 




Name 


OJ990630 12.9C03.C8.o2.np 


Method 


AAT/NAP 




Start 


4812 


End 


19563 




GI 


81286 


Score 


187 




Exons 


4812. .4919, 5198. .5421, 16202 


. . 16537, 


19480. .19563 




GI Descrip. 


extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox carteri] 






Seq. No. 


12341 


Seq. ID 


OJ990630_12.9C03, 


.C8 


Gene No. 


26129 


Strand 






Start 


4628 


End 


19563 




Name 


OJ990630 12.9C03.C8.o5.gs 


Method 


GENSCAN 




Start 


9374 


End 


16166 




GI 


none 


Score 


.5 




Exons 


9374.. 9498, 10133 10220, 126 


47. .12757 


, 12902. .12993, 






14780. . 14823, 15952. .16166 








Seq. No. 


12342 


Seq. ID 


OJ990630__12.9C03. 


,C9 


Gene No. 


26130 


Strand 


+ 




Start 


1 


End 


1464 




Name 


OJ990630 12. 9C03.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


370 




GI 


5006853 


Score 


205 




Exons 


1..370 








GI Descrip. 


(AF145728) homeodomain leucine zipper 


protein [Oryza sativa 


Seq. No. 


12342 


Seq. ID 


OJ990630_12.9C03. 


,C9 


Gene No. 


26130 


Strand 


+ 




Start 


1 


End 


1464 




Name 


OJ990630 12.9C03.C9.ol.gs 


Method 


GENSCAN 




Start 


80 


End 


1464 




GI 


none 


Score 


.47 




Exons 


80. .342, 500. .518, 562. .714, : 


1348. .1464 





Seq. No. 12342 

Gene No. 26131 

Start 1882 

Name OJ990630_12 . 9C03 . C9 . o2 . gs 

Start 1882 

GI none 

Exons 1882.. 2038, 2752.. 2984 



Seq. ID OJ990630_12.9C03.C9 
Strand 

End 2984 

Method GENSCAN 

End 2984 

Score .74 



12835 




Seq. No. 


12343 








Seq. ID 


OJ990630_12.9C03.C10 


Gene No. 


26132 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


ojyyuDoU iz 


.9C03 


.ClO.ol 


. np 


Method 


AAT/NAP 


Start 


1525 








End 


3180 


GI 


6523054 








Score 


571 


Exons 


1525. .1794, 


2088 


. .2204, 


2295. 


.2723, 2802. .3180 


GI Descrip. 


• (AL133314) 


arm repeat containing protein homolog [Arabidops 




thaliana] 












Seq. No. 


12343 








Seq. ID 


OJ990630_12. 9C03.C10 


Gene No. 


ZbloZ 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


OJ990630 12 


.9C03 


ClO.ol 


. gs 


Method 


GENSCAN 


Start 


1531 








End 


3103 


GI 


none 








Score 


.96 


Exons 


1531. .1794, 


2088. 


.2204, 


2295. 


.2723, 21 


302. .3103 


Seq. No. 


12343 








Seq. ID 


OJ990630_12.9C03.C10 


Gene No . 


ZoLoZ 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


OJ990630 12 


. 9C03. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2625 








End 


2966 


GI 


none 








Score 


104 


Exons 


2625. .2762, 


2634 . 


.2738, 


2801. 


.2953, 2E 


302. .2966 


Seq. No. 


12343 








Seq. ID 


OJ990630_12.9C03.C10 


Gene No. 


26132 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


OJ990630 12 


. 9C03. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


264 2 








End 


2966 


GI 


none 








Score 


102 


Exons 


2642. .2728, 


2643. 


.2738, 


2801. 


.2953, 2E 


i02. .2966 


Seq. No. 


12343 








Seq. ID 


OJ990630_12.9C03.C10 


Gene No . 


ZoloZ 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


OJ990630 12 


. 9C03. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2649 








End 


3179 


GI 


none 








Score 


108 


Exons 


2649. .2738, 


2651. 


.2722, 


2802. 


.2963, 2£ 


25. .2959, 3018. .3179 


Seq. No. 


12343 








Seq. ID 


OJ990630 12.9C03.C10 


Gene No . 


ZoLoZ 








Strand 


+ 


Start 


1525 








End 


3180 


Name 


OJ990630 12 


. 9C03. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2655 








End 


2957 


GI 


none 








Score 


87 


Exons 


2655. .2729, 


2802. 


.2957, 


2828. 


.2950 




Seq. No. 


12344 








Seq. ID 


OJ990630_12.9C03.C11 


Gene No. 


26133 








Strand 


+ 


Start 


1 








End 


548 


Name 


OJ990630 12 


9C03. 


Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


548 


GI 


3927830 








Score 


303 


Exons 


1. .548 













12836 






GI Descrip. 


(AC005727) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26133 


Strand 


+ 




Start 


1 


End • 


548 




Name 


OJ990630 12. 9C03.Cll.ol.gs 


Method 


GEN SCAN 




Start 


56 


End 


493 




GI 


none 


Score 


. 57 




Exons 


56. .493 








Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26134 


Strand 


+ • 




Start 


5284 


End 


10740 




Name 


OJ990630 12.9C03.Cll.o3.np 


Method 


AAT/NAP 




Start 


5284 


End 


10740 




GI 


6498441 


Score 


7139 




Exons 


5284.-6348, 6681. .7144, 7208. .7581, 7765. .7899, 8074. .8796, 






8 968. .10365, 10459. .1074 0 








GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. ■ 


26135 


Strand 






Start 


1 


End 


2760 " ■ 


l!l 


Name 


OJ990630 12.9C03.Cll.o2.np 


Method 


■AAT/NAP 


i : 1 5 

I hf 


Start 


1 


End 


"2760 




GI 


6721547 


Score 


78 




Exons 


1..37, 2666. .2760 






hl\ 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


!" LrF 


Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26136 


Strand 




L 


Start 


11363 


End 


12478 


i 


Name 


OJ990630 12. 9C03.Cll.ol.tc 


Method 


TBLASTX: Cress 


-I 


Start 


1 


End 


472 


i 


GI 


none 


Score 


331 


P 


Exons 


1..168, 2. .472 








Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26136 


Strand 






Start 


11363 


End 


12478 




Name 


OJ990630 12.9C03.Cll.o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


358 




GI 


none 


■ Score 


263 




Exons 


1..162, 2. .358, 23. .181 








Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26136 


Strand 






Start 


11363 


End 


12478 




Name 


OJ990630 12.9C03.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


472 




GI 


none 


Score 


325 




Exons 


1..162, 2. .472 








Seq. No. 


12344 


Seq. ID 


OJ990630_12.9C03.C11 




Gene No. 


26136 


Strand 





12837 






11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


5436 _ 








End 


5825 






none 








Score 


54 




F.xons 


5436 .5480. 


5487 


. . 5585, 


5504 . 


.5584, 5552. .5791, 5568.-5825 


Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 


— 




Start 


11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


54 75 _ 








End 


5723 




GI 


none 








Score 


194 




F.xon s 


5475 5723 


5477 


. . 5722 










Seq. No. 


12344 








Seq. ID 


OJ990630_12.9C03 


.Cll 


Gene No. 


26136 








Strand 


— 




Start 


11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6565 _ 








End 


7051 




GI 


none 








Score 


406 






6565 6738. 


6566 


. .7051, 


6760 . 


.7020 






Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 


- 




Start 


11363 








End 


12478 




Name 


0.1990630 1 ? 


. 9C03 


. Cll . ol 


. tw 




TBLASTX : Wheat 




O Lai L 


7?1 S _ 
/ i j 








End 


7678 




ox 


nunc 








Score 


220 




Hi AUI 1 O 


7215 7658 


7216 


. .7671, 


7217 . 


.7678 






Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 


— 




Start 


11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . o3 


. ts 


Method 


TBLASTX : Soybean 




OLQI L 


7256 _ 








End 


7621 




GI 


none 








Score 


118 




Pynnq 


7256 7480 


7487 


. .7621 










Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 


— 




Start 


11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


734 6 _ 








End 


7702 




GI 


none 








Score 


392 




Exotic 


7346 7702. 


7381 


. .7692, 


7586. 


.7702 






Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 






Start 


11363 








End 


12478 




Name 


OJ990630 12 


. 9C03 


. Cll . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7729 ~~ 








End 


8113 




GI 


none 








Score 


360 




Exons 


7729. .8094, 


7730 


. .8113 










Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03 


.Cll 


Gene No. 


26136 








Strand 






Start 


11363 








End 


12478 





12838 






Name 


OJ990630 12 . 


9C03 


,Cll.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


7786 ~ 








End 


8206 






GI 


none 








Score 


494 






Exons 


7786. .8181, 


7787 


. . 8206 












Seq. No. 


12344 








Seq. ID 


OJ990630_12.9C03, 


.Cll 




Gene No. 


26136 








Strand 








Start 


11363 








End 


12478 






Name 


OJ990630 12 . 


9C03 


.Cll.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


7865 ~~ 








End 


8236 






GI 


none 








Score 


276 






Exons 


7865. . 8236, 


7882 


. . 8025 












Seq. No. 


12344 








Seq. ID 


OJ990630_12.9C03, 


.Cll 




Gene No. 


26136 








Strand 








Start 


11363 








End 


12478 






Name 


OJ990630 12 . 


9C03 


.Cll . o5 . 


tw 


Method 


TBLASTX: Wheat 






Start 


8668 _ 








End 


9102 . 






GI 


none 








Score 


221 






Exons 


8668 . . 8892, 


8668 


. . 8892, 


8733. 


.8909, 8 


953.. 9102, 8979.. 9101 




Seq. No. 


12344 








Seq. ID 


OJ990630_12. 9C03, 


.Cll 


3;, 


Gene No. 


26136 








Strand 






-J 


Start 


11363 








End 


12478 




1\ 


Name 


OJ990630 12 


9C03 


.Cll. 08. 


tw 


Method 


TBLASTX: Wheat 




\\ 


Start 


9105 _ 








End 


9417 




\ I 
= ? 


GI 


none 








Score 


188 




5 E 


J— J JT\. 1 x 0 


9105 9281. 


9157 


. . 9417 












Seq. No. 


12344 








Seq. ID 


OJ990630JL2.9C03, 


.Cll 




Gene No. 


26136 








Strand 






jj 


Start 


11363 








End 


12478 






Name 


OJ990630 12 . 


9C03 


.Cll.o3. 


tm 


Method 


TBLASTX: Maize 




=; 


Start 


9610 ~ 








End 


9933 




I 
. i 


GI 


none 








Score 


354 




"i 

h 


Exons 


9610. . 9933, 


9639 


. . 9920 










a'. 
J 


Seq. No. 


12344 








Seq. ID 


OJ99O630_12.9C03, 


.Cll 


-j 
= J 


Gene No. 


26136 








Strand 






3; 


Start 


11363 








End 


12478 






Name 


OJ990630 12 . 


9C03 


.Cll.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


9747 ~~ 








End 


10148 






GI 


none 








Score 


368 






Exons 


9747 . . 9824 , 


9748 


. . 10128, 


9845 


. . 9988, ( 


9852. . 10148 






Sea No 


12344 








Seq. ID 


OJ990630_12.9C03. 


.Cll 




Gene No. 


26136 








Strand 








Start 


11363 








End 


12478 






Name 


OJ990630 12 . 


9C03 


.Cll.o7. 


tw 


Method 


TBLASTX: Wheat 






Start 


10153 ~~ 








End 


10731 






GI 


none 








Score 


239 






Exons 


10153. .10413 


, 10155. . 10412, 10168. .10545, 102 69 .. 10439, 








10605. .10727 


, 10606.. 10731 










Seq. No. 


12344 








Seq. ID 


OJ990630_12.9C03. 


Xll 




Gene No. 


26136 








Strand 








Start 


11363 








End 


12478 





12839 



IN G I LLC 


OJ990630 12 . 9C03. Cll . o3 


as 


Method 


GEN SCAN 


Cf arf 


11363 _ 




End 


12427 


O X 


none 




Score 


. 5 




11363 . . 12427 








ggq. No. 


12344 




Seq. ID 


OJ990630 


Gene No. 


26136 • 




Strand 




Start 


11363 




End 


12478 


Name 


OJ990630 12. 9C03.Cll.o4 


np 


Method 


AAT/NAP 


Qf orf 


11366 




End 


12478 


GT 

O X 


6907089 




Score 


1589 




11366 12478 








GI DescriD . 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


O C ^ • • 


12345 




Seq. ID 


OJ990630 


Gene No. 


26137 




Strand 


+ 


Start 


4490 




End 


7719 


Name 


OJ990630 12. 9C03.C12.o2 


gs 


Method 


GENSCAN 


Start 


4490 




End 


7719 


GI 


none 




- Score 


.64 




4490.. 4521, 4587.. 4719, 


4755 


..4923, 5344. .5678, 




6136.. 6494, 6569.. 6756, 


6832 


..7021, 7094. .7198, 




12345 




Seq. ID 


OJ990630 




26137 




Strand 


+ 


Start 


44 90 




1 End 


7719 ' 


Name 


OJ990630 12 . 9C03 . C12 . o2 


.np 


Method 


AAT/NAP 


Start 


4 7 94 




End 


7716 


GI 


6691716 




Score 


2317 


F.xon ^ 

J— 1 1 o 


4794.. 5 67 8, 5876.. 6054, 


6136 


. .6422, 6568. .6756, 




7094 7198. 7271. .7716 










( AP0004 92 ) hvoothetical 


protein [Oryza 


sativa] 


ai i 6691717 1 dbi 1 BAA89397 


.11 (AP000570) 


hypotheti 




fOrvza satival 








Sea No 


12345 




Seq. ID 


OJ990630 


Gene No. 


26138 




Strand 




Start 


1 




End 


2387 


Name 


OJ990630 12.9C03.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 — 




End 


2387 


GI 


5803259 




Score 


3014 


Fl 5f on s 


1 . . 1036, 1137 . . 2387 








GI DescriD. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


12345 




Seq. ID 


OJ990630 


Gene No. 


26138 




Strand 




Start 


1 




End 


2387 


Name 


OJ990630 12.9C03.C12.ol 


.gs 


Method 


GENSCAN 




36 




End 


2387 


GT 


none 




Score 


.73 


j — * w 1 1 j 


36. .1036, 1137. .1163, 1331.. 


2191, 2258 


. .2387 


Seq. No. 


12345 




Seq. ID 


OJ990630 


Gene No. 


26139 




Strand 




Start 


4914 




End 


5204 


Name 


OJ990630 12.9C03.C12.ol 


.tw 


Method 


TBLASTX: 


Start 


4914 




End 


5204 



5897. 
7271. 



. 6054, 
.7719 



6832. . 6943, 



12840 




GI 


none 






Score 


214 




F.xons 

i_J Vw/ 1 1 


4914 . . 5204 












Seq. No. 


12346 






Seq. ID 


OJ990920_18.9C06. 


,C4 


Gene No. 


26140 






Strand 


+ 




Start 


1880 






End 


1995 




Name 


OJ990920 18 


9C06 C4 ol 


y ° 


Mpthod 


GENSCAN 




Start 


1880 ~~ 






End 


1995 




GI 


none 






Score 


. 53 




1_J /V \_/ 1 1 fcw* 


1880 1995 












Seq. No. 


12347 






Seq. ID 


OJ990920 18 9C06 


C5 


Gene No. 


26141 






Strand 






Start 


1 






End 


2144 




Name 


OJ990920 18. 


9C06.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2144 




GI 


6598859 






Score 


338 




F.yon s 

i_j j\. y^/ i 1 o 


1..122, 859. 


.932, 987.. 


1083, 


1227. .154 


6, 2078. .2144 




GI Descrip. 


(AC010556) hypothetical 


. protein [Arabidopsis thaliana] 




Seq. No. 


12347 






Seq. ID 


OJ990920_18.9C06. 


C5 " 


Gene No. 


26141 






Strand 


+ 




Start 


1 






End 


2144 




Name 


OJ990920 18. 


9C06.C5.ol. 


gs 


Method 


GEN SCAN 




utai l 


33 






End 


1580 




GI 


none 






Score 


.42 






33. .122, 1266. .1580 












12347 






Seq. ID 


OJ990920_18.9C06. 






26141 






Strand 


+ 




Start 


1 






End 


2144 




Name 


OJ990920 18. 


9C06.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1263 






End 


1544 




GI 


4286385 






Score 


269 




P, von 


1263. .1544, 


1271. .1504 










GT Dp^rriD 


1915974 8.0e 


-43 (U62329) fructokinase 


[Lycopersicon esculentum] 




>gi_2102693 


(U64818) fructokinase [Lycopersicon esculentum] 


Seq. No. 


12347 






Seq. ID 


OJ990920_18.9C06. 


C5 


Gene No. 


26141 






Strand 


+ 




Start 


1 






End 


2144 




Name 


OJ990920 18. 


9C06.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1292 






End 


1583 




GI 


none 






Score 


409 




Exons 


1292. .1576, 


1293. .1574, 


1308. 


. .1583, 1513. .1581 




Seq. No. 


12348 






Seq. ID 


OJ990920_18.9C06. 


C6 


Gene No. 


26142 






Strand 


+ 




Start 


78 






End 


1119 




Name 


OJ990920 18. 


9C06.C6.ol. 


gs 


Method 


GENSCAN 




o Lai L 


78 






End 


1119 




GI 


none 






Score 


.83 




Exons 


78. .261, 980 


. .1119 










Seq. No. 


12349 






Seq. ID 


OJ990920_18.9C06. 


C7 


Gene No. 


26143 






Strand 


+ 




Start 


1 ' 






End 


582 





12841 



Name OJ990920_18 . 9C06 . C7 . ol . np Method AAT/NAP 

Start 1 End 582 

GI 6650526 Score 289 

Exons 1..582 

GI Descrip. (AF101045) putative transcription factor XI [Oryza sativa subsp. 
japonica] 



Seq. No. 12349 ' Seq. ID 

Gene No. 26143 Strand 

Start 1 End 

Name OJ990920_18 . 9C0 6 . C7 . ol . gp Method 

Start 4 63 End 

GI uC-osf Icypl57c05bl Score 

Exons 463.. 582 

GI Descrip. 1 214 9018/gb | U7054 1 | OSU7054 1 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds ' 



OJ990920_18. 9C06.C7 
+ 

582 

AAT/GAP 
582 
217 



OCU[ • LN U • 


12350 


Seq. ID 


OJ990920 




(?onp Ma 


26144 


Strand 






OLdi l 


1524 


End 


1608 




Name 


OJ990920 18.9C06.C8.ol.np. 


Method 


AAT/NAP 




Start 


1524 


End 


1608 




fir 


6721547 


Score 


94 




F vnn c 


1524. .1608 








\j J. Ud jLI -*-tr * 


(AP001073) Similar to Oryza 


sativa gene for Pib 


I ARD1 "34 A R \ 

■ ^ t\LJ Ul J4 4 O J 


JC(jt IN (J • 


12351 


Seq. ID 


OJ990920 






26145 


Strand 


+ 




o Lai L. 


942 


End 


1323 




Name 


OJ990920 18. 9C06.C9.ol.gp 


Method 


AAT/GAP "* 




Start 


942 


End 


1323 




GI 


uC-osflcyp033a04bl 


Score 


663 




Exons 


942. .1323 








GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza , 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 






Seq. No. 


12351 


Seq. ID 


OJ990920 


_18. 9C06.C9 


Gene No. 


26146 


Strand 


+ 




Start 


1231 


End 


8867 




Name 


OJ990920 18.9C06.C9.ol.gs 


Method 


GENSCAN 




Start 


1231 


End 


8564 




GI 


none 


Score 


. 4 




Exons 


1231. .1275, 2502. .2575, 2620 


..3667, 3723. .4022, 


4069. .4354, 




4460. .5024, 5181. .5430, 5473 


..5649, 5737. .6498, 


6616. .7029, 




7189.. 7326, 7665.. 7836, 8035 


..8224, 8306. .8564 




Seq. No. 


12351 


Seq. ID 


OJ990920_ 


_18.9C06.C9 


Gene No. 


26146 


Strand 






Start 


1231 


End 


8867 




Name 


OJ990920 18.9C06.C9.ol.np 


Method 


AAT/NAP 




Start 


5746 


End' 


8867 




GI 


5902445 


Score 


3096 




Exons 


5746. .7584, 7624. .8867 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


12351 


Seq. ID 


OJ990920 


_18.9C06.C9 



12842 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26147 
9512 

OJ990920_18, 

4072 

none 

4072. .4461 

'12351 
26147 
9512 

OJ990920_18, 

5044 

none 

5044 . .5226, 
5424 . .5489, 

12351 
26147 
9512 

OJ990920_18. 

5691 

none 

5691. .6146, 

12351 
26147 
9512 

OJ990920JL8. 

5731 

none 

5731. .5955, 

12351 
26147 
9512 

OJ990920_18, 

5821 

none 

5821. .6177, 

12351 
26147 
9512 

OJ990920__18, 

6205 

none 

6205. . 6588, 

12351 
26147 
9512 

OJ990920_18. 

6262 

none 

6262. . 6684, 



9C06.C9.o7.tw 



9C06.C9.o4.tw 



5052. .5225, 5263. 
5489. .5542, 10554 



9C06.C9.ol.tw 
5692.. 6147, 12087 

9C06.C9.o2.ts 
5962. .6096 

9C06.C9.ol.tm' 
5875. .6123, 5883. 

9C06.C9.o3.tm 
6239. . 6421, 6372. , 

9C06.C9.o2.tw 
6262. .6651, 6372.. 



Strand 
End 

Method 

End 

Score 



12861 

TBLASTX: Wheat 

4461 

240 



Seq. ID OJ990920_18.9C06.C9 
Strand 

End 12861 

Method TBLASTX : Wheat 

End 10675 

Score 147 

.5499, 5265. .5381, 5269. .5484, 

. .10640, 10658. .10675 

Seq. ID OJ990920_18.9C06.C9 
Strand 

End 12861 

Method TBLASTX : Wheat 

End ■ 12188 

Score 573 
. .12188 

Seq. ID OJ990920_18. 9C06.C9 
Strand 

End 12861 

Method TBLASTX : Soybean 

End 6096 

Score - 113 



Seq. ID OJ990920_18.9C06.C9 
Strand 

End 12861 
Method TBLASTX : Mai ze 
End 6177 
Score 431 
.6176 

Seq. ID OJ990920_18.9C06.C9 
Strand 

12861 

TBLASTX: Maize 
6588 
334 



End 

Method 
End 
Score 
. 6587 



Seq. ID OJ990920_18.9C06.C9 
Strand 

End 12861 

Method TBLASTX : Wheat 

End 6686 

Score 459 
. 6686 



Seq. No. 



12351 



Seq. ID OJ990920_18 . 9C06.C9 



12843 






Gene No. 


26147 








Strand 








Of -ivf 


Q^l 9 

y d 










xz 0 OX 






Name 


Pi TQQOQOn 1 P 


yuuo 


. uy . 01 . 


t s 


Method 


i dXjAo 1 a . ooyoean 






btart 


OjID 








bna 


D / *± X 






bX 


none 








Score 


T 1 ft 
jlU 






bxons 


UJlD . . 0 / fi X , 


OJ / j 


. . DjUU 












Seq. No. 


12351 








Seq. ID 


OJ990920_18.9C06. 


C9 




Gene No. 


26147 








Strand 








btart 


y 0 XZ 








End 


12861 






Name 


ujyyuyzu xo . 


yuuo 


uy . od . 


tw 


Method 


TBLASTX: Wheat 






CJ 1 >--l- 

btart 


DO JZ 








End 


7239 






bX 


none 








Score 


211 






Exons 


DO . . / U O O , 


DO 3Z 


7 n ^p 
. / u 3 0 , 


7 n 

/ UDD . 


.7239, 7159. .7239 






Seq. No. 


12351 








Seq. ID 


OJ990920_18. 9C06. 


C9 




Gene No. 


26147 








Strand 








Cf a v-+- 

olait 










i^na. 


XZ 0 D X 






Name 




yuu 0 


pQ 

uy . 00 . 


t S 


Method 


TBLASTX: Soybean 






btart 


o y jj 








End 


7338 






bX 


none 








Score 


83 






Exons 


cqcc 7 H £9 
D^JJ . . / U OZ , 


7 07^ 


. / JJO/ 


7 9 1 fi 
/ Z X 0 . 


.7316 






.sni 


Seq. No. 


12351 








Seq. ID 


OJ990920_18.9C06. 


C9 




Gene No. 


26147 








Strand 






: : f'l 


. btart. 


QC1 O 

y 0 XZ 








End 


12861 




is; : 


Name 


uj yyu yzu io . 


yLUfo 


Uy . oZ . 


tm 


Method 


TBLASTX: Maize 






Start 


/ /4 J 








End 


8048 




' := [ 


bl 


none 








Score 


357 




! s it? 


Exons 


77/1*5 Q H /I Q 


7 7 £n 

/ / OU 


on a n 
. . 0 U 4 / 










! 'i - ! 


Seq. No. 


12351 








Seq. ID 


OJ990920_18. 9C06. 


C9 


i hi 


Gene No. 


26147 








Strand 








otart 


y o xz 








End 


12861 






Name 


uj yyuyzu io . 


yuuo 


uy . od . 


tw 


Method 


TBLASTX: Wheat 




? 


OH > vf 


7 7 yl "5 








End 


8126 






bX 


none 








Score 


368 






Exons 




77 m 

//OX 


pi OC 

. O X z 0 










Q 


Seq. No. 


12351 








Seq. ID 


OJ990920_18. 9C06. 


C9 




Gene No. 


26147 








Strand 








oiart 


y 3 xz 








End 


12861 






Name 


r\ TQQri Q9 n 1 q 
uj yyu yzu 10 . 


yuuo 


uy . oj . 


4- 1.1 

tw 


Method 


TBLASTX: Wheat 






CM 1 v-4- 

otart 


0 Z jU 








End 


8858 






bX 


none 








Score 


361 






Exons 


pocn P 7 09 
OZDU. . O / UZ , 


R 9 

O Z D4 


. 0 j jU , 


0 j y y . 


.8506, 8727. .8858, 8732. .8857 




Seq. No. 


12351 








Seq. ID 


OJ990920_18. 9C06. 


C9 




Gene No." 


26147 








Strand 








OH 1 -v 4- 

otart 


q m 9 
y 0 iz 








End 


12861 






Name 


■ ujyyuyzu 10 . 


yuu b , 


uy . 04 . 


tm 


Method 


TBLASTX: Maize 






Start 


8574 








End 


8822 






GI 


none 








Score 


149 






Exons 


8574 . .8738, 


8739. 


.8822 












Seq. No. 


12351 








Seq. ID 


OJ990920JL8. 9C06. 


C9 




Gene No. 


26147 








Strand 







12844 



Start 
Name 
Start 
GI 

Exons 



9512 End 12861 

OJ990920_18 . 9C06 . C9 . o2 . gs Method GENSCAN 

9512 End 12861 

none Score .75 

9512. .9999, 10097 10242 , 10364 .. 11125, 11195 .. 11253, 

11360. .11503, 11571. .11695, 11860 .. 12059, 12393 .. 12553, 

12808. .12861 



Seq. No. 12351 Seq. ID OJ990920_18 . 9C06 . C9 

Gene No. 26147 Strand . - 

Start 9512 End 12861 

Name OJ990920JL8 . 9C06 . C9 . o2 . np Method AAT/NAP 

Start 10363 End 11969 

GI 6721561 Score 1000 

Exons 10363. .11125, 11195 11253, 11324 .. 11536, 11934.. 11969 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


12351 


Seq. ID 


OJ990920 


Gene No . 


26147 


Strand 




Start 


9512 


End 


12861 


Name 


OJ990920 18. 9C06.C9.o3.np 


Method 


AAT/NAP 


Start 


10925 


End 


12492 


GI 


6721558 


Score 


232 


Pvon q 


10925. .11125, 11563. .11695, 


12393. .12492 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gil 6815083 1 dbj | BAA90369.il 


(AP001081) 


hypotheti 




[Oryza sativa] 






Seq. No. 


12352 


Seq. ID 


OJ990920 


Gene No. 


26148 


Strand 


+ 


Start 


194 


End 


262 


Name 


OJ990920 18.9C06.C10.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


262 


GI 


none 


Score 


.94 


Exons 


194. .262 






Seq. No. 


12352 


Seq. ID 


OJ990920 


Gene No. 


26149 


Strand 




Start 


1 ' 


End 


6638 


Name 


OJ990920 18.9C06.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1857 


GI 


6721512 


Score 


104 


Exons 


1..64, 131. .274, 1645. .1857 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


12352 


Seq. ID 


OJ990920 


Gene No. 


26149 


Strand 




Start 


1 


End 


6638 


Name 


OJ990920 18.9C06.C10.o2.gs 


Method 


GENSCAN 


Start 


1500 


End 


6152 


GI 


none 


Score 


.82 



Exons 



1500. .1811, 2147. .2237, 2333. .2727, 2831. .2956, 3115. .5157, 
5585.. 5779, 6063.. 6152 



12845 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 



12352 Seq. ID 

26149 Strand 

1 End 

OJ990920__18 . 9C06 . CIO . o2 . np Method 

2085 End 

2829910 Score = 



OJ990920_18.9C06.C10 

6638 
AAT/NAP 
6638 
1310 



2085. .2237, 2333. .3059, 3184. .5155, 5652. .5779, 5875. .5961, 
6063. .6152; .6582. .6638 

(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



Seq. No. 12352 Seq. ID 

Gene No. 26149 Strand 

Start 1 End 

Name OJ990920_18 . 9C06 . C10 . o2 . ts Method 

Start 3535 End 

GI none Score 

Exons 3535 . .3717 



OJ990920_18. 9C06.C10 
6638 

TBLASTX : Soybean 

3717 

216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12352 
26149 
1 

OJ990920_18. 9C06.C10.o2.tm 
3550 
none 

3550.. 3750, 3559.. 3696, 3674.. 374? 



Seq. ID OJ990920_18.9C06.C10 
Strand 

End 6638 

Method TBLASTX: Maize 

End 3750 

Score 69 



Seq. No. 12352 
Gene No. 26149 
Start 1 

Name OJ990920_18 . 9C06 . C10 . ol . ts 

Start 3721 
GI none 

Exons 3721.. 4215, 3722.. 4144, 3767, 

4249. .4401, 425S..4455, 4354, 
4546.-4722, 4570. .4773, 4831. 



Seq. ID - OJ990920_18.9C06.C10 
Strand 

End 6638 

Method TBLASTX : Soybean 

End 4878 

Score 182 

.3904, 3904. .4218, 4000. .4209, 
.444 6, 4534. .47 64, 4 540. .4 566, 
.4878 



Seq. No. 12352 

Gene No. 26149 

Start 1 

Name OJ990920_18 . 9C06 . CIO . ol . tm 

Start 3751 

GI none 

Exons 3751.. 3954, 3761.. 3976, 3779. 

4240. .4443, 4241. .4474, 4243. 



OJ990920_18.9C06.C10 
6638 

TBLASTX: Maize 

4827 

82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3961, 3874. .4149, 4093. .4218, 
.4827, 4250.. 4504, 470.9.. 4825 



Seq. No. 12352 

Gene- No. 2614 9 

Start 1 

Name OJ990920_18. 9C06 . C10 . ol . tc 

Start 3757 

GI none 

Exons 3757, 
4351, 



,3900, 3853. .4287, 3854, 
,4467, 4354. .4446, 4411. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4147, 4000 
.4449, 4534 



OJ990920 18.9C06.C10 



6638 

TBLASTX: Cress 
4890 
122 

4281, 4255. 
4836, 4534. 



,4422, 
,4719, 



4675. .4773, 4831. .4890 



12846 




Seq. No. 


12353 


Seq. ID 


OJ990920 


_18 


.9C06. 


.Cll 


Gene No. 


26150 


Strand 


+ 










4 4 9 




9079 








Name 


O.7QQ0Q90 ~[ ff Qpflfi PI 1 ol rrQ 


lyje tnou 












4 4 9 _ 

fi 4 ^ 


CjIIU 


907 9 
























44? 700 1 177? 


907? 










Seq. No. 


12353 


Seq. ID 


OJ990920 


_18 


.9C06. 


.Cll 


Gene No. 


26151 


Strand 


+ 








Of- a yf- 
OLdl I 


4 16^ 


End 


5400 








Name 


O.7QQ0Q90 1 fl QfOfi PI 1 rr<2 


Method 


GENSCAN 








O Lai U 


4 1 fi^ _ 


End 


5400 








r-T 


none 


Score 


.73 








Exons 


41fi^ 4^9R 4Q17 M 01 ^IfiQ 


..5290, 5364. .5400 








beq . jno . 




Seq. ID 


OJ990920_ 


1 Q 




, Lll 


Gene No. 


26152 


Strand 


+ 








Start 


6406 


End 


6534 








Name 


OJ990920 18. 9C06.Cll.o2.gp 


Method 


AAT/GAP 








Start 


6406 


End 


6534 








GI 


LIB3474-009-P1-K1-F11 


Score 


222 








Exons 


6406. .6534 













GI Descrip. T 4455244/ emb | CAB367 4 3 . 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. No. 12353 Seq. ID 

Gene No. 26153 Strand ' 

Start 2449 End 

Name OJ990920_18 . 9C06 . Cll . o2 . gs Method 

Start 2449 End 

GI none Score 

Exons 2449.. 2687, 3059.. 3107 



OJ990920_18.9C06.C11 

3107 
GENSCAN 
3107 
.84 



Seq. No. 12353 Seq. ID OJ990920_18 . 9C06 . Cll 

Gene No. 26154 Strand 

Start . * 3307 End 3507 

Name OJ990920_18 . 9C06 . Cll . ol . gp Method AAT/GAP 

Start 3307 End 3507 

GI 2227_1.R1084 Score 305 

Exons 3307.. 3507 

GI Descrip. 1 6006355/dbj | AP000559 . 1 | AP000559 2.0e-56 Oryza sativa genomic 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12354 Seq. ID OJ990920_18.9C06.C12 

26155 Strand - - 

552 End 3564 

OJ990920_18. 9C06.C12.ol.gp Method AAT/GAP 

274 End 727 

LIB3431-045-P1-N1-A10 Score 876 

274 . .727 

•5441876/dbj I AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) 1 



Seq. No. 
Gene No. 
Start 



12354 
26155 
552 



Seq. ID 

Strand 

End 



OJ990920 18.9C06.C12 



3564 



12847 



Name 

Start 

GI 

Exons 



OJ990920_18 . 9C06 . C12 . ol . gs Method GENSCAN 
552 End 3543 

none Score .71 

552. .712, 849. .1118, 1182. .1312, 1403. .1440, 1506. 



.1688, 



1781. .2039, 2116. .2414, 2458. .2868, 2953.-3289, 3395. .3543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12354 
26155 
552 

OJ990920 
832 

5441880 
832. .1066, 
2116. .2414 
(AP000367) 



OJ990920 18.9C06.C12 



Seq. ID 
Strand 

End 3564 
Method AAT/NAP 
End 3564 
Score 2365 
,1426, 1463.. 1536, 
. .3564 

EST C28952 (C62945) corresponds to a 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



18.9C06.C12.ol.np 



1182. .1312, 1403., 
2953. .3289, 3395, 



1781. .2039, 
region of the 



12354 
26155 
552 

OJ990920_18. 9C0 6.C12.o2.gp 
1789 

LIB3475-007-P1-K1-G8 
1789. .2039, 2116. .2288 
f 5441880/dbj IBAA82378.il 5. 
corresponds to a region of 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_18.9C06.C12 

3564 
AAT/GAP 
2288 
7 93 



Oe-75 (AP000367) EST C28 952 (C6294 5 ) 
the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



18.9C06.C13.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920 18.9C06.C13 



12355 
26156 
1 

OJ990920_ 
1 

5441880 
1..50, 309. .345 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



470 

AAT/NAP 

345 

83 



Seq. No. 


12355 








Seq. ID 


OJ990920_ 


18 . 


.9C06, 


.C13 


Gene No. 


26156 








Strand 










Start 


1 








End 


470 








Name 


OJ990920 


18.9C06.C13. 


.ol 


. gs 


Method 


GENSCAN 








Start 


112 








End 


470 








GI 


none 








Score 


.8 








Exons 


112. .470 


















Seq. No. 


12356 








Seq. ID 


OJ990920_ 


18. 


>9C06. 


.C14 


Gene No. 


26157 








Strand 


__ r 








Start 


523 








End 


696 








Name 


OJ990920 


18.9C06.C14 . 


.ol 


.gs 


Method 


GENSCAN 








Start 


523 








End 


696 








GI 


none 








Score 


.71 








Exons 


523. .598, 


650. . 696 
















Seq. No. 


12357 








Seq. ID 


OJ990920_ 


18. 


.9C06. 


■ C15 



12848 




Gene No. 


26158 


Strand 






O LCtl L- 


5 68 


End 


870 




Name 


0,1990990 1 ft QPOfi PI R nl n-<? 
\juyy\jy£.u xo.-7^\ju.^xj.ux.yo 


Mo t" hoH 






OLdl U 


JDO 


FnH 


870 




ox 


nunc 


S core 


. 8 




■p 1 von 


568 620 666 870 








Seq. No. 


12358 


Seq. ID 


OJ990920_18.9C06. 


C17 


Gene No. 


26159 


Strand 






OLCti L 


903 


End 


2069 




Name 


0,7990990 1ft 9O06 P17 nl n<: 








Q-f- a r*t- 


90 3 — 


End 


9069 

\J \J Zs 




rir 

\J X 


n on o 


Score 


. 72 




r von ^ 


903 968 1846 1930 1988 


, .2069 






Seq. No. 


12359 


Seq. ID 


OJ990920_18.9C06. 


C19 


Gene No. 


26160 


Strand 






Start 


1013 


End 


2231 A 




IN CliLlC 


OJ990920 18.9C06.C19.ol.gs 


Method 


GENSCAN 






1013 


End 


2231 




(IT 


none 


Score 


.51 






1013. .1103, 1541. .1613, 1680. .2054, 2171. .2231 






12360 


Seq. ID 


OJ990920_18.9C06. 


C20 


(I O TTi O M/^i 


26161 


Strand 


+ 




OLal L 


226 


End 


1793 




Name 


OJ990920 18.9C06.C20.ol.np 


Method 


AAT/NAP 




Start 


226 


End 


1790 




CI 
oX 


3377812 


Score 


123 






226. .306, 1316. .1391, 1471. 


, . 1691, 1724 


. .1790 




flT Hocpn v\ 
ox UcoLLlp • 


(AF076275) contains similarity to heavy-metal-associated domain 




containing proteins (Pfam: 


HMA.hm, score: 12.02) [Arabidopsis 




thaliana] 








Seq. No. 


12360 


Seq. ID 


OJ990920_18.9C06. 


C20 


Gene No. 


26161 


Strand 


+ 




O Ldl L 


226 


End 


1793 






OJ990920 18.9C06.C20.o2.gs 


Method 


GENSCAN 




9i~a rt- 
o Lai L 


; 1166 


End 


1793 




O X 


none 


Score 


.9 






1166. .1219, 1316. .1391, 1471. .1793 






Seq. No. 


12360 


Seq. ID 


OJ990920_18.9C06. 


C20 


Gene No. 


26162 


Strand 






O L.CIX L. 


16 


End 


227 




Name 


OJ990920 18.9C06.C20.ol.gs 


Method 


GENSCAN 




O Lai L 


16 


End 


227 




ox 


none 


Score 


. 98 






16. .227 








Seq. No. 


12361 


Seq. ID 


OJ990920_18.9C06. 


C21 


Gene No. 


26163 


Strand 


+ 




Start 


132 


End 


2748 




Name 


OJ990920 18.9C06.C21.ol.np 


Method 


AAT/NAP 




Start 


132 


End 


2338 




GI 


4455287 


Score 


332 




Exons 


132. .296, 997. .1087, 1125.. 


1224, 1314. 


.1478, 2204.. 2338 





12849 




\J i J—/ \^ O ^ ^ K** * 


(AL035527) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


12361 


Seq. ID 


OJ990920_18 . 9C06 


.C21 


Gene No. 


26163 


Strand 


+ 




Start 


132 


End 


2748 




Name 


OJ990920 18 9C06 C21 ol as 


Method 


GENSCAN 




Start 


165 ~ 


End 


2748 




GI 


none 


Score 


.89 




Hj a. lj i i o 


165 296 1314 1478 2420 


.2497, 2650. 


.2748 






12361 


Seq. ID 


OJ990920_1'8.9C06 


. C21 


Gene j^q b 


26163 


Strand 


+ 




Start 


132 


End 


2748 




Name 


OJ990920 18. 9C06.C21.ol.gp 


Method 


AAT/GAP 




Start 


997 


End 


1515 




GI 


LIB3433-060-P1-K1-D2 


Score 


544 




Rxnn s 

i_j av no 


997 1087 1172 1224. 1314 


. .1515 






V-l JU 1— ' N*^ O Vuf J- -L b-' * 


1 4 455287/emb | CAB36823 . 1 | 4 . 


Oe-27 (AL035527) putative protein 




T Ar^hi i Hans i s th^lian^l 1 








Sea No 


12361 


Seq. ID 


OJ990920_18.9C06 


.C21 


Gene No. 


26163 


Strand 


+ 




Start 


132 


End 


2748 




Name 


OJ990920 18. 9C06.C21.o2.np 


Method 


AAT/NAP 




O Lai L 


2214 


End 


2739 




\J J. 


4038034 


Score 


311 




Pvnnc; 


2214. .2321, 2420. .2497, 2650. .2739 






r^T DpQpr "i 


(AC005936) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


12361 


Seq. ID 


OJ990920_18.9C06 


.C21 


Gene" No. 


26164 


Strand 


+ 




Start 


3410 


End 


4117 




Name 


OJ990920 18. 9C06.C21.o2.gs 


Method 


GENSCAN 




Start 


3410 


End 


4117 




GI 


none 


Score 


1 






3410. .4117 








Sea No 


12361 


Seq. ID 


OJ99092'0_18.9C06 


.C21 


Gene No. 


26165 


Strand 






Start 


5585 


End 


5996 




Name 


OJ990920 18.9C06.C21.o2.ts 


Method 


TBLASTX : Soybean 




Start 


204 


End 


1481 




GI 


none 


Score 


91 




F.xon s 

J_J x\ \_/ 1 1 lj 


204. .299, 219. .296, 997. .1101, 1005. .1085, 1165. .1296, 






1311. .1481, 1311. .1478 








Sea No 


12361 


Seq. ID 


OJ990920_18.9C06 


.€21 


Gene No. 


26165 


Strand 






Start 


5585 


End 


5996 




Name 


OJ990920 18. 9C06.C21.o3.tm 


Method 


TBLASTX: Maize 




u Lai L 


204 


End 


1481 




GI 


none- 


Score 


107 




Exons 


204. .299, 210. .281, 997. .1086, 999. .108 


8, 999. .1091, 1311. .1' 




1313. .1474 








Seq. No. 


12361 


Seq. ID 


OJ990920_18.9C06 


.C21 


Gene No. 


26165 


Strand 







12850 




Start 


5585 








End 


5996 


Name 


C\ TQQPIG9PI 1 Q 


. ybu b 


. l^Z 1 . oz 


. IC 


Method 


TBLASTX: Cress 


Start 


1 JlU 








End 


2736 




none 








Score 


216 


Exons 


1 jIU . .14/1/ 


1 O 1 4 


1 A Q 1 
. .14 01, 


i o bo . 


.1987, 18 


89. .1987, 2198. .2374, 






9 4 1 4 

Z 4 1 4 


9 4^9 
. . Z 4 OZ , 


Z 4 O O . 


.2500, 2635.-2736, 2652.. 2726 


■ 

Seq.. No . 


1Z O b 1 








Seq. ID 


OJ990920_18 . 9C06.C21 


Gene No. 


26165 








Strand 




Start 


5585 








End 


5996 


Name 


ujyyuyzu io 


. y LU O 


. L/Z 1 . OZ 


. LIU 


Method 


TBLASTX: Maize 


Start 


1 Q 7 "7 
1 0 / / 








End 


2739 


bl 


none 








Score 


107 


Exons 


io / / . . iyo / / 


i o o y 


1 QQ 7 

. . i y 0 / , 


9 1 Q£ 

z i y b . 


.2231, 2198. .2314, 2199. .2324, 




9 9 7 7 9^^n 


0 A*\ A 
Z 4 1 4 


. . Z 0 U U , 


9 4 1 P. 
Z 4 1 0 ■ 


.2495, 2420. .2497, 2635. .2739 


O _ — . XT- 

beq. no. 


1Z J D 1 








Seq. ID 


OJ990920_18 . 9C06.C21 


Gene No. 


26165 








Strand 




Start 


5585 








End 


5996 


Name 


Pi TQ QPl Q9fl IP 


. yL-u b 


f9 1 rvl 
. OZ 1 . Ul 


. IS 


Method 


TBLASTX: Soybean 


btart 


i y 4 u 








End 


2736 


bl 


none 








Score 


65 


Exons 


i y 4 u . . i y o / , 


OI QQ 

z i y o 


. . Z JO U , 


z i y y . 


.2333, 2414. .2497, 2418. .2495, 




9 / 1 Q 9/1QC 

z 4 1 y . . z 4 y b , 


9 /i 9 n 
z 4 z U 


. . z OZ 4 , 


9/rqc 

z boo . 


.2736 




Seq. No. 


12361 








Seq. ID 


OJ990920_18.9C06.C21 


Gene No. 


26165 








Strand 




Start 


croc; 
OOOO 








End 


5996 


Name 


OJyyUyzU lo 


. ycu b 


. Cz 1 . Ol ■ 


. tm 


Method 


TBLASTX : Maize 


Start 


JO Z 1 








End 


4048 


bl 


none 








Score 


262 


Exons 




O 0 Z 4 


a n n q 
. . 4 u u y , 


^ Q /l 7 
O O 4 / . 


.4026 




Seq. No. 


12361 








Seq. ID 


OJ990920_18 .'9C06.C21 


Gene No. 


26165 








Strand 




Of l >~ +- 

btart 


c. c, o c 

J JO J 








End 


5996 


Name 


u j y y u y z u i o 


. yuu b 


. bz 1 . Oj , 


: gs 


Method 


GENSCAN 


O -1- -> v- +- 


CCQC 
JJOJ 








End 


59.8 6- ~ 


C T 
bi 


none 








Score 


1 


Exons 


jood. . o y o b 












beq.. no. 


1^ jDI 








Seq. ID 


OJ990920_18 . 9C06. C21 


Gene No. 


26165 








Strand 




Start 


5585 








End 


5996 


Name 


A TQQflQOfl 1 Q 

uj y yuyzu io 


. 9C06 


.C21.o3, 


.np 


Method 


AAT/NAP 


btart 


Q c n c: 








End 


5996 


-T- 

bl 


CQ1 1 O /I C 

b y 1 1 o 4 b 








Score 


296 


Exons 


o oUb . . oy yb 












GI Descrip. 


( AJL 1 o o b 4 y ; 


sulfotransf erase-like protein [Arabidopsis thali; 


o e q . in o . 


1Z jDI 








Seq. ID 


OJ990920_18.9C06.C21 


Gene No. 


26165 








Strand 




Start 


5585 








End 


5996 


Name 


OJ990920 18 


. 9C06 


.C21.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


5624 








End 


5996 


GI 


none 








Score 


61 


Exons 


5624. .5731, 


5627 


. .5713, 


5762. . 


.5995, 5769.. 5996 



12851 



Seq. No. 12361 

Gene No. 26165 

Start 5585 

Name OJ990920_18 . 9C06 . C21 . o4 . tm 

Start 5756 

GI none 

Exons 5756.-5968, 5757.. 5966 



Seq. ID OJ990920_18.9C06.C21 
Strand 

End 5996 

Method TBLASTX : Mai ze 

End 5968 

Score 94 



Seq. No. 12362 

Gene No. 26166 

Start 5585 

Name OJ990920_18 . 9C06 . C22 . o3 . gs 

Start 5585 

GI none 
Exons 



Seq. ID OJ990920_18.9C06.C22 

Strand + 

End 7410 

Method GENSCAN 

End 7410 

Score .71 



5585. .5815, 5939. .5972, 6287. .6356, 6358. .6533, 6625. .6789, 
7190. .7410 



Seq. No. 12362 

Gene No. 26167 

Start 1 

Name OJ990920_18 . 9C06 . C22 . ol . np 

Start 1 

GI 4406768 

Exons 1..265 

GI Descrip. (AC006836) putative steroid sulfotransf erase [Arabidopsis 
thaliana] 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 

Method AAT/NAP 

End 265 

Score 147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12362 
26167 
1 

OJ990920_18 . 9C06 . C22 . o2 . np 
1 

6686402 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 

Method AAT/NAP 

End 10472 

Score 1132 



1..27, 1956. .2194, 2296. .2551, 2621. .3413, 3471. 
9187. .9735, 9808. .10472 

(AC007234) F1E22.16 [Arabidopsis thaliana] 



,3621, 



12362 
26167 
1 

OJ990 920_18 . 9C0 6 . C22 . o2 . gs 

1736 

none 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 

Method GENSCAN 

End 3670 

Score .71 



1736. .1753, 1977. .2106, 2296. .2948, 3034. .3535, 3603. .3670 



Seq. No. 12362 

Gene No. 26167 

Start 1 

Name OJ990920_18 . 9C06 . C22 . ol . tc 

Start 2278 

GI none 
Exons 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End ' 10472 

Method TBLASTX : Cress 

End 2876 

Score 65 



2278. .2421, 2298. .2435, 2493. .2522, 2622. .2876 



Seq. No. 
Gene No. 
Start 



12362 
26167 
1 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 



12852 



Name 

Start 

GI 

Exons 



OJ990920_18.9C06. 

2376 

none 

2376.. 2405, 2377. 
2622.. 2957, 2725. 



C22.ol.tm Method TBLASTX : Maize 

End 3333 

Score 4 0 
.2406, 2406. .2435, 2463. .2540, 2464. .2541, 
.2946, 3043. .3165, 3193. .3333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12362 
26167 
1 

OJ990920_18.9C06, 

2718 

none 

2718. .2975, 2725. 



C22.ol.ts 



End 

Method 
End 
Score 
.2949, 2835. .2951 



Seq. ID OJ990920_18.9C06.C22 
Strand 

10472 

TBLASTX : Soybean 
2975 
139 



rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



12362 
26167 
1 

OJ990920_18. 9C06, 

6249 

6686402 

6249. .6267, 9214, 
(AC007234) F1E22. 

12362 
26167 
1 

OJ990920_18.9C06. 

8976 

none 

8976. .9065, 9127. 

12362 
26167 
1 

OJ990920_18.9C06, 

9208 

none 

9208. .9345, 9355, 



End 

C22.o3.np Method 

End 

Score 
.9735, 9808. .10472 
16 [Arabidopsis thaliana] 



Seq. ID OJ990920_18.9C06.C22 
Strand 

10472 
AAT/NAP 
10472 
309 



C22.o4.gs 



End 

Method 
End 
Score 
.9735, 9814. .10350 



Seq. ID OJ990920_18.9C06.C22 
Strand 

10472 

GEN SCAN *: 
10350 
.89 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 

Method TBLASTX : Mai ze 

End 9628 

Score 132 
19414, 9430. .9609, 9433. .9618, 9434.. 9628 



C22.o2.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12362 
26167 
1 

OJ990920_18.9C06. 

9451 

5753266 

9451. .9654, 9452, 



C22.o2.ts 



. 9580 



Seq. ID OJ990920_18.9C06.C22 
Strand 

End 10472 

Method TBLASTX : Soybean' 

End 9654 

Score 107 



: Seq. ID OJ990920_18.9C06.C23 
Strand 



12363 
26168 
1525 

OJ990920_18. 9C06.C23.ol.np 
1525 
5922628 
1525. .1780, 2087. .2181 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6016861|dbj IBAA85204.il (AP000570) hypothetical protein 



End 

Method 

End 

Score 



2181 
AAT/NAP 
2181 
160 



12853 



1498, 



[Oryza sativa] 

Seq. No. 12364 
Gene No. 26169 
Start 55 * 

Name OJ990920_18 . 9C06 . C24 . ol . np 

Start 55 

GI 5922631 

Exons 55.. 426, 684.. 881, 927.. 

GI Descrip. (AP000492) ESTs .C26347 (C 
region of the predicted 
retrotransposon Cinful-1 
gi | 60168 64 | dbj IBAA85207. 
C26347 (C12145) , AU078074 { 
predicted gene.; Similar 
Cinful-1. (AF049110) [Or 

Seq. No. 12364 

Gene No. 26169 

Start 55 

Name OJ990920_18 . 9C06 . C24 . ol . gs 

Start 221 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1541 



OJ990920_ 
+ 

5914 
AAT/NAP 
5878 
6564 
1691, 1818.. 



18.9C06.C24 



.2744, 3351. .5878 
12145) ,AU078074 (C12145) correspond to a 
gene.; similar to prpol; Zea mays 
. (AF049110) [Oryza sativa] 
1| (AP000570) ESTs 

C12145) correspond to a region of the 

to prpol; Zea mays retrotransposon 
yza sativ 



Seq. ID OJ990920_18.9C06.C24 

Strand + 

End 5914 

Method GEN SCAN 

End 5914 

Score .53 



221. .514, 667. .1054, 1081. .2032, 2063. .2189, 2295. .2736, 
2758. .3106, 3203. .4657, 4950. .5083, 5101. .5914 



Seq. No. 12364 Seq. ID 

Gene No. 26170 Strand 

Start 6244 End 

Name OJ990920_18 . 9C06 . C24 . o2 . gs Method 

Start 6244 End 

GI none Score 
Exons 



OJ990920_18.9C06.C24 

9164 
GENSCAN 
9164 
.85 



6244. .6656, 6769. ..6882, 6945. .7134, 7209. .7396, 7474. .7832, 
7909. .8069, 8280. .9164 



Seq. No. 12364 
Gene No. 26170 
Start 6244 

Name OJ990920_18 . 9C06 . C24 . o2 . np 

Start 6256 
GI 6691716 

Exons 6256..669S, 6769.. 6882, 

7732..7832, 7909. .8086, 

GI Descrip. (AP000492) hypothetical 
gi | 6691717 | dbj IBAA89397 
[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990920_18.9C06.C24 

,9164 
AAT/NAP 
9164 
2438 

7209. .7396, 7474. .7661, 



7032. .7134, 
8276. .9164 

protein [Oryza sativa] 
11 (AP000570) hypothetical protein 



Seq. No. 12364 Seq. ID 

Gene No. 26171 Strand 

Start 9999 End 

Name OJ990920_18 . 9C06 . C24 . o7 . tw Method 

Start 1102 End 

GI none Score 

Exons 1102.. 1410, 1103.. 1504 



OJ990920_18.9C06.C24 
11576 

TBLASTX: Wheat 

1504 

292 



Seq. No. 
Gene No. 



12364 
26171 



Seq. ID 
Strand 



OJ990920 18.9C06.C24 



12854 




Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 .06 


. tw 


Method 


TBLASTX: Wheat 




Start 


2084 








End 


2761 




GI 


none 








Score 


133 




Exons 


2084 . .2260, 


2305. 


.2541, 


2309. 


.2539, 2588.. 2761 




Seq. No. 


12364 








Seq. ID 


OJ990920_18 . 9C06 


.C24 


Gene No. 


26171 








Strand 


~~ 




Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2761 








End 


3217 




GI 


none 








Score 


487 




Exons 


2761. .3216, 


2762. 


. 3217 










Seq. No. 


12364 








Seq. ID 


OJ990920_18 . 9C06 


.C24 


Gene No. 


26171 








Strand 






Start 


9999 








End 


11576 




Naine 


OJ990920 18 


. 9C06. 


C24 .o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


2801 








End 


3166 




GI 


none 








Score 


135 




Exons 


2801. .3025, 


3032. 


.3166 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06 


.C24 


Gene No. 


26171 








Strand 


- 




Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2891 ~~ 








End 


3247 




GI 


none 








Score 


364 




Exons 


2891. .3247, 


2932. 


.3237 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06 


.C24 


Gene No. 


26171 








Strand 


- 




Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3332 








End 


3756 




GI 


none 








Score 


434 




Exons 


3332. .3751, 


3376. 


.3756 










Seq. No. 


12364 








Seq. ID 


OJ990920_18 . 9C06 


.C24 


Gene No. 


26171 








Strand 


— 




Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3410 








End 


3811 




GI 


none 








Score 


314 




Exons 


3410. .3811, 


3427. 


.3570, 


3607. 


.3777 






Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06 


.C24 


Gene No. 


26171 








Strand 






Start 


9999 








End 


11576 




Name 


OJ990920 18 


. 9C06. 


C24 .o3 


. tm 


Method 


TBLASTX : Maize 




Start 


3478 








End 


3922 




GI 


none 








Score 


267 




Exons 


3478. .3732, 


3479. 


.3733, 


3479. 


.3736, 3755.. 3886, 3896.. 3922 


Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06 


.C24 


Gene No. 


26171 








Strand 






Start 


9999 








End 


11576 





12855 




Name 


P).tqqoq90 1 ft 

wu y y\j y 10 < 


QP06 


. C24 .08. 


t w 


L1C LliUU 


TRT.A9TX • Whp^t 




bisri. 


37 61 _ 








FnH 

Hi 1 1U 


4 04 S 

TUT J 




p t 


none 








Q /^i /^s y~ iZi 


974 






3761 4042 


3773 


. .3868, 


3950 . 


.4045 






Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06, 


■ C24 


Gene No. 


26171 








Strand 






Of a y+- 


QQQQ 
y y y y 








End 


11576 




Name 


pi,TQQ0Q90 1 ft 


QP06 


. C24 . o2 . 


ts 


Method 


TBLASTX: Soybean 




oldil 


4 0 37 _ 

4U J I 








End 


4425 




p t 


none 








Score 


87 




Exons 


4 0 37 4 14 1 


404 S 

4U4 J 


4131, 


4177 . 


.4425, 4181. .4423 




Seq. No. 


12364 








Seq. ID 


OJ990920JL8.9C06, 


,C24 


Gene No. 


26171 . 








Strand 


- 




Cf 3 -v-4- 

oLalL 


QQQQ 
y y y y 








End 


11576 




Name 


O.TQQ0Q90 1 ft 
y y\j y j. o < 


QP0 6 


. C24 . o4 . 


tw 


Method 


TBLASTX: Wheat 






4 04 6 ~~ 








End 


4 4 68 




P T 
vjX 


none 








Score 


409 




Hi A LJ 1 1 o 


4046 446ft 


4 051 


. .4392 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06. 


,C24 


Gene No. 


26171 








Strand 


- 




O L.O..L U 


yyyy 








End 


11576 




Name 


O TQQO Q90 1 ft 
\ju z) y\j y xo. 


QP06 


P94 n6 


L.11L 


Method 


TBLASTX: Maize 




o Lai l 


4 1 nn* 
4 x uu 








End 


4372 




P T 


none 








Score 


119 




TP V /""N T~1 O 

HjXons 


4 i nn 4 970 

4lUU . . 4Z / U, 


4 97 4 

4 Z / 4 


. .4372 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06< 


.C24 


Gene No. 


26171 








Strand 








QQQQ 

_7 _7 _7 ,7 








End' 


11576 




Name 


O.TQQ0Q90 1 ft 


QPO 6 


.C24 .olO.tw 


Method 


TBLASTX: Wheat 




uLaiL 


4 4 ft 4 ~ 

4404 








End 


4783 




PT 

ul 


none 








Score 


138 




Exons 


44ft4 461ft 

4 4 O 4 • . 


4 6ft S 

*i U O J 


. .4783 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06, 


.C24 


Gene No. 


26171 








Strand 






Jlal L . 


QQQQ 

_7 .7 .7 .7 








End 


11576 




Name 


D TQQ0Q90 1 ft 
\j\jyy\jy£\j x o < 


QPO 6 


.C24 .ol. 


tm 


Method 


TBLASTX: Maize 




OLdll 


4 7 7 ft _ 








End 


5143 




^aX 


none 








Score 


453 




CjAUII O 


477ft S0R6 


4787 


. .5104, 


4801. 


.5103, 5096. .5143 




Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06, 


,C24 


Gene No. 


26171 








Strand 






o L dX u 


QQQQ 

.7 .7 -7 .7 








End 


11576 




Name 


o.tqqoq90 i ft 

\JOyy\Jy£.\J XO. 


QPO 6 


.C24 .o5. 


tw 


Method 


TBLASTX: Wheat 




OLalL 


4 7 ft 4 _ 
4 / O 4 








End 


5173 




PT 


none 








Score 


408 




Exons 


4784 . .5155, 


4787 


. .5173 










Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06. 


.C24 


Gene No. 


26171 








Strand 






Start 


9999 








End 


11576 




Name 


OJ990920 18, 


. 9C06 


,C24 .o5. 


tm 


Method 


TBLASTX: Maize 





12856 








^94 s 








End 


5518 






GI 


none 








Score 


93 






Exons 


c i94S S^R? 

_) ^. *i ^> . i J J Jl/ 


S94fi S^4 


4 


5335 


..5409, 5339.-5422, 5432. .5518 




Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06. 


C24 




Gene No. 


26171 








Strand 








Of arf 


Z> Z> -J -s 








End 


11576 






Name 


n,TQQ0Q9n i fl 


QPOfi P94 


o2 


tw 


Method 


TBLASTX: Wheat 








R9fl ~ 








End 


5902 








none 








Score 


365 








^988 S77Q 


S^Oft S^Q 


7 


54 4 9 


. .5577, 5771. .5902 






Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06. 


C24 




Gene No. 


26171 








Strand 








Of- -s v-f 


QQQQ 

I? _7 ,7 ^ 








End 


11576 








n,TQQDQ?D 1 R 


QPOfi P94 


o4 


. tm 


Method 


TBLASTX: Maize 






DCal £. 


JDUU 








End 


5863 






P T 

bi 


none 








Score 


169 








5600 5782. 


5722 . . 578 


1, 


5761 


..5862, 5762. .5863 






Seq. No. 


12364 








Seq. ID 


OJ990920_18.9C06. 


C24 




Gene No. 


26171 








Strand 










QQQQ 

-7 .7 .7 Z> 








End 


11576 




?? 


Name 


n.TQQfiQ9n 1 


QPOfi P94 




. tw 


Method 


TBLASTX: Wheat 




!i 


otart 


7 ^4 
o / 3 *± 








End 


9044 




rt 


p x 
bi 


none 








Score 


194 




* i 


Exons 


Qiu Q D 4 4 














*\ 

sr 


beq. ino. 


1 9^64 
1Z JD4 








Seq. ID . 


OJ990920_18.9C06. 


C24 


< : 

u 


Gene No. 


26171 








Strand 








Start 


9999 








End 


11576 






Name 


n.7QQ0Q90 1 R 


.9C06.C24. 


o3 


.np 


Method 


AAT/NAP 




y 


buar u 


QQQQ _ 

y :? ;? y 








End 


11576 






P T 
bl 


Z^44UOO 








Score 


112 




*t 
a? 


Exons 


QQQQ 1 fini f> 


, 11366. .11576 










bi uescrip. 




glutathione 


s-transf erase [Oryza sativa] 




sis 

s ; 


Seq. No. 


12364 








Seq. ID 


OJ990920JL8.9C06. 


C24 


=*£ 


Gene No. 


26171 








Strand 






B? 




9999 








End 


11576 




= j 


Name 


OJ990920 18 


.9C06.C24. 


o3 


.gs 


Method 


GENSCAN 






Of a v-f 


11138 








End 


11497 






PT 
b-L 


none 








Score 


.93 






HiXOilo 


11138. .11497 














Seq. No. 


12365 








Seq. ID 


OJ990920_18 . 9C06. 


C25 




Gene No. 


26172 








Strand 


+ 






cf 3 -rf- 

O Ld.1 1. 


115 








End 


2814 






Name 


OJ990920 18 


. 9C06.C25. 


ol 


.gs 


Method 


GENSCAN 






Qf 3 r-f- 
OLdlt 


115 








End 


2814 






GI 


none 








Score • 


.64 






Exons 


115. .183, 1077. .1098, 


1601. . 


1801, 2726 


. .2814 






Seq. No. 


12365 








Seq. ID 


OJ990920_18 . 9C06. 


C25 




Gene No. 


26173 








Strand 


+ 






Start 


10465 








End 


11344 






Name 


OJ990920 18 


. 9C06.C25. 


o4 


. np 


Method 


AAT/NAP 





12857 




OLdl L 


10374 


End 


11344 






PT 


4539658 


Score 


99 






■uXUIlo 


10374 . .10622, 11274. .11344 










m Ho c p y *i r\ 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Octj. IN (J . 


12365 


Seq. ID 


OJ990920_ 


JL8. 


. 9C06.C25 


Conp No 


26173 


Strand 


+ 






Start 


10465 


End 


11344 






Name 


OJ990920 18.9C06.C25.o3.np 


Method 


AAT/NAP 






O Lai L 


10431 


End 


11344 






ol 


4539658 


Score 


102 






JliXOIlo 


10431. .10622, 11274. .11344 










CI T Ho cpri 
Vjl Ucbtlip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 






n tq Qn n 


1 ft 
10 . 




Gene No. 


Z Dl / O 


o rrana 


_L 
T 






Of- -) r +- 


10465 


End 


11344 






Name 


OJ990920_18 . 9C06 . C25 . o4 . gs 


Method 


GENSCAN 






O Lai. L 


1 n a £ ^ 


r nr i 
Hinci 


i i -oriR 
11 jUj 








none 


Score 


Q Q 

. y o 






Hi 2S.LJ I lO 


i n / /re i n yi ^7 i i 1 cn i i one 










Seq. No. 


T o o c c 


beq. iu 


C\ TQ Qfl Q o n 

u j y y u y z u 


lo , 


onc\ £ no ^ 
, yuu O . LZD 


Gene No. 


Z 0 1 / 4 


o Liana 








O Lai L 


Z DZ 0 


j^na 


z y jo 






Name 


OJ990920 18. 9C06.C25.ol.gp 


Method 


AAT/GAP 






otdil 


2526 


End 


2935 








none 


Score 


765 






EjXL>1 1 j 


z oz o . . z y jo 










Seq. No. 


1^ jOj 


Seq. ID 


OJ990920_ 


_18. 


.9C06.C25 


Gene No. 


9 61 7 S 

lOI 1 J 


Strand 








o Lai L 


4 X Z 0 


End 


5195 






Name 


WU35U?lU iO . L* U . ^ -J . \J <L . y o 


Method 


GENSCAN 






C ■(- -a -v- 4- 


4128 


End 


5195 






(IT 


none 


Score 


.99 






LAUi lo 


4128. .5195 












12365 


Seq. ID 


OJ990920_ 


_18. 


.9C06.C25 


Gene No. 


26175 


Strand 








Start 


4128 


End 


5195 






Mam ^ 
in ante 


OJ990920 18.9C06.C25.ol.np 


Method 


AAT/NAP 






Cj-a -v-4- 

jLdl L 


4131 


End 


5177 






ol 


6752886 


Score 


1008 






Exons 


4131. .4808, 4838. .5177 










CI T Flo qpr i n 


(AF220203) Ttgl-like protein 


[Malus domestica] 






Qprr Mo 


12365 


Seq. ID 


OJ990920_ 


18. 


.9C06.C25 


Gene No. 


26176 


Strand 








Start 


5756 


End 


8862 






Name 


OJ990920 18. 9C06.C25.ol.tc 


Method 


TBLASTX: Cress 


Start 


4128 


End 


4985 






GI 


none 


Score 


71 






Exons 


4128. .4250, .4129. .4269, 4281. 


.4778, 42£ 


J4 . .4550, 


4531. . 4776, 



4923. .4985 



12858 



Seq. No. 12365 
Gene No. 26176 
Start 5756 

Name OJ990920_18 . 9C06 . C25 . ol .ts 

Start 4128 
GI none 

Exons 4128.. 4250, 4128.. 4250, 4129. 

4281. .4406, 4395. .4463, 4404. 
4480. .4776, 4923. .4985 



Seq. ID OJ990920_18.9C06.C25 
Strand 

End 8862 

Method TBLASTX : Soybean 

End 4985 

Score 75 

.4251, 4240. .4302, 4281. .4412, 
.4463, 4470. .4550, '4470. . 4778, 



Seq. No. 12365 Seq. ID 

Gene No. 26176 Strand 

Start 5756 End 

Name OJ990920_18 . 9C06 . C25 . ol . tm Method 

Start 4197 End 

GI none Score 

Exons 4197. .4553, 4197. .4688, 4201. .4686 



OJ990920_18.9C06.C25 
8862 

TBLASTX: Maize 

4688 

382 



Seq. No. 12365 

Gene No. 26176 

Start 5756 

Name OJ990920_18 . 9C06 . C25 . ol . tw 

Start 4326 

GI none 

Exons 4326.. 4367, 4327.. 4368,. 4370, 
4381. .4605 



OJ990920_18.9C06.C25 
8862 

TBLASTX: Wheat 

4605 

61 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4552, 4371. .4553, 4377. .4604, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12365 
26176 
5756 

OJ990920_18 

4920 

none 

4920. .5132, 



Seq. ID OJ990920_18.9C06.C25 
Strand 

End 88 62 

9C06 . C25 . o2 . tm Method TBLASTX : Maize 

End 5133 

Score 295 

4930. .5133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12365 
26176 
5756 

OJ990920_18. 
5756 

945_1.R1084 
5756. .6043, 
•5107149/gbl 
finger-like 



Seq. ID OJ990920_18.9C06.C25 
Strand 

End 8862 



9C06.C25.o2.gp Method AAT/GAP 
End 8100 



Score 



950 



7835. .8100 

AAD39987.1|AF150080_1 5.0e-28 (AF150080) small zinc 
protein [Oryza sativa] 1 



Seq. No. 12365 Seq. ID OJ990920_18.9C06.C25 

Gene No. 26176 Strand 

Start 5756 End - - 8862 

Name OJ990920_18 . 9C06 . C25 . o3 . tm Method TBLASTX : Maize 

Start 5885 End 7934 

GI none Score 211 

Exons 5885.. 6049, 5895.. 6053, 5898. .6053, 7835.. 7903, 7836.. 7934, 
7842. .7934 



Seq. No. 
Gene No. 



12365 
26176 



Seq. ID OJ990920_18.9C06.C25 
Strand 



12859 




Start 


5756 




End 


8862 




Name 


OJ990920 18.9C06.C25.o3 


. as 


Method 


GENSCAN 




Start 


5894 ~ 




End 


8862 




GI 


none 




Score 


.59 




Exons 


5894 . . 604 3 , 7 835. . 8017,, 


8437. 


.8510, 8631. .8862 




Seq. No. 


12365 




Seq. ID 


OJ990920_18.9C06, 


.C25 


Gene No. 


26176 




Strand 






Start 


5756 




End 


8862 




Name 


OJ990920 18.9C06.C25.o2, 


.np 


Method 


AAT/NAP 




Start 


5897 




End 


7939 




GI 


5107149 




Score 


379 




Exons 


5897. .6043, 7835. .7939 










GI Descrip. 


(AF150080) small zinc finger- 


like protein [Oryza sativa] 


| 


Seq. No. 


12366 




Seq. ID 


OJ990920JL8.9C06, 


.C26 


Gene No. 


26177 




Strand 






Start 


2 




End 


491 




Name 


OJ990920 18 . 9C06. C2 6. ol , 


. tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


491 




GI 


none 




Score 


84 




Exons 


2. .76, 4. .78, 176. .205, 


227. . 


289, 244. 


.291, 289. .312, 329. .349, 




351. .434, 352. .435, 431. 


. .469, 


465. .491 






Seq. No. 


12367 




Seq. ID 


OJ990920JL8.9C06. 


.C27 


Gene No. 


26178 




Strand 


+ 




Start 


2798 




End 


4793 




Name 


OJ990920 18.9C06.C27.o2, 


.gs 


Method 


GENSCAN 




Start 


2798 




End 


4793 




GI 


none 




Score 


.65 




Exons 


2798. .3113, 3709. .3751, 


3802. 


.3875, 4768. .4793 




Seq. No. 


12367 




Seq. ID 


OJ990920_18.9C06. 


,C27 


Gene No. 


26179 




Strand 


+ 




Start 


7723 




End 


8506 




Name 


OJ990920 18.9C06.C27.o3, 


.gs 


Method 


GENSCAN 




Start 


7723 




End 


8506 




GI 


none 




Score 


.54 




Exons 


7723. .7833, 7941. .8169, 


8373. 


.8506 






Seq. No. 


12367 




Seq. ID 


OJ990920_18.9C06, 


,C27 


Gene No. 


26180 




Strand 






Start 


88 




End 


4545 




Name 


OJ990920 18. 9C06.C27.ol. 


.gs 


Method 


GENSCAN 




Start 


88 




End 


1494 




GI 


none 




Score 


.86 




Exons 


88. .238, 1008. .1078, 1236. .1494 






Seq. No. 


12367 




Seq. ID 


OJ990920_18.9C06. 


,C27 


Gene No. 


' 26180 




Strand 






Start 


88 




End 


4545 




Name 


OJ990920 18.9C06.C27.ol, 


.np 


Method 


AAT/NAP 




Start 


572 




End 


4545 




GI 


4539658 




Score 


191 




Exons 


572. .596, 3258. .3429, 3462. .3594, 4487, 


. . 4545 





GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



12860 






Seq. No. 


12367 


Seq. ID 


OJ990920_18.9C06.C27 




Gene No. 


26180 


Strand 






Start 


88 


End 


4545 




IN dlLlC 


OJ990920 18.9C06 


.C27.o2.np Method 


AAT/NAP 




o Lai- i» 


706 


End 


3594 






4539658 


Score 


184 




DAUllO 


706. .745, 3273.. 


3429, 3462.. 3594 






ul L/C JL/I -L • 


(AF061282) serine carboxypeptidase-like protein [Sorghum 






K -1 pnl or* 1 








O C M . 1NU • 


x ^ j u / 


Seq. ID 


OJ990920_18.9C06.C27 




Gene No. 


26180 


Strand 






Start 


88 


End 


4545 




Name 


UU J^U Jty J. O . U U 


■C27.ol.tm Method 


TBLASTX: Maize 




Start 


JUDO 


End 


3693 




GI 


none 


Score 


146 




Pyon R 

i_J W 1 1 l_> 


^Dfifi ^994 "307^ 

JUDO. • JLL'l ; JU / J 


..3221, 3082.. 3228, 3083.. 3229, 3449.. 3565, 






"3d SO *}S7 R ^d S ^ 
J4 JU . . JJ / J, J 1 ! J J 


..3578, 3454.. 3591, 3563.. 3679, 3564.. 3692, 








. .3693 






Seq. No. 


12368 


Seq. ID 


OJ990920_18.9C06.C28 




uCllC LxU • 


26181 


Strand 




' ,v c*. 
f;=! 


Of- a r +- 
OLdl L 


1895 


End 


2698 




Name 


OJ990920 18.9C06 


.C28.ol.gs Method 


GENSCAN 


': ar 

rfi 


OLdl L 


1895 


End 


2698 




none 


Score 


.48 


i it? 


rr 1 \r c* 


1895. .1920, 2539 


..2698 




•E Sf 


Sea No 


12369 


Seq. ID 


OJ990920_18 . 9C06.C29 




Gene No. 


26182 


Strand 




h A 


Start 


125 


End 


1977 


| s i \ 


Name 


OJ990920 18.9C06 


.C29.ol.np Method 


AAT/NAP 


:s 


Start 


125 


End 


1416 


.SZi 
'3=F 




3522951 


Score 


478 


! t i 

■>} 




125. .246, 349. .524, 630. .1170, 1348. .1416 




GI DescriD 


(AC004411) putative RAV-like B3 domain 


DNA binding protein 






[Arabidopsis thaliana] 




Q 


Seq. No. 


12369 


Seq. ID 


OJ990920_18.9C06.C29 






26182 


Strand 






Start 


125 


End 


1977 




Name 


OJ990920 18.9C06 


.C29.ol.gs Method 


GENSCAN 




o t_ a x u. 


185 


End 


1977 




u J. 


none 


Score 


.84 




DAUiiO 


185. .596, 620. .1402, 1404. .1511, 1841. 


. 1977 




Seq. No. 


12369 


Seq. ID 


OJ990920_18.9C06.C29 






26182 


Strand 






O Lai L. 


125 


End 


1977 




Name 


OJ990920 18.9C06 


.C29.ol.tc Method 


TBLASTX: Cress 




Start 


805 


End 


1149 




GI 


none 


Score 


155 




Exons 


805. .846, 859. .1056, 860. .1030, 1051.. 


1149, 1055. .1147 




Seq. No. 


12369 


Seq. ID 


OJ990920_18.9C06.C29 




Gene No. 


26182 


Strand 





12861 




Start 


125 


End 


1977 




Name 


OJ990920 18.9C06.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


820 


End 


1149 




GI 


none 


Score 


180 




Exons 


820. .846, 859. .1032, 860.. 


1030, 1042.. 


1149, 1055. .1147 




Seq. No. 


12369 


Seq. ID 


OJ990920_18.9C06 


.C29 


Gene No. 


26182 


Strand 






Start 


125 


End 


1977 




Name 


OJ990920 18.9C06.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


859 


End 


1032 




GI 


none 


Score 


123 




Exons 


859. .1029, 859. .1032, 866. 


. 1030 






Seq. No. 


12369 


Seq. ID 


OJ990920_18. 9C06 


.C29 


Gene No. 


26183 


Strand 






Start 


2088 


End 


2356 




Name 


OJ990920 18.9C06.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2088 


End 


2356 




GI 


none 


Score 


247 




Exons 


2088. .2351, 2111. .2356 











Seq. No. 


12369 




Seq. ID 


OJ990920_18.9C06 


.C29 




Gene No. 


26183 




Strand 






. 


Start 


2088 




End 


2356 




! &a? 


Name 


OJ990920 18. 9C06.C29.o2 


. tm 


Method,. 


TBLASTX :Maize- 




i'f'l 


Start 


2100 




End 


2300 






GI 


none 




Score 


186 






Exons 


2100. .2300, 2103. .2144, 


2111. 


.2275, 2214.. 2300 






Seq. No. 


12370 




Seq. ID 


OJ990920_18.9C06 


.C30 


it : " 


Gene No. 


26184 




Strand 


+ 




\ ; t 


Start 


558 




End 


1367 






Name 


OJ990920 18. 9C06.C30.ol 


.gs 


Method 


GENSCAN 






Start 


558 




End 


1367 




•9 ST 


GI 


none 




Score 


. 61 




M 


Exons 


558. .603, 1176. .1367 












Seq. No. 


12371 




Seq. ID 


OJ990920_18. 9C06 


.C31 


i. ..1 


Gene No. 


26185 




Strand 


+ 




Q 


Start 


1588 




End 


3216 






Name 


OJ990920 18. 9C06.C31.ol 


.np 


Method 


AAT/NAP 






Start 


1588 




End 


3216 






GI 


6539588 




Score 


212 






Exons 


1588. .1872, 3196. .3216 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 12372 Seq. ID 

Gene No. 26186 Strand 

Start 1 End 

Name OJ990920_18 . 9C06 . C32 . ol . np Method 

Start 1 End 

GI 6539553 Score 

Exons 1. .314 6 

GI Descrip. (AP0008 

(D85597 

Similar 



OJ990920_18.9C06.C32 
+ 

3146 
AAT/NAP 
3146 
5413 



36) Similar to Oryza australiensis retrotransposon RIRE1 
) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
to Oryza australiensis retrotransposon RIRE1 (D85597) 



12862 



[Oryza sativa] 



Seq. No. 12372 Seq. ID 

Gene No. 26187 Strand 

Start 3428 End 

Name OJ990920_18 . 9C06 . C32 . ol . tm Method 

Start 183 End 

GI none Score 
Exons 



OJ990920_18.9C06.C32 
3891 

TBLASTX: Maize 

505 

316 



183. .503, 190. .504, 210. .503, 338. .505 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12372 
26187 
3428 

OJ990920_ 

532 

none 

532. .687, 



18. 9C06.C32.o5.ts 



670. .918 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_18.9C06.C32 
3891 

TBLASTX: Soybean 

918 

88 





Seq. No. 


12372 Seq. ID 


OJ990920_18. 9C06 


.C32 




Gene No. 


26187 Strand 








Start 


3428 End 


3891 






Name 


OJ990920 18. 9C06.C32.o4 .tm Method 


TBLASTX: Maize 






Start 


706 End 


1139 






GI 


none Score 


134 






Exons 


706. .933, 927. .1139, 947. .1114 . 






•=; e 


Seq. No. 


12372 Seq. ID 


OJ990920_18.9C06 


.C32 




Gene No. 


26187 Strand 






.15; 


Start 


3428 End 


3891 




ui 


Name 


OJ990920 18. 9C06.C32.o4 . tw Method 


TBLASTX: Wheat 






Start 


783 End 


974 






GI 


none Score 


81 






Exons 


783. .920, 784. .921, 784. .921, 922. .969, 


923.. 973, 924.. 


974 




Seq. No. 


12372 Seq. ID 


OJ990920_18. 9C06 


.C32 


H 


Gene No.. 


26187 Strand 








Start 


.3428 End 


3891 






Name 


OJ990920 18. 9C06.C32.o3.ts - Method 


TBLASTX : Soybean 






Start 


927 End 


1325 




n 

'scr 


GI 


none Score 


193 




r a : 
! S3 E 


Exons 


927. .1151, 944. .1105, 1152. .1325, 1160. 


.1198 





Seq. No. 12372 Seq. ID 

Gene No. 26187 Strand 

Start 3428 End 

Name OJ990920_18. 9C06 . C32 . o2 . tc Method 

Start 942 End 

GI none Score 

Exons 942.'. 1142, 1155.. 1349 



OJ990920_18.9C06.C32 
3891 

TBLASTX: Cress 

1349 

116 



Seq. No. 12372 

Gene No. 26187 

Start 3428 

Name OJ990920_18 . 9C06 . C32 . ol . tw 

Start 975 

GI none 
Exons 



Seq. ID OJ990920_18.9C06.C32 



Strand 
End 

Method 

End 

Score 



3891 

TBLASTX: Wheat 

1730 

634 



975. .1439, 983. .1462, 1483. .1713, 1491. .1730, 1513. .1710, 



.12863 



1571. . 1720 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12372 
26187 
3428 

OJ990920_18.9C06.C32.ol.ts 

1650 

5509260 



12372 
26187 
3428 

OJ990920_18. 

1743 

none 

1743. .2003 

12372 
26187 
3428 

OJ990920_18. 

1784 

none 

1784 . . 1966, 



9C06.C32.ol.tc 



9C06.C32.o2.tm 
1785.. 2249, 1920. 



12372 
26187 
3428 

OJ990920_18. 9C06.C32.o3.tw 

17 85 

none 

1785. .2129, 1932. .2105, 2124, 



12372 
26187 
3428 

OJ990920_18 

2183 

none 

2183. .2383, 



12372 
26187 
3428 

OJ990920_18. 

2339 

none 

2339. .2677, 

12372 
26187 
3428 

OJ990920_18. 

2534 

none 



9C06.C32.o2.ts 
2184. .2528 

9C06.C32.o3.tm 
2340. .2678 

9C06.C32.o2.tw 



Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Soybean 

End 2114 

Score 377 



1650. .2114, 1868. .1963, 2036. .2095 



Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Cress 

End 2003 

Score 286 



Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Mai ze 

End 2249 

Score 364 
.2102, 2036.. 2146 

Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Wheat 

End 2330 

Score 319 
.2330, 2198.. 2320 

Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Soybean 

End 2528 

Score 314 



Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Maize 

End 2678 

Score 318 



Seq. ID OJ990920_18.9C06.C32 
Strand 

End 3891 

Method TBLASTX : Wheat 

End 3010 

Score 101 



12864 




Exons 2534. .2605, 2535. .2609, 2623. .2931, 2624. .3010, 2625. .2972, 

2626. .3009 



Seq. No. 


12372 




Seq. ID 


OJ990920_18.9C06 


.C32 


Gene No. 


26187 




Strand 






Start 


3428 




End 


3891 




Name 


OJ990920 18 


:.9C06.C32.o4.ts 


Method 


TBLASTX : Soybean 




Start 


2541 




End 


2882 




GI 


none 




Score 


91 




Exons 


2541. .2654, 


2567. .2647, 2673 


..2882, 2678. .2803 




Seq. No. 


12372 




Seq. ID 


OJ990920_18.9C06, 


.C32 


Gene No . 


26187 




Strand 






Start 


3428 




End 


3891 




Name 


OJ990920 18 


.9C06.C32.o2.np 


Method 


AAT/NAP 




Start 


3428 




End 


3891 




GI 


5042454 




Score 


190 




Exons 


3428. .3481, 


3732. .3891 








GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06, 


.C33 


Gene No . 


26188 




Strand 


+ 




Start 


566 




End 


3856 




Name 


OJ990920 18 


.?C06.C33.ol.gs . 


Method 


GENSCAN 




Start 


566 




End 


3856 




GI 


none 




Score 


. 68 




Exons 


566. . 1053, 


1080. .1135, 1140. 


.1287, 142 


9. .1552, 1717. .1826, 




1921. .2153, 


2367. .3856 








Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06. 


.C33 


Gene No . 


26188 




Strand 


+ 




Start 


566 




End 


3856 




Name 


OJ990920 18 


. 9C06.C33.ol.np 


Method 


AAT/NAP 




Start 


566 




End 


3853 




GI 


6907089 




Score 


4997 




Exons' 


566. .1826, 


1921. .3853 








GI Descrip.' 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06. 


.C33 


Gene No. 


26189 




Strand 






Start 


4487 




End 


14031 




Name 


OJ990920 18 


.9C06.C33.o5.tm 


Method 


TBLASTX: Maize 




Start 


4481 




End 


4627 




GI 


none 




Score 


123 




Exons 


4481. .4627, 


4488. .4622 








Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06. 


,C33 


Gene No. 


26189 




Strand 






Start 


4487 




End 


14031 




Name 


OJ990920 18 


.9C06.C33.o2.np 


Method 


AAT/NAP 




Start 


4487 




End 


10135 




GI 


6498441 




Score 


6974 




Exons 


4487. .4768, 


4862. .6259, 6431 


..6727, 6920. .7346, 7521. .7655, 




7839. .8212, 


8276. .8739, 9070 


. .10135 






GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposoh RetroSorl. (AF098806) [Oryza sativa] 



12865 



Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18 . 


9C06 


.C33.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


4496 ~ 








End 


5098 




GI 


none 








Score 


71 




Exons 


4496. .4621, 


4500 


. .4622, 


4788 . 


.5096, 4808. .5098, 4815. .5093 


Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06 


.C33.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


5099 








End 


5480 




GI 


none 








Score 


168 




Exons 


5099. .5479, 


5130 


. . 5378, 


5138 . 


.5476, 5424. .5480 




Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06 


.C33.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5285 ~~ 








End 


5617 




GI 


none 








Score 


102 




Exons 


5285 . .5497, 


5294 


. .5617, 


5307 . 


.5588 • 






Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06 


.C33.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


5810 ~~ 








End 


6122 




GI 


none 








Score 


67 




Exons 


5810 . . 6070, 


5946 


. . 6122 










Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06 


.C33.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5870 








End 


6436 




GI 


5666795 








Score 


67 




Exons 


5870 . . 6070, 


6125 


. . 6262, 


6338. 


.6436 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


12373 








Seq. ID 


OJ990920_18.9C06. 


C33 


Gene No . 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06 


.C33.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6125 








End 


6583 




GI 


none 








Score 


88 




Exons 


6125. . 6274, 


6126 


. . 6263, 


6308. 


.6559, 6309. .6494, 6329. .6583 


Seq. No. 


12373 








Seq. ID 


OJ990920_18. 9C06. 


C33 


Gene No. 


26189 








Strand 






Start 


4487 








End 


14031 




Name 


OJ990920 18. 


9C06.C33.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7184 








End 


7555 




GI 


none 








Score 


267 




Exons 


7184. .7555 















12866 



Seq. No. 12373 Seq. ID 

Gene No. 26189 Strand 

Start 4487 End 

Name OJ990920_18 . 9C06 . C33 . o2 . tw Method 

Start 7218 End 

GI none Score 

Exons 7218.. 7634, 7220.. 7633 



OJ990920_18.9C06.C33 
14031 

TBLASTX: Wheat 

7634 

314 



Seq. No. 12373 Seq. ID 

Gene No. 26189 Strand 

Start 4487 End 

Name OJ990920_18 . 9C06 . C33 . o2 . tm Method 

Start 7307 End 

GI none Score 

Exons 7307.. 7690, 7326.. 7691 



OJ990920_18 . 9C06 rC33 
14031 

TBLASTX: Maize 

7691 

242 





Seq. No. 


12373 




Seq. ID 


OJ990920__18.9C06, 


.C33 






26189 




Q -j- v- onH 

OLl ClllU 








Start 


4487 




FnH 








Name 


OJ990920 18 


9C06 C33 ol tm 




TRT.A9TX • i ye> 

1 ID LinO 1A • 1 Jul ^ " 






Start 


7718 _ 




FnH 


8 07 4 






GI 


none 




Score 


X *J 




'•sat 




7718 8023 


7718 8074 7798 


80^Q 






t ~i 

■sJ 


S^a No 


12373 




Seq. ID 


OJ990920_18.9C06. 






Gene No . 


26189 




Strand 








Start 


4487 




End 


14031 






Name 


OJ990920 18. 


9C06.C33.ol.tw 


Method 


TBLASTX: Wheat 




: I 


Start 


7742 




End 


8204 




a 


GI 


none 




Score 


218 






Exons 


7742. .8203, 


7748. .8203, 7749 


. .8204 








Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06. 


.C33 




Gene No. 


26189 




Strand 






s 

: u i 


Start 


4487 




End 


14031 




; re 


Name 


OJ990920 18. 


9C06.C33.o3.ts 


Method 


TBLASTX : Soybean 




-\ 


Start 


7799 




End 


8164 






GI 


none 




Score 


115 




ls s 

a? 


Exons 


7799. .7933, 


7940. .8164 










Seq. No. 


12373 




Seq. ID 


OJ990920_18.9C06. 


C33 




Gene No. 


26189 




Strand 








Start 


4487 




End 


14031 






Name 


OJ990920 18. 


9C06.C33.o3.gs 


Method 


GENSCAN 






Start 


8213 


End 


13644 






GI 


none 




Score 


.6 






Exons 


8213. .9558, 


9689.. 10714, 10751. .10925, 


11176. .11265, 








11365. .11437, 11940. .12011, 


12109. . 12200, 12334 . . 1237 9, 








12557. . 12727 


, 12867. .13029, 


13332. . 134 56, 13610. . 1364 4 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12373 
26189 
4487 

OJ990920 

8369 

none 



18.9C06.C33.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_18.9C06.C33 
14031 

TBLASTX: Wheat 

8855 

172 



12867 




U Awl 1 0 


8369 8854, 8400 8660 


8718 . 


. 8855 








Seq # |sJq e 


12373 




Seq. ID 


OJ990920 


_18. 9C06 


.C33 


Gene No. 


26189 




Strand 








Start 


4487 




End 


14031 






Name 


OJ990920 18 9C06 C33 06 


, tw 


Method 


TBLASTX : 1 


Wheat 




Start 


9594 _ 




End 


10146 






rzr 

\J X 


IIUIIC 




Score 


97 ' 








9594 9851 9628 9867 


9826 . 


.9927, 9834. .9932, 


9939. .9986, 




10111 10146 












Seq. No. 


12373 




Seq. ID 


OJ990920 


_18.9C06 


.C33 


Gene No. 


26189 




Strand 








Start 


4487 




End 


14031 






Name 


OJ990920 18 9C06 C33 o4 


tm 


Method 


TBLASTX: Maize 




Start 


9696 ~~ 




End 


9981 






GI 


none 




Score 


91 








9696 9944 9697 9981 












Qprr No 


12373 




Seq. ID 


OJ990920 


18 9C06 


.C33 


Gene No. 


26189 




Strand 








Start 


4487 




End 


14031 






Name 


OJ990920 18. 9C06.C33.o3. 


np 


Method 


AAT/NAP 






Start 


10872 




End 


14031 






O X 


5042454 




Score 


218 








10872. . 10925, 11176 .. 11351, 13987. .14031 






f^T Pi o d "i o 
OX UcoLI ±p • 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


12374 




Seq. ID 


OJ990920 


18 9C06 


.C34 


Gene No. 


26190 




Strand 


+ 






Start 


1358 




End 


1935 






Name 


OJ990920 18. 9C06.C34.ol. 


gs 


Method 


GENSCAN 








1358 




End 


1935 






GI 


none 




Score 


.57 






Exons 


1358. .1473, 1475. .1659, 


1784. 


.1935 








Seq. No. 


12374 




Seq. ID 


OJ990920^ 


_18. 9C06 


.C34 


Gene No. 


26191 




Strand 








Start 


3486 




End 


3624 






Name 


OJ990920 18. 9C06.C34 . o2 . 


gs 


Method 


GENSCAN 






Start 


3486 




End 


3624 






GI 


none 




Score 


.4 






F.xon ^ 

J_j \J ii u 


3486. .3624 












Seq. No. 


12375 




Seq. ID 


OJ990920_ 


_18.9C06 


.C35 


Gene No. 


26192 




Strand 


+ 






Start 


304 




End 


4730 






Name 


OJ990920 18. 9C06.C35.ol. 


gs 


Method 


GENSCAN 








304 




End 


2935 






GI 


none 




Score 


.8 






Hi A<JIlo 


304. .423, 672. .800, 937. 


. 1212 


, 1446. .1889, 2228 


. .2935 




Seq. No. 


12375 




Seq. ID 


OJ990920_ 


_18.9C06 


.C35 


Gene No. 


26192 




Strand 


+ 






Start 


304 




End 


4730 






Name 


OJ990920 18.9C06.C35.ol. 


gp 


Method 


AAT/GAP 






Start 


313 




End 


785 







12868 






GI 


2428464 






Score 


594 






p von 9 


313. .528, 672. .785 












ij vJ ■ L^* W ■ 


12375 






Seq. ID 


OJ990920 18 9C06 


C35 




f^pne No 


26192 






Strand 


+ 






Start 


304 






End 


4730 






Name 


OJ990920 18 


.9C06.C35. 


ol .np 


Method 


AAT/NAP 






Start 


7 62 






End 


4730 






GI 


3281846 






Score 


253 






p.ynnQ 

1_J A llu 


762. .800, 937. .1048, 


1151. . 


1215, 1467. 


.1571, 2735. .2844, 








4712 . .4730 














De ^rrin 

\j -L. i--' o ^/ -i- -i- yj . 


(AJ006404) 


late elongated hypocotyl [Arabidopsis thaliana] 




Seq. No. 


12375 






Seq. ID 


OJ990920_18.9C06. 


C35 




Gene No. 


26192 






Strand 


+ 






Start 


304 






End 


4730 






Naine 


OJ990920 18 


.9C06.C35. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


921 ~~ 






End 


1215 






GI 


none 






Score 


164 






Pvons 


921. .1043, 


934. .1047, 


1146. 


.1205, 1150, 


. .1215 






Seq. No. 


12375 






Seq. ID 


OJ990920_18.9C06. 


C35 




Gene No. 


26192 






Strand 


+ 






Start 


304 






End 


4730 






Name 


OJ990920 18 


.9C06 r C35. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


;921 ~ 






End 


1217 






\J -L 


none 








1 S9 

J. -J .7 




ill 


P von Q 


921. . 1043, 


934. .1047, 


1146. 


.1217, 1150, 


. .1215 




hi 


Seq. No. 


12375 






Seq. ID 


OJ990920_18.9C0'6. 


C35 




Gene No. 


26192 






Strand 


+ 






Start 


304 






End 


4730 




I'y 


Name 


OJ990920 18 


. 9C06.C35. 


ol.ts 


Method 


TBLASTX : Soybean 




H 


Start 


934 






End 


1221 






GI 


none 






Score 


173 






P von s 


934. .1047, 


942. .1043, 


1146. 


.1214, 1150. 


. .1221 




|:=: 
: "i 


Sea No 


12376 






Seq. ID 


OJ990920_18.9C06. 


C37 


"zs? 

,SS1 


Gene No. 


26193 






Strand 


+ 






Start 


124 






End 


4455 






Name 


OJ990920 18 


.9C06.C37. 


ol . gs 


Method 


GENSCAN 






Start 


124 






End 


4455 






GI 


none 






Score 


.54 






p. von s 


124. .176, 1827. .1996, 


2047. 


.2216, 2242, 


..2394, 2417. .2667 


r 






2727. .2864, 


4422. .4455 










Sea No 


12376 






Seq. ID 


OJ990920JL8.9C06. 


C37 




Gene No. 


26193 






Strand 


+ 






Start 


124 






End 


4455 






Name 


OJ990920 18 


.9C06.C37. 


ol . np 


Method 


AAT/NAP 






Start 


712 






End 


1174 






GI 


6598859 






Score 


289 






Exons 


712. .1174 














GI Descrip. 


(AC010556) 


hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


12376 






Seq. ID 


OJ990920_18.9C06. 


C37 




Gene No. 


26194 






Strand 







12869 




Start 


2039 


End 


2887 




Name 


OJ990920 18 . 9C06 . C37 . ol . tm 


Method 


TBLASTX:Maize 




Start 


703 ~~ 


End 


935 




GI 


none 


Score 


330 




Exons 


703. .933, 707. .934, 858.-935 








Sea No 


12376 


Seq. ID 


OJ990920JL8.9C06. 


C37 


Gene No. 


26194 


Strand 






Start 


2039 


End 


2887 




Name 


OJ990920 18 . 9C06. C37 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


938 ~ 


End 


1215 




GI 


none 


Score 


79 




Exons 


938. .994, 942. .1010, 942. .989 


, 943. .1011, 983. .1183, 990. .1 




994 . . 1194 , 997 . . 1215 








Seq. No. 


12376 


Seq. ID 


OJ990920_18.9C06. 


C37 


Gene No. 


26194 


Strand 






Start 


2039 


End 


2887 




Name 


OJ990920 18.9C06.C37.o2.np 


Method 


AAT/NAP 




Start 


2039 


End 


2726 




GI 


6714420 


Score 


73 




Exons 


2039. .2358, 2522. .2622, 2679. 


.2726 






VJ JL 1— ' ^ O J 1- ^-^ • 


(AC012328) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12376 


Seq. ID 


OJ990920_18.9C06. 


C37 


Gene No. 


26194 


Strand 






Start 


2039 


End 


2887 




Name 


OJ990920 18.9C06.C37.o2.tm 


Method 


TBLASTX: Maize 




Start 


2187 


End 


2509 




GI 


■ none 


Score 


220 




Exons 


2187. .2357, 2188. .2364, 2474. 


.2509, 2474. .2509 




Seq. No. 


12376 


Seq. ID 


OJ990920_18.9C06. 


C37 


Gene No. 


26194 


Strand 






Start 


2039 


End 


2887 




Name 


OJ990920 18.9C06.C37.ol.gp 


Method 


AAT/GAP 




Start 


2209 


End 


2887 




GI 


none 


Score 


1250 




Exons 


' 2209. .2887 








Seq. No. 


12377 


Seq. ID 


OJ990920_18.9C06. 


C38 


Gene No . 


26195 


Strand 


+ 




Start 


1176 


End 


5668 




Name 


OJ990920 18.9C06.C38.o2.np 


Method 


AAT/NAP 




Start 


1176 


End 


1886 




GI 


322759 


Score 


38 




Exons 


1176. .1349, 1756. .1886 








GI npqrriD 


pistil extensin-like protein 


(clone pMG14) - common tobacco 




(fragment) gi | 19927 | emb | CAA78393 | (Z14015) pistil extensin ; 




protein [Nicotiana tabacum] 








Seq. No. 


12377 


Seq. ID 


OJ990920_18.9C06. 


C38 


Gene No. 


26195 


Strand 


+ 




Start 


1176 


End 


5668 




Name 


OJ990920 18.9C06.C38.o2.gs 


Method 


GENS CAN 




Start 


1558 


End 


5668 




GI 


none 


Score 


. 66 





12870 



Exons 



1558. .1593, 1756. .1886, 1935. .2063, 2613. .2711, 3058. .3433, 
3741. .3875, 4648. .4794, 4895.-4995, 5516. .5668 



Seq. No. 12377 Seq. ID 

Gene No. 26195 Strand 

Start 1176 End 

Name OJ990920_18 . 9C06 . C38 . o2 . gp Method 

Start 4031 End 

GI 3107878 Score 

Exons 4031.. 4359 



OJ990920_18 . 9C06 . C38 
+ 

5668 
AAT/GAP 
4359 
647 



Seq. No. 12377 Seq. ID 

Gene No. 26196 Strand 

Start 1011 End 

Name OJ990920_18 . 9C06 . C38 . ol . gp Method 

Start 758 End 

GI 666_4;R1084 Score 

Exons 758.. 1286 

GI Descrip. 1 122106/ sp I P02308 | H4_WHEAT 1 

>gi_70771_pir HSZM4 histone 

histone H4 
histone H4 



OJ990920_18.9C06.C38 

1322 
AAT/GAP 
1286 
901 



Oe-33 HISTONE H4 

H4 - maize >gi_81642_pir S06904 

Arabidopsis thaliana >gi_2119028_pir S60475 

garden pea >gi 21795 emb CAA24924 (X00043) histone 



H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi_168499 (M36659) histon 1 



Seq. No. 


12377 








Seq. ID 


OJ990920_18.9C06. 


.C38 


Gene No. 


26196 








Strand 






Start 


1011 








End 


1322 




Name 


OJ990920 18. 


9C06, 


■ C38 .ol.. 


,gs 


Method 


GEN SCAN 




Start 


1011 








End 


1322 




GI 


none 








Score 


1 




Exons 


1011. .1322 














Seq. No. 


12377 








Seq. ID 


OJ990920_18.9C06. 


-C38 


Gene No. 


26196 








Strand 






Start 


1011 








End 


1322 




Name 


OJ990920 18. 


9C06. 


.C38.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1012 








End 


'1278 




GI 


none 








Score 


332 




Exons 


1012. .1278, 


1014 . 


. .1259 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12377 
26196 
1011 

OJ990920_18.9C06.C38 

1014 

122106 

1014 . .1322 

HISTONE H4 gi | 70771 | 
gi | 81642 Ipir | | S06904 
gi|2119028 |pir| IS604 
gi|21795|emb|CAA2492 
gi|166740 (M17132) h 
(M17133) histone H4 
histone H4 (H4C13) [ 



ol . np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_18.9C06.C38 

1322 
AAT/NAP 
1322 
523 



pir||HSZM4 histone H4 maize 

histone H4 - Arabidopsis thaliana 
75 histone H4 - garden pea 

4| (X00043) histone H4 [Triticum aestivum] 
istone H4 [Arabidopsis thaliana] gi 1166742 
[Arabidopsis thaliana] gi 1168499 (M36659) 
Zea mays] 



12871 



Seq. No. 12377 Seq. ID 

Gene No. 26196 Strand 

Start 1011 End 

Name OJ990920_18 . 9C06.C38 .ol .tw Method 

Start 1014 End 

GI none Score 

Exons 1014.. 1259, 1015.. 1278 



OJ990920_18 . 9C06 .C38 
1322 

TBLASTX: Wheat 

1278 

399 



Seq. No. 12377 Seq. ID 

Gene No. 26196 Strand 

Start 1011 End 

Name OJ990920_18 . 9C06 . C38 . ol . tm Method 

Start 1014 End 

GI none Score 

Exons 1014.. 1259, 1015.. 1278 



OJ990920_18.9C06.C38 
1322 

TBLASTX: Maize 

1278 

423 



Seq. No. 12377 Seq. ID 

Gene No. 26196 Strand 

Start 1011 End 

Name OJ990920_18 . 9C06 . C38 . ol . tc Method 

Start 1014 End 

GI none Score 

Exons 1014.. 1259, 1015.. 1278 



OJ990920_18.9C06.C38 
1322 

TBLASTX: Cress 

1278 

290 



Seq. ' No. 
?! Gene No. 
fi Start 
jj Name 
*i Start 

Exons 



j Seq. No. 

Gene No. 
^ Start 
J Name 
;i Start 
°j GI 

Exons 



12377 
26197 
1942 

OJ990920 
1942 
none 
1942 
3059 
3776 
4894 



18.9C06.C38.o2.ts 



1974, 2032. 

3202, 3272. 

3874, 4522. 

4986, 4895. 



.2061, 2607, 

.3439, 3274, 

.4596, 4528, 
.4984 



12377 
26197 
1942 

OJ990920_18.9C06.C38 .o2.tm 

3744 

none 

3744.. 3875, 3745.. 3876, 3767. 
4507. .4596, 4686. .4790, 4687. 
4692. .4796, 4894. .4971, 4895. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990920 18.9C06.C38 



4986 

TBLASTX : Soybean 
4986 
68 

2711, 2614. .2718, 3046. .3201, 
3420, 3311. .3421, 3738. .3875, 
4596, 4687. .4794, 4690. .4800, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3874, 4505 
.4794, 4690 
.4975 



OJ990920 18.9C06.C38 



4986 

TBLASTX: Maize 
4975 
189 

4585, 4506. .4589, 
4797, 4691. .4798, 



Seq. No. 12378 Seq. ID 

Gene No. 26198 Strand 

Start 364 End 

Name OJ990920_18 . 9C06 . C39 . ol . gs Method . 

Start 364 End 

GI none Score 

Exons 364 . . 1285 



OJ990920_18.9C06.C39 
+ 

1391 
GENSCAN 
1285 
. 66 



Seq. No. 12378 Seq. ID 

Gene No. 26198 Strand 

Start 364 End 

Name OJ990920_18 . 9C06 . C39 . ol . np Method 



OJ990920_18.9C06.C39 
+ 

1391 
AAT/NAP 



12872 




Start 817 End 1391 

GI 5441880 Score 990 

Exons 817.. 1391 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Cart " Kfo 


12379 


Seq. ID 


OJ990820_10.9C03 


C2 


f!ar\P Mn 


26199 . 


Strand 


+ 




u LaJ. u 


2998 


End 


4352 




Name 


OJ990820 10. 9C03.C2.o2.np 


Method 


AAT/NAP 




Start 


2998 


End 


4352 




GI 


4204278 


Score 


168 




f7 von <5 


2998. .3202, 3338. .3585, 4114. 


.4352 








(AC00414 6) putative Cytochrome P450 protein [Arabidopsis 




V\ **\ I n «^ -r~\ ^ | 

Enaiiana j 








Opff Mn 




beq. iu 


ujyyuovu lu.ycuo 




Gene No. 


26200 


Strand 






Start 


751 


End 


2413 




Name 


ujyyuozu iu. yLUo.Li.oi. liu 


LYieunoa 


1 r5J_i/\b 1 a : ixiai ze 










/ yo 




CI 


none 


Score 


4 O 




Exons 


/to cltc c;0"7 c:c;q cqq "7Qn 


ou . . / yo , 


0 / / . . / y 0 




o e q . in o . 


i zo / y 


beq. iu 


ujyyuozu lu.ycuj. 


LZ 


Gene No. 


26200 


Strand 






Start 


751 


End 


2413 




Name 


nTQQnP9n in Qpn^ ro i tiT 
ujyyuo^u iu. yuuj.L^.oi. tw 


Method 


rpDT 7\ C TV • TaTK o-if 






CI Q 




Q "7 *5 

0/0 




(IT 


none 


Score 


1 UU 






CI Q OTO Oil 
Oil? . . 0 / .3 , O / / . .0/1 








Cpn Kin 


1 o o 7 Q 


Can T n 

beq . ± v 


uuyyuozu xu.yuuj. 


L,Z 


Gene No. 


o £ o n n 
z oZ UU 


otrana 






Start 


751 


End 


2413 




Name 


OJ990820 10. 9C03.C2.o2.gs 


Method 


GENSCAN 






751 


End 


2413 






none 


Score 


.53 




]7 von q 


751. .1596, 1654. .1768, 2217.. 


2413 






Cprr Kin 


12379 


Seq. ID 


OJ990820_10. 9C03. 


C2 


Con q KIo 


26201 


Strand 






Start 


3128 


End 


3603 




Name 


OJ990820 10. 9C03.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


3128 


End 


3603 




GI 


none 


Score 


85 




Exons 


3128.. 3199, 3337.. 3603, 3338. 


.3574 






Seq. No. 


12380 


Seq. ID 


OJ990820_10.9C03. 


C3 


Gene No. 


26202 


Strand 


+ 




Start 


1 


End 


6987 




Name 


OJ990820 10. 9C03.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


518 




GI 


2760837 


Score 


305 




Exons 


1. .518 









GI Descrip. (AC003105) putative cytochrome P450 [Arabidopsis thaliana] 



12873 



Seq. No. 12380 

Gene No. 26202 

Start 1 

Name OJ990820_10 . 9C03 . C3 . ol . gs 

Start 156 

GI none 

Exons 156.. 380, 1976.. 2317, 3592. 



Seq. ID OJ990820_10. 9C03.C3 

Strand + 

End 6987 

Method GENSCAN 

End 6987 

Score .64 
.3723, 4867. .4982, 6216. .6987 



Seq. No. 12380 Seq. ID OJ990820_ 

Gene No. 26203 Strand + 

Start 7178 End 7345 

Name OJ990820_10 . 9C03 . C3 . ol . gp Method AAT/GAP 

Start 7178 - End 7345 

GI 2796959 Score 262 

Exons 7178.. 7345 



10.9C03.C3 



Seq. No. 12380 Seq. ID 

Gene No. 26204 Strand 

Start 17596 End 

Name OJ990820_10 . 9C03 . C3 . o3 . gp Method 

Start 17596 End 

GI none Score 

Exons 17596. . 17863 



OJ990820_10. 9C03.C3 
+ 

17863 
AAT/GAP 
17863 
381 



Seq. No. 12380 

Gene No. 26205 

Start 7481 

Name OJ990820_10 . 9C03 . C3 . o2 . gp 

Start 7481 

GI 10494JL. R1084 

Exons 7481.. 7642 

GI Descrip. 1 573004 6/ref | NM_006632 . 1 | SLC17A3 | 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820_10.9C03.C3 

7642 
AAT/GAP 
7642 
192 



Oe-09 Homo 
, member 3 



carrier family 17 (sodium phosphate 
>gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds ' 



sapiens solute 
(SLC17A3) mRNA 



Seq. No. 12380 Seq. ID 

Gene No. 26206 ' Strand 

Start 8131 End 

Name OJ990820_10 . 9C03 . C3 . o2 . gs Method 

Start 8131 End 

GI none Score 

Exons 8131.. 8838 



OJ990820_10.9C03.C3 

8838 
GENSCAN 
8838 
.99 



Seq. No. 12380 
Gene No. 26207 - 

Start 10886 

Name OJ990820_10 . 9C03 . C3 . o3 . gs 

Start 10886 
GI none 
Exons 10886. 

12698. 

15389. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_10. 9C03.C3 

15476 
GENSCAN 
15476 * : 
.77 



,11603, 11689. .11780, 11868 12086, 124 65 .. 12669, 
.12870, 12876. .13713, 14876 15002, 1524 7 .. 15348 , 
,15476 



Seq. No. 
Gene No. 



12380 
26207 



Seq. ID 
Strand 



OJ990820 10.9C03.C3 



12874 




Start 


10886 


End 


15476 




Name 


OJ990820 10.9C03.C3.o2.np 


Method 


AAT/NAP 




Start 


10901 


End 


13562 




(IT 

\J X 


4584542 


Score 


1004 




pvAn c 


10901 11260 11330 11603 


1168 9. .11780, 11868. .1208 6, 






12465 13562 








f^T npqrr i r> 

V_7 J. I—/ *w O X X • 


(AL049608) Dutative Drotein 


[Arabidopsis thaliana] 




Seq. No. 


12380 


Seq. ID 


OJ990820_10.9C03. 


C3 


Gene No. 


26208 


Strand 






o Lai u 


17911 


End 


18658 






OJ990820 10 9C03 C3 o4 as 


Method 


GENSCAN 




O Lai u 


17911 ~~ 


End 


18576 




GI 


none 


Score 


.98 




F von c; 


17911 18576 








kJ ^ * L 1 * W • 


12380 


Seq. ID 


OJ990820_10.9C03. 


C3 


Gene No. 


26208 


Strand 






Start 


17911 


End 


18658 




Name 


OJ990820 10 9C03 C3 o3 no 


Method 


AAT/NAP 




Start 


17944 _ 


End 


18546 




GI 


3786008 


Score 


288 




F von s 

J_j A Wi 1 o 


17944 18135 18175 18546 








OX UCOL/J LkJ* 


( APfi 0 R 4 Q 9 ^ unknown nrnt"pin 


[Arabidopsis thaliana] 




Q<=>o Nn 


it, JOV 


Seq. ID 


OJ990820_10. 9C03. 




uciic iiU • 


26208 


Strand 






Start 


17911 


End 


18658 




Name 


OJ990820 10,=9C03.C3.o4.gp 


Method 


AAT/GAP 




Start 


18147 


End 


18658 




\j x 




Score 


965 




F von q 


18147 18658 

XUXt ( ■ • 1 (J U J u 










f 3786008 9 0e-19 (AC005499} 


unknown protein [Arabidopsis 




f h a 1 1 pnn 1 1 

Hi CI -U CI 1 i. CI J 








Seq. No. 


12380 


Seq. ID 


OJ990820JL0.9C03. 


C3 


Gene No. 


26209 


Strand 






Start 


21954 


End 


24328 




Name 


OJ990820 10 9C03 C3 o2 tm 


• Method " 


TBLASTX: Maize 




Start 


50 ~ 


End 


502 




GI 


none 


Score 


70 




F v o n ^ 


50 139 141 497 146 502 








Seq. No. 


12380 


Seq. ID 


OJ990820_10. 9C03. 


C3 


Gene No. 


26209 


Strand 






Start 


21954 


End 


24328 




Name 


OJ990820 10. 9C03.C3.o2. tw 


Method 


TBLASTX: Wheat 




91-^ rt- 


153 


End 


380 




GI 


none 


Score 


155 




F. v o n q 


153. .308, 237. .311, 303. .380, 317. .376 






Seq. No. 


12380 


Seq. ID 


OJ990820_10.9C03. 


C3 


Gene No. 


26209 


Strand 






Start 


21954 


End 


24328 




Name 


OJ990820 10.9C03.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


177 


End 


494 




GI 


none 


Score 


278 





12875 



Exons 



177. .494 



Seq. No. 12380 

Gene No. 26209 

Start 21954 

Name OJ990820_10 . 9C03 . C3 . ol :ts 

Start 183 

GI none 

Exons 183.. 497, 296.. 481 

Seq. No. 12380 

Gene No. 26209 

Start 21954 

Name OJ990820_10 . 9C03 . C3 . o3 . tm 

Start 6266 

GI none 

Exons 6266.. 6394, 6268.. 6402, 6276. 

6509. .6715, 6529. .6717 

Seq. No. 12380 

Gene No. 26209 

Start 21954 

Name . OJ990820_10 . 9C03 . C3 . o5 . tm 

Start 6771 

GI none 

Exons 6771. .6932, 6776.-6943, 6780. 



Seq. ID OJ990820_10. 9C03.C3 
Strand 

End 24328 

Method TBLASTX : Soybean 

End 4 97 

Score 336 



Seq. ID OJ990820_10. 9C03.C3 
Strand 

End 24328 

Method TBLASTX: Maize 

End 6717 

Score 62 

.6488, 6391. .6684, 6393. .6668, 



Seq. ID OJ990820_10.9C03.C3 
Strand 

End 24328 

Method TBLASTX : Maize 

End 6959 

Score 143 



.6959, 6784. .6945 



.Seq. No. 12380 

Gene No. 26209 

Start 21954 

Name OJ990820_10 . 9C03 . C3 . ol . tm 

Start 8341 

GI none 

Exons 8341. .8604, 8345.-8569 



Seq. ID OJ990820_10.9C03.C3 
Strand 

End 24328 

Method TBLASTX : Mai ze 

End 8604 

Score 274 



OJ990820 10.9C03.C3 



Seq. No. 12380 Seq. ID 

Gene No. 26209 Strand 

Start 21954 End 

Name OJ990820_10 . 9C03 . C3 . ol . tw Method 

Start' 11855 End 

GI none Score 

Exons 11855. .12016, 1185 6 11 966, 118 65 . . 1204 1 , 118 66 12012 , 

12024. .12104, 12032. .12046, 12032 .. 12109, 12036.. 12128 



24328 

TBLASTX: Wheat 

12128 

116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12380 
26209 
21954 

OJ990820_10. 9C03.C3.o2.ts 

12724 

none 



Seq. ID OJ990820 10.9C03.C3 



Strand 
End 

Method 
End ' 
Score 



24328 

TBLASTX : Soybean 

12965 

154 



12724. .12852, 12735 .. 128 60, 12739. . 12861, 12909. .12965 



Seq. No. 12380 Seq. ID 

Gene No. 26209 Strand 

Start 21954 End 

Name OJ990820_10 . 9C03 . C3 . o4 . tm Method 

Start 18241 End 



OJ990820_10.9C03.C3 
24328 

TBLASTX: Maize 
18570 



12876 



GI 


none 


Score 


63 






Exons 


18241. .18312, 18302. .18364, 


18304. .18366, 18361. 


. 18474, 






18380. .18508, 18535. .18570 










Seq. No. 


12380 


Seq. ID 


OJ990820_ 


10. 9C03 


.C3 


Gene No. 


26209 


.Strand 








Start 


21954 


End 


24328 






Name 


OJ990820 10. 9C03.C3.o5.gs 


Method 


GENSCAN 






Start 


21954 


End 


24328 






GI 


none 


Score 


.53 






Exons 


21954. .22088, 22470. .22614, 


24246. .24328 






Seq. No. 


12381 


Seq. ID 


OJ990820_ 


10. 9C03 


.C4 


Gene No. 


26210 


Strand 


+ 






Start 


580 


End 


3475 






Name 


OJ990820 10.9C03.C4.ol.gs 


Method 


GENSCAN 






Start 


580 


End 


3330 






GI 


none 


Score 


.41 






Exons 


580. .624, 1254. .1533, 2598.. 


2734, 3214 


. .3330 






Seq. No. 


12381 


• Seq. ID 


OJ990820_ 


10. 9C03 


.C4 


Gene No. 


26210 


Strand 


+ 






Start 


580 


End 


3475 






Name 


OJ990820 10. 9C03.C4 .ol.np 


Method 


AAT/NAP 






Start 


1492 


End 


3330 






GI 


6753862 


Score 


257 






Exons 


1492. .1596, 2591. .2734, 3024 


..3120, 3227.. 3330 






GI Descrip. 


fragile histidine triad gene 


gi | 6015152 | sp | 089106 | FHIT_MOUSE 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



BIS (5 1 -ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 
5 f ,5' 1 ' -Pl,P3-TRIPHOSPHATE HYDROLASE) 
(DINUCLEOSIDETRIPHOSPHATASE) {AP3A HYDROLASE) 
HISTIDINE TRIAD PROTEIN) gi 13249577 (AF055573) 



(AP3AASE) (FRAGILE 
fragile histidine 



triad protein [Mus musculus] gi 13264590 
histidine triad protein [Mus musculus 



(AF047699) fragile 



12381 Seq. ID OJ990820_10 . 9C03 . C4 

26210 Strand + 

580 End 3475 

OJ990820_10. 9C03.C4.o2.gp Method AAT/GAP 

2599 End 3475 

75776_1.R1084 Score 885 

2599. .2734, 3024. .3122, 3214. .3475 

'4503719/ref | NP_002003 . 1 | pFHIT | 1.0e-23 fragile histidine triad 

gene >gi_l 7067 9 4_sp_P 4 978 9_FH I T_HUMAN 

BIS (5' '-ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 

5' 5 f ' ' 1 ' 1 -PI , P3-TRIPHOSPHATE HYDROLASE) 

(DINUCLEOSIDETRIPHOSPHATASE) (AP3A HYDROLASE) (AP3AASE) (FRAGILE 
HISTIDINE TRIAD PROTEIN) >gi_3114 520_pdb_4 FIT_ Fhit-Apo 
>gi_3114524_pdb_6FIT_ Fhit-Transition State Analog 
>gi 3318895 pdb 1FHI_ Subst ' 



Seq. No. 12381 Seq. ID 

Gene No. 26211 Strand 

Start 8182 End 

Name OJ990820_10 . 9C03 . C4 . o2 . np Method 

Start 8182 End 

GI 4503719 Score 



OJ990820_10.9C03.C4 
+ 

9624 
AAT/NAP 
9621 
229 



12877 




Exons 8182. .8283, 8934. .9080, 9339. .9425, 9513. .9621 

GI Descrip. fragile histidine triad gene gi 1 1706794 | sp | P4 97 89 | FHIT_HUMAN 

BIS ( 5 1 -ADENOSYL ) -TRIPHOSPHATASE (DIADENOSINE 

5 f ,5' ' '-PI, P3-TRIPHOSPHATE HYDROLASE) 

(DINUCLEOS I DETRI PHOSPHATASE) (AP3A HYDROLASE) (AP3AASE) (FRAGILE 
HISTIDINE TRIAD PROTEIN) gi | 3114520 | pdb | 4FIT | Fhit-Apo 
gi I 3114524 |pdb|6FIT| Fhit-Transition State Analog 
gi|3318895|pdb|lFHI| Substrate Analog (Ib2) Complex W 



Seq. No. 


12381 










Seq. ID 


OJ990820 


_10. 9C03.C4' 


Gene No. 


26211 










Strand 


+ 




Start 


8182 










End 


9624 




Name 


OJ990820 10 


. 9C03 


.C4 .o3. 


QS 


Method 


GENSCAN 




Start 


8663 










End 


9624 




GI 


none 










Score 


. 94 




Exons 


8663. • 


8713, 


8955 


. . 9080, 


9339. 


.9437, 9520.. 9624 




Seq. No. 


12381 










Seq. ID 


OJ990820 


10.9C03.C4 


Gene No . 


26212 










Strand 






Start 


4403 










End 


8255 




Name 


OJ990820 10 


9C03 


.C4 ,o2. 


gs 


Method 


GENSCAN 




Start 


4403 










End 


8255 




GI 


none 










Score 


.64 




Exons 


4403. . 


4625, 


4720 


. .5053, 


5298. 


.5811, .7214 . .7504, 


8058. .8255 


Seq. No. 


12381 










Seq. ID 


OJ990820 


_10.9C03.C4 


Gene No. 


26213 ' 










Strand 






Start 


11409 










End 


11914 




Name 


OJ9908 


20_10, 


9C03 


.C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1452 










End 


9633 




GI 


none 










Score 


154 




Exons 


1452. . 


1568, 


1453 


. .1569, 


1486. 


.1611, 1500. .1571, 


2588. .2734, 




2590. . 


2736, 


2590 


. .2730, 


3011. 


.3121, 3018. .3125, 


3022. .3129, 




3023. . 


3121, 


3212 


. .3319, 


3212. 


.3322, 3213.. 3320, 


3214. .3330, 




3214. . 


3360, 


8172 


. .8279, 


8173. 


.8283, 8 


934. .9080, 


8934. .9050, 




8936. . 


9076, 


9330 


. .9440, 


9336. 


.9422, 9532. .9624, 


9535. .9633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12381 Seq. ID 

26213 Strand 

11409 End 

OJ990820_10. 9C03.C4 .ol.ts Method 

1459 End 

none Score 



OJ990820_10. 9C03.C4 
11914 

TBLASTX : Soybean 

9609 

68 



1459. .1569, 2588. .2734, 2590. .2730, 2606. .2743, 3018. .3119, 
3023. .3121, 3203. .3328, 3223. .3315, 8188. .8268, 8934. .9080, 
8936. .9076, 9336. .9425, 9336. .9425, 9532. .9609 



Seq. No. 12381 
Gene No. 26213 
Start 11409 

Name OJ990820_10 . 9C03 . C4 . ol . tc 

Start 1492 
GI none 

Exons 1492. .1569, 1492. .1617, 2588, 

3018. .3125, 3023. .3121, 3214. 
8187. .8282, 8927. .9070, 8934. 
9535. .9618 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2734, 2590 
.3324, 3226 



OJ990820 10.9C03.C4 



11914 

TBLASTX: Cress 
9618 
111 

2730, 2615, 
3324, 8182. 



9080, 8936.. 9076, 9336. 



,2743, 
,8283, 
9422, 



12878 






Seq. No. 


12381 


Seq. ID 


OJ990820 


_10 


. 9C03 


.C4 




Gene No. 


26213 


Strand 












Start 


11409 


End 


11914 










Name 


OJ990820 10.9C03.C4.o2.tm 


Method 


TBLASTX : 


Maize 






Start ' 


5723, ' 


End 


7433 










GI 


none 


Score 


85 










Exons 


5723. .5824, 5752. .5829, 7164. 


.7262, 7204. .7263, 


7211. .7405, 






7212. .7403, 7368. .7412, 7369. 


.7413, 7398.. 7433 










Seq. No. 


12381 


Seq. ID 


OJ990820 


10 


. 9C03 


.C4 




Gene No. 


26213 


Strand 












Start 


11409 


End 


11914 










Name 


OJ990820 10.9C03.C4.o3.np 


Method 


AAT/NAP 










Start 


10902 


End 


11914 










GI 


5734635 


Score 


555 










Exons 


10902. .11630, 11817.. 11914 














GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 










Seq. No. 


12381 


Seq. ID 


OJ990820 


_10 


.9C03 


.C4 




Gene No. 


26213 


Strand 


— 










Start 


11409 


End 


11914 










Name 


OJ990820 10.9C03.C4.o4.gs 


Method 


GENSCAN 








: c?r 


Start 


11409 


End 


11630 








. -t 


GI 


none 


Score 


. 6 








'it 3? 

| | s 


Exons 


11409. .11630 








*- 




; s 


Seq. No. 


12382 


Seq. ID 


OJ990820 


10 


9C03 


. C5 




Gene No. 


26214 


Strand 


+ 










Start 


80 


End 


616 










Name 


OJ990820 10.9C03.C5.ol.gs 


Method 


GENSCAN 










Start 


80 


End 


616 










GI 


none 


Score 


.95 








i!i 


Exons 


80. .151, 522. .616 












! i J 


Seq. No. 


12382 


Seq. ID 


OJ990820 


_10. 


9C03 


.C5 




Gene No. 


26215 


Strand ' 


+ 








. -s 


Start 


698 


End 


1172 










Name 


OJ990820 10.9C03.C5.ol.gp 


Method 


AAT/GAP 








□ 


Start 


698 


End 


1172 










GI 


38782 1.R1084 


Score 


814 










Exons 


698. .1172 














GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 ' 












Seq. No. 


12382 


Seq. ID 


OJ990820_ 


_10. 


9C03 


.C5 




Gene No. 


26216 


Strand 


+ 










Start 


1680 


End 


4698 










Name 


OJ990820 10.9C03.C5.o2.np 


Method* 


AAT/NAP 










Start 


1680 


End 


4698 










GI 


5777623 


Score 


183 










Exons 


1680. .1705, 2810. .2898, 4481. 


.4698 












GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza sativa] 










Seq. No. 


12382 


Seq. ID 


OJ990820_ 


_10. 


9C03. 


C5 




Gene No. 


26216 


Strand 


+ 










Start 


1680 


End 


4698 









12879 




Name 


OJ990820 10.9C03.C5.ol.np 


Method 


AAT /NAP 






Start 


2574 


End 


4226 






GI 


6907086 


Score 


1098 






Exons 


2574. .3339, 3403. .3637, 3857. 


.4226 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 






Seq. No. 


12382 


Seq. ID 


OJ990820_10. 


9C03 


.C5 


Gene No. 


" 26216 


Strand 


+ 






Start 


1680 


End 


4698 






Name 


OJ990820 10 9C03 C5 o3 as 


Met hod 


GENSCAN 






Start 


2755 


End 


3345 






GI 


none 


Score 


1 






Exons 


2755. .3345 










Seq. No. 


12382 


Seq. ID 


OJ990820_10. 


9C03 


.C5 


Gene No. 


26217 


Strand 








Start 


964 


End 


1557 






Name 


OJ990820 10.9C03.C5.o2.gs 


Method 


GENSCAN 






Start 


964 


End 


1557 






GI 


none 


Score 


. 82 






Exons 


964. .1037, 1416. .1439, 1503.. 


1557 








Seq. No. 


12382 


Seq. ID 


OJ990820 10. 


9C03 


.C5 


Gene No. 


26218 


Strand 








Start 


3594 


End 


5003 






Name 


OJ990820 10. 9C03.C5.o3.np 


Method 


AAT /NAP 






Start 


3594 


End 


5003 






GI 


4680186 


Score 


184 






J_J U 1 1 o 


3594. .3709, 4851. .5003 










V_J _i_ Vj \^ O V^r -L. J- / * 


(AF111709) unknown [Oryza sativa subsp 


indica] 






Seq. No. 


12383 


Seq. ID 


OJ990820 10. 


9C03 


. C6 


Gene No. 


26219 


Strand 








Start 


59 


End 


4650 






Name 


OJ990820 10.9C03.C6.ol.np 


Method 


AAT / NAP 






Start 


59 


End 


4650 






GI 


4680179 


Score 


4526 






Exons 


59. .3476, 3579. .4650 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


12383 


Seq. ID 


OJ990820_10. 


9C03 


.C6 


Gene No. 


26220 


Strand 








Start 


5126 


End 


5907 






Name 


OJ990820 10. 9C03.C6.o2.np 


Method 


AAT /NAP 






Start 


5126 


End 


5907 






GI 


6002794 


Score 


1201 






Exons 


5126. .5907 










GI Descrip. 


(AF149813) unknown [Oryza sativa] 








Seq. No. 


12383 


Seq. ID 


OJ990820_10. 


9C03 


.C6 


Gene No. 


26221 


Strand 








Start 


6202 


End 


6627 






Name 


OJ990820 10. 9C03.C6.o5. tw 


Method 


TBLASTX: Wheat 




Start 


103 


End 


436 






GI 


none 


Score 


174 






Exons 


103. .435, 124. .429, 155. .436 











12880 






Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 




Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 






Name 


OJ990820 10 


.9C03.C6.o9.tm 


Method 


TBLASTX: Maize 






Start 


118 




End 


278 






GI 


none 




Score 


93 






Exons 


118. .276, 121. .276, 126. .278 










Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 




Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 






Name 


OJ990820 10 


.9C03.C6.ol.tm 


Method 


TBLASTX: Maize 






Start 


286 




End 


883 






GI 


none 




Score 


142 






Exons 


286. .723, 295. .723, 456. .743, 


721. .879, 


728. .883, 731.. 


883 




Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 




Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 






Name 


OJ990820 10 


.9C03.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


436 




End 


1062 






GI 


none 




Score 


61 






Exons 


436. . 1062, 


437.. 505, 563.. 1006 








Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 


m 


Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 




\ hi 


Name 


OJ990820 10 


. 9C03 . C6 . o4 . tm 


Method 


TBLASTX: Maize 




Q 


Start 


1003 




End 


1422 




: ( i 


GI 


none 




Score 


169 






Exons 


1003.-. 1422, 


1025.. 1309, 1120. 


.1383 






: : j E 

i s? 


Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 


Is 


Gene No. 


26221 




Strand 






,5 J'. 


Start 


6202 




End 


6627 




' 


Name 


OJ99082Q 10 


.9C03.C6.o2.ts 


Method 


TBLASTX : Soybean 




ies: 


Start 


1021 




End 


1276 




! 3 S 


GI 


none 




Score 


170 




••- -t 
I'.'J 


Exons 


1021. .1269, 


1022.. 1276 








't z F 


Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 




Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 






Name 


OJ990820 10 


.9C03.C6.ol.tc 


Method 


TBLASTX: Cress 






Start 


1045 




End 


1362 






GI 


none 




Score 


93 






Exons 


1045. .1188, 


1061. .1186, 1189. 


.1341, 1189. .1362 






Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


,C6 




Gene No. 


26221 




Strand 








Start 


6202 




End 


6627 






Name 


OJ990820 10 


.9C03.C6.o3.tw 


Method 


TBLASTX: Wheat 






Start 


1069 




End 


1548 






GI 


none 




Score 


269 






Exons 


1069. .1548, 


1082. . 1441 










Seq. No. 


12383 




Seq. ID 


OJ990820_10.9C03 


.C6 



12881 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

I Seq. No. 

j Gene No. 

\ Start 

s Name 

[ Start 

? GI 

I Exons 

\ Seq. No. 

Gene No. 

Start 
? Name 
j Start 
. GI 
i Exons 

3 

| Seq. No. 
I Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26221 
6202 

OJ990820_10. 

1549 

none 

1549. .2061, 

12383 
26221 
6202 

OJ990820_10, 

1636 

none 

1636. .1989, 

12383 
26221 
6202 

OJ990820_10. 

1810 

none 

1810. .2055 

12383 
26221 
6202 

OJ990820__10. 

1996 

none 

1996. .2343, 

12383 
26221 
6202 

OJ990820_10. 

2068 

none 

2068. .2364, 

12383 
26221 
6202 

OJ990820_10. 

2077 

none 

2077. .2436, 
2440. .2472 

12383 
26221 
6202 

OJ990820_10. 

2359 

none 

2359. .2826, 



9C03.C6.o2.tw 
1637. .2062 

9C03.C6.o2.tm 
1637.. 1987, 1639. 

9C03.C6.o3.ts 



9C03.C6.o5.tm 



1997. .2311 



9C03.C6.o6.tw 



Strand 
End 

Method 

End 

Score 



6627 

TBLASTX: Wheat 

2062 

278 



Seq. ID OJ990820_10. 9C03.C6 
Strand 

6627 

TBLASTX: Maize 
1992 
232 



End 

Method 
End 
Score 
.1992 



Seq. ID OJ990820_10. 9C03.C6 
Strand 

End 6627 

Method TBLASTX : Soybean 

End 2055 

Score 208 



Seq. ID OJ990820_10. 9C03.C6 
Strand 

End 6627 

Method TBLASTX: Maize 

End 2343 

Score 81 



Seq. ID OJ990820_10. 9C03.C6 
Strand 

End 6627 

Method TBLASTX : Wheat 

End 2364 

Score 61 



2088.. 2243, 2105. .2320, 2107.. 2364 

Seq. ID OJ990820_10. 9C03.C6 
Strand 

End 6627 

9C03 . C6 . ol . t s Method TBLASTX : Soybean 

End 2472 

Score 145 

2105. .2320, 2128. .2436, 2360. .2455, 2440. .2472, 



9C03.C6.o3. tm 



2578. .2754 



Seq. ID OJ9-90820JL0. 9C03.C6 
Strand 

End 6627 

Method TBLASTX : Mai ze 

End 2826 

Score 93 



Seq. No. 



12383 



Seq. ID OJ990820_10. 9C03.C6 



12882 




Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990820 10 


. 9C03 


.C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2413 










End 


2896 




GI 


none 










Score 


171 




Exons 


2413. 


2895, 


2422 


. .2868, 


2447. 


.2896 






Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03 


.C6 


Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990820 10 


9C03 


.C6.08. 


tm 


Method 


TBLASTX: Maize 




Start 


2827 










End 


3024 




GI 


none 










Score 


154 




Exons 


2827. 


3024, 


2828 


. .2974 










Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03 


■ C6 


Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990820 10 


9C03 


.C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


3037 










End 


3441 




GI 


none 










Score 


88 




Exons 


3037 . . 


3207, 


3065 


. . 3211, 


3220. 


.3441, 3287. .3397, 3388. .3441 


Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03 


.C6 


Gene No. 


26221 










. Strand 






Start 


6202 










End 


6627 




Name 


OJ990S 


J20JL0 


9C03 


.C6.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3122 










End 


3448 




GI 


none 










Score 


44 




Exons 


3122. . 


3205, 


3124 


. . 3447, 


3307 . 


.3444, 3335. .3448 




Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03 


C6 


Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990S 


J20_10 


9C03 


.C6.06. 


tm 


Method 


TBLASTX : Maize 




Start 


3757 










End 


4158 




GI 


none 










Score 


226 




Exons 


3757. . 


4158 














Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03 


C6 


Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990E 


i20_10. 


9C03 


.C6.08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4039 










End 


4416 




GI 


none 










Score 


261 




Exons 


4039. . 


4416 














Seq. No. 


12383 










Seq. ID 


OJ990820_10.9C03. 


C6 


Gene No. 


26221 










Strand 






Start 


6202 










End 


6627 




Name 


OJ990820 10. 


9C03 


.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


6202 










End 


6627 




GI 


38782 


1.R1084 






Score 


705 




Exons 


6202. . 


"6627 















GI Descrip. ' 606964 3/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



12883 




Seq. No. 


12384 


Seq. ID 


OJ990820 10.9C03 


.C8 


Gene No. 


26222 


Strand 






Start 


6283 


End 


6562 




Name 


OJ990820 10. 9C03.C8.o2.np 


Method 


AAT/NAP 




Start 


6283 


End 


6562 




GI 


6539588 


Score 


242 




Exons 


6283. .6562 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12384 


Seq. ID 


OJ990820_10.9C03 


.C8 


Gene No. 


26223 


Strand 






Start 


10785 


End 


12383 




Name 


OJ990820 10.9C03.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1918 


End 


3198 




GI 


none 


Score 


237 




Exons 


1918. .1977, 3003. .3197, 3013. 


.3198 






Seq. No. 


12384 


Seq. ID 


OJ990820 10.9C03 


C8 


Gene No. 


26223 


Strand 






Start 


10785 


End 


12383 




Name 


OJ990820 10. 9C03.C8.o3.np 


Method 


AAT/NAP 




Start 


10785 


End 


12383 




GI 


5091523 


Score 


71 




Exons 


10785. .11103, 12304. .12383 








GI Descrip. 


(AB023482) Similar to Gallus 


gallus mRNA for attachment 


region 




binding protein (ARBP) . (Y14166) [Oryza 


sativa] 




Seq. No. 


12385 


Seq. ID 


OJ990820_10.9C03 


C9 


Gene No. 


26224 


Strand 


+ 




Start 


236 


End 


1121 




Name 


OJ990820 10. 9C03.C9.ol.gs 


Method 


GENSCAN 




Start 


236 


End 


1121 




GI 


none 


Score 


. 94 




Exons 


236. .294, 906. .1121 








Seq. No. 


12385 


Seq. ID 


OJ990820_10.9C03 


C9 


Gene No. 


26225 


Strand 






Start 


1 


End 


6630 




Name 


OJ990820 10. 9C03.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


6630 




GI 


3805765 


Score 


584 




Exons 


1..68, 5015. .5356, 5525. .5648 


, 5765. .5901, 6575. .6630 




GI Descrip. 


(AC005693) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


12385 


Seq. ID 


OJ990820_10.9C03 


C9 


Gene No. 


26225 


Strand 






Start 


1 


End 


6630 




Name 


OJ990820 10. 9C03.C9.ol.gp 


Method 


AAT/GAP 




Start 


1611 


End 


2296 




GI 


none 


Score 


1345 




Exons 


1611. .2296 








Seq. No. 


12385 


Seq. ID 


OJ990820_10.9C03. 


C9 


Gene No. 


26225 


Strand 






Start 


1 


End 


6630 




Name 


OJ990820 10. 9C03.C9.o2.gp 


Method 


AAT/GAP 




Start 


4595 


End 


5908 





12884 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18282_1.R1084 

4595.-5356, 5525.. 5648, 5765. 
'3805765 1.0e-123 (AC005693) 
[Arabidopsis thaliana] 1 

12385 
26225 
1 

OJ990820_10. 9C03.C9.ol.tm 

4854 

none 

4854. .4898, 4877. .4945, 4882, 
4965.. 5039, 4966.. 5013, 5001. 



Score 1837 
.5908 

putative protein kinase 



Seq. ID OJ990820_10. 9C03.C9 

Strand 
' End 6630 

Method TBLASTX : Mai ze 

End 5277 

Score 50 
.4968, 4884. .4967, 4888. .4974, 
.5270, 5019. .5276, 5047. .5277 



i.i i 

ri i 

Q 



Seq. No. 12385 

Gene No. 26225 

Start 1 

Name OJ990820_10 . 9C03 . C9 . o2 . tc 

Start 5013 

GI none 

Exons 5013.. 5237, 5040.. 5240, 5068. 

Seq. No. 12385 

Gene No. 26225 

Start 1 

Name ... OJ990820_10 . 9C03 . C9 . ol . ts 

Start 5031 

GI none 

Exons 5031.. 5357, 5059.. 5358, 5523, 



Seq. ID OJ990820_10. 9C03.C9 
Strand 

6630 

TBLASTX: Cress 
5244 
75 



End 

Method 
End 
Score 
.5244 



Seq. ID OJ990820_10. 9C03.C9 
Strand 

End 6630 

Method TBLASTX : Soybean 

End 5654 

Score 309 
.5654, 5524.. 5649 



Seq. No. 12385 

Gene No. 26225 

Start 1 

Name OJ990820_10 . 9C03 . C9 . ol . tw 

Start 5191 

GI none 

Exons 5191. .5358,. 519.1. -5349, 5193. 

5524.. 5658, 5765.. 5887, 5769. 



Seq. ID OJ990820_10. 9C03.C9 
Strand 

End 6630 

Method TBLASTX : Wheat 

End 5887 

Score 124 

.5357, 5517.. 5648, 5523.. 5657, 
.5882 



Seq. No. 12385 

Gene No. 26225 

Start 1 

Name OJ990820_10 . 9C03 . C9 . ol . tc 

Start 5272 

GI none 

Exons 5272.. 5358, 5274.. 5357, 5523. 

5769.. 5912, 5772.. 5906 



Seq. ID OJ990820_10. 9C03.C9 
Strand 

End 6630 

Method TBLASTX : Cress 

End 5912 

Score 86 

.5657, 5524. .5649, 5768. .5890, 



Seq. No. 12385 

Gene No. * 26225 

Start 1 

Name OJ990820_10 . 9C03 . C9 . o2 . tm 

Start 5278 

GI none 

Exons 5278.. 5358, 5280.. 5357, 5511. 

5763.. 5912, 5765.. 5899 



Seq. ID OJ990820_10. 9C03.C9 
Strand 

End 6630 

Method TBLASTX : Mai ze 

End 5912 

Score 100 

5648, 5523.. 5657, 5524.. 5649, 



12885 




Seq. No. 


12385 


Seq. ID 


OJ990820_10.9C03 


,C9 


Gene No. 


26225 


Strand 








i 

-L 


Hi 1 l Li 


DO JU 




Name 


o.TQQnft9n in qpo^ pq n9 -t-Q 


Mof Vi a /H 
L v Jtr LI1UQ. 






Olail 


3 / DO 


HillU. 


SQ1 9 






none 


Score 


1 4 6 




Exons 


R7fi^ ^Q1 9 ^76^ SftQO ^767 


RQ07 






o e q . ln o . 






n.7QQ0890 in qpd^ 


n o 


Pan o KFr^i 
belle LNU . 


96996 


oil diiu 






Start 


1 


End 


2243 




Name 


OJ990820_10. 9C03.C10.ol.gp 


Method 


AAT/GAP 






i 

X 


Hil l\J. 






C T 


1 P 9R9 1 R 1 OR 4 




699 






1 9R _ 70ft 1 04 4 










'"380^76^ 1 Dp-1 9^ ( APOOSfiQ'U 

J O U .J / U «J 1 • UC X J ^ J U J J / 


pli La 1 L v c 


piULClil MlIQiDC 






[rllclJJlUUpo is L. 1 id X JL di id J 








o c q . LN u . 


1 9?ft 6 




n.TQQ0ft90 10 QPO^ 


PI 0 


Gene No. 


26226 


Strand 






Start 


1 


End 


2243 




Name 


OJ990820 10.9C03.C10.ol.np 


Method 


AAT/NAP 




otar l. 


1 


End 


1062 






3805765 


Score 


182 




Exons 


1..30, 704. .1062 










(AC005693) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


12386 


Seq. ID 


OJ990820_10.9C03 


.C10 


Gene No. 


26226 


Strand 








1 


End 


2243 




Name 


OJ990820 10.9C03.C10.ol.gs 


Method 


GEN SCAN 






486 


End 


2243 






none 


Score 


.49 




IT 1 v An o 


486. .1042, 2189. .2243 








Seq. No. 


12386 


Seq. ID 


OJ990820_10.9C03 


.C10 


Gene No. 


26227 


Strand 






uLdl L 


2804 


End 


2880 




Name 


OJ990820 10. 9C03.C10.ol.ts 


Method 


TBLASTX : Soybean 




o tain- 


693 


End 


2246 




(zr 


none 


Score 


105 




Exons 


693. .932, 708. .974, 2202. .2246 






Seq. No. 


12386 


Seq. ID 


OJ990820_10.9C03 


.C10 


Gene No. 


26227 


Strand 






uLdlL 


2804 


End 


2880 




Name 


OJ990820 10.9C03.C10.ol.tc 


Method 


TBLASTX: Cress 




OLdl L 


708 


End 


2243 






none 


Score 


50 




Exons 


708. .779, 780. .995,' 794. .886, 


946. .990, 2190. .2243 




Seq. No. 


12386 


Seq. ID 


OJ990820_10.9C03 


.C10 


Gene No. 


26227 


Strand 






Start 


2804 


End 


2880 




Name 


OJ990820 10.9C03.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


708 


End 


2258 




GI 


none 


Score 


405 





12886 






Exons 


708. .1043, 708. .1043, 710. .1051, 2190 


. .2258, 2194 . .2244 




Seq. No. 


12386 


Seq. ID 


OJ990820_10.9C03.C10 




Gene No. 


26227 


Strand 






Start 


2804 


End 


2880 




Name 


OJ990820 10. 9C03.C10.o2.gp 


Method 


AAT/GAP 




Start 


2804 


End 


,^ 2880 




GI 


5038813 


Score 


" 112 




Exons 


2804 . .2880 








Seq. No. 


12387 


Seq. ID 


OJ990820_10.9C03.C11 




Gene No. 


26228 


Strand 


+ 




Start 


2741 


End 


7783 




Name 


OJ990820 10. 9C03.Cll.ol.gs 


Method 


GENSCAN 




Start 


2741 


End 


7783 




GI 


none 


Score 


. 63 




Exons 


2741. .2856, 4534. .4707, 4958 


..5108, 5499. .5638, 7193. .7333, 






7395. .7481, 7537. .7783 








Seq. No. 


12387 


Seq. ID 


OJ990820_10.9C03.C11 




Gene No. 


26229 


Strand 


+ 




Start 


7970 


End 


8359 




Name 


OJ990820 10. 9C03.Cll.ol.gp 


Method 


AAT/GAP 


'■"i 


Start 


. 7970 


End 


-8359 


*:i 


GI 


13238 1.R1084 


Score 


634 


TS 

! ' ? 


Exons 


7970. .8359 






: i * 
ut 


GI DescriD . 


•3786005 6.0e-42 (AC005499) 


putative phosphoethanolamine 


i ttj. 




cytidylyltransferase [Arabidopsis thaliana] f 




Seq. No. 


12388 


Seq. ID 


OJ990820_10.9C03.C12 




Gene No. 


26230 


Strand 


+ 


=? 


Start 


752 


End 


1177 




Name 


OJ990820 10. 9C03.C12.ol.gs 


Method 


GENSCAN 




Start 


752 


End 


1177 




GI 


none 


Score 


.7 




Exons 


752. .822, 891. .1177 






5; 


Seq. No. 


12388 


.Seq. ID 


OJ990820_10.9C03.C12 




Gene No. 


26231 


Strand 




=; 


Start 


1 


End 


2339 




Name 


OJ990820 10. 9C03.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


2339 




GI 


18282 1.R1084 


Score 


558 




Exons 


1..30, 1804. .2118, 2303. .2339 






GI Descrip. 


'3805765 1.0e-123 (AC005693) 


putative 


protein kinase 






[Arabidopsis thaliana] 1 








Seq. No. 


12388 


Seq. ID 


OJ990820_10.9C03.C12 




Gene No. 


26231 . 


* Strand 






Start 


1 


End 


2339 




Name 


OJ990820 10. 9C03.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2182 




GI 


3805765 


Score 


155 




Exons . 


1..38, 1805. .2182 








GI Descrip. 


(AC005693) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


12388 


Seq. ID 


OJ990820_10.9C03.C12 



12887 






Gene No. 


26231 








Strand 






Start 


l 










9 "3 "5 Q 




Name 


uj yyuozu iu . 




pi o ~ o 
L, 1Z . OZ 


.gs 


Method 


Li lii IN b CHIN 




Start 


i con 
lDZU 








bna 


Z U H J 




GI 


none 








Score 


1 7 




Exons 


1 OZ U . .1/ / / , 


1 O 1 " . 


90/1 7 
■ Z U 4 o 










Seq. No. 


12388 • 








Seq. ID 


OJ990820_10.9C03.C12 




Gene No. 


26232 








Strand 






Start 


oloU 








End 


3461 




Name 


ojyyuozu iu. 


ytu o . 


L.1Z . Ol 


•4- — 

. ts 


Method 


TBLASTX : Soybean 




Start 


1 Q 1 Q 








End 


2016 




GI 


none 








Score 


116 




Exons 


1 Q1 O 1 QQC 

loio. . i y o o , 


i qi q 


9D1 6 
. Z U 1 O , 


1 O Z U . 


.1912, 1949. .2014 




Seq. No. 










Seq. ID 


OJ990820_10.9C03.C12 




Gene No. 


26232 








Strand 






Start 


3180 








End 


3461 




Name 


ujyyuo^u iu. 


ycu o . 


PI 9 n1 
CI Z . 0 1 


. LC 


Method 


TBLASTX : Cress 




Start 


i o i y 








End 


2106 




GI 


none 








Score 


73 




Exons 


loiy. . io y u , 


loz U . 


1 QQ1 

. lo y i , 


1 QQ1 

i o y i . 


.2013, 1905. .1997, 1955. .2014, 


□ 




once 01 
zUoo . . zlUo 














Seq. No. 


123oo 








Seq. ID 


OJ990820_10.9C03.C12 


m 


Gene No. 


26232 








Strand 




m 


Start 


3180 








End 


3461 


l.-S 


Name 


ojyyoo^o 10. 


np n o 

ycu s . 


Clz . Ol 


. tm 


Method 


TBLASTX: Maize 


U! 


Start 


loiy 








End 


2339 




GI 


none 








Score 


243 


"'S3? 


Exons 


loiy . . zuio, 


loiy. 


. zUl J, 


zUzU . 


.2061, 2020.. 2061, 2064.. 2126, 






zUoo . . zlzl , 


zz yo . 


. z o jy 








C; 


Seq. No. 


12388 








Seq. ID 


OJ990820_10.9C03.C12 


: 

^1 


Gene No. 


26232 








Strand 




U: 


Start 


jloU 








End 


3461 




Name 


ujyyuozu iu. 




Olz . OZ 


.gp 


Method 


AAT/GAP 


; =; 

*S 3; 


Start 


JloU 








End 


3461 


r~s 

L-i 


p t 

GI 


zouyo / 4 








Score 


532 


.= SV 

; : 


Exons 


oi on t/i^i 
JloU . . Ol 














beq. jno. 


1 OTQQ 

izoo y 








Seq. ID 


OJ990820_10.9C03.C13 




bene ino * 


Z Oi J J 








Strand 


+ 




Start 


2554 








End 


4903 




Name 


OJ990820 10. 


9C03. 


C13.ol 


.np 


Method 


AAT/NAP 




btart 


2554 








End 


4903 




p T 

GI 


3645898 








Score 


542 




Exons 


2554. .2770, • 


3649. 


.4727, 


4 / y o . 


.4903 






GI Descrip. 


(U68408) in- 


■frame 


i stop l 


codon; 


possibly 


a post-transposition 






mutation [Zea mays] 










Seq. No. 


12389 








Seq. ID 


OJ990820_10 . 9C03 . C13 




Gene No. 


26233 








Strand 


+ 




Start 


2554 








End 


4903 




Name 


OJ990820 10. 


9C03. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3873 








End 


4277 




GI 


none 








Score 


241 



12888 




Exons 


3873. .4277, 


3912. 


.4136, 


3926. . 


.4162 




Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26234 








Strand 


+ 


Start 


584 








End 


6670 


Name 


OJ990820 10 


.9C03. 


C14.ol 


.gs 


Method 


GENSCAN 


Start 


584 








End 


6670 


GI 


none 






- "■ 


Score 


.5 


Exons 


584.. 604, 657.. 812, 900 


. .1056, 


1522.. 1901, 2072.. 2249, 




2342. .2516, 


2621. 


.2800, 


2921. . 


,4104, 5054. .5173, 5251. .5638, 




5926. . 6670 












Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26234 








Strand 


+ 


Start 


584 








End 


6670 


Name 


OJ990820 10 


. 9C03. 


C14.ol 


. np 


Method 


AAT/NAP 


Start 


894 








End 


4139 


GI 


3645899 








Score 


3883 


Exons 


894. .2301, 


2342. . 


4139 








GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 


Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26235 








Strand 


+ 


Start 


9851 








End 


13906 


Name 


OJ990820 10 


. 9C03. 


C14 .olO.tm 


Method 


TBLASTX: Maize 


Start 


795 








'End 


1144 


GI 


none 








Score 


79 


Exons 


795. .848, 798. .84 


8, 830 


. .925, 


848. .979 


, 858. .1082, 864. .1073, 




1007. .1144 












Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26235 








Strand 


+ 


Start 


9851 








End 


13906 


Name 


OJ990820 10 


. 9C03. 


C14.o5 


. tm 


Method 


TBLASTX : Maize 


Start 


1146 








End 


1541 


GI 


none 








Score 


100 


Exons 


1146. .1265, 


1148. 


.1240, 


1263. . 


1541, 1263.. 1487, 1271.. 1540 


Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26235 








Strand 


+ 


Start 


9851 








End 


13906 


Name 


OJ990820 10 


. 9C03. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


■ 1305 








End 


1877 


GI 


none 








Score 


260 


Exons 


1305. .1553, 


1307. 


.1534, 


1565. . 


1591, 1566. .1589, 1589. .1876, 




1593. .1877 












Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


Gene No. 


26235 








Strand 


+ 


Start 


9851 








End 


13906 


Name 


OJ990820 10 


.9C03. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1541 








End 


2233 


GI 


none 








Score 


106 


Exons 


1541. . 1615, 


1542. 


.1613, 


1613. . 


2044, 1614. .2051, 2056. .2190, 




2060. .2203, 


2066. 


.2233 








Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 



12889 






Gene No. 


26235 








Strand 


+ 




OLdi u 


9851 








End 


13906 




Name 


O.T99nfi90 ID 




. C14 . o5 




Method 


TBLASTX : Soybean 






1722 _ 








End 


2182 




V3X 


n on o 








Score 


221 






1722 2tt^H 


1742 


1927 , 


1958 . 


.2026, 2069.. 2182 




Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 




Gene No. 


26235 








Strand 


+ 




Cf art 


,J O «J X 








End 


13906 




Name 


vU J^UOcU xu 




P1 4 n4 




Method 


TBLASTX: Wheat 




O-l- -a 
jLdl L 


1 9fiS ~~ 








End 


2203 




OX 


n on o 








Score 


118 




IjAUIIO 


196S 20S4 


20S6 


. .2190, 


2060 . 


.2203, 2066. .2203 




Seq. No. 


12390 








Seq. ID 


OJ990820__10.9C03.C14 




Gene No. 


26235 








Strand 


+ 




O L. Cl i- L- 


9851 








End 


13906 






U Zs Z> \J \J tC \J jl\J 


. 9C03 


. C14 . 06 


. tm 


Method 


TBLASTX: Maize 




OLai L 


24 66 _ 








.End 


2771 




\3 X 


none 








Score 


423 




F 1 von q 


9466 9771 

^ 1 U v • ■ f 'X/ 


2478 , 


. .2768, 


2507 . 


.2770 






Cprt Mo 










Seq. ID 


OJ990820_10.9C03.C14 














Strand 


+ 




Start 


9851 








End 


13906 . 


ri i 


Name 


OJ990820JL0 


. 9C03, 


■ C14 .ol. 


,ts 


Method 


TBLASTX : Soybean 


: far 
=j 


OLaiL 


Z JUU 








End 


3112 




VjX 


RR0Q9^n 








Score 


237 


;. L: 


Exons 


9snn 9ss^ 


9 sn s 


97 9^ 


9 sn s 
z. *j \j *j . 


.2735, 2729. .3112, 2730. .3110, 


. «i 




_. O U X . . JllL 












: ; = : 
\" \ i 

i s? 


















Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 


□ 


Gene No. 


26235 








Strand 


+ 




O Lax L. 


98 SI 








End 


13906 


jsse 


Name 


O.TQQnft 90 1 n 

WU-7_7UOZ,U xu 




n a o^ 




Method 


TBLASTX: Wheat 


'is! 


o i_ a x, l. 


9646 ' _ 








End 


3098 




o X 


1 1 i i. C 








Score 


89 




£jAUHO 


9646 9790 


2721 . 


97 SO 


974 9 


.3084, 2757. .3098, 2789. .3085 




Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03.C14 




Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




NT arn^ 


oj99nft90 i n 

VU J3>UOi U XU 




CI 4 n9 


tr 


Method 


TBLASTX: Cress 






971 9 _ 








End 


2993 




GI 


n on & 








Score 


194 




Pyrin q 


9719 999^ 


97 99 


9974 










Sea No . 


12390 








Seq. ID 


OJ990820_10.9C03.C14 




Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10 


.9C03. 


.C14 .o3. 


,tm 


Method 


TBLASTX: Maize 




Start 


2772 








End 


3240 




GI 


none 








Score 


643 




Exons 


2772. .3239, 


2776. 


, .3240, 


2776. 


.3114, 2789.. 3238 



12890 




Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03 


.C14 


Gene No. 


26235 ■ 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10 


. 9C03 


. C14 . 08 . 


tm 


Method 


TBLASTX * Maize 




Start 


3261 _ 








End 


34 64 




(IT 


none 








Score 


242 




f?vnn 


3261 3464, 


3281 


. . 3463 










Seq. No. 


12390 








Seq. ID 


OJ99'0820_10, 9C03 


.C14 


Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10 


. 9C03 


. C14 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3465 _ 








End 


4142 




GI 


none 








Score 


997 




F.xons 


3465 . . 4136, 


3472 


. . 3921, 


3473 . 


.4129, 3846. .4142 




Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03. 


.C14 


Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10 


. 9C03 


. C14 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


3483 _ 








End 


4112 




GI 


none 








Score 


294 




Pvnn s 

1_J \y llu 


3483 . . 3881, 


3692 


. . 3871, 


3891 . 


.4112, 3906. .4001 




Seq. No. . 


12390 








Seq. ID 


OJ990820_10.9C03, 


.C14 


Gene No. 


26235 








Strand 


+ 




Oldi L. 


9851 








End 


13906 




Name 








tw 


Method 


TBLASTX: Wheat 




O Ldl L 


J vj ^. -L 








End 


4076 




(IT 


none 








Score 


121 




I_l Si. 1 1 o 


3621 3878 


3900 


4076, 


3956 . 


.4075 






Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03, 


.C14 


Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10 


. 9C03 


. C14 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3663 ~~ 








End 


4103 




GI 


none 








Score 


68 




Ex on <=? 


3663 3752, 


3756 


. .3890, 


3902 . 


.4069, 3909. .4103 




Sea No 


12390 








Seq. ID 


OJ990820_10.9C03. 


, C14 


Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10, 


,9C03 


.C14.o2. 


np 


Method 


AAT/NAP 




Start 


9851 








End 


13906 




GI 


4206306 








Score 


1029 




E von 


9851. .9894, 


10936. .11418 


, 11537. .13906 






GI Dp^rrin 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


12390 








Seq. ID 


OJ990820_10.9C03. 


,C14 


Gene No. 


26235 








Strand 


+ 




Start 


9851 








End 


13906 




Name 


OJ990820 10. 


9C03 


.C14.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


10942 








End 


11280 




GI 


none 








Score 


193 





Exons 10942. .11280 



12891 



Seq. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


. 06 . ts 


Start 


11702 






GI 


none 






Exons 


11702. 


.11914, 11921. 


. 12055 


Sea No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


. ol . tw 


Start 


11852 






GI 


none 






Exons 


11852. 


.11908, 11857. 


. 11898, 




11912. 


.12250 




Seq. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


. o7 . tm 


Start 


11906 






GI 


none 






Exons 


11906. 


.12124, 11906. 


. 12106, 


Seq. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ9908 


20_10.9C03.C14 


. o4 . tm 


Start 


12125 






GI 


none 






Exons 


12125. 


.12586, 12125. 


. 12388, 


Seq. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


. o7 . tw 


Start 


12257 






GI 


none 






Exons 


12257. 


.12592, 12274. 


. 12426, 


Sea. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


. o4 . t s 


Start 


12272 






GI 


none 






Exons 


12272. 


.12553, 12308. 


. 12406, 




12598. 


.12729 




Seq. No. 


12390 






Gene No. 


26235 






Start 


9851 






Name 


OJ990820 10.9C03.C14 


,o3. ts 


Start 


12893 






GI 


none 






Exons 


12893. 


.13030, 12895. 


.13044, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



OJ990820_10.9C03.C14 
+ 

13906 

TBLASTX: Soybean 

12055 

137 



OJ990820_10.9C03.C14 
+ 

13906 

TBLASTX: Wheat 

12256 

85 



11903. .12256, 11911. .12213, 



Seq. ID OJ990820_10.9C03.C14 

Strand + 

End 13906 

Method TBLASTX: Maize 

End 12124 

Score 274 
11911. .12123 

Seq. ID' OJ990820_10.9C03.C14 

Strand + 

End 13906 

Method TBLASTX: Maize 

End 12586 

Score 502 
12271. . 12585 

Seq. ID OJ990820_10.9C03.C14 

Strand + 

End 13906 

Method TBLASTX : Wheat 

End 12655 

Score 187 
12554.. 12655 

Seq. ID OJ990820_10.9C03.C14 

Strand + 

End 13906 

Method TBLASTX : Soybean 

End 12742 

Score 203 
12310. . 12558, 12554 .. 12742, 



Seq. ID OJ990820_10.9C03.C14 

Strand + 

End 13906 

Method TBLASTX : Soybean 

End 13305 

Score 158 
13051. .13305, 13052. .13303 



12892 




Seq. No. 


12390 


Seq. ID 


OJ990820_10.9C03.C14 




26235 


U L> J. ul L\A 


+ 


Cf a r f- 
O tell L 


9851 


End 


13906 


LN dUlC 


\J\JZ*Zs\J\Jc,\J X V . ^V_^UJ.\^X*4 . LJ*J . L. W 




X DijflO I /\ • vVUGd L. 


Of avf 
O Lai L 


12938 ~" 




13336 

X J J J \J 


\3 X 


none 


OLUI C 


11 


£iAUUO 


12938 13027 13067 13336 

A- *L y ^) KJ . • 1 JUL, / , X _} L* \J I * • X J J -J U 






Seq. No. 


12390 


Seq. ID 


OJ990820_10.9C03.C14 


vjr cue inu • 


26235 


Strand 


+ 




98 SI 

Z? O <J X 


End 


13906 

X *J ZJ \J \J 


LNdULC 


O.7990R90 1 0 QP03 PI 4 oQ t-m 


1 1C L. 1 iuu 


± id J-ixT.o I /v • i id x j£ tz; 


O LCIL L 


13S23 _ 
j- ^> u t~ 


End 


1390 6 

1 J ^ u u 


GI 


none 


Score 


216 




1 ^R93 1 "^906 






Seq. No. 


12391 


Seq. ID 


OJ990820_10.9C03.C15 


(?pnp Mo 
UCilC INU » 


26236 


Qf rsnH 

fcj l— J- CL L 1 K^L 


-j- 


Start 


76 


End 


936 


Name 


OJ990820 10 9C03 CIS ol as 


M^t" hoH 




Start 


7 6 ~~ 


End 


936 


U X 




OL-LJX C 


. 77 




7 6 ? 9 0 41^ S R 4 7 Q 0 6 






Seq. No. 


12391 


Seq. ID 


OJ990820_10.9C03.C15 


Gene No. 


26237 


Strand 






15 


End 


4 4 Q 

4 4 _? 


Name 


OJ990820 10. 9C03.C15.ol.np 


Method 


A AT /KTZ\P 


O tdl L 


15 


End 


4 4 Q 

4 4 zs 


PT 


4680185 


Score 


4 4 9 




15. .449 






CI T nAQfri n 

OX L> C OLJ — L£J . 


(AF111709) unknown [Oryza sativa subsp 


. IllUILCl J 


Sea No 


12392 


Seq. ID 


OJ990820 10 9C03 C16 


Gene No. 


26238 


Strand 


+ . _ 


Start 


2411 


End 


2792 


Name 


OJ990820 10. 9C03.C16.ol.gp 


Method 


AAT /HAP 


Of a r f 

o l. dx u 


2411 


End 


97Q9 

1 ZJ 


GI 


uC-osflcyp033a04bl 


Score 


67 1 

u / X 


Rvon s 

UAvl 1 O 


2411. .2792 






PT np^pri n 


' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


wi y ZiQ odL.xvd ^ci iuiui l> 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


12392 


Seq. ID 


OJ990820_10.9C03.C16 




26239 


Strand 




Qf^ rt 


171 


End 


4^07 




OJ990820 10.9C03.C16.ol.gs 


Method 


O £j LN O \-^rt.LN 


o Lai t 


171 


End 






none 


Score 




Exons 


171. .537, 1235. .1389, 1413.. 


1548, 2641 


. .2694, 3815. .3822 


Seq. No. 


12392 


Seq. ID 


OJ990820_10.9C03.C16 


Gene No. 


26239 


Strand 




Start 


171 


End 


4307 


Name 


OJ990820 10.9C03.C16.o2.np 


Method 


AAT/NAP 


Start 


2344 


End 


4307 



12893 






GI 


4680186 








Score 


383 




Exons 


2344-. . 2544, 


3346. 


.3400, 


3869 


. .4307 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


indica] 




Seq. No. 


12393 








Seq. ID 


OJ990830 12 . 9C03 . CI 




Gene No. 


26240 








Strand 


+ ~~ 




Start 


5354 








End 


8337 




Name 


OJ990830 12 


.9C03. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


5354 








End 


8337 




GI 


1871192 








Score 


1013 




Exons 


5354. .5385, 


6496. 


.8337 










GI Descrip. 


(U90439) putative 


CCCH- 




zinc finqer protein [Arabidopsi 




















Seq. No. 


12393 








Seq. ID 


OJ990830_12.9C03.C1 




Gene No. 


2624 1 








Strand 






Start 


10800 








End 


15085 




Name 


OJ990830 12 


. 9C03 . 


Cl.ol. 


tw 


Method 


TBLASTX :Wheat 




Start 


3857 








End 


7323 




GI 


none 








Score 


289 




Exons 


3857 3955 


6957 . 


.7133, 


6958 


..7143, 7152.. 7322, 7153.. 7323 




Seq. No. 


X _> 3? _J 








Seq. ID 


OJ990830_12. 9C03.C1 


n 


Gene No. 










Strand 




:\!) 


Start 


10800 








End 


15085 




Name 


OJ990830 12 


. 9C03 . 


Cl.o2. 


tm 


Method 


TBLASTX : Maize 


!J E 


Start 


6502 _ 








. End 


6801 


f!f 


GI 


none 








Score 


339 




Exons 


6502. .6801, 


6573. 


. 6755 








Ul 


Seq. No. 


12393 








Seq. ID 


OJ990830_12.9C03.C1 


:' ; _J 
: ; 


Gene No. 


26241 








Strand 




: : ; 
• 


Start 


10800 








End 


15085 




Name 


OJ990830 12 


. 9C03 . 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


6925 _ 








End 


7338 




GI 


none 








Score 


615 


: ^: 


Exons 


6925. .7338, 


6930. 


.7304 








sal 


Seq. No. 


12393 








Seq. ID 


OJ990830_12.9C03.C1 


: =i 


Gene No . 


26241 








Strand 




::i 


Start 


10800 








End 


15085 




Name 


OJ990830 12 


.9C03. 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6930 








End 


8343 




GI 


none 








Score 


372 




Exons 


6930. .7148, 


6931. 


.7149, 


7153 


..7341, 7153. .7224, 7155. .7340, 






7492. .7527, 


7534. 


.7596, 


7840 


..7902, 78 


93. .7931, 7923. .7967, 






7933. .8094, 


8013. 


.8105, 


8119 


..8181, 8130. .8189, 8281. .8343 




Seq. No. 


12393 








Seq. ID 


OJ990830_12.9C03.C1 




Gene No. 


26241 








Strand 






Start 


10800 








End 


15085 




Name 


OJ990830 12 


.9C03. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6931 








End 


7341 




GI 


none 








Score 


346 




Exons 


6931. .7149, 


6933. 


.7145, 


7153 


. .7341, 7158. .7337 




Seq. No. 


12393 








Seq. ID 


OJ990830_12.9C03.C1 



12894 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



26241 
10800 

OJ990830_12.9C03.Cl.o3.tm 
7821 



none 
7821. 
7897. 
8269. 



Strand 
End 

_ Method 

End 
Score 

7880, 7866. .7895, 7866.-7937, 7867. .7932, 7896 
7980, 7926.. 8111, 7972. .8112, 8119.. 8220, 8121 
8325 



15085 

TBLASTX: Maize 

8325 

37 



.7967, 
.8219, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12393 
26241 
10800 

OJ990830_12 . 9C03 . CI . o2 . gs 

10800 

none 



Seq. ID OJ990830_12.9C03.C1 
Strand 

End ' 15085 

Method GEN SCAN 

End 15085 

Score . 7 



10800. . 10876, 12093. .12178, 14745. .15085 



Seq. No. 12394 Seq. ID 

Gene No. 26242 Strand 

Start 1308 End 

Name OJ990830_12 . 9C03 . C2 . ol . gp Method 

Start 1308 End 

GI 2797024 Score 

Exons 1308.. 1474 



OJ990830_12. 9C03.C2 
+ 

1474 
AAT/GAP 
1474 
327 



Seq. No. 12394 Seq. ID 

Gene No. 26243 Strand 

Start 7 End 

Name OJ990830_12 . 9C03 . C2 . ol . gs Method 

Start 7 End 

GI none Score 
Exons 



OJ990830_12. 9C03.C2 

4614 

GENSCAN 

4416 



7. .295, 1688. .1754, 1862. .1991, 2063. .2108, 2207. .2342, 
2451. .2572, 2650. .3012, 3621. .3750, 3836. .3909, 4010. .4042, 
4327. .4416 



Seq. No. 12394 Seq. ID 

Gene No. 26243 Strand 

Start 7 End 

Name OJ990830_12 . 9C03 . C2 . ol . tm Method 

Start 2072 End 

GI none Score 
Exons 



OJ990830_12.9C03.C2 
4614 

TBLASTX: Maize 

3910 

43 



2072. .2110, 2085. .2117, 2087. .2113, 2206. .2343, 2207. .2344, 

2209. .2343, 2439. .2576, 2446. .2487, 2450. .2575, 2650. .2946, 

2650. .3012, 2654. .3010, 2823. .3011, 3615. .3755, 3618. .3743, 

3796. .3909, 3836. .3910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



12394 
26243 
7 

OJ990830_12. 9C03.C2.ol.np 

2165 

6598818 



Seq. ID OJ990830_12. 9C03.C2 
Strand 

End 4614 

Method AAT/NAP 

End 4614 

Score 800 



2165. .2342, 2451. .2572, 2650. .3012, 3621. .3750, 3836. .3895, 
4571. .4614 

(U90439) putative guanylate kinase [Arabidopsis thaliana] 



12394 



Seq. ID OJ990830_12 . 9C03.C2 



12895 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26243 Strand 

7 End 

OJ990830_12 . 9C03 . C2 . ol . ts Method 

2207 End 

none Score 



4614 

TBLASTX: Soybean 

2794 

57 



2207. .2344, 2283. .2342, 2439. .2576, 2450. .2575, 2458 
2650. .2793, 2654. .2794 



12394 Seq. ID 

26243 Strand 

7 End 

OJ990830_12. 9C03.C2.o2.ts Method 

2797 End 

none Score 

2797. .3012, 2798. .3010, 3618. .3680 



2580, 

OJ990830 12.9C03.C2 



4614 

TBLASTX: Soybean 

3680 

233 



Seq. No. 






Seq. ID 


oj y y Uo oU lz . 


ycu o 


. Co 


Gene No . 


O C O A A 




Strand 








Start 


95 




End 


1419 






Name 


OJ990830 12 


. 9C03.C3.ol .gs 


Method 


GENSCAN 






Start 


95 




End 


1419 






GI 


none 




Score 


.81 






Exons 


95.. 205, 51 


6. .606, 1307. .1419 










□ 

1.3 Seq. No. 


12396 




Seq. ID 


OJ990830JL2. 


9C03 


.C4 


j»l Gene No. 


26245 




Strand 


+ 






Start 


4128 




End 


4758 






Name 


OJ990830 12 


. 9C03.C4 .ol .np 


Method 


AAT/NAP 






C=l Start 


4128 




End 


4758 






U! GI 


5091513 




Score 


191 






i*j Exons 


4128. .4758 












i=i"i GI Descrip. 
i M 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 






Seq. No. 


12396 




Seq. ID 


OJ990830_12. 


9C03 


.C4 


□ Gene No. 


26246 




Strand 








\\ Start 


2425 




End 


2502 






\ t j t Name 


OJ990830 12 


-9C03.C4.ol.gp 


Method 


AAT/GAP 






!» Start 


2425 




End 


2502 






«. GI 


LIB3477-003 


-P1-K1-E9 


Score 


90 






• s =; Exons 


2425. .2502 












hl\ GI Descrip. 


'2498586/sp 


IQ40638 |MP01_0RYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



Seq. No. 


12397 








Seq. ID 


OJ990830 


Gene No. 


26247 








Strand 


+ 


Start 


801 








End 


1751 


Name 


OJ990830 


12.9C03 


.C5.ol 


.gs 


Method 


GENSCAN 


Start 


801 








End 


1751 


GI 


none 








Score 


.55 


Exons 


801. .942, 


1270. . 


1419, 


1621. 


.1751 




Seq. No. 


12397 








Seq. ID 


OJ990830 


Gene No. 


26248 








Strand 


+ 


Start 


2078 








End 


4153 


Name 


OJ990830 


12.9C03 


.C5.ol 


.gp 


Method 


AAT/GAP 


Start 


1992 








End 


2807 



12896 



PT 


none 


Score 


QR9 






1 QQ9 91 SR 99flfi 9^tQ^ 9^14 


9ft 07 
• z o u / 






Seq. No. 


12397 


Seq. ID 


OJ990830_ 


12. 


Gene No. 


26248 


Strand 






jldlL 


9P.7R 
z / o 


FnH 


4 1 R ^ 




Name 




X/T/~. f U/\i-l 

i v ie tnou 


P TT M C P a M 
O Cj IN O ^r\lN 




Cf a -r+- 


9 0,-7 ft "~ 










none 


Score 


7 Q 






907ft 91 Rft 99Rfi 9^Q^ 4106 


4 1 R^ 






Seq. No. 


12397 


Seq. ID 


OJ990830_ 


12. 


Gene No. 


26249 


Strand 






Cf arf 
utai L 


•J J J .7 


FnH 


600R 




N3ine 


P.TQQOft^O 19 QPO^ PR r>9 rro 




az\T /pzip 






^9 fin — 


FnH 


OUUj 




P T 


none 


Score 


7 Q7 






R960 S41Q SS?Q R64^ R767 


600R 






Seq. No. 


12397 


Seq. ID 


OJ990830_ 


12. 


Gene No. 


26249 


Strand 


+ 




Of p r f 
u Lai L 


j j j ^ 


FnH 






Name 


O.TQQOft^O 19 QPfl^ PR rr<2 


Mo f Vl 
IMC L. i 1UU 


\j Hi LN O \-rll\ 




Of -a v-f 


Jjj!? -. 


Fr>H 
Hi 11 CI 


RR7 fi 
JO / D 




PT 


none 


Score 


■ Oy 




rjXons 


R'^Q R41Q qR^Q c^i 1 R7£7 


Rft 7 £ 
. JO / 0 






Cart Ha 

oeq . iNo . 


1 9 ^ Qft 
Iz J y 0 


oeq . i ij 


Pi TQ Qfl Q'Jn 




Gene No. 


26250 


Strand , 


+ 




Start 


1310 


End 


4015 




Name 


OJ990830 12. 9C03.C6.ol.np 


Method 


AAT/NAP 




Of- a 
otait 


1310 


End 


4015 




PT 


6630448 


Score 


87 




DAUUO 


1310. .1336, 2398. .2908, 3993. 


.4015 








(AC007190) F23N19.5 [Arabidopsis thaliana] 




oeq. in o . 


12398 


Seq. ID 


OJ990830_ 


1 9 
J. Z . 




26251 


Strand 


+ 




Start 


7552 


End 


7868 




Name 


OJ990830 12. 9C03.C6.ol.gp 


Method 


AAT/GAP 




Cf a r f 
OLal L 


7552 


End 


7804 




PT 


LIB3434-035-P1-K1-A7 


Score 


420 






7552. .7804 








PT Flo q r*T i r 1 ! 


'544187 6/dbj | AP000367 . 1 | AP000367 l.Oe- 


114 Oryza 


caf 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 




O fc: q . IN U . 


12398 


Seq. ID 


OJ990830__ 


1 9 
J. Z . 




26251 


Strand 


+ 




Start 


7552 


End 


7868 




Name 


OJ990830 12.9C03.C6.o2.gp 


Method 


AAT/GAP 




Start 


7624 


End 


7868 




GI 


LIB3431-010-P1-N1-F11 


Score 


382 




Exons 


7624 . .7868 








GI Descrip. 


'287403/dbj | D10838 | RICSBE1 1. 


0e-lll Rice gene for s 




branching enzyme 1 








Seq. No. 


12398 


Seq. ID 


OJ990830_ 


12. 



12897 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26252 



Strand 



9048 End 
OJ990830_12. 9C03.C6.o3.np Method 
9048 End 
5852093 Score 
9048. .9156, 9666. .9688 
(AL117264) zwhl6.1 [Oryza Isativa] 

12398 Seq. ID 

26253 Strand 
1 End 
OJ990830_12. 9C03.C6.o2.np Method 
1 End 
93144 Score 
1..33, 5138. .5312, 5446. .5839, 5886 
hypothetical protein - suid herpesvirus 1 (strain 
Indiana-Funkhuser or Becker) gi 1334068 (M57505) ORF2 
[Pseudorabies virus] 



9688 
AAT/NAP 
9688 
61 



OJ990830_12.9C03.C6 

9516 
AAT/NAP 
9100 
115 

6141, 9045. .9100 



Seq . No . 


12398 








Seq. ID 




26253 








Strand 


Start 


1 








End 


Name 


OJ990830 12 


9C03 


,C6.o2. 


y a 


Mpr hod 


Start 


4507 ~~ 








End 


GI 


none 








Score 


Exons 


4507. .4876, 


5620 


. .5666 






O C ^ . LN \J . 


12398 








Seq. ID 


UC11C LvKJ • 


26253 








St* rand 


Start 


1 








End 


Name 


OJ990830 12. 


9C03 


.C6.o3. 


OS 


Method 


Start 


7062 ~~ 








End 


GI 


none 








Score 


Exons 


7062. .7247, 


8692 


. .8796, 


9436 


. .9516 


Seq. No. 


12399 








Seq. ID 


Gene No. 


26254 








Strand 


Start 


140 








End . 


Name 


OJ990830 12. 


9C03 


.C7.ol. 


gs 


Method 


Start 


140 








End 


GI 


none 








Score 


Exons 


140. .291 










Seq. No. 


12399 








Seq. ID 


Gene No. 


26255 








Strand 


Start 


1833 








End 


Name 


OJ990830 12. 


9C03 


,C7.ol. 


gp 


Method 


Start 


1833 








End 


GI 


none 








Score 


Exons 


1833. .2023 










Seq. No. 


12400 








Seq. ID 


Gene No. 


26256 








Strand 


Start 


3966 








End 


Name 


OJ990830 12. 


9C03 


.C8.o2. 


gs 


Method 


Start 


3966 








End 


GI 


none 








Score 



OJ990830_12.9C03.C6 

9516 
GENSCAN 
5666 
. 65 



OJ990830JL2. 9C03.C6 

9516 
GENSCAN 
9516 
. 91 



OJ990830_12.9C03.C7 
+ 

291 - 
GENSCAN 
291 
.77 



OJ990830_12. 9C03.C7 
+ 

2023 
AAT/GAP 
2023 
358 



OJ990830_12.9C03.C8 
+ 

4948 
GENSCAN 
4948 
.69 



12898 



TT von c 


3966 4161 4479 4838 4899 


. . 4 948 




Seq. No. 


12400 


Seq. ID 


OJ990830_12.9C03.C8 


Gene No. 


26257 


Strand 


+ 


Start 


5765 


End 


8835 


Name 


OJ990830 12 9C03 C8 o3 as 






Start 


5765 ~~ 


End 


8835 




none 


Score 


. 76 




S76S S842 7796 7936 87S2 


. .8835 




^prr No 


124 00 


Seq. ID 


0.7990830 1 ? 9P03 Pfi 




26257 


Strand 


+ 


Start 


5765 


End 


8835 


Name 


OJ990830 12.9C03.C8.o2.gp 


Method 


AAT/GAP 


Start 


8390 


End 


8701 


GI 


72524 1.R1084 


Score 


419 


J— 1 A 1 o 


8390. .8701 






PT DpqrT* i n 


, 5091496/dbj | AB023482 . 2 | AB0234 82 3.0e- 


■84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


12400 


Seq. ID 


OJ990830_12.9C03.C8 


Gene No. 


26258 


Strand 


+ 


Start 


11292 


End 


12196 


Name 


OJ990830 12. 9C03.C8 .o2 .np 


Method 


AAT/NAP 


Start 


11292 


End 


12196 


GI 


5091512 


Score 


1024 


Exons 


11292. . 114 70, 11512. . 11642, 


11690. .118 


21, 11910.. 12196 



GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 



gene, complete cds.(M11926) [Oryza sativa] 



Seq. No. 


12400 


Seq. ID 


OJ990830_12.9C03.C8 


Gene No. 


26259 


Strand 




Start 


442 


End 


3654 


Name 


OJ990830 12. 9C03.C8.ol.np 


Method 


AAT/NAP 


Start 


437 


End 


3654 


GI 


4680207 


Score 


917 


Exons 


437. .1760, 1803. .2347, 284 


8. .3654 




GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 






Seq. No. 


12400 


Seq. ID 


OJ990830_12.9C03.C8 


Gene No. 


26259 


Strand 




Start 


442 


End 


3654 


Name 


OJ990830 12. 9C03.C8.ol.gs 


Method 


GENSCAN 


Start 


442 


End 


3650 


GI 


none 


Score 


.73 


Exons 


442. .607, 723. .778, 1135.. 


2431, 2848.. 


3650 


Seq. No. 


12400 


Seq. ID 


OJ990830_12.9C03.C8 


Gene No. 


26259 


Strand 




Start 


442 


End 


3654 


Name 


OJ990830 12. 9C03.C8.ol.gp 


Method 


AAT/GAP 


Start 


1782 


End 


2307 


GI 


27741 1.R1084 


Score 


1016 


Exons 


1782. .2307 






GI Descrip. 


, 4680207/gb|AAD27570.1|AF114171_ll 7.0e-43 (AF114171) disease 



resistance protein RPM1 homolog [Sorghum bicolor] 1 



12899 




Seq. No. 12400 

Gene No. 26260 

Start 10315 

Name OJ990830_12 . 9C03 . C8 . o3 . 

Start 1432 

GI none 

Exons 1432.. 1506, 1516.. 1608, 

Seq, No. 12400 

Gene No. 26260 

Start 10315 

Name OJ990830_12 . 9C03 . C8 . ol . 

Start 1666 

GI none 

Exons 1666.. 1749, 1786.. 1860, 
2110. .2193, 2117. .2224, 




Seq. ID OJ990830_12.9C03.C8 
Strand 

End 12565 

tw Method TBLASTX : Wheat 

End 1869 

Score ■ 78 
1666. .1755, 1795. .1869 

Seq. ID OJ990830_12.9C03.C8 
Strand 

End 12565 

tm Method TBLASTX : Maize 

End 2276 

Score 60 
1798. .1869, 1876. .2043, 1901. .2047, 
2235. .2276 



Seq. No. 12400 

Gene No. 26260 

Start 10315 

Name OJ990830_12 . 9C03 . C8 . ol . ts 

Start 1672 

GI none 
Exons 



Seq. ID OJ990830_12 . 9C03.C8 



Strand 
End 

Method 

End 

Score 



12565 

TBLASTX: Soybean 

2403 

85 



1672. .1746, 1801. .1869, 1888. .2214, 2057. .2236, 2215. .2292, 
2308.. 2403, 2309. .2389 



Seq. No. 12400 

Gene No. 26260 

Start 10315 

Name OJ990830_12 . 9C03 . C8 . ol . tw 

Start 1904 

GI none 
Exons 



Seq. ID OJ990830_12.9C03.C8 
Strand 
End 

Method 
End 
Score 



12565 

TBLASTX: Wheat 

2194 

119 



1904. .2113, 1906. .2112, 2116. .2193, 2117. .2194 



Seq. No. 12400 

Gene No. 26260 

Start 10315 

Name OJ990830_12 . 9C03 . C8 . o2 . tm 

Start 3138 

GI none 

Exons 3138.. 3212, 3159.. 3212, 3227, 
3357.. 3620, 3360.. 3620 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3295, 



OJ990830 12.9C03.C8 



12565 • 

TBLASTX: Maize 
3620 
47 

3228. .3362, 3353. .3586, 



Seq. No. 12400 Seq. ID 

Gene No. 26260 Strand 

Start 10315 End 

Name OJ990830__12 . 9C03 . C8 . o2 . tw Method 

Start 3414 End 

GI none Score 

Exons 3414. .3650, 3416. .3616, 3417. .3656 



OJ990830_12.9C03.C8 
12565 

TBLASTX: Wheat 

3656 

95 



Seq. No. 12400 Seq. ID 

Gene No. 26260 Strand 

Start 10315 End 

Name OJ990830_12 . 9C03 . C8 . o4 . gs Method 

Start 10315 End 



OJ990830_12.9C03.C8 

12565 

GENSCAN 

12565 



12900 



\j± 


none 


Score 


.84 




von q 


inns irifi4i inftQ^ i*mra 


11243. .12210, 12486 






12400 


Seq. ID 


OJ990830 


i ? Qrrn pa 




26261 


Strand 






Start 


15218 


End 


15543 




Name 


OJ990830 12. 9C03.C8.o3.tm 


Method 


TBLASTX : ] 


Maize 


Start 


15218 


End 


15543 






none 


Score 


89 






15?1R 1 IS??? 1S?7S 

1 JiLXU < . X ^ J X U , 1 J^,^,^ • . 1 J^. / J/ 


15223. .15315, 15307 


1 S^S7 

. . ijjj / , 




15333 1 53RD 1 S^SI 1 S^QS 

1 J J J J t • X -J J O U , X .J *J .J X . . X J J .7 +J , 


15469. .15501, 15477 


1 Q7 




15487 15537 15493 15543 








Seq. No. 


12401 


Seq. ID 


OJ990830 


_12.9C03.C11 


Gene No. 


26262 


Strand 






Start 


785 


End 


4611 




Name 


OJ9QDR30 1? 9P03 HI nl 


Method 


GENSCAN 




Start 


785 _ 


End 


4503 




(IT 

\J X 


none 


Score 


.71 




P. von ^ 


785 949 1568 1926 2532 


2753, 3641 


. .4503 






1 ?401 


Seq. ID 


OJ990830 


X^. . Z/\^kJ o . ^ x x 




26262 


Strand 








785 


End 


4611 




Name 


OJ990830 12. 9C03.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1305 


End 


2613 




PT 
o x 


5056012 


Score 


1328 




IT 1 Ynn q 


1305. .1926, 2532. .2613 










2499535/sp|Q41364 IS0T1 SPIOL 


6.0e-57 2- 


-OXOGLUTARATE/MALATE 




TRANSLOCATOR PRECURSOR >gi 595681 (U13238) 2-oxoglutarate/iru 




translocator [Spinacia oleracea] 






Qpn Mo 


12401 


Seq. ID 


OJ990830 


_12.9C03.C11 


flpnpi Mo 
w cue LNLJa 


26262 


Strand 






O ClX l_ 


785 


End 


4611 




Name 


OJ990830 12. 9C03.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


1397 


End 


3904 




GI 


none 


Score 


63 




Exons 


1397.. 1543, 1403.. 1513, 1532 


. .1906., -1554. .1754, 


1564. .1929, 




1564. .1929, 1565.. 1933, 1605 


..1940', 2498. .2581, 


2532. .2750, 




2532.. 2753, 2533.. 2754, 2533 


..2754, 2642. .2755, 


3638. .3904, 




3639. .3902 









Seq. No. 12401 

Gene No. 26262 

Start 785 

Name OJ990830_12 . 9C03 . Cll . ol ,np 

Start 1567 

GI 2499535 

Exons 1567.. 1926, 2532.. 2753, 3641. 
GI Descrip. 



OJ990830 12.9C03.C11 



Seq. ID _ 
Strand 

End 4611 
Method AAT/NAP 
End 4611 
Score 2068 
.4611 

2 -OXOGLUTARATE/MALATE TRANSLOCATOR PRECURSOR gi 1595681 (U13238) 
2-oxoglutarate/malate translocator [Spinacia oleracea] 



Seq. No. 
Gene No. 
Start 
Name 



12401 
26262 
785 

OJ990830 12. 



9C03.Cll.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ990830_12. 9C03.C11 
4611 

TBLASTX: Soybean 



12901 



Start 1601 End 1929 

GI none Score 316 

Exons 1601. .1906, 1603. .1929, 1608. .1928, 1609. .1929 



O C ^ . LN W . 


12401 








Spa ID 


OJ990830 12 9C03 Cll 


UC1IC l<w • 


26262 








9>t rand 




Start 


785 








End 


4611 ' 


Name 


OJ990830 12 


. 9C03 . 


Cll . ol 


. tc 






Start 


1696 ~ 








End 


1929 


GI 


none 








Score 


222 


Exons 


1696. . 1929, 


1697. 


.1900, 


1698. 


.1901, U 


599. .1929 


Seq. No. 


12401 








Seq. ID 


OJ990830_12.9C03.C11 


Gene No. 


26262 








Strand 




Start 


785 








End 


4611 


Name 


OJ990830 12 


9C03. 


Cll.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2532 








End 


3893 


GI 


none 








Score 


189 


Exons 


2532. .2753, 


2532. 


.2753, 


2536. 


.2754, 3633. .3893, 3638. .3892 



Seq. No. 12401 Seq. ID 

Gene No. 26262 Strand 

Start 785 End 
Name . - OJ990830_12 . 9C03 . Cll . o3 . tc Method 

Start... 2569 End 

GI none Score 

Exons 2569.. 2754, 2571.. 2753 



OJ990830_12.9C03.C11 
4611 

TBLASTX: Cress 
2754 
"213 



Seq. No. 12401 
Gene No. 26262 
Start 785 

Name OJ990830_12 . 9C03 . Oil . o2 . gp 

Start 3616 
GI 2428657 
Exons 3616.. 4061 

GI Descrip. 2499535/sp | Q41364 | SOTl_SPIOL 1.0e-47 2 
TRANSLOCATOR PRECURSOR >gi_595681 
■ translocator [Spinacia oleracea] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_12.9C03.C11 

4611 
AAT/GAP 
4061 
756 



OXOGLUTARATE/MALATE 
U13238) 2-oxoglutarate/malate 



Seq. No. 12401 

Gene No. 26262 

Start 785 

Name OJ990830_12 . 9C03 . Cll . o2 . tc 

Start 3638 

GI none 
Exons 



Seq. ID OJ990830_12.9C03.C11 
Strand 
End 

Method 
End 
Score 



4611 

TBLASTX: Cress 

4040 

116 



3638. .3835, 3639. .3836, 3866. .4039, 3879. .4040 



Seq. No. 12401 Seq. ID 
Gene No. 26262 Strand 
Start 785 End- 
Name OJ990830_12. 9C03.Cll.o3.tm Method 
Start 3905 End 
GI none Score 
Exons 3905.. 4033, 3906.. 4031 



OJ990830_12.9C03.C11 
4611 

TBLASTX: Maize 

4033 

151 



Seq. No. 
Gene No. 



12401 
26262 



Seq. ID 
Strand 



OJ990830 12.9C03.C11 



12902 




Of -irf 
OLaLL 


7ft R 




rjllQ 


4 £ 1 1 

4D11 




Name 




yuu j . u± ± . oz . Lin 




Z\ C TV • Ma -i -to 




C 4- v«+- 

btart 


4 n ^4 




Hjna 


4 O O :? 




C T 


none 




Score 


9 1 ft 
Z X o 




Exons 




4 1 1 Q 4 ?^7 








Seq. No. 


12401 




Seq. ID 


OJ990830_12. 9C03 J . 


Cll 


Gene No. 


26262 




Strand 






Of -iyf 


7 ft ^ 






ft D ± ± 




Name 






LYie tnou 


i dlho i a . ooyoean 




otar t 


4 119 
ft _L J. <c 




Fnrl 

rjna 


A A £ Q 
4 4 0 0 




bl 


none 




Score 


97 7 








411Q 4466 4^?S 


4 4 6ft 






Seq. No. 


12402 




Seq. ID 


OJ990830_12.9C03. 


C13 


Gene No. 


26263 




Strand 


+ 






114 




FnH 


1 1 Q4 4 




Name 


OJ990830 12. 


9C03.C13.ol.gs 




K3 Ej Pi O V^rtLN 




Q-H a v- f- 
otall 


114 




FnH 


ft 4 4 S 

044 J 




PT 


none 




Score 


4 S 




v an r*s f 

ixons 


114. .443, 4487. .4517, 5412.. 


R7 Qft 7 *^4 R 

O / :? O , r O 4 O 


ft 4 4 S 
. . O 4 4 O 




o e q . ln o . 


12402 




Seq. ID 


OJ990830_12. 9C03. 


y^l O 


Cpnp Mn • 


26263 




Strand 


+ 




Start 


114 




End 


11944 




Name 


OJ990830 12. 


9C03.C13.ol .np 


Method 


AAT/NAP 




Start 


5536 




End 


11944 




GI 


2129932 




Score 


405 




Exons 


5536. .5798, 


7545. .7661, 8034 


..8059, 11892.. 11944 




GI Descrip. 


myb-related 


transcription factor TMH1 


- tomato 





gi|1167486|emb|CAA64615| (X95297) transcription factor 
[Lycopersicon esculentum] 



Seq. No. 


12402 




Seq. ID 


OJ990830 


_12.9C03 


.C13 


Gene No. 


26263 




Strand 


+ 






Start 


114 




End 


11944 






Name 


OJ990830 12 


.9C03.C13.o2.np 


Method 


AAT/NAP 






Start 


9546 




End 


11944 






GI 


6539570 




Score 


157 






Exons 


9546. .9585, 


10547. .10708, 10759. .10852, 


11860. . 


11944 




GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


12402 




Seq. ID 


OJ990830 


_12.9C03 


.C13 


Gene No. 


26264 




Strand 








Start 


10514 




End 


10741 






Name 


OJ990830 12 


.9C03.C13.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


5572 




End 


5805 






GI 


none 




Score 


352 






Exons 


5572. .5805, 


5580. .5672, 5736. 


.5792 








Seq. No. 


12402 




Seq. ID 


OJ990830 


_12.9C03 


.C13 


Gene No. 


26264 




Strand 








Start 


10514 




End 


10741 






Name 


OJ990830 12 


. 9C03.C13.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5572 




End 


7632 






GI 


none 




Score 


324 






Exons 


5572. .5805, 


7542. .7622, 7543. 


.7632 









12903 



Seq. No. 


12402 








Seq. ID 


OJ990830_12.9C03.C13 


o ti o Mn 


j£. vJ VJ *i 








Strand 




O Lai L 


i nsi 4 

IUJIt 








End 


10741 


Name 


O.TQQD 
WU J y u 


O JU X^..-7^U-> 


P1 ^ nl 

. \*t X ■ KJ X 


1" C- 
. L. O 


Method 


TBLASTX : Soybean 


O Lai L, 


5572 








End 


7632 


Cl T 


none 








Score 


365 


F 1 von Q 


5572. 


.5805, 5580 


. • ^) \J \J Z> f 


/ «J *i ^. 


..7631, 7543. .7632 


Seq. No. 


12402 








Seq. ID 


OJ990830_12.9C03.C13 


OCllc IMO. 


26264 








Strand 




OLdlL 


10514 








End 


10741 


Name 


OJ990830 12.9C03 


■ X J ■ vJ X 


f w 


Method 


TBLASTX: Wheat 


Of a r f- 
OLdlL 


5575 








End 


7629 


(IT 


none 








Score 


265 


Exons 


5575. 


.5805, 5575 


. . j o *i y , 


^7^fi 


..5792, 7542. .7619, 7543.-7629 


Seq. No. 


12402 








Seq. ID 


OJ990830_12.9C03.C13 


uCUC LN Ly • 


26264 








Strand 




qf a r1- 


10514 








End 


10741 


INcUUC 


OJ990830 12.9C03 


. LlJ.Ut, 


. y o 


Method 


GENSCAN 


O L, CI X C 


10514 








End 


10741 




none 








Score 


.51 




10514 


. .10741 










Seq. No. 


12403 








Seq. ID 


OJ990830_12.9C03.C15 


Gene No. 


26265 








Strand 




O Ldl U 


820 








End 


4950 


Name 


OJ990830 12.9C03 


.L>1 J . Ol 


. gs 


Method 


GENSCAN 


O t. ax L 


820 








End 


4585 


GI 


none 








Score 


. 65 


Exons 


820. . 


900, 1403..: 


1560, li 


306. . 


1914, 2787 


..2859, 2944. .3053, 




3148. 


.3321, 3614 


. .3780, 


3906 


..3993, 4142. .4279, 4306. .4585 


Seq. No. 


12403 








Seq. ID 


OJ990830_12.9C03.C15 


Gene No. 


26265 








Strand 




Start 


- 820 








End 


4950 



Name OJ990830_12 . 9C03 . C15 . o2 . gp . Method AAT/GAP 

Start 2365 " End 2674 

GI LIB3432-059-P1-K1-D8 Score 532 

Exons 2365.. 2674 

GI Descrip. 1 5734 616/dbj I AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



12403 
26265 
820 

OJ990830_12. 9C03.C15.o2.np 
3556 
4680204 
3556. .4046, 4142. .4950 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990830_12.9C03.C15 
Strand 

End 4950 

Method AAT/NAP 

End 4950 

Score 443 



12404 
26266 
1 

OJ990830_12.9C03.C19.ol.gp 



Seq. ID OJ990830_12.9C03.C19 

Strand 

End 62 

Method AAT/GAP 



12904 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons » 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
} GI Descrip. 

1 



End 
Score 



62 
102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflM202123c07bl 
1. .62 

, 3617770/emb|CAA74705| 2.0e-20 (Y14329) threonyl-tRNA synthetase 
[Arabidopsis thaliana] 1 



12405 
26267 
1 . 

OJ990830_12 . 9C03 . C22 . ol . gp 
1 

27741_1.R1084 
1. .237 

l 4680207/gb|AAD27570.1|AF114171_ll 7.0e-43 (AF114171) disease 
resistance protein RPM1 homolog [Sorghum bicolor] 1 



Seq. ID OJ990830_12.9C03.C22 

Strand 

End 237 

Method AAT/GAP 

End 237 

Score 455 



12405 
26267 
1 

OJ990830_12. 9C03.C22.ol.np 
1 

4680207 
1. .237 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] ' 



Seq. ID OJ990830_12.9C03.C22 

Strand 

End 237 

Method AAT/NAP 

End 237 

Score 190 



12406 
26268 
372 

OJ990830_12 . 9C03 . C23 . ol . gs 

372 

none 

372. .565 



Seq. ID OJ990830_12.9C03.C23 

Strand + 

End 565 

Method GEN SCAN 

End 565 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12407 
26269 
149 

OJ990830_12. 9C03.C25.ol.np 
149 

5852175 
149. .247 

(AL117265) zhb0005.1 [Oryza sativa] 



Seq. ID OJ990830_12.9C03.C25 
Strand + 

247 

AAT/NAP 
247 
69 



End 

Method 
End 
Score 



12408 
26270 
15 

OJ990830_12 . 9C03 . C28 . ol . gs 
15 

none 

15. .199, 282. .458 



Seq. ID OJ990830_12.9C03.C28 

Strand 

End 458 

Method GEN SCAN 

End 4 58 

Score .75 



Seq. No. 12409 

Gene No. 26271 

Start 83 

Name OJ990830_12 . 9C03 . C29 . ol . gs 

Start 83 

GI none 



Seq. ID OJ990830_12.9C03.C29 

Strand + 

End 142 

Method GENSCAN 

End 142 

Score .45 



12905 




Exons 


83. . 142 










Cpn No 

ij — VJ • 1- * • 


12410 




Seq. ID 


OJ990830 


12 . 9C03 ,C30 


Gene No. 


26272 




Strand 






Start 


1 




End 


232 




Name 


OJ990830 12.9C03.C30.ol. 


np 


Method 


AAT/NAP 




Start • 


1 




End 


232 




yj J. 


4680203 - 




Score 


245 




R xnn s 


1. .232 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


12411 




Seq. ID 


OJ990830 


_12.9C03.C35 


Gene No. 


26273 




Strand 


+ 




Start 


259 




End 


559 




Name 


OJ990830 12.9C03.C35.ol. 


gs 


Method 


GENSCAN 




Start 


259 




End 


559 




GI 


none 




Score 


.9 






259. .559 










Seq. No. 


12412 




Seq. ID 


OJ990830 


12.9C03.C37 


Gene No . 


26274 




Strand 






Start 


1 




End 


312 




Name 


OJ990830 12.9C03.C37.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


312 






2311510 




Score 


140 




P von q 


1..23, 226. .312 












3617770/emb|CAA74705| 3. 


0e-36 


(Y14329) 


threonyl 


— 1~RNA ^unthpta^p 




[Arabidopsis thaliana] 










Seq. No. 


12413 




Seq. ID 


OJ990830 


12 9C03 C38 


Gene No. 


26275 




Strand 


- 




Start 


1 




End 


589 




Name 


OJ990830 12.9C03.C38.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


589 




GI 


4206306 




Score 


308 




Exons 

J—J i*. UU 


1. .589 










GI DescriD . 


(AF049110) prpol [Zea mays] 








Seq. No. 


12413 




Seq. ID 


OJ990830 


_12.9C03.C38 


Gene No. 


26275 




Strand 


- 




Start 


1 




End 


589 




Name 


OJ990830 12.9C03.C38.ol. 


tw 


Method 


TBLASTX : 1 


Wheat 


Start 


1 




End 


240 




GI 


none 




Score 


163 




Exons 


1..180, 1..189, 12. .191, 


38. . 


181, 184. 


.240 




Seq. No. 


12413 




Seq. ID 


OJ990830 


_12.9C03.C38 


Gene No. 


26275 




Strand 






Start 


1 




End 


589 




Name 


OJ990830 12.9C03.C38.ol. 


tm 


Method 


TBLASTX:] 


Mai ze 


Start 


1 




End 


186 




GI 


none 




Score 


59 




Exons 


1..186, 9. .53, 38. .181 










Seq. No. 


12413 




Seq. ID 


OJ990830 


_12.9C03.C38 


Gene No. 


26275 




Strand 






Start 


1 




End 


589 





12906 




Name 


OJ990830 12.9C03.C38.ol.ts 


Method 


TBLASTX : Soybean 




Start 


37 


End 


390 




GI 


none 


Score 


65 




Exons 


37. .171, 97. .165, 178. .390 








Seq. No. 


124.13 


Seq. ID 


OJ990830_12.9C03 


.C3( 


Gene No. 


26275 


Strand 






Start 


1 


End 


589 




Name 


OJ990830 12.9C03.C38.ol.gs 


Method 


GENSCAN 




Start 


41 ~ 


End 


387 




GI 


none 


Score 


. 57 




Exons 


41. .387 








Seq. No. 


12414 


Seq. ID 


OJ990810_11.9C17 


.CI 


Gene No. 


26276 


Strand 


+ 




Start 


591 


End 


1172 




Name 


OJ990810 11.9C17.Cl.ol.gs 


Method 


GENSCAN 




Start 


591 


End 


1172 




GI 


none 


Score 


. 67 




Exons 


591. .1172 








Seq. No. 


12415 


Seq. ID 


OJ990810 11.9C17, 


.C2 


Gene No. 


26277 


Strand 


+ ~~ 




Start 


106 


End 


1746 




Name 


OJ990810 11.9C17.C2.ol.np 


Method 


AAT/NAP 




Start 


106 ~ 


End 


1746 ■ 




GI 


4680179 


Score 


1142 




Exons 


106. . 1192, 1226. . 1746 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


12415 


Seq. ID 


OJ990810_11.9C17, 


.C2 


Gene No. 


26277 


Strand 


+ 




Start 


106 


End 


1746 




Name 


OJ990810 11.9C17.C2.ol.gs 


Method 


GENSCAN 




Start 


143 ~ 


End 


1696 




GI 


none 


Score 


.81 




Exons 


143. . 1696 








Seq. No. 


12415 


Seq. ID 


OJ990810_11.9C17 < 


.C2 


Gene No. 


26277 


Strand 


+ 




Start 


106 


End 


1746 




Name 


OJ990810 11.9C17.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


215 


End 


549 




GI 


none 


Score 


211 




Exons 


215. .226, 350. .547, 352. .549 








Seq. No. . 


12415 


Seq. ID 


OJ990810_11.9C17, 


,C2 


Gene No. 


26277 


Strand 


+ 




Start 


106 


End 


1746 




Name 


OJ990810 11.9C17.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


583 ~ 


End 


934 




GI 


none 


Score 


293 




Exons 


S83..777, 584. .934 








Seq. No. 


12415 


Seq. ID 


OJ990810_11.9C17. 


C2 


Gene No. 


26277 


Strand 


+ 




Start 


106 


End 


1746 





12907 





Name 


OJ990810 11 9C17 C2 ol tin 


Method 


TBLASTX : Maize 






Start 


584 ~~ 


End 


889 






GI 


none 


Score 


232 






Exons 


584. .889, 598. .762 










Seq. No. 


12415 


Seq. ID 


OJ990810_11.9C17 


.C2 




Gene No. 


26277 


Strand 


+ . 






Start 


106 


End 


1746 






Name 


OJ990810 11 . 9C17 . C2 . o2 . tm 


Method 


TBLASTX: Maize 






Start 


1217 "~ 


End 


1570 






GI 


none 


Score 


187 






Exons 


1217 . . 1570 










Seq. No. 


12415 


Seq. ID 


OJ990810_11. 9C17 


.C2 




Gene No. 


26277 


Strand 


+ 






Start 


106 


End 


1746 






Name 


OJ990810 11 . 9C17 .C2 .o2 . tw 


Method 


TBLASTX: Wheat 






Start 


1253 " 


End 


1645 






GI 


none 


Score 


163 






Exons 


1253. .14 62, 1309. .1461, 1507 


..1623, 1508. .1645 






Seq. No. 


12416 


Seq. ID 


OJ990810_11.9C17 


-C3 




Gene No. 


26278 


Strand 






,3 51 

; ; 
{ I cf 


Start 


1 


End 


490 




Q 


Name 


OJ990810 11.9C17.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


490 




'S ' * 

ri i 


GI 


6498441 


Score 


735 






J— 1 *V w I i O 


1..490 








Q 




(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type ; 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




ru 


Seq. No. 


12416 


Seq. ID 


OJ990810_11.9C17 


.C3 




Gene No. 


26278 


Strand 






L j.: 


Start 


1 


End 


490 




V 1 
•i 


Name * 


OJ990810 11. 9C17.C3.ol.tw 


Method 


TBLASTX: Wheat 




jn; 


Start 


2 


End 


343 






GI 


none 


Score 


59 . 




□ 


Exons 


2. .106, 36. .107, 90. .221, 92 


..274, 94. 


. .288, 100. .276, 269. .343 


0 


Seq. No. 


12416 


Seq. ID 


OJ990810_11. 9C17 


.C3 




Gene No. 


26278 


Strand 








Start 


1 


End 


490 






Name 


OJ990810 11.9C17.C3.ol.tm 


Method 


TBLASTX : Maize 






Start 


29 


End 


346 






GI 


none 


Score 


71 






Exons 


29. .106, 30. .107, 109. .264, 


110. .271, 


269. .346 






Seq. No. 


12417 


. Seq. ID 


OJ990810JL1.9C17 


.C5 




Gene No. 


26279 


Strand 


+ 






Start 


276 


End 


3189 






Name 


OJ990810 11. 9C17.C5.ol.gs 


Method 


GENSCAN 






Start 


276 


End 


1314 






GI 


none 


Score 


.74 






Exons 


276. .408, 669. .760, 903. .1211, 1249. .1314 






Seq. No. 


12417 


Seq. ID 


OJ990810_11.9C17 


.C5 



12908 




Gene No. 26279 Strand + 

Start 276 End 3189 

Name OJ9908 10_11 . 9C17 . C5 . ol . gp Method AAT/GAP 

Start 878 End 1211 

GI 82047_1.R1084 Score 449 

Exons 878.. 1211 

GI Descrip. ' 4678261/emb | CAB41122 . 1 | 4.0e-16 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 1 





Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17 


.C5 




Gene No. 


26279 








Strand 


+ 






Start 


276 








End 


3189 






Name 


OJ990810 11 


.9C17 


.CS.ol 


.np 


Method 


AAT/NAP 






Start 


954 








End 


3189 






GI 


4678261 








Score 


163 






Exons 


954 . . 1229, 


3157. 


.3189 












GI Descrip. 


(AL049657) 


putative proteasome regulatory subunit [Arabido] 






thaliana] 
















Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17 


.C5 




Gene No. 


26280 








Strand 


+ 






Start 


7359 








End 


7480 






Name 


OJ990810 11 


. 9C17 


. C5 . o2 


nn 


Method 


AAT/GAP 




US 


Start 


7359 ~ 








End 


7480 




. *fc 


GI 


3767784 








Score 


124 




Li 1 


Exons 


7359 . . 7480 














! 5f 


Seq. No. 


12417 


■* 






Seq. ID 


OJ990810_11.9C17 


.C5 


!" ~5 


Gene No . 


26281 








Strand 






! : I 
'if 


Start 


1960 








End 


4135 






Name 


OJ990810 11 


. 9C17 


. C5 . o2 , 


tm 


Method 


TBLASTX: Maize 




pi I 


Start 


912 ~ 








End 


1224 






GI 


none 








Score 


208 




is 

i s= E 
hat 


Exons 


912. .1136, 


1043 . 


. 1132, 


1156 . 


.1224, 1156.. 1221 




.', i 


Seq. No. 


12417 








Seq. ID 


OJ990810JL1.9C17 


.C5 




Gene No. 


26281 








Strand 






y 


Start 


1960 








End 


4135 






Name 


OJ990810 11 


. 9C17 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


960 








End 


1224 






GI 


none 








Score 


163 






Exons 


960. . 1136, 


1156. 


.1224 












Seq. No. 


12417 








Seq. ID 


OJ990810JL1. 9C17 


C5 




Gene No. 


26281 








Strand 








Start 


1960 








End 


4135 






Name 


OJ990810 11 


. 9C17 


.CS.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1861 








End 


2290 






GI 


none 








Score 


89 






Exons 


1861. .1986, 


1891 


. .2202, 


2056. 


.2289, 2192. .2290 






Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17. 


C5 




Gene No. 


26281 








Strand 








Start 


1960 








End 


4135 






Name 


OJ990810 11 


. 9C17 


.C5.o2. 


np 


Method 


AAT/NAP 






Start 


1960 








End 


4135 






GI 


4538896 








Score 


1603 





12909 




F.xons 

J_J \*S 1 


1960 . .2997, 


3058 


. .3566, 


3676 


. .4047, 4084. .4135 




GI Descrip. 


(AL049482) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17 


.C5 


Gene No. 


26281 • 








Strand 






Start 


1960 








End 


4135 




Name 


OJ990810 11 


.9C17 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2770 ~~ 








End 


3162 




GI 


none 








Score 


37 




Exons 


2770 . . 2838, 


2774 


. .2842, 


2902 


..3162, 2924. .3136 




Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17 


,C5 


Gene No. 


26281 








Strand 






Start 


1960 








End 


4135 




Name 


OJ990810 11 


.9C17 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3163 ~ 








End 


3384 




GI 


none 








Score 


144 




Exons 


3163. .3384, 


3194 


. . 3373 










Seq. No. 


12417 








Seq. ID 


OJ990810_11.9C17 


.C5 


Gene No. 


26282 








Strand 






Start 


5348 








End 


5694 




Name 


OJ990810 11 


. 9C17 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5348 _ 








End 


5694 




GI 


none 








Score 


183 




F.xnns 

JLJ 4Tk 11 J 


5348 5485. 


5349 


.5486, 


5593 


..5694, 5S96..5688 




O s-^ • LVKJ • 


12418 








Seq. ID 


OJ990810_11.9C17 


. C6 


Gene No. 


26283 








Strand 






Start 


1 








End 


645 




Name 


OJ990810 11 


.9C17 


C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 ~~ 








End 


645 




GI 


4680179 








Score 


652 




Exons 


1 . . 645 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


12418 








Seq. ID 


OJ990810_11.9C17 


.C6 


Gene No. 


26283 








Strand 






Start 


1 








End 


645 




Name 


OJ990810 11 


. 9C17 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 ~~ 








End 


282 




GI 


none 








Score 


91 




Exons 


1. .282, 104 


. .268 












Seq. No. 


12418 








Seq. ID 


OJ990810_11.9C17 


.C6 


Gene No. 


26283' 








Strand 






Start 


1 








End 


645 




Name 


OJ990810 11 


.9C17 


C6.ol. 


gs 


Method 


GEN SCAN 




Start 


43 ~~ 








End 


594 




GI 


none 








Score 


.83 




Exons 


43 . .594 














Seq. No. 


12418 








Seq. ID 


OJ990810_11.9C17 


,C6 


Gene No. 


26283 








Strand 






Start 


1 








End 


645 




Name 


OJ990810 11 


.9C17. 


C6.ol. 


tw . 


Method 


TBLASTX: Wheat 




Start 


163 








End 


525 





12910 






ox 


n on o 
nunc 




i 

1 JO 










1 fi^ S?S 1 64 S?^ 












Seq. No. 


12419 


Seq. ID 


OJ990810 


11.9C17 


.C7 




Gene No. 


26284 


Strand 


+ 








Start 


23 


FnH 


lis 

X X .J 








Name 




l lvl. L11UU 










Start 




FnH 


I 1 c; 

II J 








(IT 
\J X 


none 




A fi 










23 . .115 












Can No 


1 94 1 Q 


otrLJ . 1 U 




1 1 QP1 7 

X X . i7^X / 






Gene No. 


26285 


Strand 










Start 


1 


End 


139 








Name 


OJ990810 11.9C17.C7.ol.np 


Method 


a AT /NAP 








Cfarf 
O U CI J- L. 


1 


End 


1 

1 3 -7 








GI 


4512231 


Score 


1 7 S 

X / J 








F vnn q 


1. .139 












VJ _L J— ' O O -L -L • 


(AB014741) ORFO protein [Oryza sativa; 


1 
1 








Seq. No. 


12420 


Seq. ID 


OJ990810_ 


11. 9C17, 


.C8 




Gene No. 


26286 


Strand 


+ 








Start 


90 


End 


O .7 J 






'S3? 


LN diLLC 


OJ990810 11.9C17.C8.ol.gs 


Method 








t *E 


O L d. i. L 


90 


End 


D y D 






r F: 


fix 


none 


Score 


. O 






i'i H 
i LJ 


Ej aui i o 


90. .144, 163. .238, 574. .695 










□ 


Seq. No. 


12421 


Seq. ID 


OJ990810_ 


11. 9C17. 


.C9 


i ! * 


Gene No. 


26287 


Strand 


+ 






's sf 


Start 


329 


End 


4^4 






i ^ 


Name 


OJ990810 11.9C17.C9.ol.gs 


Method 


Kj Hi IN o 








9t" art 


329 


End 


4^4 






!S 


GI 


none 


Score 


4 6 






: "i 

S| 


J_J.A. KJl 1 J 


329. .454 










|e =: 


Seq. No. 


12422 


Seq. ID 


OJ990810_ 


11. 9C17. 


■ C10 


. = : 

'J.F 


Gene No. 


26288 


Strand 


+ 






□ 


Start 


4839 


End 


S97? 








Name 


OJ990810 11.9C17.C10.o3.gs 


Method 










Start 


4839 


End 


^Q79 
J J f z 








GI 


none 


Score 


7 S 








F von q 


4839. .5972 












Seq. No. 


12422 


Seq. ID 


O TQQD R 1 0 

UJ 2/ _?U 0 X U 


1 1 QP1 7 
11. 1 / . 


pi n 




Gene No. 


26289 


Strand 










Start 


1 


End 


10270 








Name 


OJ990810 11.9C17.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


697 








GI 


6721562 


Score 


1016 








Exons 


1. .697 












GI Descrip. 


(AP001073) Similar to Zea mays 


: 22-kDa 


alpha zein 


gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



12911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12422 
26289 
1 

OJ990810_11. 9C17.C10.ol.gs 

7 

none 

7. .742, 808. .978, 1320. .1376 



Seq. ID OJ990810_11.9C17.C10 
Strand 

End 10270 

Method GENSCAN 

End 1376 

Score .54 



12422 
26289 
1 

OJ990810_11. 9C17.C10.o2.np 
925 

5042454 

925. .978, 1320. .1493, 8810. .8831 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990810_11.9C17.C10 
Strand 

End 10270 

Method AAT/NAP 

End 8831 

Score 201 



Seq. ID OJ990810_11. 9C17.C10 
Strand 

End 10270 

Method AAT/GAP 

End 14 62 

Score 629 



12422 
26289 
1 

OJ990810_11. 9C17.C10.ol.gp 
1041 

uC-osflcypl72a09al 
1041. .1068, 1098. .1462 

'5803242/dbj IAP000399. 1 IAP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 12422 

Gene No. 26289 

Start 1 

Name OJ990810_11 . 9C17 . C10 . o2 . gs 

Start 3329 

GI none 

Exons 3329.. 4345 



Seq. ID OJ990810_11.9C17.C10 
Strand 

End 10270 

Method GENSCAN 

End 4345 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



12422 
26289 
1 

OJ990810_11 . 9C17 . C10 . o4 . gs 

6758 

none 



Seq. ID OJ990810_11.9C17.C10 
Strand 

End 10270 

Method GENSCAN 

End 10264 

Score .86 



6758. .7432, 7727. .7781, 7955. .8067, 8105. .8235, 8632. .8689, 
9185. .9296, 9379. .9484, 9996. .10065, 10154. .10264 



12422 
26289 
1 

OJ990810_11. 9C17.C10.o3.np 

7120 

4559345 



Seq. ID OJ990810_11.9C17.C10 
Strand 

End 10270 

Method AAT/NAP 

End 10270 

Score 249 



7120. .7169, 7317. .7425, 7723. .7781, 7955. .8007, 8105. .8206, 
8360. .8464, 8570. .8681, 9122. .9296, 9379. .9484, 9996. .10065, 
10154. .10270 

(AC006585) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. No. 



12423 



Seq. ID OJ990810_11.9C17.C11 



12912 






Gene No. 


26290 


Strand 


+ 






O U d i- \~ 


439 


End 


1068 






Mainp 
LN CI J. Lit; 


O,T99fiR10 11 9C1 7 m nl 


t" hnH 
nc l i luu 


\J J_iS.NO V_-.rt.l_N 






O Lai U 


4 39 ~ 


End 


1068 






o x 


none 


S core 


57 








439 452 465- 533 726 1068 












12423 


Seq. ID 


OJ990810 

\J\J J _/ \J \J X \J 


11 9017 HI 




Gene No. 


26291 


Strand 


+ 






Start 


11021 


End 


14161 






Name 


OJ990810 11.9C17.Cll.o2.np 


Method 


AAT /NAP 






Start 


11021 


End 


14158 






GI 


6907089 


Score 


4447 








11021. .12281, 1237 6. .14158 












(AP001129) hypothetical protein [Oryza 


qaH v^3 1 

o cz __ V d J 






Seq. No. 


12423 


Seq. ID 


OJ990810 


_11.9C17.C11 




Gene No. 


26291 


Strand 


+ 






Start 


11021 


End 


14161 






Name 


OJ990810 11.9C17.Cll.o3.gs 


Method 


GEN SCAN 






u Lai I 


11021 


End 


14161 






GI 


none 


Score 


.72 




y 


on ^ 


11021. .11074, 11276. .114 4 6, 114 62. .14161 




s a? 
i= 5 s 


Seq. No. 


12423 


Seq. ID 


OJ990810_ 


_11.9C17.C11 


:. ! j 


Gene No. 


26292 


Strand 


+ 




it i i 

; ! 1 

! B? 


O Lai L. 


21600 


End 


23198 . 






Nanie 


OJ990810 11.9C17.Cll.o6.gs 


Method 


GENSCAN 




: E 
; : : 


O L-CiX, U 


21600 


End 


23198 




i. '\ 




none 


Score 


.99 




ry 


Ij AUllO 


21600. .21660, 22396. .23198 










Seq. No. 


12423 


Seq. ID 


OJ990810_ 


_11.9C17.C11 




Gene No. 


26293 


Strand 








' Start 


1382 


End 


10740 






Name 


OJ990810 11.9C17.Cll.ol.'gp 


Method 


AAT /GAP 






Start 


1382 


End 


2289 






GI 


3767784 


Score 


838 






Fynn ^ 

J—j *\ Vm/ no 


1382.. 1768, 2212.. 2289 










Sea No 


12423 


Seq. ID 


OJ990810_ 


11 9C17 Cll 

J L . _/ \— ' X / * \_* X X 






26293 


Strand 








Start 


1382 


End 


10740 






Name 


OJ990810 11.9C17.Cll.o2.gs 


Method 


GENSCAN 






Start 


1613 


End 


10740 






GI 


none 


Score 


.77 








1613.. 1768, 2212.. 2303, 2375., 


.2410, 2604. .3261, 


J J *i U . . _) O .J *i , 






4198. .4337, 4839. .4995, 5544., 


.5704, 6451.. 6622, 


6R69 6Q71 

U O U .7 . .\J-7/X, 






7628. .7656, 7746. .7995, 9278., 


.9448, 9790. .9879, 


997 9 1 D0S1 






10637. .10740 










Seq. No. 


12423 


Seq. ID 


OJ990810_ 


_11.9C17.C11 




Gene No. 


26293 


Strand 








Start 


1382 


End 


10740 






Name 


OJ990810 11.9C17.Cll.o2.gp 


Method 


AAT /GAP 






Start 


2492 


End 


2896 






GI 


none 


Score 


782 





12913 



DAU11 o 


2492 2896 










12423 


Seq. ID 


OJ990810_11. 9C17 


.Cll 


Gene No. 


26293 


Strand 






Start 


1382 


End 


10740 




IN CtlLLt- 


OJ990810 11.9C17.Cll.ol.np 


Method 


AAT/NAP 






4004 


End , . 


7127 






4678341 


Score 


251 




Hj a. 1 1 o 


4004. .4141, 4733. .5003, 6420. .6622, 6869. .6992, 7087. .7127 




(AL049659) hypothetical protein [Arabidopsis thaliana] 




Cprr Ma 


12423 


Seq. ID 


OJ990810_11.9C17 


.Cll 


f^eane* No 

OCllC J.NU • 


26293 


Strand 






Start 


1382 


End 


10740 




Name 


OJ990810 11.9C17.Cll.o3.gp 


Method 


AAT/GAP 




Start 


9511 


End 


9931 






uC-osflcypl72a09al 


Score 


640 






9511. .9538, 9568. .9931 










• 5803242 /dbj | AP000399 . 1 | AP000399 l.Oe- 


35 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 






Seq. No. 


12423 


Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26294 


Strand 






q+- -a r +- 


14792 


End 


.20581 




Name 


OJ990810 11.9C17.Cll.o4.gs 


Method 


GEN SCAN 






14792 ■ ' * 


End ' 


17423 






none 


Score 


.67 




Exons 


14792. .16345, 16390 .. 17259, 


17277. .17423 




DtrL{ • LN(J . 


12423 


Seq. ID 


OJ990810JL1.9C17 


.Cll 




'26294 


Strand 






Start 


14792 


End 


20581 




Name 


OJ990810 11.9C17.Cll.o3.np 


Method 


AAT/NAP 




Start 


14795 


End 


20427 




GI 


6498441 


Score 


6919 




P v on q 

ill ^Tk Ullo 


14795. .15076, 15170 .. 1654 5 , 


16717. .17041, 17234. .17632, 






17805. .17939, 18123 .. 18496, 


18560. .19023, 19364.. 20427 




f^T Hp QPT "1 O 
vJl UCOUJ — L J.J . 


(AP000815) EST C72786(E2258 


) corresponds .to a region of 


the"* 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




OCU • LN kJ . 


12423 


Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26294 


Strand 






Start 


14792 


End 


20581 




Name 


OJ990810 11.9C17.Cll.o5.gs 


Method 


GEN SCAN 




Start 


17687 


End 


20581 






none 


Score 


.53 






17687. .18496, 18560 19045, 


19071. .19850, 19868. .19980, 






20134. .20581 








O C ^ . LNU . 


12423 


Seq. ID 


OJ990810JL1.9C17 


.Cll 


Gene No. 


26295 


Strand 






Start 


21255 


End 


21640 




Name 


OJ990810 11.9C17.Cll.o4.gp 


Method 


AAT/GAP 




Start 


21255 


End 


21640 




GI 


uC-osflcyp033a04bl 


Score 


661 




Exons 


21255. .21640 









12914 



GI Descrip. 1 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12423 
26296 
23730 

OJ990810_11, 

2281 

none 

2281. .2412, 
2746. .2880, 



9C17.Cll.ol-.ts 



2320. 
2747. 



,2412, 
,2872 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_11.9C17.C11 
32742 

TBLASTX : Soybean 

2880 

65 



2500.. 2694, 2503.. 2727, 2504.. 2725, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12423 
26296 
23730 

OJ990810_11. 9C17.Cll.o4. tm 
2738 
none 

2738. .3016, 2740. .3027, 2740. .3027 



Seq. ID OJ990810_11.9C17.C11 
Strand 

End 32742 

Method TBLASTX : Mai ze 

End 3027 

Score 359 



Seq. No. 12423 
Gene No. 26296 
Start 23730 

Name - OJ990810_11 . 9C17 . Cll .o3. tm 

Start 3826 
GI none 

Exons 3826.. 3858, 3830.. 3856, 3915. 

3930. .4034, 4078. .4218, 4094. 
4228. .4332, 4237. .4338, 4238. 
4731. .4889, 4745. .4891 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 11.9C17.C11 



32742 

TBLASTX: Maize 
4894 
44 

4034, 3923.. 3967, 3926 . 
4219, 4094.. 4231, 4101. 
4348, 4238. .4339, 4730. 



.4039, 
.4232, 
.4894, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12423 Seq. ID 

26296 Strand 

23730 End 

OJ990810_11. 9C17.Cll.ol.tw Method 

15161 End 

none Score 



OJ990810_11.9C17.C11 
32742 

TBLASTX: Wheat 

24734 

89 



15161. . 15277, 15332. 
24220. .24678 



,15490, 24108. .24734, 24 111 .. 24362 , 



Seq. No. 12423 Seq. ID 

Gene No. 26296 Strand 

Start 23730 End 

Name OJ990810_11 . 9C17 . Cll . o7 . tw Method 

Start 15533 End 

GI none Score 

Exons 15533. . 15922, 15609.. 15899 



OJ990810_11.9C17.C11 
32742 

TBLASTX: Wheat 

15922 

178 



Seq. No. 12423 

Gene No. 26296 

Start 23730 

Name OJ990810_11 . 9C17 . Cll . o7 . tm 

Start 15602 

GI none 

Exons 15602. .15925, 15615.. 15896 



Seq. ID OJ990810_11.9C17.C11 
Strand 

End 32742 

Method TBLASTX : Mai ze 

End 15925 

Score 201 



Seq. No. 



12423 



Seq. ID OJ990810_11.9C17.C11 



12-915 






Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 






Name 


OJ990810 11.9C17.C11 


. o9 . tw 


Method 


TBLASTX: Wheat 






Start 


i c/ii i 

1 Dfl 1 1 






End 


16869 






GI 


none 






Score 


91 






Exons 


16411. 


.16560, 16412. 




16604. .16780, 16621. .168 69, 








16621. 


.1684.5 












Seq. No. 


i z 4 z o 






Seq. ID 


OJ990810_11.9C17, 


.Cll 




Gene No. 


Z OZ :? O 






Strand 








Start 


23730 






End 


32742 






Name 


OJ9908 


10_11.9C17.C11, 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


16762 






End 


25662 






GI 


none 






Score 


165 






Exons 


16762. 


.16902, 25299., 


. £. DODl , 


25308. .25661, 25312.. 25662 






Seq. No. 


12423 






Seq. ID 


OJ990810 11.9C17, 


. bi 1 




Gene No. 


26296 






Strand 


- 






Start 


23730 






End 


32742 






Name 


OJ990810 11.9C17.C11, 


. OD . tw 


Method 


TBLASTX: Wheat 






Start 


17500 






End 


26087 






GI 


none 






Score 


114 






Exons 


17500. 


.17700, 17525., 


.Li / U I , 


17684. .178 


63, 17699. .17917, 




*i 




17700. 


.17918, 25734., 


. z oUo / 








PS 
11 


Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17, 


. Cll 


1 X 

t I 


Gene' No. 


26296 






Strand 






B i 


Start 


23730 






End 


32742 






Name 


OJ990810 11.9C17.C11, 


. oo . tm 


Method 


TBLASTX: Maize 




Li 


Start 


17536 






End 


26198 






GI 


none 






Score 


50 




• E 


Exons 


17536. 


.17703, 17876., 


. loUZO, 


25698. .260 


12, 25741. .25791, 








25819. 


.25872, 26019., 


OC1 QQ 

, z oiyy , 


26044 . .261 


90 






Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17. 


. Cll 




Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 




3? 


Name 


OJ990810 11.9C17.C11, 


, OZ . lS 


Method 


TBLASTX : Soybean 




:i 


otart 


17578 






End 


26144 




:i 


C~> T 


none 






Score 


200 






Exons 


17578. 


.17700, 17702., 


. i / y<t / , 


25749. .26108, 25750 .. 26040, 








26068. 


.26106, 26112., 


O £ 1 /I / 


26113. .26142 






Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17, 


.Cll 




Gene No. 


26296 






Strand 








btart 


23730 






End 


32742 






Name 


OJ990810 11.9C17.C11, 


, o4 . tw 


Method 


TBLASTX: Wheat 






Start 


18026 






End 


26435 






bl 


none 






Score 


233 






Exons 


18026. 


.18487, 18032.. 




18033. . 184 


88, 26217. .26435 






Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17. 


.Cll 




Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 






Name 


OJ990810 11.9C17.C11. 


, 08 . tm 


Method 


TBLASTX: Maize 






Start 


18027 






End 


26435 






GI 


none 






Score 


184 





12916 






ILXUIlo 


1 ft097 


1 ft ^9 *\ 1 ft 09 Q 
i IO J, IOUZ ? . 


1 0 -3 c. p 


26205. .26435 






Seq. No. 


12423 






Seq. ID 


OJ990810JL1.9C17 


.Cll 




Gene No. 


26296 






Strand 








CH- a rt" 








End 


32742 






Name 


UU .7 .7 L/ O 


in 11 qpi 7 n 1 

IU II . jvl / . ^il 


■ L> J . Lo 


Method 


TBLASTX: Soybean 






Dial L 


1 ftOft^ 
I O \J O J 






End 


26390 






PT 


l lui it; 






Scores. 


111 






TT" v r\ n c 


1 ftOft ^ 

I O U O J . 


1 ft 9 1 7 1 ft 9 9 4 


1 ft 4 4 ft 
. X O 4 4 O , 


26256. .26390 






Seq. No. 


12423 






Seq. ID 


OJ990810JL1.9C17 


.Cll 




Gene No. 


26296 






Strand 








O Lai L 


9 "37 ^0 






End 


32742 






Name 


fi.TQQOft 


m 11 Qri ? m 


oft 4-1*7 


Method 


TBLASTX : Wheat 






Otal L 


1 ft 






End 


19148 






ox 








Score 


152 






Ej A. vJ 1 1 o 


I O U J J • 


1 Q091 1 ft 684 


1 ft Q4 4 

• IO JIt / 


19044. . 19148 






Corf M r^i 


1 9 4 9^ 

I Z, T Z, J 






Seq. ID 


OJ990810JL1.9C17. 


pi i 




Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 






LN CUUC 


D.TQQOft 


ID 11 QPI 7 PI 1 

IU XI . / , L1I 


. UIU . L W 


Method 


TBLASTX: Wheat 






c -i- 3 -r-h 
Otdl L 


1 QQQC 






End 


20278 




1 J 




none 






Score 


95 




! i _ i 


U 1 /"\ T*\ 




9014^ 1 QQon 


9 0 1 S Q 


20126. .20224, 20127 .. 20219, 




!!;! 






9097 ft 












Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17. 


.Cll 




Gene No. 


26296 






Strand 








jldl L 


9-37-30 






End 


32742 






Name 




10 11 QPI 7 PI 1 


» O X U . uIu 


Method 


TBLASTX: Maize 




i w 


jldiL 


1 QQftft 






End 


20273 








none 






Score 


92 




r *! 




1 QQftft 


909?fi 1 QQft Q 


9097 ^ 








"i 


Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17, 


.Cll 




Gene No. 


26296 






Strand 






SI 


O Lai L 


9^7^0 






End 


32742 




1" 




O.TQQOft 


10 11 QP1 7 PI 1 


n1 9 -h m 
. vj I Z. ■ LIU 


Method 


TBLASTX: Maize 




as. 


O LcLI L 


9^7 99 






End 


23951 




U 


\J I 








Score 


37 








9^799 


9 ^7 M 9 ^7 S4 


9 ^QS1 


23757. .238 


52, 23845.. 23940 






OcCJ. IN vj . 


1 949^ 






• Seq. ID 


OJ990810_11.9C17 , 


PI 1 




Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 








O.TQQOft 


10_11.9C17.C11. 


. o4 . np 


Method 


AAT/NAP 






O Lei IT L. 


9 ^7 **.0 






End 


31255 








4 6R01 7 


9 




Score 


5431 






Exons 


9 ^7 ^0 

z, 0 / ou . 


.27130, 30166.. 


,31255 










vj± uescrip. 




709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17 . 


.Cll 




Gene No. 


26296 






Strand 








Start 


23730 






End 


32742 






Name 


OJ9908 


10_11.9C17.C11. 


, 06 . tw 


Method 


TBLASTX: Wheat 






Start 


23775 






End 


24108 





12917 




GI 


none 




Score 


132 




Exons 


23775. .24107, 23796. 


24104, 


23839. .24108 




Seq: No. 


12423 




Seq. ID 


OJ990810_11. 9C17 


. Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 • 11 . 9C17 .Cll 


ol . tm 


Method 


TBLASTX: Maize 




Start 


23955 - ~ 




End 


24554 




GI 


none 




Score 


121 




Exons 


23955. .24395, 23970. 


24233, 


23971. .24396, 24393 24554 , 






24400. .24546, 24402. 


24551 








Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11.9C17.C11 


06 . tm 


Method 


TBLASTX: Maize 




Start 


24603 ~ 




End 


24895 




GI 


none 




Score 


209 




Exons 


24603. .24893, 24607. , 


24894, 


24734 . .248 


95 




Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11.9C17.C11. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


24693 ~ 




End 


24953 




GI 


none 




Score 


154 




Exons 


24693. .24953, 24694. . 


24948 








Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11 . 9C17 . Cll . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


24717 ~~ 




End 


25034 




GI 


none 




Score 


83 




Exons 


24717. .24860, 24718. . 


24858, 


24861. .25034 




Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11.9C17.C11. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


24741 ~ 




End 


25308 




GI 


none 




Score 


344 




Exons 


24741. .25277, 24742 . . 


25308 








Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11.9C17.C11. 


o3 . tw . 


Method 


TBLASTX: Wheat 




Start 


25311 ~~ 




End 


25733 




GI 


none 




Score 


355 




Exons 


25311 25733. 25312 


25701 








Seq. No. 


12423 




Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 




Strand 






Start 


23730 




End 


32742 




Name 


OJ990810 11.9C17.C11. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


25482 




End 


25727 





12918 




GI 


none 






Score 


66 




Exons 


25482. 


.25727, 25582. 


. 25710 








Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


26088 






End 


26207 




GI 


none 






Score 


135 




Exons 


26088. 


.26207, 26089. 


.26199 








Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


26667 






End 


27104 




GI 


none 






Score 


72 




Exons 


26667. 


.26708, 26736. 


.26849, 


26737. .26850, 2 68 95 .. 27104 , 






26896. 


.27048 










Seq. No. 


12423 






Seq. ID 


.OJ990810_11.9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


26787 






End 


27110 




GI 


none 






Score 


188 




Exons 


26787. 


.27110 










Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


. 08 . gs 


Method 


GENSCAN 




Start 


30068 






End 


32742 




GI 


none 






Score 


.93 




Exons 


30068. 


.31252, 31427. 


. 31509, 


31548. .32313, 32731. .32742 




Seq. No. 


12423 






Seq. ID 


OJ990810__11. 9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


30428 






End 


30786 




GI 


none 






Score 


112 




Exons 


30428. 


.30778, 30585. 


. 30779, 


30610. .30786 




Seq. No. 


12423 






Seq. ID 


OJ990810JL1. 9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


30473 






End 


30778 




GI 


none 






Score 


90 




Exons 

J-J " \S 


30473. 


.30778, 30648. 


. 30764 








Seq. No. 


12423 






Seq. ID 


OJ990810_11.9C17 


.Cll 


Gene No. 


26296 






Strand 






Start 


23730 






End 


32742 




Name 


OJ990810 11.9C17.C11 


. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


30813 






End 


31039 





12919 







none 


Score 


115 






30813. .31010, 30815. .31012, 31019.. 31039 




Seq. No. 


12424 


Seq. ID 


OJ990810_11.9C17.C12 




Gene No. 


26297 


Strand 


+ 




Of arf 
O Lai. L. 


61 


End 


1787 




Name 


OJ990810 11.9C17.C12.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


387 






none 


Score 


.71 




Hi A ^Jl 1 o 


61. .387 








Cpn Nfn 


12424 


Seq. ID 


OJ990810_11.9C17.C12 




(Zp-np NO 


26297 


Strand 


+ 




Start 


61 


End 


1787 




Name 


OJ990810 11.9C17.C12.ol.np 


Method 


AAT/NAP 




Start 


61 


End 


1581 




GI 


6721562 


Score 


519 




Exons 


61. .446, 828. .930, 1439. .1581 








fi T Dp qrri n 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 






hypothetical protein. (AF031569) [Oryza sativa] 






gi| 6815087 |dbj |BAA90373.1| (AP001081) 


S i m i 1 s r to 7, ps m^v^ ? ? — kDr3 






alpha zein gene cluster; hypothetical 


nrotein (AF031569) TOrvza 






sativa] 






'ssr 


Seq. No. 


12424 


Seq. ID 


OJ990810 11 9C17 CI 2 


rfi 


Gene No. 


26297 


Strand 


-j- 


■Pi* 

: 


O Lai L 


61 


End 


1787 


Naine 


OJ990810 11.9C17.C12.o2.gs 


Method 


N_J i-J IN U Villi 


i. .1 


Of- a -rf- 

Olai L 


1059 


End 


1787 


i : I 




none 


Score 


. 92 


b; 

: & 




1059. .1787 






i fe? 


Qpn No 


12424 


Seq. ID 


OJ990810_11.9C17.C12 


IS 


Gene No. 


26298 


Strand 


+ 




Start 


2923 


End 


3124 


SI 


Name 


OJ990810 11.9C17.C12.o3.np 


Method 


AAT/NAP 


L j. 

1: =f: 


Qf- a rt 

uLfll L 


2923 


End 


3124 


i.'l 




4680186 


Score 


304 




TT von Q 


2923. .3124 






o 


\J X O <w J_ X k-/ • 


(AF111709) unknown [Oryza sativa subsp 


». indica] 




Sea No 


12424 


Seq. ID 


OJ990810_11.9C17.C12 




Gene No. 


26299 


Strand 






Start 


1 


End 


1764 




Name 


OJ990810 11.9C17.C12.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1764 




GI 


5852180 


Score 


541 




J—j llu 


1. .78, 1177. .1579, 1631. .1764 








VJ J. C O -I- ■ -J. £S « 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Qprr No 


12424 


Seq. ID 


OJ990810_11.9C17.C12 




Gene No. 


26300 


Strand 






Start 


2672 


End 


3057 




Name 


OJ990810 11.9C17.C12.ol.gp 


Method 


AAT/GAP 




Start 


2672 


End 


3057 




GI 


uC-osflcyp033a04bl 


Score 


669 




Exons 


2672. .3057 







12920 






tjl L/cSCIip . 


, 6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza sativa genom; 






DNA, chromosome 1, clone : P0711E10 1 








oeq. in u . 


12425 


Seq. ID 


OJ990810_11.9C17 


pi 






26301 


Strand 


+ 








1 


End 


862 






Name 


OJ990810 11.9C17.C13.ol.np 


Method 


AAT/NAP 






Start 


1 v " ■ 


End 


862 








6498441 


Score 


78 






^ /"\ r"* C 1 


1..31, 804. .862 












(AP000815) EST C7278 6 {E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






0 e q . IN kj ■ 


12426 


Seq. ID 


ATQQH01 D 11 Q<^»1"7 

ojyyuoiu li.yci/ 


. CI 4 




Gene No. 


26302 


Strand 


+ 






Start 


1 


End 


A A T 






Name 


OJ990810 11.9C17.C14.ol.np . 


Method 










1 


End 


a a n 

q q (J 






pt 


4512231 


Score 


CCA 






Exons 


1. .440 












(AB014741) ORF0 protein [Oryza sativa] 






;cf 


Seq. No. 


12426 


Seq. ID 


OJ990810_11. 9C17 


. CI 4 


:=! 


Gene No. 


26302 


Strand 


+ 








1 


End 


443 




: : ; 


Name 


OJ990810 11.9C17.C14.ol.gs 


Method 


GENSCAN 






otart 


42 


End 


443 




:?? 
. : 


PT 


none 


Score 


.51 




: ~.} 
= : 

. 


Exons 


42. .443 








; i \ 


Q £i M 

oeq. in 0 . 


12427 


Seq. ID 


OJ990810_11.9C17 


.LID 




Gene No. 


26303 


Strand 


+ 




;5 E 


Start 


1 


End 


4876 






L\ dillcr 


OJ990810 11.9C17.C15.ol.np 


Method 


AAT/NAP 








1 


End 


4873 




;S8 


PT 


4680179 


Score 


5399 




-; 




1..24, 517. .1453, 1481. .4873 








i 




(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


12427 


Seq. ID 


OJ990810_11.9C17 


.C15 




Gene No. 


26303 


Strand 


+ 








1 


End 


4876 






Name 


OJ990810 11. 9C17.C15.ol.gs 


Method 


GENSCAN 








442 


End 


4876 








none 


Score 


.71 






Exons 


442. .1372, 1398. .3898, 4082. 


. 4876 








Seq. No. 


12427 


Seq. ID 


OJ990810_11.9C17 


.C15 




Gene No. 


26303 


Strand 


+ 






Start 


1 


End 


4876 






Name 


OJ990810 11.9C17.C15.o9.tw 


Method 


TBLASTX: Wheat 






Start 


603 


End 


801 






GI 


none 


Score 


193 






Exons 


603. .800, 604. .801 










Seq. No. 


12427 


Seq. ID 


OJ990810_11.9C17 


.C15 



12921 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26303 
1 

OJ990810_11. 

853 

none 

853. .1158 

12427 
26303 
1 

OJ990810_11, 

853 

none 

853. .1203 

12427 
26303 
1 

OJ990810JL1. 

1538 

none 

1538. .1891 



9C17.C15.o5.tm 



9C17 .C15.o7 . tw 



9C17.C15.o8.tw 



Strand 
End 

Method 

End 

Score 



+ 

4876 

TBLASTX: Maize 

1158 

240 



Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Wheat 

End 1-203 

Score 303 



Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX: Wheat 

End 1891 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9C17.C15.o6.tm 



12427 
26303 
1 

OJ990810_11, 
1895 
none 

1895. .2092, 1933. .2091 



12427 
26303 
1 

OJ990810_11. 

2024 

none 

2024 . .2104, 



12427 
26303 
1 

OJ990810JL1. 

2405 

none 

2405. .2542, 

12427 
26303 
1 

OJ990810_11. 

2459 

none 

2459. .2491, 
2611. .2844 



9C17.C15.o4.tw 



2183.. 2518, 2248, 



9C17.C15.o4.tm 



Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Mai ze 

End 2092 

Score 196 



Seq. ID OJ990810_11.9C17.C15 
Strand + 

4876 

TBLASTX: Wheat 
2518 
75 



End 

Method 
End 
Score 
.2475 



Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Mai ze 

End 2905 

Score 116 



2413. .2538, 2603. .2905, 2656. .2784 

Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

9C17 . C15 . ol . t s Method TBLASTX : Soybean 

End 2854 

Score 57 

2459. .2491, 2495. .2548, 2497. .2538, 2603. .2854, 



Seq. No. 



12427 



Seq. ID OJ990810_11.9C17.C15 



12922 



.i 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26303 
1 

OJ990810_11. 

2568 

none 

2568. .2660, 

12427 
26303 
1 

OJ990810_11. 

2870 

none 

2870. .3295, 

12427 
26303 
1 

OJ990810_11. 

2876 

none 

2876. .3124 

12427 
26303 
1 

OJ990810_11. 

2942 

none 

2942. .3295, 

12427 
26303 
1 

OJ990810_11. 

3323 
none 

3323. .3862, 

12427 
26303 
1 

OJ990810JL1. 

3560 

none 

3560. .3742, 

12427 
26303 
1 • 

OJ990810_11. 

3650 

none 

3650. .3910, 

12427 
26303 



9C17.C15.o5. tw 



2606.. 2869, 2608. 



9C17.C15.o3. tw 



2872. .3288, 2945. 



9C17.C15.o3. ts 



9C17.C15.o2.tm 
2947.. 3126, 2993. 

9C17.C15.o2.tw 
3499. .3858 

9C17.C15.ol.tc 
3743. .3886, 3745. 

9C17.C15.o2.ts 
3661. .3909 



Strand + 

End 4876 

Method TBLASTX : Wheat 

End 2869 

Score 50 
.2868 

Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Wheat 

End 3295 

Score 596 
.3295 

Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Soybean 

End 3124 

Score 206 



Seq. ID OJ990810_11.9C17.C15 
Strand ^ : + 
End 4 87 6 

Method TBLASTX : Mai ze 
End 3295 
Score 460 
.3280, 3145. .3288 

Seq. ID OJ990810_ll.9Ci7.C15 

Strand + 

End 4876 

Method TBLASTX : Wheat 

End 3862 

Score 629 



Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Cress 

End 3886 

Score 90 
.3885 

Seq. ID OJ990810_11.9C17.C15 

Strand + 

End 4876 

Method TBLASTX : Soybean 

End 3910 

Score 301 



Seq. ID OJ990810_11.9C17.C15 
Strand + 



12923 




oLai U 


1 








End 


4876 


Name 


OJ9908 10 1 1 


9fl 7 


C15 . o3 


. tm 


Method 


TBLASTX - Mai ze 


oLdl L 


3708 ~~ 








End 


4000 




none 








Score 


402 


Xj2S.UU o 


3708 3995 


3709 . 


. 3996, 


3710 . 


.4000 




Seq. No. 


12427 








Seq. ID 


OJ990810_11.9C17.C15 


Gene No. 


' 26303 








Strand 


-f 




1 








End 


4876 


Name 


OJ990810 1 1 


9C17 . 


C15 . ol 


tw 


Method 


TBLASTX: Wheat 


Of- -a r +- 
O Lai L 


3869 _ 








End 


4495 




none 








Score 


714 


Li AUllO 


3869 4495 


3872 . 


.4216, 


3928 . 


.4374, 4435. .4494 




12427 








Seq. ID 


OJ990810_11.9C17.C15 


Gene No. 


26303 








Strand 


+ 


Start 


1 








End 


4876 


Name 


OJ990810 11 


9C17 . 


C15 . ol 


. tm 


Method 


TBLASTX: Maize 


<D L. d. i. u 


404 8 ~~ 

*4 V *1 <J 








End 


4633 




none 








Score - 


229 


DAUlio 


*i V *1 O . • \J f 


404 9. 


.4210, 


4063 . 


.4212, 4207. .4371, 4208. .4633, 




4367 4612 


4435 . 


. 4632 








Seq. No. 


12427 








Seq. ID 


OJ990810_11 . 9C17 . C15 


Gene No. 


26303 








Strand 


+ 












End 


4876 


Name 


Wu^JUOlU XX. 


9P1 7 


m S nfi 

X -J ■ vj 


tw 


Method 


TBLASTX: Wheat 


OLdl L 


A A QR ~ 








End 


4828 




none 








Score 


312 


Exons 


4 4 QS 4 77 6 


4 4 Qfi 

*i 'i _7 U ■ 










Sea No 


12428 








Seq. ID 


OJ990810_11.9C17.C16 


Gene No. 


26304 








Strand 




Start 


1 








End 


1278 


Name 


OJ990810 11. 


9C17. 


C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1278 


GI 


6498441 








Score 


952 


Exons 


1..157, 251. 


.694, 


1234. 


.1278 







GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 12428 Seq. ID 

Gene No. 26304 Strand 

Start 1 End 

Name OJ990810_11 . 9C17 . C16 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25. .689 



OJ990810_11.9C17.C16 

1278 
GENS CAN 
689 
.53 



Seq. No. 12428 

Gene No. 26304 

Start 1 

Name OJ990810_1 1 . 9C17 . C16 . ol . tw 

Start 287 

GI none 

Exons 287.. 553, 293.. 652, 522 .. 650 



Seq. ID OJ990810_11.9C17.C16 



Strand 
End 

Method 

End 

Score 



1278 

TBLASTX: Wheat 

652 

100 



12924 




Seq. No. 


12429 


Seq. ID 


OJ990910_18.9C14 


.CI 


Gene No. 


26305 


Strand 






Start 


1 


End 


884 




Name 


OJ990910 18.9C14.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


884 




GI 


5091513 


Score 


.,.114 8 




Exons 


1. .884 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


12429 


Seq. ID 


OJ990910_JL8.9C14 


.CI 


Gene No . 


26305 


Strand 






Start 


1 


End 


884 




Name 


OJ990910 18.9C14.Cl.ol.gs 


Method 


GENSCAN 




Start 


8 


End 


831 




GI 


none 


Score 


. 66 




Exons 


8. .831 








Seq. No. 


12430 


Seq. ID 


OJ990910_18.9C14, 


.C2 


Gene No. 


26306 


Strand 






Start 


1087 


End 


6520 




Name 


OJ990910 18. 9C14 .C2.ol.np 


Method 


AAT/NAP 




Start 


1087 


End 


4557 




GI 


5091513 . 


Score 


22*4 0 




F.xon ^ 


1087.. 1205, 1757.. 2065, 2109. 


.2702, 3446. .4557 




Dpscti n 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


12430 


Seq. ID 


OJ990910JL8.9C14, 


.C2 


Gene No. 


26306 


Strand 






Start 


1087 


End 


6520 




Name 


OJ990910 18.9C14.C2.o2.np 


Method 


AAT/NAP 




Start 


4414 


End 


6520 




GI 


4678270 


Score 


93 




Exons 


4414. .4487, 6407. .6520 








GI Descrip. 


(AL049660) protein kinase-like protein 


[Arabidopsis thaliana] 


.Seq. No. 


12430 


Seq. ID 


OJ990910__18.9C14, 


.C2 


Gene No. 


26306 


Strand 






Start 


1087 


End 


6520 




Name 


OJ990910 18.9C14.C2.ol.gp 


Method 


AAT/GAP 




Start 


4652 


End 


4951 




GI 


uC-osflcyp053g09bl 


Score 


502 




Exons 


4652. .4951 








GI Descrip. 


' 4521193/dbj | AB013450 . 1 | AB013450 1 . 0e- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


12430 


Seq. ID 


OJ990910_18.9C14 , 


.C2 


Gene No. 


26307 


Strand 






Start 


7557 


End 


9570 




Name 


OJ990910 18.9C14.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2155 


End 


9428 




GI 


none 


Score 


63 




Exons 


2155. .2226, 2342. .2491, 4028. 


.4093, 4147. .4278, 9077. .9229, - 




9090.. 9125, 9330.. 9428, 9340. 


. 9426 






Seq. No. 


12430 


Seq. ID 


OJ990910_18.9C14 , 


.C2 


Gene No. 


26307 


Strand 







12925 




O Lol U 


7557 








End 


9570 




Name 


W O ^ 7 v v 1 v J_Oi 


QP1 4 




LIU 


Method 


TBLASTX: 






U *i \J *i 








End 


6661 




r: T 


none 








Score 


169 




Pvnn q 

Ej AUllO 


6464 6568 


64 66 


6570, 


64 66 . 


.6567, 6584. .6661, 


6586 6660' 


o e > LN u . 


124 30 

X ^. *i J W 








Seq. ID 


OJ990910 


i ft qpi 4 r? 


bene ino . 










Strand 






Start 


7557 








End 


9570 




Name 


OJ990910 18, 


.9C14 


.C2.o4. 


gs 


Method 


GENSCAN 




Start 


7557 








End 


9470 




GI 


none 








Score 


.81 




Exons 


7557. .7722, 


8168 


. .8236, 


8347. 


.8699, 8801.. 8983, 


9077. .9231, 




9326. . 9470 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12430 
26307 
7557 

OJ990910 
8056 
2960364 
8056. .8236, 



OJ990910 18.9C14.C2 



Seq. ID 
Strand 

End 9570 
Method AAT/NAP 
End 94 64 

Score 868 

8986, 9077.. 9231, 9326.. 9464 
(AJ224986) cinnamoyl CoA reductase [Populus balsamifera subsp. 
trichocarpa] 



18.9C14.C2.o3.np 



8347. .8699, 8801. 



124"30 
26307 
7557 

OJ990910_18. 9C14 .C2.ol.tm 

8083 

none 

8083. .8238, 8084. .8239, 8341. 
8801. .8983, 8802. .8996, 9075. 
9327.. 9479, 9328. .9435, 9341. 

12430 
26307 
7557 

OJ990910_18 . 9C14 . C2 . ol . ts 
8092 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910 18.9C14.C2 



9570 

TBLASTX: Maize 
9479 
191 

8439, 8346. .8717, 8515. 
9131, 9077'.. 9232, 9193. 
9451 



,8697, 
, 9228, 



Seq. ID OJ990910_18.9C14.C2 
Strand 

End 9570 

Method TBLASTX : Soybean 

End 94 67 

Score 124 

8092. .8238, 8096. .8239, 8096. .8239, 8346. .8702, 8804. .8986, 



8805. .8984, 9077. .9229, 9090. 
9440. . 9451 



9128, 9327. .9467, 9328.. 9420, 



Seq. No. 12430 

Gene No. 26307 

Start 7557 

Name OJ990910_18 . 9C14 . C2 . ol . tw 

Start 8107 

GI none 
Exons 



Seq. ID OJ990910_18 . 9C14 ,C2 
Strand 

End 9570 

Method TBLASTX : Wheat 

End 8567 

Score 106 

8107. .8238, 8126. .8239, 8346. .8420, 8359. .8421, 8424. .8567 



Seq. No. 12430 

Gene No. 26307 

Start 7557 

Name OJ990910 18 . 9C14 . C2 . ol . tc 



Seq. ID OJ990910_18.9C14.C2 
Strand 

End 9570 

Method TBLASTX : Cress 



12926 



Start 
GI 

Exons 



8804 End 9423 

none Score 124 

8804. .8986, 8805. .8978, 9075. .9125, 9077. .9229, 9327. .9422, 
9328. .9423 



Seq. No. 12430. Seq. ID 

Gene No. 26307 Strand 

Start 7557 End 

Name OJ990910_18 . 9C14 . C2 . o2 . gp Method 

Start 9180 End 

GI none Score 

Exons 9180.. 9231, 9326.. 9570 



OJ990910_18.9C14.C2 

9570 
AAT/GAP 
9570 
454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12431 Seq. ID 

26308 Strand 

1 End 

OJ990910_18 .9C14.C3.ol. np Method 

1 End 

5922623 Score 
1..90, 258. .333 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj | BAA85199. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990910_18.9C14.C3 
+ 

333 

AAT/NAP 

333 

91 



12431 
26309 
1149 

OJ990910_18. 9C14 .C3.o2.np 

1149 

5803259 



Seq. ID OJ990910 18.9C14.C3 



Strand 
End 

Method 

End 

Score 



+ 

4564 
AAT/NAP 
4564 
4975 



1149. .2410, 2506. .2678, 2763. .2956, 3032. .4564 
(AP000399) hypothetical protein [Oryza sativa] 



Seq. No. 12431 Seq. ID 

Gene No. 26310 Strand 

Start 15914 End 22023 

Name OJ990910_18 . 9C14 . C3 . o5 . np Method AAT/NAP 

Start * 15914 End 19241 

GI 4680186 Score 175 

Exons 15914. .16052, 17438 .. 17508, 1757 6 .. 17 678 , 18254 
19211. .19241 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990910_18.9C14.C3 
+ 



18392, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12431 
26310 
15914 

OJ990910_18.9C14 .C3.o6.np 

18254 

6907088 



Seq. ID OJ990910_18.9C14.C3 

Strand + 

End 22023 

Method AAT/NAP 

End 19881 

Score 228 



18254. .18395, 18623 .. 18848, 19470. .19881 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 12431 Seq. ID 

Gene No. 26310 Strand 

Start 15914 End 

Name OJ990910_18 . 9C14 . C3 . o5 . gs Method 

Start 18729 End 



OJ990910_18.9C14.C3 
+ 

22023 

GENSCAN 

22023 



12927 






P T 


none 


Score 


.45 




Exons 




20185. .20307, 20559 .. 20636, 






9146^ 91 R^fi 917SQ 91 flflQ 


21849. .22023 




oeq • ™o • 


194^1 

± £ H O _L 


Seq. ID 


OJ990910_18.9C14.C3 




Gene No. 


26311 


Strand 


+ 




Start 


22457 


End 


31746 






O.TQQDQ1 0 1ft QP1 4 P^ o7 nn 


Method 


AAT/NAP 






994^7 ~ 


End 


31746 




PT 




Score 


112 






994S7 99Q79 9ft^f)fi 9RS9Q 


31711. .31746 




laJL UcbCiip . 


/ ZiT n 9 9 ^ ^7 ^ nnfaf i 170 nrnf oi n 
\riLU^^. J J / y puLdLlVc protein 


[Arabidopsis thaliana] 






194^1 


Seq. ID 


OJ990910_18.9C14.C3 






26311 


Strand 


+ 




Start 


22457 


End 


31746 




Name 


OJ990910 18 . 9C14 .C3.o2.gp 


Method 


AAT/GAP 






23360 


End 


23440 






LIB3434-017-P1-K1-F5 


Score 


91 






23360. .23440 










■5257255/dbj | AP000364 . 1 | AP000364 5 . Oe- 


■20 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 




□ 


Seq. No. 


12431 


Seq/ ID 


OJ990910_18. 9C14.C3 


'is sr 


,Gene No. 


26312 


Strand 


+ 


.33; 
t : : 




37043 


End 


37834 


ry 


Name 


OJ990910 18.9C14.C3.o8.gs 


Method 


GENS CAN 


■ss! 


otar c 


37043 


End 


37834 




P T 


none 


Score 


.51 


Q 


Exons 


37043. .37146, 37714. .37834 






i U 


0 e q . In 0 . 


12431 


Seq. ID 


OJ990910_18.9C14.C3 




Cone 


26313 


Strand 






Start 


4575 


End 


5030 


; S3? 


Name 


OJ990910 18.9C14.C3.ol.gp 


Method 


AAT/GAP 




O Lai t_ 


4575 


End 


5030 


i 




2428323 


Score 


824 


'= J 


£j A (J I 1 0 


4575. .5030 










5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 


l!It 




DNA, chromosome 6, clone : P0535G04 






Seq. No. 


12431 


Seq. ID 


OJ990910_18. 9C14.C3 




Gene No. 


26314 


Strand 








5188 


End 


10596 




Name 


OJ990910 18.9C14.C3.o2.gs 


Method 


GENSCAN 




O Lai U 


5188 


End 


6966 




p t 


none 


Score 


.96 




Exons 


5188. .6966 








Sea No 


12431 


Seq. ID 


OJ990910_18.9C14.C3 




Gene No. 


26314 


Strand 






Start 


5188 


End 


10596 




Name 


OJ990910 18.9C14.C3.o3.np 


Method 


AAT/NAP 




Start 


5191 


End 


10596 




GI 


6498441 


Score 


6365 




Exons 


5191. .5472, 5566. .7073, 7223 


..7808, 7983. .8117, 8301. .8674, 



8738. .9201, 9532. .10596 



12928 



GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 





\jl euxcueo gene. / 


oinniai L.o 


Sorghum bicolor Gypsy-Ty3 type 




vi^f v f* >- 3 « cr' t~\ ^\ <— * /-\ t~i 

IcLIU LTaliSpOSOn 




(AF098806) 


[Oryza sativa] 


Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14.C3 


Gene No. 


26315 




Strand 






14351 




. End 


16844 


Name 


OJ990910 18.9C14 


.C3.o4 .np 


Method 


AAT/NAP 


Of a v-f- 

o z art 


14347 




End 


16820 




4826399 




Score 


1011 


Exons 


14347. .15604, 15707 15802, 


15899. .16820 


b± uescrip. 


(AJ012423) wall- 


associated 


kinase 2 [Arabidopsis thaliana] 


Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14.C3 


belle LNU . 


26315 




Strand 




OlalL 


14351 




End 


16844 


Name 


OJ990910 18.9C14 


.C3.o4 .gs 


Method 


GENSCAN 


Q f- -a ■y-f- 


14351 




End 


16844 




none 




Score 


.87" 


T7 1 v /™\ i™i o 


14 351. .15504, 15635. .15802, 


15899. .16844 


Seq. No. 


12431 




Seq. ID 


OJ990910_18. 9C14 .C3 


Gene No. 


26316 




Strand 




Of a v+- 


22710 




End 


28511 


Name 


OJ990910 18.9C14 


.C3.o7 .tw 


Method 


TBLASTX: Wheat 


Of -> yf 

o tar l 


5200 




End 


5802 




none 




Score 


81 


Exons 


5200.. 5325, 5204 


..5326, 5518. .5802, 5519. .5662, 5699. .5797, 




5727. .5798 








Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14.C3 


C2. on o NT r\ 

uene lnu . 


26316 




Strand 




C f- -a y-f- 


22710 




End 


28511 


Name 


OJ990910 18.9C14 


.C3.o5. tw 


Method 


TBLASTX: Wheat 


Qf a -r-f- 


5803 




End 


6184 


bl 


none 




Score 


169 


T7 1 v /"\ o 
EjXOOS 


5803.. 6183, 5834 


..6082, 5842.. 6183, 6128.. 6184 


Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14 .C3 




26316 




Strand 




Of a r f 


22710 




End 


28511 


Name 


OJ990910 18.9C14 


,C3.o4 .tm 


Method 


TBLASTX: Maize 


a -r +- 

OLdlL 


5998 




End 


6321 




none 




Score 


204 




5998.. 6321, 6011 


. .6292 






Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14.C3 




26316 




Strand 




Cf a y+- 


22710 




End 


28511 


Name 


OJ990910 18.9C14 


.C3.o9.tw 


Method 


TBLASTX: Wheat 


Start 


6514 




End 


6835 


GI 


none 




Score 


77 


Exons 


6514. .6774, 6650 


. .6835 






Seq. No. 


12431 




Seq. ID 


OJ990910_18. 9C14 .C3 


Gene No. 


26316 




Strand 




Start 


22710 




End 


28511 



12929 




Name 


OJ990910 18 


. 9C14 


,C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7645 ~~ 








End 


8017 




GI 


none 








Score 


90 




Exons 


7645 . . 7701, 


7691 


. . 8017, 


7857 . 


. 8000 






Seq. No. 


12431 








Seq. ID 


OJ990910_18.9C14 


.C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18 


9C14 


,C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7677 ~ 








End 


8096 




GI 


none 








Score 


302 




Exons 


7677 . . 8096, 


7691 


. . 8095 










Seq. No. 


12431 








Seq. ID 


OJ990910_18.9C14 


.C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18 


9C14 


. C3.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7769 ~ 








End 


8153 




GI 


none 








Score 


228 




Exons 


7769. .8152, 


7788 


. . 8153 










Seq. No. 


12431 








Seq. ID 


OJ990910_18. 9C14 


.C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18 


9C14 


. C3 . o3 . 


tm 


Method 


TBLASTX : Maize 




Start 


8180 ~~ 








End 


8536 




GI 


none 








Score 


128 




Exons 


8180 8485, 


8180 


8536, 


8190 . 


.8501 






Seq. No. 


12.431 








Seq. ID 


OJ990910JL8.9C14 


.C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18 


9C14 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8204 ~ 








End 


8666 




GI 


none 








Score 


228 




Exons 


8204 . .8665, 


8210 


. .8665, 


8211 . 


.8666 






Seq. No. 


12431 








Seq. ID 


OJ990910_18.9C14 


.C3 


Gene No. ; 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18 


9C14 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


8261 ~~ 








End 


8626 




GI 


none 








Score 


117 




Exons 


8261 . .8395, 


8402 


. .8626 










Seq. No. 


12431 








Seq. ID 


OJ990910_18.9C14 


C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18. 


9C14 


. C3 . o3 . 


tw.. 


Method- 


TBLASTX: Wheat 




Start 


8858 ~ 








End • • 


9317 




GI 


none 








Score 


167 




Exons 


8858. .9316, 


8862 


. .9122, 


9180. 


.9317 






Seq. No. 


12431 








Seq. ID 


OJ990910_18.9C14 


C3 


Gene No. 


26316 








Strand 






Start 


22710 








End 


28511 




Name 


OJ990910 18. 


9C14 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 





12930 




Start 


10055 




End 


10447 




GI 


none 




Score 


96 




Fynn c; 


10055 10312 10089 


10328 . 


10295. .10393, 10296. .10388, 






10400 . . 10447 










Seq. No. 


12431 




Seq. ID 


OJ990910 18.9C14 


.C3 


Gene No. 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18 9C14 C3 


o 6 . tm 


Method 


TBLASTX: Maize 




Start 


10157 ~~ 




End 


10442 




GI 


none 




Score 


91 






10157 10405. 10158 


. 10442 








Seq . No . 


12431 




Seq. ID 


OJ990910_18.9C14 


. C3 


Gene No. 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18 . 9C14 .C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14477 ~ 




End 


15470 




GI 


none 




Score 


298 




pvnn c; 


14477 15439. 14487 


. 14984, 


14705. .15193, 15081. .15260, 






15350.. 15469, 15402. 


. 15470 








tj ^ VJ . IN w • 


12431 




Seq. ID 


OJ990910JL8.9C14 


. C3 


f2ci-r|P Mrs 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18.9C14.C3. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


14504 




End 


16751 




(IT 


none 




Score 


71 




DAU 1 1 0 


14504 15448 14505 


. 14633, 


14618. .14734, 14 661 .. 14 984 , 






14756 14998 15074 


. 15196, 


15084. .15254, 15339 .. 15473, 






15903 15995 16056 


. 16172, 


16209. .16304, 16650. .16751 




Sea No 


12431 




Seq. ID 


OJ990910_18 . 9C14 


. C3 


Gene No. 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18 9C14 C3 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


14678 _ 




End 


15454 




GI 


none 




Score 


189 




Exons 


14 67 8.. 15247, 14733. 


. 14987, 


15084. .15209, 15215. .15370, 






15389 15454 










Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14 


.C3 


Gene No. 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18 9C14 C3 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


14738 ~~ 




End 


14989 




GI 


none 




Score 


94 




E von <=; 


14738 14857. 14739 


. 14852, 


14858. .14989, 14859. .14987 




Seq. No. 


12431 




Seq. ID 


OJ990910_18.9C14 


.C3 


Gene No. 


26316 




Strand 






Start 


22710 




End 


28511 




Name 


OJ990910 18.9C14.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14990 




End 


15352 




GI 


none 




Score 


142 




Exons 


14990. .15352, 15057. 


.15257 









12931 






12431 




Seq. ID 


OJ990910_ 


18 . 9C14 


. C3 


Gene No. 


26316 




Strand 








Start 


22710 




End 


28511 






Name 


OJ990910 18 9C14 C3 


. 06 . gs 


Method 


GEN SCAN 






Start 


22710 _ 




End 


28511 








none 




Score 


. 67 








22710 23139 23878 


. .23992, 


24447. .24557, 25106. 


.25351, 






26228 . .26312, 28062 


. .28103, 


28290. .28511 








12431 




Seq. ID 


OJ990910_ 


18.9C14 


.C3 




2 6317 




Strand 








q-|- a y- f- 
o Lai t 


29873 




End 


31004 






Nl ^ TTl O 


OJ990910 18 9C14 C3 


. o2 . tm 


Method 


TBLASTX: Maize 






29873 _ 




End 


31004 






GI 


none 




Score 


169 






Exons 


29873. .30022, 29880 


. .30044, 


29881. .30054, 29881. 


. 30045, 






30064.. 301 38, 30065 


. . 30139, 


30072. .30137, 30073. 


. 30141, 






30142.. 30222, 30149 


. . 30199, 


30194. .3024 


:4, 30197. 


. 30295, 






30240 30359, 30253 


. . 30333, 


30258. .30335, 30338. 


.30466, 






30348 30464, 30474 


. . 30542, 


30480. .30542, 30484. 


.30546, 






30485 . . 30544, 30724 


. . 30825, 


30907. .31002, 30909. 


.31004 




Seq. No. 


12432 




Seq. ID 


OJ990910_ 


18.9C14 


.C4 


Gene No. 


26318 




Strand 


+ 






Start 


72 9 




End 


881 










ol . gs 


Method 


GEN SCAN 






C-h -art 


7? Q _ 




End 


881 








none 




Score 


.77 








729 881 












O C ^ . IN \J • 


12432 




Seq. ID 


OJ990910_ 


18. 9C14 


. C4 


Gene No. 


26319 




Strand 


+ 






Start 


9697 




End 


10337 






Name 


OJ990910 18.9C14.C4, 


.ol.np 


Method 


AAT/NAP 






Start 


9697 




End 


10337 






GI 


3746060 




Score 


609 








9697. . 10337 












QT Dp cjprin 

JL L*S \^ V-^ X -L. k-/ * 


(AC005311) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


12432 




Seq. ID 


OJ990910_ 


18. 9C14 


.C4 


Gene No. 


26320 




Strand 








Start 


1487 




End 


6292 






Name 


OJ990910 18.9C14.C4, 


. o2 . gs 


Method 


GENSCAN 






Start 


1487 




End 


6292 






GI 


none 




Score 


.52 






i-J J!\ \J i 1 O 


1487. .1757, 1890. .1939, 1971. .2058, 3142. .3323, 


6212. .6292 


Seq. No. 


12432 




Seq. ID 


OJ990910_ 


18.9C14 


.C4 


Gene No. 


26321 




Strand 








Start 


9042 




End 


10372 






Name 


OJ990910 18.9C14.C4, 


. o3 . gs 


Method 


GENSCAN 






Start 


9042 




End 


10372 






GI 


none 




Score 


.78 






Exons 


9042. .9253, 9356.. 9450, 9670. .9865, 9966.. 10098, 


10163. 


.10372 


Seq. No. 


12432 




Seq. ID 


OJ990910_ 


18.9C14 


.C4 


Gene No. 


26321 




Strand 









12932 




Start 


Q04 9 


Hjna 


i n ^7 9 
1 u o / z 


Name 


PiTQQOQI 0 1 Q QP1 /I P/l 
vJjyyuyiU 1 O . yb 1 4 . U 4 . 0 1 . cm 


|WT 4* r\ /"J 


I £5Xjr\0 1 A . LYiai Zc 


Pi. _ vf 

btart 


?OUD 


IjUQ 


1 00£7 


P T 

bl 


none 


Score 


9 £9 
Z OZ 


Exons 


QRO£ QQQ1 Qft07 100£1 


yyoz. . iuudj/ 


qqc/ i oo s 7 


Seq. No. 


12432 , 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26321 


Strand 




otar r 


Q04 9 




1 0779 
X u o / z 


Name 


PjTQQOQIO 1ft QPl A CA nl 1- 




TRT Z\ QTY • Pro c c 


btan 


QR 4 S 
y 0 4 O 




1 0971 
X UZ O X 


P T 


none 


Score 


1 Q£ 
x y o 


Exons 


Qft4S QQRR Qft4fi i 001 7 


QQRQ 10117 


1 01 07 1 0971 


Seq. No. 


12432 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26321 


Strand 






Q04 9 

.7 KJ *i 


FnH 


10779 


Name 


riTQQOQin 1ft QPl 4 P4 nl 1- q 




1 DlinO 1 A . iJKJ y kjKZCLLL 




QOK ~~ 


HiIlU. 


1 001 

X U U X o 


P T 
bl 


none 


Score 


70 7 


Exons 


QR4fi 10016 QRR4 QQQ4 






Seq. No. 


12432 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26321 


Strand 




btan 


QO 4 9 
y U 4 Z 


End 


10372. 


Name 


PiTQQOQI 0 1 Q QP1 /I P A r\0 +- c? 

ujyyuyiu i o . ybi 4 . b4 . oz . ns 


Method 


TBLASTX: Soybean 


otart 


i n n c; ft 


End 


10231 


bl 


none 


Score 


247 


Exons 


lUUoo . . lUZol , 1U1Z1..1U10 


6, 10186.. 10224 


Seq. No. 


12432 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26321 


Strand 




OLdlt 


QO A 9 
y U 4 Z 


End 


10372 


Name 


PiTQQOQI 0 IP QPl 4 PA n9 -l-m 


Method 


TBLASTX: Maize 


o t art 


i o o £4 

1 U U 04 


End 


10231 


P T 
bl 


none 


Score 


226 


Exons 


1 U U 04 . . 1 UZ O 1 






Seq. No. 


12433 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26322 


Strand 


+ 


jtait 


R 9 R 


End 


1657 


Name 


PjTQQOQIO 1R QPl A nl rrc; 


Method 


GENSCAN 


o tar l 


ft 9 ^ 
0 Z 0 


End 


1657 


P T 

bl 


none 


Score 


.82 


TT 1 v ^ t~\ c 


ooc ftfl£ 1 m Q 1 6^7 






Seq. No. 


12433 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26323 


Strand 


+ 


O la ITT. 


9 Q7 £ 
Z y O 0 


End 


3430 


Name 


PiTQQOQI O 1R Qfl 4 P^ nl /-m 
UOyyUyXV 10 . yU14 . . Ol . yp 


Method 


AAT/GAP 


otart 


9 Q "5 C 

z y o o 


End 


3430 


GI 


none 


Score 


910 


Exons 


2936. .3430 






Seq. No. 


12433 


Seq. ID 


OJ990910_18.9C14 


Gene No. 


26324 


Strand 


+ 


Start 


13270 


End 


13473 



12933 




Name 


OJ990910 18 


.9C14. 


C5 . o4 . 




Mp1" h od 


GENSCAN 


Start 


13270 








End 


13473 


GI 


none 








Score 


. 42 


Exons 


13270. .13473 










Seq. No. 


12433 








Seq. ID 


OJ990910_18. 9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


Name 


OJ990910 18 


.9C14. 


C5 . o2 . 


as 


Method 


GENSCAN 


Start 


3064 








End 


5483 


GI 


none 








Score 


1 


F. von s 


3064 . .3573, 


3946. 


. 4232, 


5285 . 


. 5483 




Qprr No 


12433 . 








Seq. ID 


OJ990910_18.9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


Name 


OJ990910 18 


. 9C14 . 


CS.ol. 


np 


Method 


AAT/NAP 


Start 


3068 








End 


5468 


GI 


5679845 








Score 


424 


F von 


3068. .3463, 


3528. 


.3573, 


3914. 


.4288, 5266. .5468 


GI Des crip . 


(AJ243961) 


11332. 


9 [Oryza sativa] 




Seq. No. 


12433 








Seq.- ID 


OJ990910_18.9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


LN CLiUv? 


OJ990910 18 


. 9C14. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


O L. a. 1. L 


3952 








End 


4209 




none 








Score 


78 


LiAUllO 


3952. .4056, 


3980. 


.4060, 


4102. 


.4209, 4112. .4207 


Q^rr Ma 

JCv| t IN \J * 


12433 








Seq. ID 


OJ990910_18.9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


Name 


OJ990910 18 


.9C14. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3958 








End 


5462 


GI 


none 








Score 


93 


F von c; 


3958 . . 4062, 


3968 . 


.4063, 


4090, 


.4227, 4112. .4213, 5286. .5324, 




5382. .5462 












U \J . LMV • 


12433 








Seq. ID 


OJ990910_18.9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


Name 


OJ990910 18 


. 9C14 . 


CS.ol. 


tm 


Method 


TBLASTX :Maize 


Start 


3967 








End 


5462 


GI 


none 








Score 


93 


F. v o n ^ 


3967 . .4092, 


3980. 


.4081, 


4079. 


.4228, 4096. .4227, 4124. .4228, 




5286. .5330, 


5382. 


.5456, 


5382. 


.5462 






12433 








Seq. ID 


OJ990910_18.9C14.C5 


Gene No. 


26325 








Strand 




Start 


3064 








End 


5483 


Name 


OJ990910 18 


-9C14. 


CS.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3967 








End 


5471 


GI 


none 








Score 


102 


Exons 


3967. .4071, 


3968. 


.4063, 


4090. 


.4227, 4097. .4213, 5286. .5330, 




5286. .5324, 


5382. 


.5471, 


5389. 


.5454 





12934 



Seq. No. 12434 Seq. ID 

Gene No. 26326 Strand 

Start 1205 End 

Name OJ990910_18 . 9C14 . C6 . ol . gs Method 

Start 1205 End 

GI none Score 

Exons '1205. .1434 



OJ990910_18.9C14. C6 
+ 

1434 
GENSCAN 
1434 
.49 .. 



Seq. No. 12434 Seq. ID 

Gene No. 2 6327 Strand 

Start 15162 End 

Name OJ990910_18 . 9C14 . C6 . o5 . gp Method 

Start 15162 End 

GI none Score 

Exons 15162 . . 15703 



OJ990910_18.9C14.C6 
+ 

15703 
AAT/GAP 
15703 
988 



Seq. No. 12434 
Gene No. 26328 
Start 3358 

Name OJ990910_18 . 9C14 . C6 . o2 . gs 

Start 3358 
GI none 
Exons 3358 . . 

6721. . 

9175. . 

11635. 

13920. 

15999. 

16736. 



3902, 4134. .4218, 5861 
6864, 7708. .7860, 8005 
9270, 9648. .9853/ 1098 
. 11954, 12137. .12468, 
. 14122, 14400. .14471, 
.16105, 16170. .16230, 
.16820, 16929. .16992, 



Seq. ID OJ990910_18. 9C14 .C6 
Strand 

End 17368 

Method GENSCAN 

End 17364 

Score .65 
..5944, 6046. .6291, 6500. .6597, 
..8127, 8268. .8467, 8541. .8644, 
9. . 11079, 11158 . . 11509, 
12600. .12936, 1317 6. .1324 8,- 
15058. .15182, 15564. .15873, 
16315. .16388, 16514. .16640, 
17 072. .17133, 172 94. .17 364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12434 
26328 
3358 

OJ990910 

5843 

4490706 



18.9C14.C6.ol.np 



Seq. ID OJ990910_18. 9C14 .C6 
Strand 

End 17368 

Method AAT/NAP 

End 9738 

Score 979 



5843. .5944, 6046. .6291, 6500. .6610, 6695. .6909, 7741. .7860, 
8005. .8127, 8268. .8467, 8541. .8644, 9175. .9270, 9648.-9738 



GI Descrip. (AL035680) putative protein [Arabidopsis thaliana] 



Seq. No. 12434 

Gene No. 26328 

Start 3358 

Name OJ990910_18 . 9C14 . C6 . 06 . tm 

Start 5855 

GI none 

Exons 5855.-5947, 6064.. 6195, 7758. 

8003. .8131, 8004. .8132, 8266. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910 18.9C14.C6 



17368 

TBLASTX: Maize 
8307 
84 

7862, 7760. .7861, 7781. .7882, 
8307 



Seq. No. 12434 

Gene No. 26328 

Start 3358 

Name OJ990910_18 . 9C14 . C6 . o5 . tm 

Start 6211 

GI none 

Exons 6211.. 6306, 6227.. 6292, 6486. 



OJ990910_18.9C14.C6 
17368 

TBLASTX: Maize 

6812 

90 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6599, 6497. .6598, 6501. .6599, 



6502. .6600, 6692. .6811, 6712. .6810, 6723. .6812 



12935 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



12434 
26328 
3358 

OJ990910_18 . 9C14 .C6.o3.ts 

6722 

none 



Seq. ID OJ990910_18.9C14.C6 



Strand 
End 

Method 

End 

Score 



17368 

TBLASTX : Soybean 

8419 

67 



6722. .6826/- .'6723. .6827, 7758. .7862, 7760. .7861, 8003. .8131, 
8003. .8131, 8004. .8132, 8266. .8307, 8353. .8418, 8354. .8419 



Seq. No. 


12434 


Gene No. 


26328 


Start 


3358 


Name 


OJ990910 18.9C14.C6.o7. 


Start 


8387 


GI 


none 


Exons 


8387. .8461, 8389. .8469, 


Seq. No. 


12434 


Gene No. 


26328 


Start 


3358 


Name 


OJ990910 18.9C14.C6.o2. 


Start 


8582 


GI 


uC-osflM20204 6el0bl 


Exons 


8582. .8644, 9175. .9270, 


GI Descrip. 


'44 90706/emb|CAB388 40. 1 




[Arabidopsis thaliana] 1 



Seq. ID OJ990910_18. 9C14 .C6 
Strand 

End 17368 

tm Method TBLASTX: Maize 

End 9267 

Score 68 
8540. .8683, 8541. .8651, 9175. .9267 

Seq. ID OJ990910_18.9C14.C6 
Strand 

End 17368 

gp Method AAT/GAP 

End 9929 

Score 826 
9648. .9929 

I 1.0e-19 (AL035680) putative protein. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



12434 Seq. ID 
26328 . Strand 

3358 End 

OJ990910_18 . 9C14 .C6.o2.np Method 

9296 End 

6323172 Score 
9296. .9375, 



OJ990910_18.9C14.C6 

17368 
AAT/NAP 
14631 
353 



11816. . 11967, 12137. .12460, 12633. . 12965, 
13167. .13248, 13525 .. 13626, 13797 .. 14074 , 14 175 .. 14 2 64 , 
144 00. .14 471, 14554. .14631 

Ylrl43wp gi|2131787lpir| IS64985 hypothetical protein YLR143w - 
yeast (Saccharomyces cerevisiae) gi 11256896 (U53881) Ylrl43wp 
[Saccharomyces cerevisiae] gi | 1360566 | emb | CAA977 15 | (Z73315) ORF 
YLR143w [Saccharomyces cerevisiae] 



Seq. No. 12434 Seq. ID 

Gene No. 26328 Strand 

Start 3358 End 

Name OJ990910JL8 . 9C14 . C6 . o3 . gp Method 

Start 10600 End 

GI none Score 

Exons 10600. . 11079, 11158.. 11321 



OJ990910_18.9C14.C6 

17368 
AAT/GAP 
11321 
1220 



Seq. No. 12434 

Gene No. 26328 

Start 3358 

Name OJ990910_18 . 9C14 . C6 . o2 . tm 

Start 11670 

GI none 

Exons 11670. .11948, 11671 .. 11940, 11676.. 11948 



Seq. ID OJ990910_18.9C14.C6 
Strand 

End 17368 

Method TBLASTX: Maize 

End 11948 

Score 270 



12936 



Seq. No. 


12434 






Seq. ID 


OJ990910 


1 Q Qpl A 
XO . 4 




Gene No. 


26328 






Strand 








Start 


3358 






End 


17368 






in a. me 


OJ990910 18.9C14.C6. 


r\A i~m 


Method 


TBLASTX: 


V1CL. 




o 1 3. IT l 


12315 






End 


13238 






C T 
bX 


none 






Score 


236 






U 1 ^jt T"k O 


12315. . 


12470, 12317. 


1 947^ 


12317. .12478, 12616 


. • X ^. O .7 O , 






12618. . 


12704, 12618. 


1 9704 

■ X c. I U 4 , 


12722. .12961, 12723 


* * j, £ z> -j .? f 






12724. . 


12972, 13176. 


1 ^9'^ft 


13176. .13238 






Seq. No. 


12434 






Seq. ID 


OJ990910 


_18.9C14 


.C6 


bene ino . 


26328 






Strand 








blait 


3358 






End 


17368 






Name 


OJ990910 18.9C14.C6. 


04 . Cjp 


Method 


AAT/GAP 






Q+- a v~h 


12412* 






End 


13215 






r-T 


none 






Score 


778 






L, ' » r rt 

Lxons 


12412. . 


12468, 12600. 




13176. .13215 






Seq. No. 


12434 






Seq. ID 


OJ990910 


_18.9C14 


.C6 


Gene No. 


26328 






Strand 








D L. ax L 


3358 






End 


17368 






Name 


OJ990910 18.9C14.C6. 


Oj . tm 


Method 


TBLASTX:: 


L v ia x ze 




o tart 


13840 






End 


14429 






bl. 


none 






Score 


170 






Exons 


13840. . 


14082, 13868. 




13869. .14084, 14181 


T 4 9 £4 
. . X 4 £ 0 ft , 






14183. . 


14260, 14185. 


1 A 0 £ 


14211. .14264, 14397 


1 A A 9 Q 

. . x h 4 z y 




O rt- VI rt 

beq. no. 


. 12434 






Seq. ID 


OJ990910 


1 Q Qm /I 

x o . yui 4 


. Lo 


Gene No. 


26328 






Strand 








Start 


3358 






End 


17368 






Name 


OJ990910 18.9C14.C6. 




Method 


TBLASTX: 


Cress 






13886 






End 


14610 






H T 


none 






Score 


201 






Exons 


13886. . 


14077, 13887. 


. X 4 U D U , 


13889. .14083, 14181 


1 A 9 RR 
. . 14Z JO/ 






14182. . 


14265, 14211. 




14394 . .14474, 14397 


1 4 4 7 4 
. . 144 ' ^* , 






14554. . 


14610 












Octj. In U . 


12434 






Seq. ID 


OJ990910 


i ft Qri 4 




Gene No. 


26328 






Strand 








Start 


3358 






End 


17368 






Name 


OJ990910 18.9C14.C6. 


rt o +- 0 
0£ . Lb 


Method 


TBLASTX: 


C /"N 1 rV"\ rt — i 

ooyijed.ii 






13922 






End 


14616 






VjX 


none 






Score 


152 






IT 1 v /-\ t-\ o 


13922. . 


14083, 13923. 


1 406^ 


14181. .14264, 14182 


i / oct; 

. • 14lDJ/ 






14211. . 


14264, 14397. 


1 4 4 £9 
. X 4 4 OZ , 


14406. .14441, 14554 


1 VlCI C 
. * X4DXO, 






14554. . 


14610 












Sea No 


12434 






Seq. ID- 


OJ990910 


18 . 9C14 


. C6 


Gene No. 


26328 






Strand 








Start 


3358 






End 


17368 






Name 


OJ990910 18.9C14.C6. 


o3 . np 


Method 


AAT/NAP 






Start 


15565 






End 


17364 






GI 


4204297 






Score 


685 






Exons 


15565. . 


16081, 16329. 


.16388, 


16514. .16640, 16736 


. .16820, 






16929. . 


16992, 17072. 


.17133, 


17294. .17364 







GI Descrip. (AC003027) ADK1 [Arabidopsis thaliana] 



12937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12434 

26328 

3358 

OJ990 

15607 

none 

15607 

15736 

16020 

16169 

16316 

16718 

16925 

17074 

17294 



910 18.9C14.C6.ol.tm 



.15687, 
.15873, 
.16085, 
.16237, 
.16390, 
.16822, 
.17005, 
.17139, 
,17368 



15617. 
15737'. 
16021. 
16174. 
16512. 
16734. 
16929. 
17077. 



.15688, 
.15874, 
.16086, 
.16227, 
.16640, 
.16823, 
. 16994, 
. 17139, 



Seq. ID OJ990910_18.9C14.C6 
Strand 

End 17368 

Method TBLASTX : Mai ze 

End 17368 

Score 92 
15696. .15872, 15708 15872, 
15957. .15995, 16020 .. 16085, 
16168. .16236, 16169. . 16225, 
16313. .16390, 16315. .16398, 
16513. . 16641, 16516. .16641, 
16734. .16823, 16735 .. 16845, 
17067. .17135, 17073. .17135, 
17291. .17368, 17293 .. 17367 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



12434 
26328 
3358 

OJ990910_18. 9C14.C6,o6.gp 
15775 

16983_1.R1084 
15775. .15873, 
16514. .16640, 
17294.. 17368 

'1197461/emb|CAA55396| i.0e-127 {X78819 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 

End 17368 
Method AAT/GAP 
End 17368 
Score 1254 
15999. .16085, 16168 16230, 16315 
16736. .16820, 16929 16992 , 17072 



OJ990910 18.9C14.C6 



.16388, 
.17133, 



casein kinase I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12434 
26328 
3358 

OJ990910_18. 9C14 .C6.ol.tc 
16328 
none 
16328. 
16513. 
16734. 
17073. 



16390, 16330. 

16641, 16516. 

16835, 16925. 

17135, 17077. 



Seq. ID OJ990910_18.9C14.C6 
Strand 

End 17368 

Method TBLASTX: Cress 

End 17367 

Score 76 



16398, 16333. .16407, 16512 .. 16640, 

16641, 16695. .16817, 16718 .. 16822, 

1.6993, 16929. .16997,' 17061. .17129, 

17136, 17291. .17365, 17293. .17367 



Seq. No. 12434 
Gene No. 26328 
Start 3358 

Name OJ990910_18 . 9C14 . C6 . ol . ts 

Start 16328 
GI none 
Exons 16328 . 

16513. 

16718. 

16925. 

17077. 

17293. 



,16390, 16333. .16398, 

,16641, 16519. .16650, 

,16822, 16734. .16823, 

,16993, 16942. .17001, 

,17139, 17077. .17139, 
,17367 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990910_18.9C14.C6 
17368 

TBLASTX : Soybean 

17367 

64 



16502. .16618, 16512. .16640, 

16521. .16643, 16541 16666, 

16920. . 16997, 16920 16988, 

17061. . 17129, 17073. .17135, 

17277. .17348, 17291. .17365, 



Seq. No. 12434 Seq. ID 

Gene No. 26328 Strand 

Start 3358 End 

Name OJ990910 18 . 9C14 . C6 . ol . tw Method 



OJ990910_18.9C14.C6 
17368 

TBLASTX: Wheat 



12938 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16536 End 17102 

none Score 88 

16536. .16637, 16537 16623, 16730 .. 16822 , 16737 .. 16823 , 

16920. . 16997, 16925 16993, 17073.. 17102 



12435 
26329 - 
1 

OJ990910_18.9C14 .C7.ol.np 
1 

1076386 



Seq. ID OJ990910_18. 9C14.C7 

Strand 

End 761 

Method AAT/NAP 

End 746 

Score 410 



1..20, 174. .279, 416. .564, 677. .746 

protein kinase ADK1 - Arabidopsis thaliana gi 11216484 (U48779) 
dual specificity kinase 1 [Arabidopsis thaliana] 



12435 
26329 
1 

OJ990910_18.9C14 .C7.ol.tc 

171 ' 

none 



Seq. ID OJ990910_18.9C14.C7 

Strand 

End 761 

Method TBLASTX : Cress 

End 761 

Score 58 



171. .272, 175. .279, 180. .245, 181. .279, 182. .280, 413. .562, 
423. .563, 454. .567, 666. .761, 674. .712, 675.-755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12435 
26329 
1 

OJ990910_18 . 9C14 . C7 . ol . gp 
178 

16983_1.R1084 
178. .279, 416. .537 

1 1197461/emb|CAA55396| 1.0e-127 (X78819) casein kinase I 
[Arabidopsis thaliana] 1 



Seq. ID OJ990910_18.9C14.C7 
Strand 

End 7 61 

Method AAT/GAP 

End 537 

Score 358 



12435 
26329 
1 

OJ990910__18.9C14 .C7.ol.ts 

181 

none 



Seq. ID OJ990910_18 . 9C14 . C7 

Strand 

End 7 61 

Method TBLASTX : Soybean 

End 756 

Score 101 



181. .279, 182. .280, 408. .563, 413. .580, 413. .562, 675.-755, 
676. .756 



Seq. No. 12435 

Gene No. 26329 

Start 1 

Name OJ990910_18 . 9C14 . C7 . ol . gs 

Start 184 

GI none 

Exons 184.. 279, 416.. 564, 677. .746 

Seq. No. 12435 

Gene No. 26329 

Start 1 

Name OJ990910_18 . 9C14 . C7 . ol . tm 

Start 187 

GI none 



Seq. ID OJ990910_18.9C14.C7 

Strand 

End 7 61 

Method GENSCAN 

End 74 6 

Score . 9 



Seq. ID OJ990910_18.9C14.C7 

Strand 

End 7 61 

Method TBLASTX : Mai ze 

End 577 

Score 86 



12939 



Exons 



187. .279, 191. .280, 408. .563, 413. .562, 416. .577 



Seq. No. 12436 

Gene No. 26330 

Start 77 

Name OJ990910_18 . 9C14 . C9 . ol . gp 

Start 77 

GI none 

Exons 77.. 509 



Seq. ID OJ990910_18.9C14.C9 
Strand 

End 509 

Method AAT/GAP 

End 509 

Score 781 



Seq. No. 12437 

Gene No. 26331 

Start 335 

Name OJ990910_18 . 9C14 . C10 . ol . gs 

Start 335 

GI none 

Exons 335 . . 510 



Seq. ID OJ990910_18 . 9C14 . C10 
Strand 

End 510 

Method GENSCAN 

End 510 

Score . 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12438 
26332 
1 

OJ990910_18 . 9C14 .Cll.ol.np 
1 

5091513 
1. .1066 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990910_18.9C14.C11 

Strand + 

End 1066 

Method AAT/NAP 

End 1066 

Score 1491 



12439 
26333 
1 

OJ990830_10. 9C13.Cl.ol.np 

1 

4680179 
1. .716 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990830JL0. 9C13.C1 
Strand 

End 716 

Method AAT/NAP 

End 716 

Score 1003 



12439 
26333 
1 

OJ990830_10. 9C13.Cl.ol.gs 

28 

none 
28. .663 



Seq. ID OJ990830_10.9C13.C1 
Strand 

End 716 

Method GENSCAN 

End 663 

Score .73 



Seq. No. 12439 

Gene No. 26333 

Start 1 

Name OJ990830_10 . 9C13 . CI . ol . tm 

Start 140 

GI none 

Exons 140.. 436, 249.. 419 



Seq. ID OJ990830_10. 9C13.C1 
Strand 

End 716 

Method TBLASTX : Mai ze 

End 436 

Score 103 



Seq. No. 12439 

Gene No. 26333 

Start 1 

Name OJ990830_10 . 9C13 . CI . ol . tw 

Start 314 



Seq. ID OJ990830_10. 9C13.C1 
Strand 

End 716 

Method TBLASTX : Wheat 

End 680 



12940 



GI none 

Exons 314.. 463, 314.. 676, 318.. 680 

Seq. No. 12440 

Gene No. 26334 

Start 362 

Name OJ990830_10 . 9C13 . C2 . ol . gs 

Start 362 

GI none 

Exons 362. .526 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



57 



OJ990830_ 
+ 

526 

GENSCAN 

526 

.51 



10.9C13.C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12441 
26335 
613 

OJ990830_ 
613 
none 
613. .841 



10.9C13.C4.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_ 
+ 

841 

AAT/GAP 

841 

426 



10. 9C13.C4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12442 Seq. ID 

26336 Strand 

843 End 

OJ990830_10. 9C13.C6.ol.gs Method 

843 End 

none Score' 

843.. 1243, 1306.. 2180, 2213.. 2303 



OJ990830_10.9C13.C6 
+ 

2303 
GENSCAN 
2303 
.85 



12442 Seq. ID 

26336 Strand 
843 End 
OJ990830_10 . 9C13 . C6 . ol . np Method 
911 End 
4160441 Score 

911. .1596, 1635. .2220 

(AF098674) lateral suppressor protein [Lycopersicon esculentum] 



OJ990830_10.9C13.C6 
+ 

2303 
AAT/NAP 
2220 
634 



12442 
26337 
5410 

OJ990830_10. 9C13.C6.ol.tc 

1288 

none 



Seq. ID OJ990830_10. 9C13.C6 
Strand 

End 5433 

Method TBLASTX : Cress 

End 2229 

Score 147 



1288. .1452, 1468. .1587, 1882. .1986, 2128. .2229 



12442 
26337 
5410 

OJ990830_10. 9C13.C6.ol. ts 

1288 

none 



Seq. ID OJ990830_10. 9C13.C6 
Strand 

End 5433 

Method TBLASTX : Soybean 

End 1752 

Score 154 



1288. .1452, 1311. .1430, 1504. .1578, 1681. .1752 

OJ990830 10.9C13.C6 



12442 Seq. ID 

26337 Strand 

5410 . End 

OJ990830_10. 9C13.C6.ol .tm Method 

1764 End 



5433 

TBLASTX: Maize 
1980 



12941 




PT 


none 




Score 


86 






EjAUIIo 


1764 1823 176S 1824 

X 1 \J *i a ■ X U J , X / U J . . X <J ^. ^ 


, 1846. 


.1980, 1923. .1976 






Seq. No. 


12442 




Seq. ID 


OJ990830_10. 


9C13, 


.C6 


Gene No. 


26337 




Strand 


- 








S4 1 0 




End 


5433 






Name 


n.TQQna^o in Qri 3 P6 n9 




Method 


GENSCAN 






c -f- ri -r f- 


S4 1 o _ 

J 1 X U 




End 


5433 












Score 


.69 






Cj A vjlio 


S41 0 S433 

J 1 X U • . J *3 J J 












O C q . LN U . 


1 9443 

X c. H H J 




Seq. ID 


OJ990830_10. 


9P1 3 

Z>\*> X J . 


P7 


UCllC LN(J . 


6. UJ JU 




Strand 








Start 


506 




End 


589 






Name 


OJ990830 10.9C13.C7.ol 


.gp 


Method 


AAT/GAP 






q+- r -f- 


S06 

J V U 




End 


589 






ox 


79494 1 R1 084 




Score 


93 






IT vnn q 

£j AUll o 


SO 6 S8Q 
j u u • . j o .7 












w X UC&LI JL^t 


' 9R4 9 4 93 /pmh 1 PAA1 68 90 


1 1 8 Op 

X | o * u c 


-32 (AL021749) predicted protein 




r Arah i Hon<5 i <? fha 1 i anal 


t 










Seq. No. 


12444 






OJ990830_10. 


9C13, 


. O 


Gene No. 


26339 




Oil clIKJ. 


+ 








1 S9 




HiIlU 


274 






Name 


OTQQOft^O 10 QP1 ^ Pfl n1 


. T.IU 


l v Itr L.I1UQ1 


TBLASTX: Maize 




C -|- -a T-4- 


O — 




Ljna 


271 






pT 


none 




Score 


144 








9 148 14 148 173 

^ • • 140/ X*±..X*iO/ x / j . ■ 


971 
^. / X 










Seq. No. 


12444 




c Dr , t n 
OC4 * ± u 


OJ990830_10. 


9C13, 




Gene No. 


26339 




OLI dllU 


+ 






O Lai L 


1 R9 




End 


274 






Name 


O.TQQ0830 10 9P1 3 P8 nl 




Method 


GENSCAN 








1 S9 ~ 




End 


274 






PT 


none 




Score 


.88 








1 S9 974 












Seq. No. 


12445 ■ 




Seq. ID 


OJ990830_10. 


9C13, 


,C9 


Gene No. 


26340 




Strand 


+ 






u Lai L 


63 S 




End 


1503 






NT anno 


D.TQQ0830 1 0 QP1 3 PQ nl 


o* q 

. gt> 


Method 


GENSCAN 






u Lai L 


63 S _ 

UJ J 




End 


1503 






\j x 


nunc 




Score 


.74 








63S 738 1 37 S 1 S03 

UJJ. . /JO/ XJ/J. *XJUJ 












Seq. No. 


12445 




Seq. ID 


OJ990830_10. 


9C13, 


.C9 


Gene No. 


26341 




Strand 








O Lai L 


3366 

J J u u 




End 


10968 






Name 


D.TQQ0830 10 QP1 3 PQ n9 




Method 


GENSCAN 






OLaL L 


3366 ~~ 

J J u u 




End 


3938 






GI 


none 




Score 


.75 






Exons 


3366. .3509, 3744. .3938 












Seq. No. 


12445 




Seq. ID 


OJ990830_10. 


9C13. 


,C9 


Gene No. 


26341 . 




Strand 








Start 


3366 




End 


10968 






Name 


OJ990830 10.9C13.C9.ol 


.np 


Method 


AAT/NAP 







12942 



Start 
GI 

Exons 



GI Descrip. 



3588 End 10968 

6166555 Score 724 

3588.-3645, 5645. .5731, 5903. .5970, 6062. .6280, 6490. .6530, 
6833. .6882, 6960. .7048, 7130. .7204, 7632. .7729, 8834. .8894, 
8973. .9097, 9173. .9214, 9284. .9496, 9718. .9775, 10841. .10968 
MLO PROTEIN HOMOLOG 1 (ATMLO-H1) gi | 2765817 | emb | CAB08605 | 
(295352) AtMlo-hl [Arabidopsis thaliana] 
gi | 389204 9 | gb| AAC78258 . 1 1 AAC78258 (AC002330) AtMlo-hl ' 
[Arabidopsis thaliana] 



Seq. No. 12445 Seq. ID 

Gene No. 26341 Strand 

Start 3366 End 

Name OJ990830_10 . 9C13 . C9 . o3 . gs Method 

Start 4233 End 

GI none Score 
Exons 



OJ990830_10.9C13.C9 

10968 
GENSCAN 
10951 
.61 



4233. .4340, 4641. .4852, 4952. .5222, 5671. .5731, 5971. .6097, 
6592. .6628, 7130. .7204, 7632. .7754, 9342. .9496, 9649. .9775, 
10380. .10550, 10619. .10951 



Seq. No. 12445 

Gene No. 26341 

Start 3366 

Name OJ990830_10 . 9C13 . C9 . ol . tm 

Start 5662 

GI none 

Exons 5662.. 5727, 5666.. 5725, 5896. 

6062.. 6223, 6063.. 6176 



OJ990830_10. 9C13.C9 
10968 

TBLASTX: Maize 

6223 

70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5967, 5902. .5961, 6011. .6166, 



Seq. No. 12445 
Gene No. 26341 
Start 3366 

Name OJ990830_10 . 9C13 . C9 . ol . ts 

Start ' 5662 
GI none 

Exons 5662.. 5730, 5902.. 5970, 5903. 

6218.. 6292, 6493.. 6567, 6796. 
6962.. 7057, 6964.. 7032, 7136, 
8970.. 9095, 9385.. 9507, 9393. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830 10.9C13.C9 



10968 

TBLASTX : Soybean 
10948 
55 

5971, 6059.. 6235, 6060.. 6176, 
6897, 6870.. 6896, 6960.. 7010, 
7204, 7145.. 7192, 8853.. 8894, 
9497, 10841. .10948 



Seq. No. 12446 Seq. ID 

Gene No. 26342 Strand 

Start 8591 End 

Name OJ990830_10 . 9C13 . C10 . o2 . gs Method 

Start 8591 End 

GI none Score 

Exons 8591.. 8932, 10710.. 10715 



OJ990830_10. 9C13.C10 
+ 

10715 
GENSCAN 
10715 
.52 



Seq. No. 12446 Seq. ID OJ990830_10 . 9C13 . C10 

Gene No. 26343 Strand 

Start 12353 End 

Name OJ990830_10 . 9C13 . C10 . o2 . np Method 

Start 11139 End 

GI 2541876 Score 

Exons 11139. .11164, 12352.. 13636 

GI Descrip. (D26015) CND41, chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 



OJ990830_10. 
+ 

13636 
AAT/NAP 
13636 
934 



12943 



Seq. No. 12446 Seq. ID 

Gene No. 26343 Strand 

Start 12353 End 

Name OJ990830_10 . 9C13 . CIO . ol . gp Method 

Start 12231 End 

GI -568824 Score 

Exons 12231. . 12523 



OJ990830_10.9C13.C10 
+ 

13636 

AAT/GAP 

12523 

559 .. 



Seq. No. 12446 Seq. ID 

Gene No. 26343 Strand 

Start 12353 End 

Name OJ990830_10 . 9C13 . C10 . o3 . gs Method 

Start 12353 End 

GI none Score 

Exons 12353. . 13636 



OJ990830_10. 9C13.C10 
+ 

13636 
GENSCAN 
13636 
.84 





beq. No. 


i o a a a 




Seq. ID 


OJ990830_10.9C13 


pin 

. LIU 




Gene No . 






Strand 


+ 






orar l 






End 


23257 






Name 


OJ990830 10.9C13.C10 


. o4 . np 


Method 


AAT/NAP 






Start 


20336 




End 


22643 






GI 


4455199 




Score 


1235 




: 3Ef 


Exons 


20336. .20407, 20577. 


.20793, 


20872. .21146, 21503 217 18 , 








21825. .21980, 22057. 


.22368, 


22459... 22643 




m 


GI Descrip. 


(AL035440) putative 


protein 


[Arabidopsis thaliana] 




i W 


Seq. No. 


12446 




Seq. ID 


OJ990830_10.9C13 


.C10 




Gene No. 


26344 




Strand 


+ 






Start 


20336 




End 


23257 






Name 


OJ990830 10.9C13.C10 


. o5 . gs 


Method 


GENSCAN 






Start 


20622 




End 


23257 




1 i? 


GI 


none 




Score 


.83 






Exons 


20622. .20780, 20889. 


.21146, 


21503. .21718, 21825. .21980, 








22057. .22368, 22459. 


.22546, 


22726.-22874, 22967.. 23257 




jlilt 


Seq. No. 


12446 




Seq. ID 


OJ990830_10. 9C13 


.C10 


I, "I 


Gene No. 


26345 




Strand 








Start 


1602 




'*' End 


7 688' 






Name 


OJ990830 10.9C13.C10 


. o 1 . np 


Method 


AAT/NAP 






Start 


1450 




End 


1923 






GI 


6069646 




Score 


169 






Exons 


1450. . 1923 












GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005 



[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 12446 

Gene No. 26345 

Start 1602 

Name OJ990830_10 . 9C13 . C10 . ol . gs 

Start 1602 

GI none 
Exons 



Seq. ID OJ990830 10.9C13.C10 



Strand 
End 

Method 

End 

Score 



7688 
GENSCAN 
7688 
.45 



1602. .1959, 3490. .3701, 3727. .4034, 6121. .6146, 7429. .7688 



12944 



Seq. No. 


12446 




Seq. ID 


OJ990830_10.9C13 


.C10 


Gene No. 


26346 




Strand 






OL.d.X U 


14481 










Name 


OJ990830 10.9C13.C10 


. o2 . tw 


Mo "I - Vi 
1 V 1C LI1UU 


1 DLiriO 1A • vviic?cLL 






1579 










P T 
L?X 


none 




Score 






F von Q 


1579. .1617, 1735. .1929, 1745 


1 Q97 






Seq. No. 


12446 




Seq. ID 


OJ990830_10.9C13 


.C10 


Gene No. 


26346 




Strand 






OLdl L 


14481 




FnH 






Name 


OJ990830 -10. 9C13.C10 


. o7 . tm 


lIC l_l I (J (J. 


1 DLHO 1 A . L v Jdl Ztr 




Oldl U 


1657 






1 Q94 




ul 


none 






67 




EjAUII o 


1657.. 1689, 1717.. 1923, 1829 


. . -L _7 4^. 1 






OcCj. IN U ■ 


12446 




Seq. ID 


OJ990830_10.9C13 


pi n 

.LIU 


Gene No. 


26346 




Strand 






Start 


14481 




End 


26048 




Name 




. KJ £ . Lo 


Method 


TBLASTX: Soybean 




uLdi L 


12599 




End 


13638 




PT 
Ul 


none 




Score 


238 






12599. . 12826, 12676. 


. 12759, 


12845. .13114, 12853. .12975, 






13163. . 13303, 13219. 


.13317, 


13357. .13638, 13373. .13633 




o e q . ln o . 


12446 




Seq. ID 


OJ990830_10.9C13 


pi n 


Gene No. 


26346 




Strand 






Start 


14481 




End 


26048 




Name 


DTQQDP^n 1 n qpi ^ no 


o Q f- r. 


Method 


TBLASTX: Cress 




OLdLL 


12599 




End 


13636 






none 




Score 


124 




Exons 


12599. .12718, 12728. 


.12970, 


12736. .12975, 13373. .13501, 






13517. .13636 










Seq. No. 


12446 




Seq. ID 


OJ990830_10.9C13 


.C10 


Gene No. 


26346 




Strand 






OtdlL 


14481 




End 


26048 




Name 


OJ990830 10.9C13.C10 


. 06 . tm 


Method 


TBLASTX: Maize 




O Lai L 


12599 




End 


12913 




PT 
IjX 


none 




Score 


244 




Hi AUI1 O 


12599. .12847, 12845. 


.12913 








Con NIr* 


12446 




Seq. ID 


OJ990830_10.9C13 


pi n 

• LIU 


Gene No. 


26346 




Strand 






Start 


14481 




End 


26048 




Name 


OJ990830 10.9C13.C10 


.o2 . tm 


Method 


TBLASTX: Maize 




Cf a r-+- 
O L dX L. 


12920 




End 


13288 




bl 


none 




Score 


207 




Exons 


12920. .13123, 12922. 


.13119, 


13042. .13116, 1314 8. . 13288, 






13178. .13255, 13219. 


.13284 








Seq. No. 


12446 




Seq. ID 


OJ990830_10.9C13 


.C10 


Gene No. 


26346 




Strand 






Start 


14481 




End 


26048 




Name 


OJ990830 10.9C13.C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


13403 




End 


13636 




GI 


none 




Score 


282 





12945 



Exons 13403. .13636, 13414.. 13635 



Seq. No. 


12446 






Seq. ID 


OJ990830 


_10.9C13 


.C10 


bene ino. 


26346 






Strand 








Start 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. o4 . gs 


Method 


GENSCAN 






•btart 


1448.1. 






End 


17968 






bl 


none 






Score 


.51 






Exons 


14481. 


.14751, 14894. 


, 1 h y z u , 


15389. .15734, 16873 


1 *7 n A *7 






17403. 


.17445, 17886. 


1 7QCO 










Seq. No. 


12446 






Seq. ID 


OJ990830 


__10.9C13 


.C10 


Gene No . 


26346 






Strand 








P4- ~~4- 

b tar l 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. o3 . np 


Method 


AAT/NAP 






ouar l 


16994 






End 


25168 






C T 


5042454 




Score 


196 






Exons 


16994 . 


.17054, 17409. 


.17575, 


24995. .25168 






bi uescrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


12446 






Seq. ID 


OJ990830 


_10.9C13 


.C10 


Gene No. 


26346 






Strand 








O 4 i 4- 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


20317 






End 


20915 








none 






Score 


116 






Exons 


20317. 


,20409, 20318. 


20386, 


20320. ,20406, 20562 


, , zU / / / , 






20569. 


.20781, 20569. 


20775, 


20571. .20780, 20888 


. . zuy 14 , 






20889. 


.20915 












Seq. No. 


12446 






Seq. ID 


OJ990830 


_10.9C13 


.C10 


Gene No . 


26346 






Strand 








C 4- -i >-+- 

btart: 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


o3 . ts 


Method 


TBLASTX: 


Soybean 




Of -s v- 4- 

otart 


20558 






End 


20945 






C T 
bl 


none 






Score 


99 






Exons 


20558. 


.20695, 20562. 


20699, 


20571. .20693, 20572 


. . ZU / 1 D t 






20691. 


.20780,' 20889. 


20945 










Seq. No. 


12446 






Seq. ID 


OJ990830 


_10.9C13 


.C10 


bene no . 


26346 






Strand 








Of 3 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


o2.tc 


Method 


TBLASTX : 


Cress 




b car c 


20562 






End 


21553 






bl 


none 






Score 


240 






Exons 


20562. 


.20780, 20888. 


20944, 


20889. .2094 


8, 20940 


o i n a i 
. . z 1U 4 1 , 






20943. 


.21041, 21006.. 


21146, 


21026. .21145, 21500 






Seq. No. 


12446 






Seq. , ID 


OJ990830 


_10.9C13 


.C10 


Gene No. 


26346 






Strand 








Start 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


20904 






End 


21679 






GI 


none 






Score 


230 






Exons 


20904. 


.21158, 20943.. 


21065, 


20984 . .21145, 21500 


. .21679, 





21502. .21657 



12946 




Seq. No. 


12446 






Seq. ID 


OJ990830 






Gene No . 


26346 






Strand 








Start 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


Z U y ± O 






End 


23113 






GI 


none 






Score 


218 






Exons 


20916. 


.21158, 20916. 


. Z ±U DO , 


20918. .21145, 21500 


. . Z 1 / Z 1 , 






21502. 


.21657, 21807. 


. z i yo u , 


21826. .21984, 21851 


. . z i y / y , 






22048. 


.22362, 22054. 


9 9 "3 £ 55 
. ZZ J DO , 


22224. .22370, 22316 


. . z z o d y , 






22456. 


.22551, 22458. 


9 o c: A A 
. ZZ DH 4 f 


22459. .22545, 22717 


. . Z Z O Z / , 






22731. 


.22877, 22740. 


. ZZO JO , 


22741. .22884, 22964 


. • Z J 1 1 J 




O rt rt- M rt 

beq. no. 


12446 






Seq. ID 


OJ990830 


i u . yui o 


. LIU 


Gene No. 


26346 






Strand 








Start 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


20976 






End 


22377 








none 






Score 


74 






Exons 


20976. 


.21053, 21063. 


O 1 1 A £ 
. Z 1 1 4 O , 


21489. .21674, 21500 


. . Z 1 / Z 1 , 






21500. 


.21649, 21502. 


. Z 1 OOf! , 


21822. .21980, 21830 


01 QTQ 

. . z i y / y , 






21852. 


.21983, 22049. 


9 9 1 Q ^ 


22049. .22183, 22054 


. . ZZ J / / , 






22054 . 


.22377 












t,j beq. no. 


12446 






Seq. ID 


OJ990830 


i n or** i *3 

iu . yci j 




Gene No. 


26346 






Strand 








Start 


14481 






.End 


26048 






Naitie 


OJ990830 10.9C13.C10 


. 04 . tC 


Method 


TBLASTX : 


Cress 




Start 


21554 






End 


21929 






GI 


none 






Score 


158 






l.y Exons 


21554. 


.21721, 21554. 


. Z lOOD , 


21559. .21657, 21580 


Ol TOO 

. . Z I / oz , 






21816. 


.21929, 21845. 


9 1 Q9 9 

. z i yzz 










1U Seq. No. 


12446 






Seq. ID 


OJ990830 


_10.9C13 


.C10 


11 Gene No. 


26346 






Strand 








.G SJ, 


14481 






End 


26048 






S| Name 


OJ990830 10.9C13.C10 


i -t- rt 
. oi . tc 


Method 


TBLASTX: 


Cress 




Iti, btart 


21938 






End 


22368 






C T 


none 






Score 


49 






.3^ Exons 


21938. 


.21979, 21939. 


9 1 Q QYl 
. Z 1 y o U , 


22054 . .22368, 22054 


9 9 "5 £9 
. . Z Z J OZ 




□ Seq. No. 


12446 






Seq. ID 


OJ990830 


_10. 9C13 


.C10 


Gene No. 


26346 






Strand 








Of -3 v-+- 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. o5 . tc 


Method 


TBLASTX:' 


Cress 




C +- *s v+- 


22964 






End 


23221 








none 






Score 


164 






Exons 


22964 . 


.23131, 23026. 


. Z 3 1 U y , 


23179. .232C 


>8, 23180 


9-300-1 

. . Z jZ Z X 




Seq. No. 


12446 






Seq. ID 


OJ990830 


in Qn "3 


01 


bene no . 


26346 






Strand 








Q+- -j r-4- 


14481 






End 


26048 






Name 


OJ990830 10.9C13.C10 


. o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


24076 






End 


24843 






GI 


none 






Score 


41 






Exons 


24076. 


.24099, 24149. 


.24175, 


24292. .24339, 24299 


. .24334, 






24422. 


.24466, 24460. 


.24483, 


24578. .24661, 24607 


. .24690, 






24715. 


.24843, 24716. 


.24841 











12947 



Seq. No. 12446 Seq. ID OJ990830_10 . 9C13 . CIO 

Gene No. 26346 Strand 

Start 14481 End 26048 

Name OJ990830_10 . 9C13 . CIO . 06 . gs Method GENSCAN 

Start 24078 End 26048 

GI none .* Score . 94 

Exons 24078. .24173, 24301 .. 2484 0, 24 995 .. 25216, 25293 .. 25739, 
25962.. 26048 



Seq. No. " 12447 Seq. ID 

Gene No. 26347 Strand 

Start 258 End 

Name OJ990830_10 . 9C13 . Cll . ol . gs Method 

Start 258 End 

GI none Score 

Exons 258.. 342, 948.. 1126 



OJ990830_10.9C13.C11 

1126 
GENSCAN 
1126 
.64 



Seq. No. 12448 
Gene No. 26348 
Start 514 

Name OJ990830_10 . 9C13 . C12 . ol . tm 

Start 495 
GI none 

Exons 495.. 713, 505.. 714, 1075.. 1170; 1091 

1169.. 1288, 1170.. 1271, 1170 
1541. .1714, 1541. .1714, 1928 
1930. .2028 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830_10.9C13.C12 
+ 



2052 

TBLASTX: Maize 
2028 
310 

1168, 1126. .1170, 
1289, 1171. .1308, .1534. .1713, 
2005, 1929.. 2006, 1929.. 2027, 



Seq. No. 12448 

Gene No. 26348 

Start 514 

Name OJ990830__10 . 9C13 . C12 . ol . gs 

Start 514 

GI none 
Exons 



Seq. ID OJ990830_10.9C13.C12 

Strand + 

End 2052 

Method GENSCAN 

End 2033 

Score .47 



514. .709, 1147. .1289, 1541. .1715, 1930. .2033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12448 
26348 
514 

OJ990830_10. 9C13.C12.ol.np 
514 

2982459 



Seq. ID OJ990830_10.9C13.C12 

Strand + 

End 2052 

Method AAT/NAP 

End 2052 

Score 644 



514. .709, 1091. .1289, 1538. .1750, 1915. .2052 
(AL022223) putative protein [Arabidopsis thaliana] 



12448 
26348 
514 

OJ990830_10. 9C13.C12.o2.ts 

547 

none 



Seq. ID OJ990830_10.9C13.C12 

Strand + 

End 2052 

Method TBLASTX : Soybean 

End 1268 

Score 194 



547. .714, 570. .713, 1075. .1170, 1125. .1265, 1169. .1267, 
1173. .1268 



Seq. No. 
Gene No. 



12448 
26348 



Seq. ID OJ990830_10.9C13.C12 
Strand + 



12948 




otarc 


514 




End 


OAR9 


Name 


OJ990830 10.9C13.C12.ol 


.tc 


Method 


TI3T 7\ OTV • P vac e 

i dl/\o lAibress 


Start 


565 




End 


19 7 1 
1^ / 1 


P T 

bl 


none 




Score 


17 4 


bxons 


565. .714, 567. .713, 1075. .1170, 1169.. 


1970 1170 1971 


beq. NO. 


12448 




Seq. ID 


OJ990830_10.9C13.C12 


Gene No. 


26348 




Strand 


+ - 


Start 


514 




End 


2052 


Name 


OJ990830 10. 9C13.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Of yf 

o tar l 


1541 




End 


2024 




none 




Score 


224 


hjxons 


1541. .1714, 1549. .1713, 


1569. 


.1715, 1569. .1715, 1928. .2005, 




1929. .2006, 1932. .2024, 


1934. 


.2023 




beq. jno . 


12449 




Seq. ID 


OJ990830_10.9C13.C13 




26349 




Strand 




Start 


1 




End 


2354 


Name 


OJ990830 10.9C13.C13.ol 


.gp 


Method 


AAT/GAP 


o lair 


1 




End 


2354 


p t 

bl 


25505 1.R1084 




Score 


870 


Exons 


1..34, 485. .554, 1637.. 


1694, 


1780. .1822, 1914. .1990, 2131. ., 


bl uescrip. 


, 2911073/emb|CAA17535.1| 7 . Oe 


-14 (AL021960) putative protei; 




[Arabidopsis . thaliana] 1 








beq. no. 


1 O A A CI 

lz4 4 y 




Seq. ID 


OJ990830_10.9C13.C13 


Gene No. 


o n o a n 




■ Strand 




Start 


1 




End 


2354 


Name 


OJ990830 10.9C13.C13.ol 


.np 


Method 


AAT/NAP 


b tar t 


1 




End 


2248 


bl 


6598621 




Score 


345 


Exons 


1. .34, 485. .554, 1637. . 


1694, 


1780. .1822, 1914. .1990, 2131..; 


GI Descrip. 


(AC006837) trans factor- 


like protein [Arabidopsis thaliana] 


beq. NO. 


12449 




Seq. ID 


OJ990830_10.9C13.C13 


Gene No. 


26349 




Strand 




Start 


1 




End 


2354 


Name 


OJ990830 10. 9C13.C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Q+- -a y~h 

b car l 


1636 




End 


2212 


PT 


none 




Score 


89 




1636. .1695, 1781. .1828, 


1900. 


.1989, 1902. .1988, 2132. .2212, 




2133. .2204 








Seq. No. 


12449 




Seq. ID 


OJ990830_10.9C13.C13 


Gene No. 


26349 




Strand 




o cair t 


1 




End 


2354 


Name 


OJ990830 10.9C13.C13.ol 


.gs 


Method 


GENSCAN 


ouart 


1637 




End 


2354 


PT 


none 




Score 


.52 


Exons 


1637. .1751, 1780. .1822, 


1914. 


.1990, 2131.. 2354 


Seq. No. 


12450 




Seq. ID 


OJ990830_10.9C13.C14 


Gene No. 


26350 




Strand 




Start 


222 




End 


371 


Name 


OJ990830 10.9C13.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


222 




End 


371 


GI 


25505 1.R1084 




Score 


269 



12949 




Exons 222.. 371 

GI Descrip. 1 2911073/emb | CAA17535 . 1 | 7.0e-14 (AL021960) putative protein 
[Arabidopsis thaliana] 1 





o e q . in o . 






OGLj . X U 


O.TQQOfi^n ID QP1 ^ PI 4 




belle LNU . 






OIL a. i in. 






C +- y 4- 


X c. 


■*-' * 


l? nr l 
S-tlLKj. 


1 774 

X / / 1 




Name 


niQQnp^n in Qn ^ ri4 ni 


. LIU. 


UlKZ LI ID (J 


1 DLnu 1 A. . Via. X ^ C 




o l dl l 


1 61 ~ 

X O X D 




£j I ILL 


17 7 4 




GI 


none 




Score 


129 




Exons 


1616. .1774, 1617. .1691, 


1619 


. .1774 






jc4< LN (J . 


12450 




Seq. ID 


OJ990830_10.9C13.C14 




f~l An fi "NT /-\ 
OCllC LNLJ • 


26351 




Strand 






OLdl L 


1622 




End 


1774 




Name 


OJ990830 10.9C13.C14 .ol 


.np 


Method 


AAT/NAP 




OLdl L 


1622 




End 


1774 




GI 


2911073 




Score 


165 




Exons 


1622. .1774 












(AL021960) putative protein 


[Arabidopsis thaliana] 




C A r^t M /-\ 

oeq. ln o . 


12451 




Seq. ID 


OJ990830_10.9C13.C15 




usne lno . 


26352 




Strand 


+ 


ill 

si 


otait 


11466 




End 


11735 




Name 


OJ990830 10.9C13.C15.o3 


. gs 


Method 


GENSCAN 


IS'. 




11466 




End 


11735 • 


'I'll 


V3X 


none 




Score 


. - 98 


: 3 = j 


Exons 


11466. .11735 








• ! f 
( : 'it 


o e q . LN o . 


12451 




Seq. ID 


OJ990830_10.9C13.C15 


i 

";sr 


bene lno . 


26353 




Strand 




r Li 


O Ldl L 


810 




End 


6741 




Name 


OJ990830 10.9C13.C15.ol 


.gp 


Method 


AAT/GAP 




O Lai L 


403 




End 


906 


a 


uX 


3061158 




Score 


367 






403. .466, 762. .906 












2911073/emb|CAA17535. 1 | 


7.0e 


-14 (AL021960) putative protein 


i = * 




[Arabidopsis thaliana] 








Q 

t' = i 


JCL| i 1M L) ■ 


12451 




Seq. ID 


OJ990830_10.9C13.C15 




f"^ Ann 1\] a 

vjtri itr lnu . 


26353 




Strand 






Otdl L 


810 




End 


6741 




Name 


OJ990830 10.9C13.C15.ol 


.gs 


Method 


GENSCAN 






810 




End 


6741 




^jX 


none 




Score 


.78 




Exons 


810. .835, 1033. .1099, 1619.. 


2136, 2440, 


..2472, 2640. .2853, 






2933. .3047, 3143. .3388, 


3504 


..4139, 4442. .4550, 6140. .6405, 






6512. .6741 










Seq. No. 


12451 




Seq. ID 


OJ990830_10.9C13.C15 




Gene No. 


26353 




Strand 






Start 


810 




End 


6741 




Name 


OJ990830 10. 9C13.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1592 




End 


6726 




GI 


4218991 




Score 


1777 




Exons 


1592.. 2136, 2640.. 2853, 


2933 


..3047, 3143. .3388, 3504. .4139, 






4442. .4550, 6140. .6405, 


6512 


. . 6726 





12950 



GI Descrip. (AF098632) subtilisin-like protease [Arabidopsis thaliana] 



Seq. No. 12451 

Gene No. 26353 

Start 810 

Name OJ990830__10 . 9C13 . C15 . o2 . gp 

Start 1774 

GI uC-osflcyp052g03bl 

Exons 1774.. 2136, 2640.. 2773 

GI Descrip. ' 3695019/gb | AAC62611 . 1 | 3.0e-44 (AF055848) subtilisin-like 
protease [Arabidopsis thaliana] 1 



Seq. ID OJ990830_10.9C13.C15 
Strand 

End 6741 
Method . AAT/GAP 
End -:2773 
Score 943 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12451 
26354 
8930 

OJ990830_10. 9C13.C15.o2.gs 

8930 

none 



Seq. ID OJ990830_10.9C13.C15 
Strand 

End 10707 

Method GENSCAN 

End 10707 

Score .45 



8930. .8997, 9752. .10081, 10122 .. 10205, 10668. .10707 



Seq. No. 12451 
Gene No. 26355 
Start 13486 

Name OJ990830_10 . 9C13 . C15 . ol . tc 

Start 1598 
GI none 

Exons 1598.. 1819, 1922.. 2086, 1980, 

2933. .3037, 2937. .3041, 3148. 
3633..3839, 4477. .4554, 6201. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2087, 2632 
.3384, 3200 
. 6383 



OJ990830 10.9C13.C15 



15628 

TBLASTX: Cress 
6383 
93 

2859, 2642. .2854, 
3382, 3608.. 3889, 



Seq. No. 12451 
Gene No. 26355 
Start 13486 

Name OJ990830_10 . 9C13 . C15 . ol . tm 

Start 1598 
GI none 

Exons 1598.. 1735, 1682.. 1903, 1979. 

2642. .2854, 2933. .3016, 2937. 
'3656.. 3889, 3657.. 3842 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830 10.9C13.C15 



15628 

TBLASTX: Maize 
3889 
77 

.2083, 1980.. 2081, 2641.. .2859, 
.3017, 3097. .3384, 3633. .3668, 



Seq. No. 12451 
Gene No. 26355 
Start 13486 

Name OJ990830_10 . 9C13 . C15 . ol . ts 

Start 1922 
GI none 

Exons 1922.. 2098, 1980.. 2087, 2641. 

2937. .3005, 3094. .3384, 3200. 
4477. .4554, 6204. .6383 



Seq. ID OJ990830_10.9C13.C15 
Strand 

End 15628 

Method TBLASTX : Soybean 

End 6383 

Score 95 

.2859, 2642. .2854, 2933. .3016, 
.3355, 3608. .3889, 3633. .3842, 



Seq. No. 12451 Seq. ID 

Gene No. 26355 Strand 

Start 13486 End 

Name OJ990830_10 . 9C13 . C15 . ol . tw Method 

Start 3621 End 

GI none Score 

Exons 3621.. 3788, 3623.-3799, 3806.. 3889 



OJ990830_10.9C13.C15 
15628 

TBLASTX: Wheat 

3889 

115 



12951 






Seq. No. 


12451 


Seq. ID 


OJ990830_10. 9C13 


.C15 




bene lno . 


Z Dj J J 


C f- >- -3 T> H 

o t rdixu 










1 J40D 


HillU 


i scop 






Name 


ATQQriQ^n in on "3 oi r 4- tJlT 
ujyyuo ju lu.ytij.Lio.oz.tw 


rietnou 


i dlho ia. wneat 






b tart 


*7 c o o 


Cjna. 


7 P 1 Q 

/ o i y 






P T 
bl 


none 


Score 


1 OA 
1 U 4 






Exons 


tcoo 7 C S H 7 C /I G 7 P 1 Q 










Seq. No. 


12451 


Seq. ID 


OJ990830_10.9C13 


C15 




bene ino . 


ZDjjj 


c f- y--, nr j 

o u 1/a.ria 








otart 


1 "3 /I R £ 
1 J 4 O O 


Hina 


1 ccop 

IJDZO 






Name 


ujyyuo ju xu . yuio . lid . . tm 


J\J[ /— i -1- V-4 /-» /""} 


l n j_iH.o i a . LYia i z e 








/DID 


iiina 


R n 1 A 
O U 1 4 






p t 


none 


OLUI c 








Exons 




O . . / 4 u 








Seq. No. 


12451 


Seq. ID 


OJ990830_10. 9C13 


C15 








0 4- yonH 








Of 5V-f 

btart 


1 j 4 O 0 


f7nH 


1 S69P 

1 JOZO 






Name 


pkTQQnp*3n i n an ^ pi r ^/i 


KjT 4~ V*l /"I 


P 1? NT C p A M 






otarn 


1 ^/l P £ 
1 O 4 O 0 


Hi no. 


1 jDZO 






p t 
bl 


none 


Score 


7 




'3 3? 


Exons 


1 "3 /I P C 1 "3 C S Q 1 /I 1 C/1 1/197H 
1 04 O O . .lOOOy, 14103 . . 1*!Z / U/ 


i a ^7 n i/ip 

1 4 0 / U . . 1 4 O 


"31 1 qR'li 1SC9P 
Jl, IOj Ol . . IjDZO 






Seq. No. 


12452 


Seq. ID 


OJ990830__10.9C13 


C16 


m 


Gene No . ■ 


Z DODO 


otrana 


+ 






Start 


louy 


tna 


17 1/1 
1/14 






Name 


ujyyuoou iu . yuio . bi o . oi . gs 


Method 


bfcjLNoLALN 






otart 


i ju y 


bna 


17 1/1 
1/14 






P T 

bl 


none 


Score 


C3 
. Dj 




rii 


Exons 


1 OflQ 1 CI i icivin 171/1 

louy. .ion, io4u. .1/14 










Seq. No. 


12453 


Seq. ID 


OJ990830_10.9C13 


C17 


□ 


Gene No. 


26357 


Strand 


+ 






otart 


1 


End 


1960 






Name 


OJ990830 10. 9C13.C17.ol.np 


Method 


AAT/NAP 








1 


End 


1960 




□ 


p t 

bl 


4584355 


Score 


976 








1. .49/ 217. .617, 825. .950, 


1034. .1064, 


1290. .1960 






GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 






Seq. No. 


12453 


Seq. ID 


OJ990830_10. 9C13 


C17 




bene lno . 


26357 


Strand 


+ 






Of -j — x. 

otart 


1 


End 


1960 






Name 


OJ990830 10.9C13.C17.ol.gs 


Method 


GENSCAN 






O 4- -> y>4- 

o t art 


228 


End 


1537 






bl 


none 


Score 


.77 






Exons 


228. .650, 744. .950, 1034. .1537 








Seq. No. 


12453 


Seq. ID 


OJ990830_10. 9C13. 


C17 




Gene No. 


26358 


Strand 


+ 






Start 


2236 


End 


2988 






Name 


OJ990830 10.9C13.C17.o2.gs 


Method 


GENSCAN 






Start 


2236 


End 


2988 






GI 


none 


Score 


.6 






Exons 


2236.. 2638, 2756.. 2988 









12952 






Seq. No. 


12453 




Seq. ID 


OJ990830_10.9C13 


.C17 




Gene No. 


z o Joy 




Strand 


+ 






Start 


a a A o 

4 048 




End 


4 569 






Name 


ojyyuboO 10 


. 9C13 . C17 . o3 . gs 


Method 


GENSCAN 






Start 


A A A O 

4 04 8 




End 


4 569 






GI 


none 




Score 


A A 

. yy 






Exons 


yiA/io a c f a 

4 04 o . . 4 o 69 












Seq. No. 


12453 




Seq. ID 


OJ990830_10.9C13 


.C17 




Gene No. 


o c o c n 




Strand 


+ 






Start 


A O A 1 
4 8 41 




End 


C "1 C A 

5 lbU 






Name 


ujyyuoju iu 


A O 1 O P 1 "7 _ A n 

. ycio.ci /.o4 .gs 


Method 


GENSCAN 






Start 


/I O A 1 

4 o4 I 




End 


C 1 C A 

5 lbU 






GI 


none 




Score 








Exons 


4 o4 1 . .4 y 1 1 , 


ouo / .. 5150 










Seq. No. 


12453 




Seq. ID 


OJ990830_10.9C13 


.C17 




Gene No. 


26361 




Strand 


+ 






Start 


OZo d 




End 


5370 






Name 


a TdfiAOon "i a 

ojyyuoou_iu 


. 9C13 . CI 7 . o3 . np 


Method 


AAT/NAP 






Start 


COO/" 

5286 




End 


5370 






GI 


6721547 




Score 


71 






Exons 


COO/" C O T A 

528 6 . ^5370 










z •- 


GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


\\\ 

:j: : 


Seq. No. 


12453 




Seq. ID 


OJ990830_10.9C13 


.C17 


1 


Gene No. 


o *r o /~ o 

26362 




Strand 






! i 


Start 


4047 




End 


4569 




! :[ 


Name 


/"VTAAAOOA *1 A 

OJ990830 10 


. 9C13 . C17 . ol . tm 


Method 


TBLASTX: Maize 




s; 


Start 


4 




End 


419 




fy 


GI 


none 




Score 


65 




■= 


Exons 


4 . . 162 , 180 


VI 1 A "lOA VI 1 A 

..419, 189.. 419 








■S Si 


Seq. No. 


12453 




Seq. ID 


OJ990830_10.9C13 


.C17 




Gene No. 


26362 




Strand 








btart 


A A A *7 

4U4 / 




End 


4569 






Name 


*^TAAAO*DA ia 

ojyyoooU iu 


.9C13.C17.o2.np 


Method 


AAT/NAP 






Start 


vl A A 1 
4 U4 / 




End 


4569 




!"i 




bo^yo / U 




Score 


156 






Exons 


A f\ A n vl A A A 

404 / . . 4U9U, 


4352. .4569 










GI Descrip. 


/7\T*>AAAOO(T\ 

(APOOOooo ) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


12454 




Seq. ID 


OJ990830_10. 9C13 


.C20 




Gene No. 


26363 




Strand 


+ 






Start 


1 




End 


1124 






Name 


r\ T A A A A O A 1 A 

OJ990830 10 


. 9C13.C20.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1124 






GI ■ 


/"AT /" "7 O /" 

6016736 




Score 


310 






Exons 


1 . . 64, 121 . 


.210, 843. .983, 


1093. .1124 








GI Descrip. 


(AC009325) 


unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


12454 




Seq. ID 


OJ990830_10. 9C13 


.C20 




Gene No. 


26363 




Strand 


+ 






Start 


1 




End 


1124 






Name 


OJ990830 10 


. 9C13.C20.ol. tc 


Method 


TBLASTX: Cress 






Start 


117 




End 


1124 





12953 



GI 

Exons 



none Score 147 

117. .212, 117. .209, 119. .211, 841. .981, 842. .982, 1073. .1123, 
1092. .1124 



Seq. No. 12454 

Gene No. 26363 

Start 1 

Name OJ990830_10 . 9C13 . C20 . ol . tm 

Start 117 

' GI none 
Exons 



Seq. ID OJ990830_10.9C13.C20 
Strand + 
End 1124 
Method TBLASTX : Maize- 
End 1124 
Score 152 

117. .212, 124. .213, 125. .211, 841. .981, 842. .982, 1092. .1124, 
1092. .1124 



>..f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12454 
26363 
1 

OJ990830_10. 9C13.C20.ol.gp 
123 

9529JL.R1084 
123. .210, 843. .900 

'6016736/gb| AAF01562.il AC009325_32 4.0e-20 (AC009325) unknown 
protein [Arabidopsis thaliana] f 



Seq. ID OJ990830_10.9C13.C20 

Strand + 

End 1124 

Method AAT/GAP 

End 900 

Score 234 



12454 
26363 
1 

OJ990830_10.9C13.C20.ol.ts 

123 

none 



Seq. ID OJ990830_10.9C13.C20 

Strand + 

■End -1124 

Method TBLASTX: Soybean 

End 1124 

Score 140 



123. .212, 124. .210, 125. .217, 841. .987, 842. .994, 1083. .1124, 
1088. .1123 



'hi 



,SS1 



Seq. No. 12454 

Gene No. 26363 

Start 1 

Name OJ990830_10 . 9C13 . C20 . ol . gs 

Start 126 

GI none 

Exons 126.. 210, 843.-983 



Seq. ID OJ990830_10.9C13.C20 

Strand + 

End 1124 

Method GEN SCAN 

End 983 

Score .91 



Seq. No. 12455 
Gene No. 26364 
Start 116 

Name OJ990830_10 . 9C13 . C21 . ol . gp 

Start 116 
GI 1176__3.R1084 
Exons 116. . 649 

GI Descrip. 1 29824 53/emb | CAA18217 . 1 1 1.0e-163 (AL022223) 

f ructose-bisphosphate aldolase-like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990830_10.9C13.C21 

Strand + 

End 64 9 

Method AAT/GAP 

End 649 

Score 1032 



Seq. No. 12455 

Gene No. 26365 

Start 410 

Name OJ990830_10 . 9C13 . C21 . ol . ts 

Start 398 

GI none 



Seq. ID OJ990830_10.9C13.C21 
Strand 

End 649 

Method TBLASTX : Soybean 

End 648 

Score 132 



12954 



Exons 


jyo . . 4 y b, 


ZOO C A H C /( 1 

4 y o . . 04 / , 34 1 


. . b4o 








Seq. No. 


12455 






Seq. ID 


OJ990830__10.9C13. 


C21 


Gene No. 


26365 






Strand 






Start 


4 1U 








CA Q 

o4 y 




Name 




iu. yLij.czi . oi 


till 


Method 


TOT 7\ CTV • -1 — n 

i dJ-iAo i a : Mai ze 




Start 


4 01 






End 


b4 b 




GI 


none 






Score 


Q R 

y o 




Exons 


4 U1 . . 4 o4 , 


4 bi . . 4 y o, 4 yy 


. o4 / , 


yl Q Q CA1 

4 y 0 . . D4 / 


C/| 1 Q 

, 3 4 1 . . 04 0 




Seq. No. 


12455 






Seq. ID 


OJ990830_10.9C13. 


C21 


Gene No. 


26365 






Strand 






Start 


4 1U 






Lna 


d4 y 




Name 


oj y yuo ju 


1U . yLlo . 1 . Ol 


gs 


Method 


(jLNbUAN 




Start 


/in 
4 1U 






TTr\A 

Lna 


C A A 

04 4 




GI 


none 






Score 


o 
. 0 




Exons 


/tin c; n o 


CI 1 C A A 

Oil. . 04 4 










Seq. No. 


12455 






Seq. ID 


OJ990830_10. 9C13. 


C21 


Gene No. 


26365 






Strand 






Start 


a 1 n 
4 1 U 






Lna 


C A O 

d4 y 




Name 


oj y yub JU 


i u . yLio . i . oi 


tc 


Method 


i bbAb i a : or ess 




Start 


4 1U 






T-l _] 

Lna 


£T / O 

o4 o 




GI 


none 






Score 


O Q 
JO 




Exons 


4 1U . .4 /Z , 


a /~ i a c\ r /no 

4 ol . . 4 9o, 4yy 


coo 
. O J j , 


/ no Chi 
4 yb . . b4 / 


c / i £ a o 
, 04 1 . . 04 o 




Seq. No. 


12455 






Seq. ID 


OJ990830 10.9C13. 


C21 


bGne no . 


ZDjuj 






Strand 






Start 


410 






End 


649 




Name 


OJ990830 


10. 9C13.C21.ol 


np 


Method 


AAT/NAP 




Start 


413 






End 


649 




GI 


1168408 






Score 


277 




Exons 


413. .649 












GI Descrip. 


FRUCTOSE- 


BISPHOSPHATE ALDOLASE, CYTOPLASMIC ISOZYME 1 





gi I 2118268 |pir | | S58168 f ructose-bisphosphate aldolase (EC 
4.1.2.13) - garden pea gi | 927507 | emb | CAA6194 6 | (X89828) 
fructose-1, 6-bisphosphate aldolase [Pisum sativum] 



Seq. No. 


12456 








Seq. ID 


OJ990830 


Gene No. 


26366 








Strand 


+ 


Start 


6241 








End 


6588 


Name 


OJ990830 10. 


9C13. 


C23.ol 


■ gp 


Method 


AAT/GAP 


Start 


6241 








End 


6588 


GI 


none 








Score 


494 


Exons 


6241. .6588 












Seq. No. 


12456 








Seq. ID 


OJ990830 


Gene No. 


26367 








Strand 


+ 


Start 


7857 








End 


10664 


Name 


OJ990830 10. 


9C13. 


C23.o2 


gs 


Method 


GENSCAN 


Start 


7857 








End 


10135 


GI 


none 








Score 


.48 


Exons 


7857. .7972, 


8139. 


.8555, 


8718. 


.8770, 8987. .9121, 




10069. .10135 












Seq. No. 


12456 








Seq. ID 


OJ990830 


Gene No. 


26367 








Strand 


+ 



12955 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7857 End 10664 

OJ990830_10.9C13.C23.ol.np * Method AAT/NAP 

8094 End 10664 

2147328 Score 285 

8094. .8564, 9700. .9844, 10550. .10664 

dioscorin class B - Dioscorea cayenensis (fragment) 



12456 
26368 
10355 

OJ990830_10 . 9C13 . C23 . ol . tm 

8088 

none 



Seq. ID OJ990830_10.9C13.C23 



Strand 
End 

Method 

End 

Score 



10699 

TBLASTX: Maize 

8439 

102 



8088. .8183, 8272. .8439, 8272. .8394, 8277. .8438 



Seq. No. 12456 Seq. ID 

Gene No. 26368 Strand 

Start 10355 End 

Name OJ990830_10 . 9C13 . C23 . o3 . gs Method 

Start 10355 End 

GI none Score 

Exons 10355. .10699 



OJ990830_10.9C13.C23 

10699 
GEN SCAN 
10699 
. 99 



11 Seq. No. 
l\ Gene No. 
H Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12457 Seq. ID OJ990830_10.9C13.C24 

26369 Strand + 

475 End 751 

OJ990830_10. 9C13.C24 .ol.gp Method AAT/GAP 

475 End 751 

uC-osflcypl35d07al Score 554 

475. .751 

1 224 4785/emb | CAB10208 . 1 | 2.0e-26 (Z97335) hypothetical protein 
[Arabidopsis thaliana] ' 



12457 
26370 
7574 

OJ990830_10. 9C13.C24 .o2.gs 
7574 



none 

7574. . 

11332. 

14802, 

16569. 

17525. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9649, 9890. .9918, 10052 .. 10177 , 
11391, 12010. .12209, 1397 9 .. 14 110 , 14231 .. 14325, 
14887, 15320. .15446, 15872 .. 15995 , 1 6017 .. 1607 6, 
16649, 16748. .16846, 17207 .. 172 94 , 17384 17454 , 
17593, 17848. .17991, 18241. .18387 



OJ990830_10.9C13.C24 
+ 

18936 
GEN SCAN 
18387 
.47 



8334, 9093. .9215, 9497. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12457 Seq. ID 

26370 Strand 
7574 End 
OJ990830_10.9C13.C24.ol.np .. Method 
7636 End 
6523547 Score 
7636. .8362, 9764. .9865, 13688. .14081 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ990830_10.9C13.C24 
+ 

18936 
AAT/NAP 
14081 
266 



Seq. No. 
Gene No. 



12457 
26370 



Seq. ID OJ990830_10.9C13.C24 
Strand + 



12956 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7574 End 18936 

OJ990830_10. 9C13.C24.o3.gp Method AAT/GAP 

8791 End 8849 

2312838 Score 65 
8791. .8849 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, 



intron 1, partial sequence 



12457 
26370 
7574 

OJ990830_10. 9C13.C24 . o2 . np 

14801 

2244785 



Seq. ID OJ990830_10.9C13.C24 

Strand + 

End 18936 

Method AAT/NAP 

End 18936 

Score 752 



14801. .14883, 14989. .15092, 15320 .. 1544 6, 15531 .. 15625, 
15872. . 16012, 16522. .16651, 16738 .. 1684 6, 1694 4 .. 170.67, 
18909. .18936 

GI Descrip. (Z97335) hypothetical protein [Arabidopsis thaliana] 



12457 Seq. ID 

26370 Strand 

7574 End 

OJ990830_10. 9C13.C24 .o4 . gp Method 

16618 End 

4878423. Score 



OJ990830_10.9C13.C24 
+ 

18936 
AAT/GAP 
16995 
298 



16618. .16649, 1 674 8 .. 1684 6, 16944. .16995 

224 4785/emb | CAB10208 . 1 | 2.0e-26 (Z97335) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990830_10.9C13.C24 
+ 

18936 
AAT/GAP 
17041 
337 



12457 Seq. ID 

26370 Strand 

7574 End 

OJ990830_10. 9C13.C24 .o5.gp Method 

16715 End 

4878423 Score 
16715. .1684 6, 1694 4. .17041 

2244785/emb|CAB10208.1| 2.0e-26 (Z97335) hypothetical protein 
[Arabidopsis thaliana] 

12457 ' Seq. ID OJ990830_10.9C13.C24 

26370 Strand + 
7574 End 18936 
OJ990830_10. 9C13.C24 .06. gp Method AAT/GAP 
17258 End 18282 
uC-osflM202037fl2bl Score 551 

17258. .17295, 17 38 4 .. 17454 , 17525 .. 17593, 17848 .. 17991, 
18241. .18282 

1 2911073/emb | CAA17535 . 1 | 7.0e-14 (AL021960) putative protein 
[Arabidopsis thaliana] ' 

12457 Seq. ID OJ990830_10.9C13.C24 

26371 Strand 

562 End 6191 

OJ990830_10. 9C13.C24 .ol.gs Method GENSCAN 

562 End 6191 

none Score .82 

562. .614, 854. .1118, 1483. .1530, 2036. .2191, 2560. .2905, 



12957 






o f\ n o 

3098 . . 


3247, 3460. .3588, 3829 


. .4115, 4355. .4642, 


4725. .4865, 




A O tZ O 


5067, 5366.-5464, 5546 


. .5635, 6024. .6191 






Seq. No. 


12457 






Seq. ID 


OJ990830 


_10. 9C13 


.C24 


Gene No. 


26371 






Strand 








Start 


DOZ 






End 


6191 






Name 


OJyyuo 


30_10.9C13.C24 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


1 olo 






End 


2006 






GI 


none 






Score 


194 






Exons 


1618. . 


1863, 1629. .1835, 1859 


..1921, 1879. .1929, 


1959. .2006 


Seq. No. 


12457 






Seq. ID 


OJ990830 


_10.9C13 


.C24 


Gene No. 


26371 






Strand 








Start 


562 






End 


6191 






Name 


OJ990830 10.9C13.C24 


. o2 . gp 


Method 


AAT/GAP 






Start 


2686 






End 


3003 






GI 


701716 




Score 


566 






Exons 


2686. . 


3003 












Seq. No. 


12457 






Seq. ID 


OJ990830 


_10.9C13 


.C24 


Gene No. 


26372 






Strand 








Start 


14282 






End 


15605 






Name 


OJ990830 10.9C13.C24 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


14282 






End 


15434 






GI 


none 






Score 


69 






Exons 


14282. 


.14326, 14800. 


. 14883, 


14801. .14£ 


J81, 14802 


. .14882, 






14802. 


.14885, 14803. 


. 14*883, 


14986. .15090, 14986 


. .15084, 






14988. 


.15092, 14988. 


. 15092, 


15310. .15432, 15318 


. .15434, 






15318. 


. 15434 












Seq. No. 


12457 






Seq. ID 


OJ990830 


iu . yci J 


. CZ4 


Gene No. 


26372 






Strand 








Start 


14282 






End 


15605 






Name 


OJ9908 


30_10.9C13.C24 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


14285 






End 


15605 






GI 


none 






Score 


72 






Exons 


14285. 


.14326, 14799. 


.14885, 


14803. . 14E 


J83, 14986 


. .15090, 






14988. 


.15092, 15264. 


.15317, 


15317. .15385, 15318 


. .15446, 






15358,. 


.15456, 15528. 


.15605, 


15530. . 15604 






Seq. No. 


12457 






Seq. ID 


OJ990830 


_10.9C13 


.C24 


Gene No. 


26373 






Strand 








Start 


15869 






End 


17286 






Name 


OJ990830 10.9C13.C24 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


15869 






End 


15998 






GI 


none 






Score 


186 






Exons 


15869. 


.15997, 15870. 


.15998 










Seq. No. 


12457 






Seq. ID 


OJ990830 


_10.9C13 


.C24 


Gene No. 


26373 






Strand 










15869 






End 


17286 






Name 


OJ990830 10.9C13.C24 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


15882 






End 


17286 






GI 


none 






Score 


185 






Exons 


15882. 


.15998, 15882. 


.15995, 


15883. . 15996, 16567 


. .16644, 






16569. 


.16649, 16587. 


.16649, 


16732. . 16839, 16734 


. .16847, 






16745. 


.16870, 16745. 


.16846, 


16746. .16E 


47, 16900 


. .17094, 





12958 



16943. .17128, 16944. .17129, 17154. .17282, 17190. .17267, 
17191. .17283, 17192. .17281, 17206.. 17286 



Seq. No. 12457 

Gene No. 26373 

Start 15869 

Name OJ990830_10 . 9C13 . C24 . ol . tc 

Start 16569 

GI none 
Exons 



Seq. ID OJ990830_10.9C13.C24 
Strand 

End ' 17286 

Method. TBLASTX: Cress 
End * 17051 
Score 97 



16569. .16652, 1 6590 .: 16652 r 16751 .. 16843 , 167 68 .. 16830, 
16943. .1704 7, 1694 4. .17051 



Seq. No. 12457 

Gene No. 26373 

Start 15869 

Name ■ OJ990830_10 . 9C13 . C24 . ol . ts 

Start 16569 

GI none 
Exons 



Seq. ID OJ990830_10.9C13.C24 
Strand 

End 17286 

Method TBLASTX : Soybean 

End 17003 

Score 108 



16569. .16652, 16583 .. 16636, 16587 16658 , 16732 .. 168 12 , 
16745. .16846, 16757 .. 16825, 1694 3 .. 16999, 16944. .17003 



Seq. No. 12457 

Gene No. 26374 

Start 17520 

Name . . OJ990830_10 . 9C13 . C24 . o4 . tm 

Start 17520 

GI none 
Exons 



Seq. ID OJ990830_10.9C13.C24 
Strand 

End 18012 

Method TBLASTX : Mai ze 

End 18012 

Score 103 



17520. .17600, 17525. .17599, 1781 9 17 986, 17841. .17990, 
1784 6. .17992, 17848. .18012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12458 
26375 
1 

OJ990830_10.9C13.C25.ol.np 
1 

2911073 
1..146, 478. .641, 867..995. ; 

(AL021960) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990830_10.9C13.C25 
Strand 

End 995 

Method AAT/NAP 

End 995 

Score 310 



12458 
26375 
1 

OJ990830_10. 9C13.C25.ol.gs 
17 

none 

17. .146, 478. .680 



Seq. ID OJ990830_10.9C13.C25 
Strand 

End 995 

Method GENSCAN 

End 680 

Score .76 



Seq. No. 12458 

Gene No. 26375 

Start 1 

Name OJ990830_10 . 9C13 . C25 . ol . tm 

Start 20 

GI none 
Exons 



Seq. ID OJ990830_10.9C13.C25 
Strand 

End 995 

Method TBLASTX : Maize 

End 948 

Score 101 



20. .154, 87. .149, 91. .150, 451. .642, 460. .642, 462. .662, 
852. .938, 864. .947, 865. .948 



Seq. No. 



12458 



Seq. ID OJ990830_10.9C13.C25 



12959 




Gene No. 


26375 










Strand 




Start 


i 
l 










bna 


QQC 

y y o 


Name 


r\ TO Q AO "3 f\ 

ojy yuoou 


1 n 
1U . 




CZD . Ol 


. ts 


Metnoa 


TOT 7\ O TV . CrtTrUrt-in 

i dJjAo 1 a : boyoean 


Start 


oo 










hna 


C A A 


GI 


none 










Score 


q a 
OO 


Exons 


JD . . 104 , 


"7 Q 


. 14t O, 




a a a 


Oil. . 041 ^ 




Seq . No . 


1Z4 Oo 










Seq. ID 


ujyyuoou lu.ycio.L^o 


Gene No . 


2oj /o 










Strand 




Start 


1 










End 


995 


Name 


OJ990830 


_10. 


9C13. 


C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


74 










End 


948 


GI 


none 










Score 


58 


Exons 


74. .154, 


96. 


.140, 


495. . 


662, 


505. . 642, 


862. .948, 862. .942, 




864. .947 















Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12458 Seq. ID 

26375 Strand 

1 End 
OJ990830_10. 9C13.C25.ol.gp Method 

552 End 

3061158 ■ Score 
552. .641, 867. .942 

2911073/emb|CAA17535. 1| 7.0e-14 (AL021960) ^putative protein 
[Arabidopsis thaliana] 



OJ990830_10.9C13.C25 
995 

AAT/GAP 

942 

243 



Seq. No. 12459 Seq. ID 

Gene No. 2637 6 Strand 

Start 137 End 

Name OJ990830_10 . 9C13 . C26 . ol . gs Method 

Start 137 End 

GI none Score 

Exons 137.. 239, 276.. 396 



OJ990830_10.9C13.C26 
+ 

396 

GENS CAN 

396 

.76 



Seq. No. 12459 Seq. ID OJ990830_10.9C13.C26 

Gene No. 26377 Strand 

Start 94 End 530 

Name . OJ990830_10 . 9C13 . C26 . ol . np -Method AAT/NAP 

Start 94 End ■ 530 

GI 5922636 Score 135 

Exons 94.. 530 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 





predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


12460 


Seq. ID 


OJ990830_10. 9C13, 


.C27 


Gene No. 


26378 


Strand 






Start 


292 


End 


643 




Name 


OJ990830 10.9C13.C27.ol.gs 


Method 


GENSCAN 




Start 


292 


End 


643 




GI 


none 


Score 


.65 




Exons 


292. .477, 569. .643 








Seq. No. 


12461 


Seq. ID 


OJ990830_10.9C13. 


.C28 


Gene No. 


26379 


Strand 







12960 






Start 


1 


End 


1607 




Name 


OJ990830 10.9C13.C28.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1149 




GI 


21411 1.R1084 


Score 


784 




Exons 


1.-95, 181. .237, 770. .995, 1102. .1149 






GI Descrip. 


f 6016736/gb|AAF01562.1|AC009325 32 2.0e-ll (AC009325) unknown 






protein [Arabidopsis thaliana^ 








Seq. No. 


12461 


Seq. ID 


OJ990830_10.9C13.C28 




Gene No. 


26379 


Strand 






Start 


1 


End 


1607 




Name 


OJ990830 10.9C13.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


1600 




GI 


none 


Score 


107 




Exons 


2. .97, 13. .96, 15. .98, 15. .98, 


16. . 117 


, 174. .227, 180. .236, 






181. .234, 181. .237, 774. .839, 


809. .943, 862. .996, 864. .1004, 






865. .996, 1101. .1250, 1102. .1245, 1102 


. . 1257, 1303. . 1437, 






1323. .1433, 1505. .1573, 1512.. 


1571, 15 


61. . 1599, 1565. . 1600 




Seq. No. 


12461 


Seq. ID 


OJ990830__10.9C13.C28 




Gene No. 


26379 


Strand 






Start 


1 


End 


1607 




Name 


OJ990830 10.9C13.C28.ol.tc 


Method 


TBLASTX: Cress 


u 


Start 


12 


End 


1427 


: =»! 


GI • 


none 


Score 


132 


m 


Exons 


12. .98, 181. .240, 1101. .1250, 


1102. .1230, 1303. .1422, 1323. .1427 


:s : : 


Seq. No. 


12461 


Seq. ID 


OJ990830JL0. 9C13.C28 


; ' : 


Gene No. 


26379 


Strand 






Start 


1 


End 


1607 




Name 


OJ990830 10.9C13.C28.ol.np 


Method 


AAT/NAP 


:-! 1 


Start 


18 


End 


1607 




GI 


6016736 


Score 


426 


;: =i 


Exons 


18. .95, 181. .247, 330. .393, 919. .995, 


1099. .1229, 1323. .1428, 






1527. .1607 








GI Descrip. 


(AC009325) unknown protein [Arabidopsis thaliana] 




Seq. No. 


12461 


Seq. ID 


OJ990830_10.9C13.C28 




Gene No. 


26379 


Strand 




i £ 


Start 


1 


End 


1607 


Name 


OJ990830 10. 9C13.C28.ol.gs 


Method 


GENSCAN 




Start 


181 


End 


1373 




GI 


none 


Score 


.76 




Exons 


181. .237, 770. .995, 1102. .1229, 1323.. 


1373 




Seq. No. 


12461 


Seq. ID 


OJ990830_10.9C13.C28 




Gene No. 


26379 


Strand 






Start 


1 


End 


1607 




Name 


OJ990830 10.9C13.C28.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1101 ■ 


End 


1599 




GI 


none 


Score 


119 




Exons 


1101. .1250, 1102. .1230, 1323.. 


1433, 1327. .1431, 1505. .1573, 






1561. .1599 








Seq. No. 


12462 


Seq. ID 


OJ990810_10.9C23.C1 




Gene No. 


26380 


Strand 


+ 




Start 


213 


End 


731 



12961 






Name 


OJ990810 10 . 9C23 . CI . ol . gs 


Method 


fill /"I "T\ \-t 

GENSCAN 






Start 


213 


End 


444 






GI 


none 


Score 


. 88 






Exons 


213 . . 215, 220 . . 444 










Seq. No. 


12462 


Seq. ID 


OJ990810_10.9C23 


.CI 




Gene No. 


. 26380 


Strand 


+ 






Start 


213 


End 


7 31 






Name * 


OJ990810_10 . 9C2 3 . CI . ol . tc 


Method 


TBLASTX : Cress 






Start 


217 


End 


587 






GI 


none 


Score 


54 






Exons 


217. .396, 218. .397, 219. .419, 


220 . .438, 


4 41.. 587 






Seq. No. 


12462 


Seq. ID 


OJ990810 10.9CzJ 


. CI 




Gene No. 


26380 


Strand 


+ 






Start 


213 


End 


731 






Name 


OJ990810 10.9C23.Cl.ol.np 


Method 


AAT/NAP 






Start 


218 


End 


731 






GI 


2317908 


Score 


435 






Exons 


218. .731 










GI Descrip. 


(U89959) Unknown protein [Arabidopsis thaliana] 






Seq. No. 


12462 


Seq. ID 


OJ990810_10.9C23 


.CI 


a 


Gene No. 


26380 


Strand 


+ 






Start 


213 ^ . 


End 


731 






Name 


OJ990810 10.9C23.Cl.ol.tm 


Method 


TBLASTX: Maize 




i : 


Start 


334 


End 


725 






GI 


none 


Score 


77 




r s \ 


Exons 


334. .441, 366. .425, 396. .725, 


513. .713 






4! 


Seq. No. 


12463 


Seq. ID 


OJ990810_10. 9C23 


. C2 




Gene No . 


26381 


Strand 


+ 






Start 


1 


End 


6225 




Is 


Name 


OJ990810 10.9C23.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


6225 






GI 


5042157 


Score 


303 




M' 


Exons 


1..170, 569. .732, 6042. .6225 










GI Descrip. 


(AL078 620) putative WRKY DNA-binding protein [Arabidopsis 


□ 




thaliana] 










Seq. No. 


12463 


Seq. ID 


OJ990810_10.9C23 


,C2 




Gene No. 


26381 


Strand 


+ 






Start 


1 


End 


6225 






Name 


OJ990810 10.9C23.C2.ol.gs 


Method 


GENSCAN 






Start 


148 


End 


2218 






GI 


none 


Score 


.73 • 






Exons 


148. .463, 535. .545, 577. .732, 


2198. .2218 






Seq. No. 


12463 


Seq. ID 


OJ990810_10. 9C23 


,C2 




Gene No. 


26382 


Strand 


+ 






a rt- 


6664 


End 


7555 






Name 


OJ990810 10.9C23.C2.o3.gs 


Method 


GENSCAN 






Start 


6664 


End 


7555 






GI 


none 


Score 


.68 






Exons 


6664. .6844, 6906. .6977, 7470. 


.7555 








Seq. No. 


12463 


Seq. ID 


OJ990810_10. 9C23 


.C2 



12962 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



26383 Strand + 

7941 End 16729 

OJ990810_10 . 9C23 . C2 . o4 . gs Method GENSCAN 

7941 End 15125 

none Score . 84 

7941. .8121, 8238. .8401, 9108. .9149, 9588. .9749, 10425 .. 10542 , 

10678. . 10736, 1 1135 .. 11206, 13155 .. 13222 , 13560 .. 13628 , 

13733. .13815, 14035 .. 14 125, 14206 .. 14271 , 14 713 14 806, 
14828. .14972, 15055. .15125 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12463 
26383 
7941 

OJ9908 10_10 . 9C23 . C2 . o2 . np 

8225 

6324357 

8225.-8323, 9178.. 9268, 9520. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9578, 



OJ990810_ 
+ 

16729 
AAT/NAP 
16729 
108 

16645. .16729 



10. 9C23.C2 



Member of the major facilitator super family; Ecm39p 

gi I 1730674 | sp| P53730 | YN8I_YEAST HYPOTHETICAL 62.7 KD PROTEIN 

SEC12-SSK2 INTERGENIC REGION gi | 2132801 | pir | | S63361 probable 

membrane protein YNR030w - yeast ( Saccharomyces cerevisiae) 

gi | 1302525 |emb|CAA96310| (Z71645) ORF YNR030w [Saccharomyces 

cerevisiae] 



IN 



12463 
26383 
7941 

OJ990810_10. 9C23.C2.ol.gp 
14300 

32197_1.R1084 
14300.. 14392 

I 4455192/emb|CAB36515.1| 2.0e-13 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810_10, 
+ 

16729 
AAT/GAP 
14392 
128 



9C23.C2 



(AL035440) putative protein 



Seq. No. 12463 Seq. ID 

Gene No. 26384 Strand 

Start 5818 End 

Name OJ990810_10 . 9C23 . C2 . o2 . gs Method 

Start ^ 5818 End 

GI none Score 

Exons 5818.. 6234 



OJ990810_10.9C23.C2 

6234 
GENSCAN 
6234 
.66 



Seq. No. 


12463 






Seq. ID 


OJ990810_10. 9C23. 


.C2 


Gene No. 


26385 






Strand 






Start 


15089 






End 


15498 




Name 


OJ990810 


10.9C23.C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


584 






End 


6162 




GI 


none 






Score 


257 




Exons 


584. .742, 


595. .732, 


654. .734, 


6039.. 6101, 6040.. 6162 




Seq. No. 


12463 






Seq. ID 


OJ990810_10. 9C23. 


.C2 


Gene No. 


26385 






Strand 






Start 


15089 






End 


15498 




Name 


OJ990810 


10. 9C23.C2, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


659 






End 


6159 




GI 


none 






Score 


143 




Exons 


659. .742, 


676. .732, 


6040. .6159 







12963 



Seq. No. 12463 Seq. ID 

Gene No. 26385 Strand 

Start 15089 End 

Name OJ9908 10_10 . 9C2 3 . C2 . o3 . tm Method 

Start, 11771 End 

GI none Score 
Exons 



OJ990810_10.9C23.C2 
15498 

TBLASTX: Maize 

13227 

57 



11771. .11824,-11773. .11823, 1191 S .. 1198 1 , 11934 11 987 , 

11980. .12021, 11981. . 12022, 12569 .. 1264 3 , 12570 .. 12 64 4 , 

12968. .13078, 12978 .. 13079, 12979 .. 13062 , 12988 13083, 

12989. .13105, 13113. . 13196, 13153 .. 13227 , 13154 13225, 
13180. .13227 



Seq. No. 12463 
Gene No. 26385 
Start 15089 

Name OJ990810_10 . 9C23 . C2 . o2 . tm 

Start 13725 
GI none 

Exons 13725. .13814, 13730 .. 13813, 

14018. . 14128, 14020. . 14124, 
14184. .14264, 14186. .14269, 
14713. .14808, 14972. . 15055, 
15072. .15110, 15082. .15123, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13732 

14034 

14204 

14973 

15083 



OJ990810 10.9C23.C2 



15498 

TBLASTX: Maize 
15123 
144 

13818, 13733. . 13816, 
14129, 14034 .. 14129, 
14275, 14711. . 14812, 
15056, 14973. . 15059, 
15112 



Seq. No. 12463^ Se;q. ID 

Gene No. 26385* Strand 

Start 15089 End 

Name OJ990810_10 . 9C23 .C2 . o2 . gp Method 

Start 15089 End ' 

GI none Score - 

Exons 15089. . 15498 



OJ990810_10. 9C23.C2 

15498 
AAT/GAP 
15498 
816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12464 
26386 
4994 

OJ9908 10_10 . 9C23 . C3 . ol . np 
4994 
6907106 
4994. .5341, 
(AP001129) 



Seq. ID OJ990810_ 

Strand + 

End" 6015 

Method AAT/NAP 

End 6015 

Score 437 
5501. .5796, 5831. .6015 
EST AU068291 (C12960) corresponds 



10.9C23.C3 



predicted gene.; hypothetical protein [Oryza sativa] 



to a region of the 



12464 Seq. ID 

26387 Strand 
6162 End 
OJ990810_10 . 9C23 . C3 . ol . gp Method 
6162 End 
15591_1.R1084 Score 
6162. . 6455 

1 5257255/dbj | AP000364.il AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990810_10'. 9C23.C3 
+ 

6455 
AAT/GAP 
6455 
444 



Seq. No. 12464 Seq. ID 

Gene No. 26388 Strand 

Start 1177 End 

Name OJ990810JL0 . 9C23 . C3 . ol . gs Method 



OJ990810_10.9C23.C3 

5945 
GENSCAN 



12964 



Start 
GI 

Exons 



1177 
none 

1177. .1218, 1651. .1807, 1855. 
5854. .5945 



End 5945 
Score .59 

.2041, 4743.-4775, 4914. .5701, 



Seq. No. 12464 

Gene No. 26388 

Start 1177 

Name OJ990810_10 . 9C23 . C3 . ol . tm 

Start 5607 

GI none 

Exons 5607.. 5732, 5622.. 5804, 5623. 

5863. .5916, 5877. .5915, 5883. 



Seq. ID OJ990810_10.9C23.C3 
Strand 

End 594 5 

Method TBLASTX : Mai ze 

End 5918 

Score 125 

.5808, 5809. .5847, 5816. .5845, 
.5918 



Seq. No. 


1 o / /re 
J.Z 41 DO 


beq. id 


/"ntqqaqta in 

ojyyuoiu iu. 


ycz j 


. C4 


Gene No. 


O C "3 O Q 


Strand 


+ 






Start 


1078 


End 


1477 






Name 


OJ990810_10.9C23.C4 .ol.gp 


Method 


AAT/GAP 






Start 


t m q 


Lna 








GI 


none 


Score 


"7 1/" 

716 






Exons 


lO/o . .14 77 










Seq. No. 


Iz4 DO 


Seq. ID 


/-\ t a a a o t a i n 

OJ990810 10. 


9C23 


. C4 


Gene No. 


o r *d n c\ 


Strand 








Start 


1 C\ o A 


T~l _ J 

hna 


14 oz 






Name. 


OJ990810 10.9C23.C4.ol.gs 


Method 


GENSCAN 






Start 


1020 


End 


1452 








none 


Score 


.89 






Exons 


IUzU..llzz, lzo4..14oz 










beq. No. 


±Z4 DO 


Seq. ID 


OJ990810_10. 


ycz j 


. CO 


Gene No . 


z d jy l 


Strand 


+ 






Start 


Z / O 


End 


7323 






Name 


ujyyuoiu ± u . yuz j . co . o± . gp 


Method 


AAT/GAP 






Start 


276 


End 


395 






GI 


none 


Score 


207 








276.. 395 










Seq. No. 


12466 


Seq. ID 


OJ990810_10. 


9C23 


.C5 


Gene No. 


26391 


Strand 


+ 






Start 


276 


End 


7323 






Name 


OJ990810 10. 9C23.C5.ol.np 


Method 


AAT/NAP 






Start 


276 


End 


538 






GI 


6911855 


Score 


42 






Exons 


276. .538 










GI Descrip. 


(AL138649) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


12466 


Seq. ID 


OJ990810_10. 


9C23 


C5 


Gene No. 


26391 


Strand 


+ 






Start 


276 


End 


7323 






Name 


OJ990810 10.9C23.C5.o2.np 


Method 


AAT/NAP 






Start 


353 


End 


7323 






GI 


2245115 


Score 


306 






Exons 


353. .638, 1295. .1683, 7187. 


7323 








GI Descrip. 


(Z97343) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12466 


Seq. ID 


OJ990810_10. 


9C23. 


C5 



12965 




Gene No. 


26391 


Strand 


+ 




Start 


276 


End 


7323 




Name 


OJ990810 10. 9C23.C5.ol.gs 


Method 


ppMCpnM 
VjHiINow/tIN 




c -i- -j -r +- 


377 


End 


DO 4 O 




P T 


none 


Score 


A 7 




C"* V V*\ T"k O 


377. .632, 1433. .1709, 2883. .2934, 3068 




/109c 
. . HO £D f 




S692 6843 








Seq. No. 


J. rt W 




OJ990810_10 


.9C23.C5 


Gene No. 


96391 


on diiu 


+ 




Of a v-+- 




FnH 


7^9^ 




Name 


OJ990810 10.9C23.C5.o2.gp 


Method 


aanp /pa p 




OLal U 


2567 


End 


9fi7Q 




PT 


427418 


Score 


C Q R 






2567. .2879 








o e q * in o . 


12466 


Seq. ID 


Pi TQQHfi 1 D ID 




Gene No. 


26391 


Strand 


+ ~~ 




Start 


276 


End 


7323 




Name 


OJ990810 10. 9C23.C5.o3.np 


Method 








4469 


End 






PT 


2317908 


Score 


1 09£ 
± U Z D 




Exons 


4469..4'825, 5692.. 6905 








P T P\ «-» »-i v~ n t~\ 

ul JJcSClip . 


(U89959) Unknown protein [Arabidopsis 


inallalla J 




Seq. No. 


12466 


Seq. ID 


OJ990810_10 


.9C23.C5 


Gene No. 


26392 


Strand 


+ 




ol arc 


7561 


End 


1 1 OCT 
11Z J J 




Name 


OJ990810 10. 9C23.C5.o2.gs 


Method 


C U 1 Ty T C C S M 




o tar l 


7561 


End 


1 1 oco 
1 1ZD j 




PT 


none 


Score 


. ft O 




Exons 


7561.. 7709, 9209.. 9616, 10977. 


. .11253 






OC<4. IN U • 


12466 


Seq. ID 


pi.tqqopi n in 






26392 


Strand 


+ ~ 




Start 


7561 


End 


11253 




Name 


OJ990810 10.9C23.C5.o4.np 


Method 


AAT/NAP 




Qt art 

O Let J. U 


9255 


End 


11250 




PT 
bl 


3341694 


Score 


402 




III AUI 1 O 


9255.. 9616, 10977.. 11250 








PT Hd c p r* i 


(AC003672) putative PREGl-like negative regulator 


[Arabidopsis 




thaliana] 








Seq. No. 


12466 


Seq. ID 


OJ990810_10 


.9C23.C5 


Gene No. 


26393 


Strand 






CH- a y--h 


15489 


End 


16097 




Name 


OJ990810 10. 9C23.C5.o3. tm 


Method 


TBLASTX: Maize 


O L cl X. l_ 


271 


End 


401 




PT 
bl 


none • 


Score 


126 




Exons 


271. .381, 271. .381, 272. .400, 


273. .401 






Seq. No. 


12466 


Seq. ID 


OJ990810JL0 


.9C23.C5 


Gene No. 


26393 


Strand 






Start 


15489 


End 


16097 




Name 


OJ990810 10. 9C23.C5.o3. tc 


Method 


TBLASTX: Cress 


Start 


272 


End 


409 




GI 


none 


Score 


208 





12966 



Exons 



272. .409, 277. .375 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810_10 . 9C23 . C5 . o3 . ts 

Start 284 

GI none 

Exons 284. .388, 286. .381, 295. .390 



Seq. ID OJ990810_10. 9C23.C5 
Strand 

End 16097 

.Method TBLASTX : Soybean 

End 390 

Score 192 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810_10 . 9C23 . C5 . ol . tc 

Start 4 607 

GI none 

Exons 4607.. 4693, 4724.. 4828, 5689, 
5847.. 5969 



Seq. ID OJ990810_10.9C23.C5 
Strand 

End 16097 

Method TBLASTX : Cress 

End 6060 

Score 85 
.5868, 5691.. 5891, 5692.. 6060, 



Seq. No. " 12466 

Gene No. 26393 

Start 15489 

Name OJ990810_10 . 9C23 . C5 . o2 . ts 

Start 5749 

GI none 

Exons 5749.. 5997, 5749.. 5916, 5757. 



Seq. ID OJ990810_10. 9C23.C5 
Strand 

End 16097 

Method TBLASTX : Soybean 

End 5997 

Score 247 
.5969 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810JL0 . 9C23 . C5 . o2 . tm 

Start 5806 

GI none 

Exons 5806.. 6198, 5838.. 5897, 5986. 



Seq. ID OJ990810_10. 9C23.C5 
Strand 

End 16097 

Method TBLASTX : Mai ze 

End 6198 

Score 286 
. 6189 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810_10 . 9C23 . C5 . ol . ts 

Start 6208 

GI none 

Exons 6208.. 6510, 6240.. 6527, 6241. 



Seq. ID OJ990810_10.9C23.C5 
Strand 

.End 16097 

"* Method TBLASTX : Soybean 

End 6639 

Score 302 
.6528, 6S68..6639 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810JL0 . 9C23 . C5 . o2 . tc 

Start 6277 

GI none 

Exons 6277.. 6570, 6277.. 6444, 6297. 



Seq. ID OJ990810_10. 9C23.C5 
Strand 

End 16097 

Method TBLASTX : Cress 

End .6570 

Score 251 
.6569 



Seq. No. 12466 

Gene No. 26393 

Start 15489 

Name OJ990810_10 . 9C23 .C5.ol.tm 

Start 9546 

GI none 



Seq. ID OJ990810_10. 9C23.C5 
Strand 

End 16097 

Method TBLASTX : Mai ze 

End 11261 

Score 112 



12967 



Exons 



9546. .9617, 9548. .9619, 10978 .. 11142 , 10990 .. 11022 , 
11019. .11132, 11083. .11142, 11166 .. 11261 , 11187.. 11255 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12466 
26393 
15489 

OJ990810_10. 9C23.C5.o3.gs 

15489 

none 



Seq. ID OJ990810_10.9C23.C5 



Strand 
End 

Method 

End 

Score 



16097 
GEN SCAN 
16097 
.7 



15489. .15524, 15734 .. 15931, 15953.. 16097 



Seq. No. 12467 

Gene No. 26394 

Start 1 

Name OJ990810_10 . 9C23 . C6 . ol . np 

Start 1 

GI 3668088 

Exons 1..58, 1063. .2209, 2285.-2566 

GI Descrip. (AC004667) similar to mammalian 
[Arabidopsis thaliana) 



Seq. ID 

Strand 
End 

Method 
End 
Score" 



OJ990810_ 
+ 

2632 
AAT/NAP 
2566 ■ 
1072 



10.9C23.C6 



MHC III region protein G9a 



Seq. No. 


124 67 


Seq. ID 


OJ990810_10.9C23.C6 


Gene No. 


26394 


Strand 


+ 


Start 


1 


End 


2632 


Name 


OJ990810_10 . 9C23 . C6 . ol . gs 


Method 


GENSCAN 


Start 


44 


End 


2569 - 


GI 


none 


Score 


1 


Exons 


44. .2569 






Seq. No. 


12467 


Seq. ID 


OJ990810_10.9C23.C6 


Gene No . 


26394 ' 


Strand 


+ 


Start 


1 


End 


2632 


Name 


OJ990810 10.9C23.C6.ol.gp 


Method 


AAT/GAP 


Start 


2140 


End 


2632 


GI 


3767459 


Score 


948 


Exons 


2140. .2632 






GI Descrip. 


4314371/gb|AAD15582| 1.0e-41 


(AC006340 


) putative G9a protein 




[Arabidopsis thaliana] 




Seq. No. 


12467 " 


Seq. ID 


OJ990810_10.9C23.C6 


Gene No. 


26395 


Strand 


+ 


Start 


14557 


End 


16987 


Name 


OJ990810 10.9C23.C6.o4.gs 


Method 


GENSCAN 


Start 


14557 


End 


16987 


GI 


none 


Score 


.72 


Exons 


14557. .14662, 14 8 17 14 978, 


16633. .16765, 1 6822 .. 16987 ' 


Seq. No. 


12467 


Seq. ID 


OJ990810_10.9C23.C6 


Gene No. 


26396 


Strand .* 


+ 


Start 


20659 


End. 


20917 


Name 


OJ990810 10.9C23.C6.o9.gp 


Method 


AAT/GAP 


Start 


20659 


End 


20917 


GI 


49665 1.R1084 


Score 


518 


Exons 


20659.. 20917 






GI Descrip. 


'5922603/dbj | AP0004 92 . 1 | AP0004 92 4.0e- 


57 Oryza sativa genomic 



DNA, chromosome 1, clone : P0705D01 • 



12968 



Seq. No. 12467 Seq. ID 

Gene No. 26397 Strand 

Start 5109 End 

Name OJ990810_10 . 9C23 . C6 . o2 . gs Method 

Start 5109 End 

GI none Score 

Exons 5109.. 5555 



OJ990810_10.9C23.C6 

5555 
GENSCAN 
5555 
.87-: 



Seq. No. 12467 

Gene No. 26398 

Start 6063 

Name OJ990810_10 . 9C23 . C6 . o3 . gs 

Start 6063 

GI none 
Exons 



OJ990810 10.9C23.C6 



Seq. ID 
Strand 

End 12792 
Method GENSCAN 
End 12792 
Score .76 

6063. .6139, 6508. .6625, 7943. .8147, 8766. .8793, 8941. .9094, 
9183.. 9269, 9370.. 9445, 9736.. 9986, 1044 6 .. 10562 , 10651 .. 1077 9, 
10800. .11021, 12464. .12577, 12685.. 12792 



Seq. No. 
Gene No. 
Start 
Name 

Start . • 
GI 

Exons 

GI Descrip. 



12467 



Seq. ID OJ990810_10.9C23.C6 



26398 Strand 
6063 End 12792 

OJ990810_10.9C23.C6.o3.gp Method AAT/GAP 

6570 End 6814" 

2796620 Score 451 

6570. .6814 

24 63510/emb | Y11048 | ZMSNORNA1 5.0e-27 2. mays small nuclear RNA 
genes snoRl.l, snoR2.2, snoR3.2, U14.1a, U14.1b, U14.1c and 
U14.1d 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810 10.9C23.C6 



12467 
26398 
6063 

OJ990810_10. 9C23.C6.o6.gp 
8593 

15088_1.R1084 

8593.. 9094, 9183.. 9269, 9370. 
10651. .10725, 10800. .10961 

f 2196878/emb | CAA69600 | 1.0e-138 (Y08292) NADH glutamate 
dehydrogenase [Nicotiana plumbaginif olia] ' 



12792 
AAT/GAP 
10961 
2340 



9445, 9736..9986, 104 4 6 .. 10562 , 



12467 
26398 
6063 

OJ990810JL0. 9C23.C6.o2.np 

8912 

1336084 



OJ990810 10.9C23.C6 



Seq. ID _ 
Strand 

End 12792 
Method AAT/NAP 
End 12792 
Score 1613 

8912. .9094, 9183. .9269, 9370. .9445, 9736. .9986, 104 4 6 .. 10562 , 
10651. .10725, 10800. .11021, 124 64 .. 12577 , 12685. .12792 
(U56635) Arabidopsis thaliana glutamate dehydrogenase 2 (GDH2) 
mRNA, complete cds . [Arabidopsis thaliana] 



12467 Seq. ID 

26399 Strand 

14587 End 

OJ990810_10. 9C23.C6.o2.tw Method 

1547 End 

none Score 



OJ990810_10. 9C23.C6 
20917 

TBLASTX: Wheat 

1987 

102 



12969 




Exons 


1547 . . 1699, 


1721 . 


. 1837, 


1889 . 


.1987, 1891. .1986 




Seq. No. 


12467 








Seq. ID 


OJ990810 


_10. 9C23.C6 


Gene No. 


26399 








Strand 


_ 




Start 


14587 








End 


20917 




Name 


OJ990810 10. 


9C23. 


C6.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1903 








End 


2155 




GI 


none 








Score 


252 




Exons 


1903 . . 1992, 


1904 . 


. 2155, 


2062 . 


.2151 






Seq. No. 


12467 








Seq. ID 


OJ990810 


_10.9C23.C6 


Gene No. 


26399 








Strand 






Start 


14 587 








End 


20917 




Name 


OJ990810 10. 


9C23 . 


C6 . ol . 


tm 


Method 


TBLASTX : 


Maize 


Start 


1917 








End 


2497 




GI 


none 








Score 


130 




Exons 


1917 . . 2240, 


1918. 


.2241, 


1919 . 


.2497, 2284. .2496 




Seq. No. 


12467 








Seq. ID 


OJ990810 


_10.9C23.C6 


Gene No. 


26399 








Strand 






Start 


14587 








End 


20917 




Name 


OJ990810_10 . 


9C23.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2278 








End 


2581 




GI 


none 








Score 


354 




Exons 


2278 . .2565, 


2288 . 


. 2569, 


2288 . 


.2581 . 






Seq. No. 


12467 








Seq. ID 


OJ990810 


_10. 9C23.C6 


Gene No. 


26399 








Strand 






Start 


14587 








End 


20917 




Name 


OJ990810_10. 


9C23. 


C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8788 








End 


9270 




GI 


none 








Score 


54 




Exons 


8788 . . 8856, 


8791. 


.8847, 


8796. 


.8855, 8889. .9098, 


8906 . . 9028 , 




8906 . . 9109, 


8907. 


. 9110, 


8986. 


. 9117, 9173. . 9217, 


9174 . .9269, 




9177 . . 9269, 


9184 . 


. 9270 










Seq. No. 


12467 








Seq. ID 


OJ990810 


_10. 9C23.C6 


Gene No. 


26399 








Strand 






Start 


14587 








End 


20917 




Name 


OJ990810 10. 


9C23. 


C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8788 








End 


9991 




GI 


none 








Score 


47 




Exons 


8788 . . 8847, 


8815. 


.8853, 


8855 . 


.8884, 8859. .8885, 


8898 . . 9044 , 




8899 . . 8946, 


8900. 


.9109, 


8903 . 


.9025, 8904. .9110, 


9064 . .9117, 




9070 . . 9135, 


9173. 


.9271, 


9174 . 


. 9272, 9187. . 9279, 


934 6 . . 9447 , 




9370 . . 9456, 


9729. 


.9962, 


9731 . 


.9991, 9735. .9971, 


9745 . . 9990 


Seq. No. 


12467 








Seq. ID 


OJ990810 


10. 9C23.C6 


Gene No. 


26399 








Strand 






Start 


1 a con ' 
14bo / 








End 


20917 




Name 


OJ990810 10. 


9C23. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8895 








End 


12793 




GI 


none 








Score 


87 




Exons 


8895. .9050, 


8909. 


.9025, 


8909. 


.9124, 8913. .9110, 


9034. .9117, 




9174. .9272, 


9184. 


.9279, 


9346. 


.9456, 9346. .9447, 


9735. .9995, 




9856. .9987, 


10446 


..10541, 10465. .10563, 


10649. . 


10729, 



10651. .10728, 10800. . 10913, 10801 .. 10914 , 10812 .. 11027, 



12970 





10930 


.11022, 10965 


. . 11024 , 


12461. .12583, 12462 


. . 12578, 






12682 


.12792, 12683 


. . 12793 










Seq. No. 


12467 






Seq. ID 


OJ990810 


_10.9C23 


.C6 


Gene No. 


26399 






Strand 








Start 


14587 






End 


'20917- 






Name 


OJ990810 10.9C23.C6 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


8909 






End 


12793 






GI 


none 






Score 


201 






Exons 


8909. . 


9124, 8913.. 9110, 8986 


..9111, 9174. .9272, 


9187. . 9279 




9346. . 


9447, 9370.. 9474, 9727 


..9771, 9730.. 9993, 


9735. .9995 




9853. . 


9987, 10446.. 


10541, 10450. .10563, 


10649. . 


10726, 






10651. 


.10728, 10657 


. . 10728, 


10800. .10913, 10806 


. . 11027 , 






10856. 


.10963, 10861 


. . 11022, 


10965. .11024, 10997 


. . 11032, 






12461. 


.12583, 12461 


. . 12583, 


12462. .12611, 12682 


. . 12792, 






12683. 


.12793 












Seq. No. 


12467 






Seq. ID 


OJ990810 


-i rt rt a rt rt 

_10 . 9C23 


. C6 


Gene No. 


26399 






Strand 








Start 


14587 






End 


20917 






Name 


OJ990810 10.9C23.C6 


. o3. tm 


Method 


TBLASTX: 


Maize 




Start 


10446 






End 


12795 






GI 


none 






Score 


176 






Exons 


10446. 


.10541, 10447 


. .10563, 


10447. .10560, 10629 


. . 10730, 






10651. 


.10731, 10651 


. . 10728, 


10800. . 10913, 10801 


. . 10914 , 






10806. 


.11024, 10814 


. .11038, 


10861. . 11022, 10965 


. . 11024 , 






12461. 


.12583, 12462 


. .12578, 


12463. . 12579, 12682 


. . 12792, 






12682. 


.12795 












Seq. No. 


12467 






Seq. ID 


OJ990810 


«1 rt rt rt ""'i 

10 . 9C23 


C6 


Gene No. 


26399 






Strand 








Start 


14587 






End 


20917 






Name 


OJ990E 


ilO_10.9C23.C6 


. o3 . np 


Method 


AAT/NAP 






Start 


14587 






End 


20917 






GI 


5042454 




Score 


236 






Exons 


14587. 


.14640, 14875 


. . 15062, 


20792. .20917 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


12467 






Seq. ID 


OJ990810 


_10.9C23 


C6 


Gene No. 


26399 






Strand 








Start 


14587 






End 


20917 






Name 


OJ990810 10.9C23.C6 


.o5.gs 


Method 


GENSCAN 






Start 


19342 






End 


20625 






GI 


none 






Score 


.66 






Exons 


19342. 


.19448, 19618 


. .19734, 


20152. .20325, 20526 


. .20625 




Seq. No. 


12467 






Seq. ID 


OJ990810_ 


_10.9C23 


C6 


Gene No. 


26399 






Strand 








Start 


14587 






End 


20917 






Name 


OJ990810 10.9C23.C6 


. o4 . np 


Method 


AAT/NAP 






Start 


20765 






End 


20917 






GI 


1732367 




Score 


120 






Exons 


20765. 


.20917 












GI Descrip. 


(U80583) proteinase 


TMP [Lycopersicon esculentum] 




Seq. No. 


12468 






Seq. ID 


OJ990810 


_10. 9C23. 


C7 


Gene No. 


26400 






Strand 









12971 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



188 

AAT/GAP 
188 
317 



OJ990810_10.9C23.C7.ol.gp 
1 

49665_1.R1084 
1. .188 

'5922603/dbj | AP0004 92 . 1 1 AP0004 92 4 . Oe-57 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 ' 



12468 Seq. ID 

26401 Strand 
7763 End 
OJ990810_10 . 9C23 . C7 . o2 . np Method 
7724 End 
6119523 Score 
7724. .8123, 8304 . .8526, 8996. .9335, 9424. .9647, 10580. .11120 
(AC011560) putative amino acid transporter [Arabidopsis 
thaliana] 



OJ990810_10. 9C23.C7 
+ 

11120 
AAT/NAP 
11120 
1245 



Seq. No. 


12468 






Seq. ID 


OJ990810_ 


10. 9C23 


.CI 


Gene No. 


26401 






Strand 


+ 






Start 


7763 






End 


11120 






Name 


OJ990810 10.9C23.C7. 


.o2. 


gs 


Method 


GENSCAN 






Start 


7763 






End 


11118 






GI 


none 






Score 


.65 






Exons 


7763. .8123, 8304. .8526, 


8996 


..9326, 9415. .9601, 


IUjDO. . 


1U4 jj, 




i/^con 11110 

10580 .. 11118 














Seq. No. 


12468 






Seq. ID 


OJ990810_ 


10.9C23 


.CI 


bene wo . 


26402 






Strand 


+ 






Start 


14244 






~ * End 


15140 






Name 


OJ990810 10.9C23.C7. 


.o4 . 


gp 


Method 


AAT/GAP 






otart 


14244 






End 


15140 






GI 


none 






Score 


1726 






Exons 


14244. .15140 














Seq. No. 


12468 






Seq. ID 


OJ990810_ 


10. 9C23 


,C7 


Gene No. 


26403 






Strand 


+ 






Start 


15946 






End • 


18211 






Name 


OJ990810 10.9C23.C7. 


,o4. 


gs 


Method 


GENSCAN 






Start 


15946 






End 


18211 






GI 


none 






Score 


.59 






Exons 


15946. .16012, 16170. 


. .16304, 


16309. . 16402, 17307. 


.17466, 






17909. .18046, 18095. 


. .IS 


1211 










Seq. No. 


12468 






Seq. ID 


OJ990810_ 


10.9C23 


.CI 


Gene No. 


26404 






Strand 


+ 






Start 


19917 






End 


20366 






Name 


OJ990810 10.9C23.C7. 


.o5. 


gp 


Method 


AAT/GAP 






Start 


19917 






End 


20366 






GI 


none 






Score 


879 






Exons 


19917. .20366 














Seq. No. 


12468 






Seq. ID 


OJ990810_ 


10.9C23 


,C7 


Gene No. 


26405 






Strand 


+ 






Start 


20694 






End 


21074 






Name 


OJ990810 10.9C23.C7, 


,06. 


gp 


Method 


AAT/GAP 






Start 


20694 






End 


21074 







12972 



GI 1729_1.R1084 Score 725 

Exons 20694 . .21074 

GI Descrip. ? 24 63510/emb | Y11048 | ZMSNORNA1 5.0e-27 Z.mays small nuclear RNA 
genes snoRl.l, snoR2.2, snoR3.2, 014.1a, U14.1b, U14 . lc and 
U14 . Id 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12468 
26406 
1 

OJ990810_10.9C23.C7.ol.np 
1 

431176 



Seq. ID OJ990810 10.9C23.C7 



Strand 
End 

Method 

End 

Score 



6894 
AAT/NAP 
2790 
1572 



1..486, 598. .923, 1199. .1481, 1556. .1625, 1712. .1807, 
1923. .2317, 2395. .2540, 2634. .2790 



GI Descrip. (D21815) serine proteinase [Lilium longiflorum] 



Seq. No. 12468 Seq. ID 

Gene No. 26406 Strand 

Start 1 End 

Name OJ990810_10 . 9C23 . C7 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37.. 486, 598.. 923, 1199.. 1481, 1712 



OJ990810 10.9C23.C7 



6894 
GEN SCAN 
6894 
.61 

1848, 2029. 



2395. .2545, 2624. .2750, 3604. .3790, 6434. .6581, 



.2317, 
6608. .6894 



Seq. No. 12468 Seq. -ID OJ990810_10 . 9C23 . C7 

Gene No. 26406 Strand 

Start 1 End 6894 

Name OJ990810_10 . 9C23 . C7 . o2 . gp Method AAT/GAP 

Start 166 - End 634 

GI 4968773 Score 590 

Exons 166.. 486, 598.. 634 

GI Descrip. 4 31176/dbj | BAA04839 | 5.0e-26 (D21815) serine proteinase [Lilium 
longiflorum] 



Seq. No. 12468 

Gene No. 26406 

Start 1 

Name OJ990810_10 . 9C23 . C7 . o3 . gp 

Start 2259 

GI uC-osrocyp004c09bl 

Exons 2259.. 2317, 2395.. 2545, 2624. 

GI Descrip. 1 43117 6/dbj | BAA04839 | 5.0e-26 
longiflorum] 1 



OJ990810_10. 9C23.C7 

■6894 
AAT/GAP 
3786 
852 

3604. .3786 ~ 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2688, 

(D21815) serine proteinase [Lilium 



Seq. No. 


12468 








Seq. ID 


OJ990810_10. 9C23. 


,C7 


Gene No. 


26407 








Strand 






Start 


14453 








End 


15070 




Name 


OJ990810 10.9C.23 


,C7, 


,o3. 


.gs . 


Method 


GENSCAN 




Start 


14453 








End 


15070 




GI 


none 








Score 


.81 




Exons 


14453. .15070 














Seq. No. 


12468 








Seq. ID 


OJ990810_10.9C23. 


■ C7 


Gene No. 


26408 








Strand 






Start 


19562 








End 


21094 




Name 


OJ990810 10.9C23 


.C7, 


.ol. 


. tm 


Method 


TBLASTX: Maize 





12973 




Start 


A £ 








bno 


4oo 


GI 


none 








Score 




Exons 


A £ Zl Q ^ Al 


A A Q 










Seq. No. 


12468 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No. 


26408 








Strand 














Hjna 


0 1 n q/i 


Name 


pi tqqpi q in 1 n 


. yK^Z j . 


L, / . Ol . 


T-S 


Tut /^k +■ r~\ ^\ /""J 


1 £3±j/\o 1 a . ooyDsan 


otarr 


A c 








bna 


m n 


C T 

bX 


none 








Score 


1 JO 


Exons 


4 O . . 3 X U , Dj 


9 9 O 










Seq. No. 


124.68 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No. 


26408 








Strand 














i^no. 


Z X U :? fl 


Name 


n TQQHQ in in 
uj y y uo xu iu 




P7 r\1 
L» / . OX . 


L W 


LYie t noQ 


TRT Zi CTY • TaTVi naf 


Of 4— 


£ 1 

D 1 








Cjnu 


A "3 ^ 
f± 0 0 


Li JL 


none 








Score 


91 9 
X z. 


TP TF /"S £"t 


(z 1 /too 77 


A "3^ 










Seq. No. 


12468 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No.' 


26408 








Strand 




C 4- -1 v4- 


19562 










9 1 n Ok a 
z x u y h 


Name 


OJ990810 10 


.9C23. 


C7.ol. 


4- „ 


Method 


rnrjT 7\C r PV •/^v-^oc 

1 ii XjAo 1 a : l, r e s s 


Start 


100 








Tr _ -j 

bno. 


0 / y 


bX 


none 








Score 


0 y 


Exons 


100.. 378, 122.'. 220, 248 


. . 0 / y 






Seq. No. 


12468 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No. 


26408 








Strand 




O 4- -5 v- 4- 

0 tar t. 


19562 








End 


21094 


Name 


OJ990810 10 


.9C23. 


C7.o2. 


f TV, 


Method 


TBLASTX: Maize 


oiart 


1200 








End 


1597 


C T 


none 








Score 


147 


Exons 


1200. .1427, 


1201. 


.1395, 


1 A "5 1 
1 H O X . 


.1484, 1432.. 1482, 1556.. 1597 


oeq . iNO . 


12468 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No. 


26408 








Strand 




Start 


19562 








End 


21094 


Name 


OJ990810 10 


.9C23. 


C7.o3. 


T_ S 


Method 


TBLASTX : Soybean 


oiart 


1254 








End 


2137 


LjX 


none 








Score 


59 


Exons 


1254. .1376, 


1287. 


.1427, 


X ft 0 f . 


.1484, 1438.. 1482, 1556.. 1597 




1711. .1809, 


1715. 


.1804, 


1 Q1 /I 
1 y X 4 . 


.2090, 1923.. 2033, 1925.. 2137 


Seq. No. 


12468 








Seq. ID 


OJ990810_10. 9C23.C7 


Gene No. 


26408 








Strand 




Of a ■w.-f- 


19562 








End 


21094 


Name 


OJ990810 10 


^9C23. 


C7.o3. 


IC 


Method 


TBLASTX: Cress 


G+- -a v- 4- 

otart 


1431 








End 


2029 


GI 


none 








Score 


61 


Exons 


1431. .1484, 


1556. 


.1597, 


1711. 


.1809, 1715.. 1804, 1925.. 2029 


Seq. No. 


12468 








Seq. ID 


OJ990810_10.9C23.C7 


Gene No. 


26408 








Strand 




Start 


19562 








End 


21094 


Name 


OJ990810 10 


. 9C23. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 



12974 



Start 


/ / o 4 








GI 


none 








Exons 


7 7 fl 4 pi i Q 


"7Q9P 


. OIjU, 


R 9 R 
O Z o 0 . 


Seq. No. 


12468 








Gene No. 


26408 


















Name 


nTQQCiQi n in 
uj yyuoiu iu 




u / . oz . 


lC 


Start 


i "7 q ri 

/ / y u 








GI 


none 








Exons 


7 7 Qf! Q1 Oc; 


/ y du . 


. O XZ / , 


o £ o D . 


Seq. No. 


12468 








Gene No. 


26408 








Of -i v-f 


1 QC CO 








Name 


n TQQHQ1 n in 

uj yyub xu iu 


ycz -3 . 


U / . Oj . 


cm 


otart 


/ / y u 








bl 


none 








kxons 


/ / y u . .oizo, 


/ yo / . 


R 1 ^ "3 
. 0 1 J J/ 




oeq. JNo . 


1 O/l CO 

x z n o o 








Gene No. 


26408 








Start 


19562 








Name 


OJ990810 10 


9C23. 


C7.o4. 


tc 


Start 


9101 








GI 


none 








Exons 


9101. .9316, 


9108. 


.9332 





End 8353 
Score 351 
.8353 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8401, 8417. .8503 



OJ990810_10. 9C23.C7 
21094 

TBLASTX: Cress ■ 
8503 
219 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8410 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_10.9C23.C7 
21094 

TBLASTX: Maize 

8410 

198 



OJ990810_10. 9C23.C7 
21094 

TBLASTX: Cress 

9332 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12468 
26408 
19562 

OJ9908 10_10 . 9C23 . C7 . o3 . tm 

14298 

none 

14 298. .14345, 14 335 .. 14385, 
14389. .14418, 14 4 51 .. 14 594 , 

12468 
26408 
19562 

OJ990810_10 . 9C23 . C7 . o5 . gs 

19562 

none 

19562. .19578, 21028. .21094 

12468 
26408 
19562 

OJ990810_10. 9C23.C7 ,o4 . tm 
20591 
none 
20591. 
20791. 
20965. 



Seq. ID OJ990810_10. 9C23.C7 
Strand 

End 21094 

Method TBLASTX: Maize 

End 14594 

Score 34 
14336. .14389, 14370 .. 14447, 
14453. .14593 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810_10. 9C23.C7 

21094 
GEN SCAN 
21094 
.42 



OJ990810 10.9C23.C7 



.20674, 20592. .20675, 
.20907, 20796. .20912, 
.21054 



21094 

TBLASTX: Maize 
21054 
57 

20772. .20807, 20777. .207 97, 
20801. .20908, 20963 .. 2104 0, 



Seq. No. 
Gene No. 



12469 
26409 



Seq. ID 
Strand 



OJ990810 10.9C23.C8 



12975 






Start 


1 End 


688 






Name 


OJ990810 10.9C23.C8.ol.np Method 


AAT/NAP 






Start 


1 End 


185 






GI 


3341692 Score 


140 






Exons . 


1. .185 








GI Descrip. 


(AC003672) unknown protein [Arabidopsis thaliana] 






Seq. No. 


12469 " Seq. ID 


OJ990810_10. 9C23 


. Co 




Gene No . 


26409 Strand 








Start 


1 End 


688 






Name 


OJ990810 10.9C23.C8.ol.tm Method 


TBLASTX: Maize 






Start 


3 End 


688 






GI 


none Score 


44 






Exons 


3. .23, 3. .23, 29. .64, 70. .150, 73. .150, 


239. .334, 274.. 


34 Z 






275. .370, 277. .387, 370. .555, 400. .537, 


437. .556, 438.. 


o54 






446. .556, 654. .683, 655. .687, 656. .688 








beq. wo. 


12470 Seq. ID 


OJ990810_10. 9C23 


. cy 




Gene No. 


26410 Strand 


+ 






Start 


7196 End 


10629 






Name 


OJ990810 10.9C23.C9.o2.np Method 


AAT/NAP 






Start 


7196 End 


10629 






GI 


6522545 Score 


241 






Exons 


7196.. 7361, 8506.. 8696, 10584.. 10629 








GI Descrip. 


(AL132955) putative- protein [Arabidopsis thaliana] 




ff\ 
\'\\ 


Seq. No. 


12470 Seq. ID 


OJ990810_10. 9C23 


. C9 


: '~s 


Gene No. 


26411 Strand 








Start 


1 End 


3839 




ui 


Name 


OJ990810 10. 9C23.C9.ol.np Method 


AAT/NAP 






Start 


1 End 


3839 




rii 


GI 


2262105 Score 


1787 






Exons 


1..749, 807. .946, 1028. .1199, 1332. .1466, 1554. .1651, 








2755. .2927, 3024. .3374, 3803. .3839 






■zsf 


GI Descrip. 


(AC002343) unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


12470 Seq. 'ID 


OJ990810_10. 9C23 


.C9 




Gene No. 


26411 Strand 








Start 


1 End 


3839 




,iSj 


Name 


OJ990810 10. 9C23.C9.ol.gs Method 


GEN SCAN 




.a 31 
: I 
•a s; 


Start 


248 End 


3444 






bl 


none Score 


.66 






Exons 


248. .755, .832. .946, 2755. .3444 








Seq. No. 


12470 Seq. ID 


OJ990810_10.9C23 


.C9 




Gene No. 


26412 Strand 








otar t 


4845 End 


12202 






Name 


OJ990810 10. 9C23.C9.ol.tc Method 


TBLASTX: Cress 






Start 


37 End .. 


628 






GI 


none Score 


56 






Exons 


37. .150, 38. .148, 135. .317, 140. .628, 142. .627 






Seq. No. 


12470 Seq. ID 


OJ990810_10.9C23 


.C9 




Gene No. 


26412 Strand 








Start 


4845 End 


12202 






Name 


OJ990810 10. 9C23.C9.o2.tm Method 


TBLASTX: Maize 






Start 


37 End 


330 





12976 








none 


Score 


407 




Exons 


37. .330, 38. .328, 45. .329, 46. 


. 330 






Seq. No. 


12470 


Seq. ID 


OJ990810_10.9C23.C9 




Gene No. 


26412 


Strand 






Start 


A O A C 

4845 


End 


12202 




Name 


OJ990810 10 . 9C23 . C9 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


A T 

37 


End 


O A 1 

391 




GI 


none 


Score 


A A A 

204 




Exons 


A ""7 AAA OO AO.1 

37 . . 390, 3o . . 391 








Seq. No. 


12470 


Seq. ID 


OJ990810_10. 9C23.C9 




Gene No. 


26412 


Strand 






Start 


4845 


T-i ^ ^0 
End 


1 O O A O 

12202 




Name 


OJ99UolU lU.9Cz3.C9.ol.tw 


Method 


TBLASTX : Wheat 




Start 


A T 

3 / 


End 


222 




GI 


none 


Score 


T A C 

125 




Exons 


3 / . . ZZZ , jo . . z 1 / 








Seq. No. 


12470 


Seq. ID 


OJ990810_10. 9C23.C9 




Gene No. 


26412 


Strand 






Start 


4845 


End 


12202 




Name 


OJ990810 10.9C23.C9.ol.tm 


Method 


TBLASTX: Maize 




Start ' 


331 


End 


1654 


:» 


GI 


none 


Score 


496 


f! 


Exons 


331. .753, 332. .700, 332. .757, 


334. .753 


, 833. .946, 834. .947 






834. .947, 835.-948, 1005. .1229, 1013.. 


1228, 1019.. 1234, 






1329. .1367, 1332. .1466, 1333.. 


1467, 1333. .1464, 1340. .1468 


= i 

\ 




1434. .1469, 1545. .1649, 1550.. 


1654, 1554. .1649 


u 


Seq. No. 


12470 


Seq. ID 


OJ990810_10.9C23.C9 




Gene No. 


26412 


Strand 






Start 


4845 


End 


12202 




Name 


OJ990810 10. 9C23.C9.o3.ts 


Method 


TBLASTX: Soybean 


c! 


Start 


416 


End 


3286 




GI 


none 


Score 


62 




Exons 


416. .538, 437. .523, 2743. .2910, 2747.. 


2944, 3022.. 3285, 


:i 




3023. .3286 






s \ 

= r 


Seq. No. 


12470 


Seq. ID 


OJ990810_10. 9C23.C9 


si 


Gene No. 


26412 


Strand 






Start 


4845 


End 


12202 




Name 


OJ990810 10.9C23.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


539 


End 


1643 




GI 


none 


Score 


107 




Exons 


539. .700, 541. .738, 842. .946, 


843. . 947 


, 1013. .1210, 1021.. 






1028. .1228, 1035. .1217, 1048.. 


1218, 1339. .1428, 1340. .1465 






, 1340. .1468, 1344. .1469, 1542.. 


1637, 1544.. 1639, 1545. .1643 






1553. .1642 








oeq. lNo . 


12470 


Seq. ID 


OJ990810_10.9C23.C9 




Gene No. 


26412 


Strand 






Start 


4845 


End 


12202 




Name 


OJ990810 10.9C23.C9.o4.tc 


Method 


TBLASTX: Cress 




Start 


664 


End 


1213 




GI 


none 


Score 


44 




Exons 


664. .720, 867. .932, 878. .943, 


1013.. 1213, 1026.. 1211 



12977 



Seq. No. 


12470 








Seq. ID 


OJ990810_10.9C23.C9 


Gene No . 


£ 0 4 1Z 








Strand 




btar t 


/I Q /l 

4 o 4 o 








End 


12202 


Name 


A TQQflQ in in 

uj ^yuoiu iu. 




uy . Oj . 


tm 


Method 


TBLASTX: Maize 


C 4- -» -v- +- 

btart 


Z / DU 








End 


3369 




none 








Score 


101 


Exons 


oicn 9 Q Q 1 


d. i jz . 




jUZ Z . 


.3369, 3023.. 3286 


Seq. No. 


12470 








Seq. ID 


OJ990810_10.9C23.C9 


bene wo . 










C -j- y-a-nH 
O L X dilCl 






4 0 4 0 








End 


12202 


Name 


n tq an q in in 
uj y y u o i u l u . 


0^9 "3 


by . Oj . 


ZC 


Method 


TBLASTX: Cress 




^n /i 1 

jU ft 1 








End 


3336 




none 








Score 


122 


Exons 






. jjjD 








Seq. No. 


12470 








Seq. ID 


OJ990810JL0. 9C23.C9 


Gene No. 


26412 








Strand 




Of 2 V~+- 

bnar u 


4 0 4 0 








iLino 


1 9 9 n 9 


Name 


n iQQnQ in in 
uj y y u o i u iu. 


ybzo . 


by . oz . 


gs 


Method 


GENSCAN 


C4--irf 

otarr 


4 O 4 3 








End 


12202 




none 








Score 


.41 


Exons 


4 O 4 3 . . 4 0 y 0 , 


/I QQC 

4 y o 3 . 


Rim 


R "3 CI 


.5649, 64 


20. .6566, 7422. .7705 




oozo . . o boy , 


o b y D . 


.by//, 


11414 


. .11547, 


12146. . 12202 


Seq. No. 


12470 








Seq. ID 


OJ990810_10. 9C23.C9 


Gene No. 


26412 








otrana 




btiaru 


A Q A R 
4 O 4 3 








End 


12202 


Name 


uj y yuo iu iu . 


yb^j . 


by . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


Qcno 
o OUo 








End 


8813 


bl 


none 








Score 


79 


Exons 


ocno Q R £ 7 
O 3U 0 . .ODD// 


OCT O 

O 3 1 0 . 


r r p n 


pCI Q 

o o i y . 


.8581, 85 


67. .8710, 8571. .8711 




QTCI QQ1 O 












Seq. No. 


12470 








oeq . i u 


ujyyuoiu xu.yb<£3.by 


bene no . 


9 6 A 1 9 




- 




Strand 




OLaiL 


4 0 4 3 








End 


12202 


Name 


ri tq q n q i n in 
uj yyuoiu iu. 


ybz j . 


by . 04 . 


ts 


Method 


TBLASTX: Soybean 


bcart, 


ojIU 








End 


8772 


bl 


none 








Score 


294 


Exons 


pel fl Q.1 C\A 
031U..O/U4, 


ff R 1 zl 


ft 7 1 4 

.0 / 1 4 / 


Q 7 9 9 
O / ZZ . 


.8772, 87 


23. .8767 


Seq. No. 


12470 








Seq. ID 


OJ990810_10.9C23.C9 


Gene No . 


9 £ /I 1 9 
Z o4 1 Z 








Strand 




otart 


/I Q A R 
4 O 4 3 








End 


12202 


Name 


nTQQHQi n in 
uj y y u o l u iu. 


ybzj . 


by . oz . 


L.C 


Method 


TBLASTX: Cress 


o t.ar t 


QCI 1 

o 3 1 1 








End 


8711 


bl 


none 








Score 


295 


Exons 


o 3 1 1 . . o /ll, 


03Z3 . 


. o byo 








Seq. No. 


12470 








Seq. ID 


OJ990810_10. 9C23.C9 


Gene No. 


26412 








Strand 




Start 


4845 








End 


12202 


Name 


OJ990810 10. 


9C23. 


C9.ol. 


gp 


Method 


AAT/GAP 


Start 


8904 








End 


9224 


GI 


2569 2.R1084 








Score 


440 



12978 



Exons 8904.. 9224 

GI Descrip. f 5042437/gb | AC007789 . 1 | AC007789 1.0e-79 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 





Seq. No. 


12470 




Seq. ID 


OJ990810_10 


.9C23.C9 




Gene No. 


26412 




Strand 








Start 


4845 




End 


12202 






Name 


OJ990810 10. 9C23.C9.o2. 


gp 


Method 


AAT/GAP 






Start 


10339 




End 


10517 






GI 


LIB34 34-053-P1-K1-H7 




Score 


276 






Exons 


10339. .10517 












GI Descrip. 


'6041757/gb|AC011806.1| 


AC011806 2.0e-12 Genomic Sequence Foj 






Oryza sativa Clone 10P20, Lemont Strain, Complete 


Sequence, 






complete sequence* 












Seq. No. 


12471 




Seq. ID 


OJ990810_10 


.9C23.C10 




Gene No. 


26413 




Strand 


+ 






Start 


4950 




End 


6057 






Name 


OJ990810 10. 9C23.C10.o3 


. np 


Method 


AAT/NAP 






Start 


4950 




End 


6057 






GI 


6815053 




Score 


791 






Exons 


4950. .5096, 5596. .5771, 


5820. 


.6057 






•J |3 Lr 


GI Descrip. 


(AP001080) -hypothetical 


protein [Oryza 


sativa] 




,=> 
ill 


Seq. No. 


L2 4 7 1 




Seq. ID 


OJ990810JL0 


.9C23.C10 


:n 


Gene No. 


26414 




Strand 






5 LI 


Start 


211 




End 


310 




• r. 


Name 


OJ990810_10. 9C23.C10.ol 


.gp 


Method 


AAT/GAP 




= *= 


Start 


211 




End 


310 






GI 


LIB3477-003-P1-K1-E9 




Score 


108 




:;! 


Exons 


211. .310 












GI Descrip. 


, 24 9858 6/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 






S 1 PRECURSOR {ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 


:=i 




sativa] f 










: =: 

'i. \ 
~\ 


Seq. No. 


12471 




Seq. ID 


OJ990810_10 


. 9C23 . C10 


:=i 


Gene No. 


2 6415 




Strand 






.3 


otart 


911 




End 


1291 




"i 


Name 


OJ990810 10. 9C23.C10.o2 


• gp 


Method 


AAT/GAP 




sal 


Start 


911 ■ 




End 


1291 






GI 

Exons 


5002855 
911. .1291 




Score 


699 






Seq. No. 


12472 




Seq. ID 


OJ990810_10 


.9C23.C11 




Gene No. 


26416 




Strand 


+ 






Start 


1380 




End 


3209 






Name 


OJ990810 10. 9C23.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


1380 




End 


3209 






GI 


none 




Score 


.54 






Exons 


1380. .1440, 2352. .2504, 


2786. 


.2940, 3150. .3209 






Seq. No. 


12472 




Seq. ID 


OJ990810_10 


.9C23.C11 




Gene No. 


26417 




Strand 


+ 






Start 


3217 




End 


3500 






Name 


OJ990810 10. 9C23.Cll.ol 


.gp 


Method . 


AAT/GAP 






Start 


3217 




End 


3500 






GI 


none 




Score 


436 





12979 




Exons 3217.. 3500 



Seq. No. 


12472 








Seq. ID 


OJ990810 


_10.9C23.C11 


Gene No. 


26418 








Strand 


+ 




Start 


9410 








End 


11219 




Name 


OJ990810 10. 


9C23, 


. Cll . O J . 


gs 


Method 


GENSCAN 




Start 


9410 








End 


11219 




GI 


none 








Score 


.83 




Exons 


9410. .9466, 


9964, 




10329. .10603, 


10714. .10776, 




11109. . 11219 












beq. no. 


12472 








Seq. ID 


OJ990810 


_10.9C23.C11 


Gene No. 


26418 








Strand 


+ 




Start 


9410 








End 


11219 




Name 


OJ990810 10. 


9C23. 


.Cll.oS. 


gp 


Method 


AAT/GAP 




Start 


10350 








End 


11167 




GI 


none 








Score 


693 




Exons 


10350. .10603 


, 10714. .10776, 


11109. .11167 




beq. wo. 


12472 








Seq. ID 


OJ990810 


_10.9C23.C11 


Gene No . 


26419 








Strand 


+ 




Start 


11239 








End 


11354 




Name 


OJ990810 10. 


9C23. 


.Cll.06. 


gp 


Method 


AAT/GAP 




Start 


11239 








End 


11354 




GI 


3766824 








Score 


131 




Exons 


11239. .11354 














Seq. No. 


1_4 / Z 








Seq. ID 


OJ990810 


10 . 9C_o . Cll 


Gene No. 


26420 








Strand 






Start 


3504 








End 


7350 




Name 


OJ990810 10. 


9C23, 


X11.02. 


gs 


Method 


GENSCAN 




Start 


3504 








End 


7329 






none 








Score 


.82 




Exons 


3504. .4004, 


4089. 


. .4432, 


4523 


..4640, 4779. .4968, 


D U^j . . OZZ / , 




5349. .5446, 


5846. 


. .6018, 


6111 


..6584, 6919. .7038, 


/ Z 1 0 . . / oZy 


Seq. No. 


12472 








Seq. ID 


OJ990810 




Gene No. 


26420 








Strand 






Start 


3504 








End 


7350 




Name 


OJ990810 10. 


9C23. 


.Cll.ol. 


tc 


Method 


TBLASTX : < 


Cress 


Of -s 

b tar z 


3507 








End 


4298 




GI 


none 








Score 


178 




Exons 


3507. .3818, 


3514. 


, .3819, 


3811 


..4053, 3813. .4052, 


4137. .4298, 




4162. .4257 














Seq. No. 


12472 








Seq. ID 


OJ990810_ 


_10.9C23.C11 


Gene No. 


26420 








Strand 






Start 


3504 








End 


7350 




Name 


OJ990810 10. 


9C23. 


Cll.ol. 


np 


Method 


AAT/NAP 




Start 


3510 








End 


7350 




GI 


2262105 








Score 


1939 




Exons 


3510. .4394, 


4494. 


, .4636, 


4775 


..4950, 5093. .5227, 


5349. .5446, 




5846. .6018, 


6111. 


.6422, 


7275 


. .7350 







GI Descrip. (AC002343) unknown protein [Arabidopsis thaliana] 

Seq. No. 12472 Seq. ID OJ990810_10 . 9C23 . Cll 

Gene No. 26420 .Strand 



12980 




Start 


3504 








End 


7350 




Name 


OJ990810 10 


. 9C23 . 


. Cll . ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


3513 








End 


4982 




GI 


none 








Score 


351 




Exons 


3513 . . 4052 , 


3514 . 


. . 4053, 


4 137 . 


.4427, 4159. .4407, 


4 / b4 . . 4 y o Z 


Seq. No. 


12472 








Seq. ID 


OJ990810 


10 . 9CZ3 . Cll 


Gene No. 


Zd4zu 








Strand 






Start 


3504 








End 


7350 




Name 


OJ990810 10 


.9C23. 


.Cll-ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


3516 








End 


4415 




GI 


none 








Score 


200 




Exons 


3516. .3758, 


3520, 


. .3765, 


3762. 


.3914, 3772.. 3909, 


3919. . 4053, 




3939. .4052, 


4134, 


. .4415, 


4162. 


.4407 







Seq. No. 


12472 




Seq. ID 


OJ990810_10.9C23.Ci: 


Gene No. 


26420 




Strand 




Start 


3504 




End 


7350 


Name 


OJ990810 10 . 9C23 . Cll . ol . 


tw 


Method 


TBLASTX: Wheat 


otart 


JJiD 




End 


3897 


GI 


none 




Score 


267 


Exons 


3516.. 3893, 3520.. 3897 








Seq. No. 


12472 




Seq. ID 


OJ990810_10.9C23.Ci: 


Gene No. 


26420 




Strand 




Start 


3504 




End 


7350 


Name 


OJ990810 10. 9C23.Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


3665 




End 


4185 


GI 


LIB3434-024-P1-K1-A11 




Score 


892 


Exons 


3665. .4185 








GI Descrip. 


, 2262105/gb|AAB63613.1 | 


6.0e- 


58 (AC002343) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


12472 




Seq. ID 


OJ990810_10.9C23.Ci: 


Gene No. 


26420 




Strand 




Start 


3504 




End 


7350 


Name 


OJ990810 10.9C23.Cll.o3. 


gp 


Method 


AAT/GAP 


Start 


4084 




End 


4642 


GI 


11117 1.R1084 




Score 


826 


Exons 


4084. .4432, 4523. .4642 








GI Descrip. 


, 2262105/gb|AAB63613. 1 | 


l.Oe- 


34 (AC002343) unknown protein 



[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 

GI Descrip. 



12472 Seq. ID OJ9908 10_10 . 9C23 . Cll 

26420 Strand 

3504 End 7350 

OJ9908 10_10 . 9C23 . Cll . o4 . gp Method AAT/GAP 

4124 End 4838 

11117_1.R1084 Score 870 

4124. .4432, 4523. .4640, 4779.-4838 

1 2262105/gb | AAB63613 . 1 1 1.0e-34 (AC002343) unknown protein 
[Arabidopsis thaliana] 1 



Seq. No. 12472 ' Seq. ID 

Gene No. 26420 Strand 

Start 3504 End 

Name OJ990810 10 . 9C23 . Cll . o3 . tc Method 



OJ990810_10.9C23.C11 
7350 

TBLASTX: Cress 



12981 





Start 


4 33b 








End 


4964 






GI 


none 








Score 


63 






Exons 


ylOOO A H C\n 

4 33b . . 4397 , 


4339 . 


. 4392, 


A C n A 

457z . 


.4637, 4758. .4961, 


4774 . . 4 962, 






Ann C A C\C A 

4 / / b . .4 9 o4 
















Seq. No. 


1 O A n O 

lz4 IZ 








Seq. ID 


OJ990810 


10 . 9C23 . Cll 




Gene No. 


26420 








Strand 








Start 


3504 








End 


7350 






Name 


ojyyUoio 10. 


A/"" A O 

9C23 . 


Cll . oz 


. tm 


Method 


TBLASTX : 


Maize 




Start 


4572 








End 


5449 






GI 


none 








Score 


82 






Exons 


/ CTO A £ A O 

4 o / z . .4643, 


c a *r o 

5068 . 


. 5zzd, 


C A O O 

5U83 . 


.5232, 5093. .5236, 


5348 . .5449, 






334 y . . j4oo 
















Seq. No. 


1 O A "7 A 

lz4 /z 








Seq. ID 


OJ990810 


T A A/"^A"0 f* 1 -i 

10 . 9Cz3 . Cll 




Gene No. 


26420 








Strand 








Start 


3504 








End 


7350 






Name 


vjj y yuo iu i u . 


ycz3 . 


LI 1 . OZ 


. t S 


Method 


TBLASTX: 


Soybean 




Start 


A C 1 A 

4 o /z 








End 


5438 






GI 


none 








Score 


75 






Exons 


j CIO /I £ /I O 

4 5 /z . .4643, 


/T CO 

4 /Ob . 


.496/, 


Anna 
4 / / 9 . 


.4967, 4780. .4968, 


C A O "3 C A *5 A 

5083 . . 523z , 






c a a. c cooo 
oU 95 . . 5z 3z , 


C A A A 

5099 . 


. 5z3o, 


534 6 . 


.5438, 5348. .5437 




3 


Seq. No. 


12472 








Seq. ID 


OJ990810 


_10.9C23.C11 


:i. 


Gene No. 


26420 








Strand 








Start 


O C A /I 

3504 








End 


7350 




Lj 


Name 


OJ990810 10. 


9C23 . 


Cll .o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


5843 








End 


6364 




-\ 

Sr 


GI 


none 








Score 


76 




11 

a: 


Exons 


CO/IT CA**J>t 

584 3. . 597 4 , 


C O A n 

5847 . 


C A C "7 

. 5957, 


/T T A A 

6109 . 


.6363, 6122. .6364 




5 I 


Seq. No. 


12472 








Seq. ID 


OJ990810 


_10. 9C23.C11 


ST 


Gene No. 


26420 








Strand 






SI 


Start 


"OCA/ 

35U4 








End 


7350 




I 

St 


Name 


/-\ T A A A O 1 A 1A 

OJ99081Q 10. 


9C23 . 


Cll . o3 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


CO yl O 

58 43 








End 


6364 




i, 


GI 


none 








Score 


121 






Exons 


5o 4 3 . . by b 9 , 


CO A A 

bo 4 4 . 


. o0z3, 


/■inn 

6109 . 


.6363, 6128.. 6364 




3 


Seq. No. 


12472 








Seq. ID 


OJ990810 


_10.9C23.C11 


= * 


Gene No. 


26420 








Strand 








Start 


Ten/ 

35U4 








End 


7350 






Name 


/ATAAAOIA 1A 

OJ 99U8 1U_1U . 


9Cz3 . 


Oil _ A 

Cll . oz 


. tc 


Method 


TBLASTX : 


Cress 




Start 


olzb 








End 


6364 






GI 


none 








Score 


115 






Exons 


/" 1 A O S~ 1 f A 

61zb . .6364, 


f 1 O A 

6130 . 


. 6363 












Seq. No. 


12473 








Seq. ID 


OJ990810 


_10.9C23.C12 




Gene No. 


26421 








Strand 


+ 






Start 


262 








End 


2349 






Name 


OJ990810 10. 


9C23. 


C12.ol 


• gp 


Method 


AAT/GAP 






Start 


262 








End 


1157 






GI 


3766824 








Score 


387 






Exons 


262.-336, 1011. .1157 












Seq. No. 


12473 








Seq. ID 


OJ990810 


_10.9C23.C12 




Gene No. 


26421 








Strand 


+ 





12982 




Start 


262 


End 


2349 




Name 


OJ990810_10. 9C23.C12 .ol .gs 


Method 


GENSCAN 




Start 


266 


End 


2107 




GI 


none 


Score 


. 82 




Exons 


266. .304, 1011. .1604, 1657.. 


1785, 1871 


. . 2107 




Seq. No. 


■ - • 

12473 


Seq. ID 


OJ990810 


_10. 9C23.C12 


Gene No. 


26421 


Strand 


+ 




Start 


262 


End 


2349 




Name 


OJ990810 10. 9C23.C12.ol.np 


Method 


AAT/NAP 




Start 


1011 


End 


2172 




GI 


5302811 


Score 


777 




Exons 


1011. .1263, 1302. .1661, 1862 


. .2172 






GI Descrip. 


(Z97342) putative serine protease-like 


protein 


[Arabidopsis 




thaliana] 








Seq. No. 


12473 


Seq. ID 


OJ990810 


_10. 9C23.C12 


Gene No. 


26421 


Strand 


+ 




Start 


262 


End 


2349 




Name 


OJ990810 10.9C23.C12.o2.gp 


Method 


AAT/GAP 




Start 


1361 


End 


2349 




GI 


33499 1.R1084 


Score 


1533 




Exons 


1361. .1631, 1714. .1785, 1871 


. .2349 






GI Descrip. 


, 5302811/emb|CAB46052.1| 4.0e-48 (Z97342) putative serine 




protease-like protein [Arabidopsis thaliana] 1 




Seq. No. 


12473 


Seq. ID 


OJ990810 


_10.9C23.C12 


Gene No. 


26422 


Strand 


+ 




Start 


3963 


End 


8867 




Name 


OJ990810 10.9C23.C12.o3.np 


Method 


AAT/NAP 




Start 


3963 


End 


8867 




GI 


3063699 


Score 


34 




Exons 


3963. .4097, 4713. .4760, 5863 


..6038, 7162. .7326, 


8843. .8867 


GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


12473 


Seq. ID 


OJ990810_ 


_10.9C23.C12 


Gene No. 


26422 


Strand 


+ 




Start 


3963 


End 


8867 




Name 


OJ990810 10.9C23.C12.o3.gp 


Method 


AAT/GAP 




Start 


7842 


End 


8189 




GI 


427863 


Score 


442 




Exons 


7842. .7917, 8012. .8189 








Seq. No. 


12473 


Seq. ID 


OJ990810^ 


__10.9C23.C12 


Gene No. 


26423 


Strand 






Start 


1592 


End 


5964 




Name 


OJ990810 10.9C23.C12.o2.np 


Method 


AAT/NAP 




Start 


1592 


End 


5047 




GI 


6681335 


Score 


781 




Exons 


1592.. 1623, 2547.. 2984, 3087 


..3209, 3290.. 3555, 


3642. .3877, 




4938. .5047 








GI Descrip. 


(AC015985) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


12473 


Seq. ID 


OJ990810_ 


_10.9C23.C12 


Gene No. 


26423 


Strand 






Start 


1592 


End 


5964 




Name 


OJ990810 10.9C23.C12.o2.gs 


Method 


GENSCAN 
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Start 2415 End 5964 

GI none Score .56 

Exons 2415.. 3209, 3290.. 3550, 3568.. 3786, 3833.. 4035, 5640.. 5964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12473 Seq. ID 

26424 Strand 

6955 End 

OJ990810_10. 9C23.C12.o3.tm Method 

234 End' 

none Score 



OJ990810_10.9C23.C12 
8070 

TBLASTX: Maize 

1158 

69 



234. .335, 248. .373, 280. 
1009. .1158, 1009. .1158 



.348, 1007. .1156, 1008. .1157, 



Seq. No. 12473 
Gene No. 26424 
Start 6955 

Name OJ9908 10_10 . 9C23 . C12 . ol 

Start 999 
GI none 

Exons 999.. 1067, 1062.. 1577, 

1696. .1785, 1707. .1781, 
2072. .2116 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 
.ts Method TBLASTX : Soybean 

End 2116 

Score 67 
1085. .1510, 1544. .1576, 1602. .1631, 
1870. .2064, 1871. .2068, 1871. .2071, 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ990810_10 . 9C23 . C12 . ol 

Start 1097 

GI none 

Exons 1097.. 1576, 1101.. 1592, 

Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ990810JL0 . 9C23 . C12 . ol 

Start 1161 

GI none 

Exons 1161.. 1583, 1176.. 1328, 
1584. .1631, 1696. .1785, 
1870. .2106, 1871. .2110, 

Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ9908 10_10 . 9C23 . C12 . o3 

Start 1696 

GI none 

Exons 1696.. 1782, 1713.. 1781, 
1871. .2107 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

.tc Method TBLASTX : Cress 

End 1631 

Score 606 
1592. .1624, 1593. .1631 

Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 
.tm Method TBLASTX: Maize 

End 2228 

Score 505 
1178. .1582, 1240. .1593, 1583. .1630, 
1711. .1785, 1869. .2105, 1870. .1983, 
2186. .2227, 2187. .2228 

Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

.tc Method TBLASTX : Cress 

End 2115 

Score 125 
1824. .2015, 1870. .1950, 1870. .2115, 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ9908 10_10 . 9C23 . C12 . o2 . tm 

Start 2646 

GI none 
Exons 



Seq. ID OJ990810_10.9C23.C12 
Strand 
End 

Method 
End 
Score 



8070 

TBLASTX: Maize 

3807 

108 



2646. .2987, 2752. .2985, 3084. .3212, 3085. .3207, 3090. .3212, 
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3305.. 3451, 3306.. 3452, 3467.. 3553, 3712.. 3807 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ990810_10 . 9C23 . C12 . o2 . tc 

Start 2652 

GI none 
Exons 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

Method TBLASTX : Cress 

End 3807 

Score 110 



2652. .2987, 2824. .2985, 3084. .3212, 3085. .3207, 3308. .3370, 
3383. .3442, 3452. .3553, 3637. .3699, 3712. .3807 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ9908 10_10 . 9C23 . C12 . o2 . ts 

Start 2652 

GI none 
Exons 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

Method TBLASTX : Soybean 

End 3553 

Score 170 



2652. .2987, 2821. .2985, 3084. .3209, 3085. .3198, 3305. .3442, 
3306. .3446, 3452.. 3553 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ990810_10 . 9C23 . C12 . ol . tw 

Start 2748 

GI none 
Exons 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

Method TBLASTX : Wheat 

End 3161 

Score 180 : * 



2748. .2987, 2752. .2985, 3084. .3161, 3085. .3141 



Seq. No. 12473 

Gene No. 26424 

Start 6955 

Name OJ990810_10 . 9C23 . C12 . o3 . gs 

Start 6955 

GI none 

Exons 6955.. 7095, 7843.. 8070 



Seq. ID OJ990810_10.9C23.C12 
Strand 

End 8070 

Method GENS CAN 

End 8070 

Score .62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12474 
26425 
1 

OJ990810_13.9C23.Cl.ol.np 
1 

3450883 
1. .417 

(AF083334) fibroin [Antheraea pernyi] 



Seq. ID OJ990810_13. 9C23.C1 
Strand + 

417 

AAT/NAP 
417 
127 



End 

Method 

End 

Score 



12475 
26426 
1280 

OJ990810_13.9C23.C2.ol.gp 
1280 

3820 1.R1084 



Seq. ID OJ990810_13. 9C23.C2 

Strand + 

End 3151 

Method AAT/GAP 

End 2153 

Score 686 



1280. .1454, 1834. .1940, 2021. .2153 

'729535/ sp | P41347 | FTRC_MAIZE 7.0e-56 FERREDOXIN-THIOREDOXIN 
REDUCTASE, CATALYTIC CHAIN PRECURSOR (FTR-C) 
(FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) ( FTR-B) ' 



Seq. No. 



12475 



Seq. ID OJ990810_13. 9C23.C2 



12985 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26426 Strand + 

1280 End 3151 

OJ990810_13. 9C23.C2. ol.np Method AAT/NAP 

1835 End 3151 

729535 Score 131 

1835. .1940, 2027. .2149, 3121. .3151 

FERREDOXIN-THIOREDOXIN REDUCTASE, CATALYTIC CHAIN PRECURSOR 
" (FTR-C) (FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) ( FTR-B) 



Seq. ID OJ990810_13. 9C23.C3 



Seq. No. 12476 
Gene No. 26427 
Start 1 

Name OJ990810_13 . 9C23 . C3 . ol . gp 

Start 1 

GI 3820_1.R1084 

Exons 1. .121, 254. .495 

GI Descrip. 1 729535/sp | P41347 | FTRC_MAIZE 

REDUCTASE, CATALYTIC CHAIN PRECURSOR (FTR-C) 
(FERREDOXIN-THIOREDOXIN REDUCTASE SUBUNIT B) (FTR-B) 1 



Strand 
End 

Method 

End 

Score 



+ 

495 

AAT/GAP 

495 

548 



7.0e-56 FERREDOXIN-THIOREDOXIN 



Seq. No. 12476 Seq. ID 

Gene No. 26427 Strand 

Start 1 End 

Name OJ990810_13 . 9C23 . C3 . ol . np Method 

Start - 1 End 

GI 1076805 Score 

Exons 1..121, 254.. 295 

GI Descrip. ferredoxin — thioredoxin reductase (EC 1.18.-.-) catalytic chain 
- maize 



OJ990810_13.9C23.C3 
+ 

495 

AAT/NAP 

295 

96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12477 
26428 
1 

OJ990810_13. 9C23.C4 .ol.np 
1 

5803259 
1..126, 214. .399,.. 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990810_13. 9C23.C4 
Strand 

End 399 

Method AAT/NAP 

End ' 399 

Score 346 



12478 
26429 
1 

OJ990810JL3. 9C23.C7 .ol.np 
1 

6498441 
1..156, 350. .560 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990810_13.9C23.C7 

Strand + 

End 560 

Method AAT/NAP 

End 560 

Score 425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12478 
26429 
1 

OJ990810_13. 9C23.C7 .ol.gs 
73 

none 
73. .453 



Seq. ID OJ990810JL3. 9C23.C7 

Strand + 

End 560 

Method GENSCAN 

End 453 

Score .52 
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Seq. No. 


12479 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C8 


Gene No. 


z o fi o u 


Strand 


+ 








btart 




hna 


oca 
Z bb 








Name 


ojyyuoiu u . yczo . Co . oi . gs 


Method 


GEN SCAN 








Start 


T 9 "7 
IZ / 


hna 


Z bb 








GI 


none 


Score 


o o 
. o o 








Exons 


1 0*7 OCC 












oeq. ln o ■ 


1 94 ftf) 


Seq. ID 


OJ990810_ 


i "3 
x o 


.9C23 


.C9 


Gene No. 


26431 


Strand 










Start 


191 


End 


4016 








Name 


uuyyuoiu io . ybz j . by . oi . np 


Method 


AAT/NAP 








btart 


i y i 


End 


4016 








bl 


ODjUDO J 


Score 


101 








Exons 


1QT "3 /! Q foci's /| fi1 C 












GI Descrip. 


(Aruuuy by / bimnar to copia 


type pol polyprotein 




(AF105716) 




[ Oryza sat iva ] 












Seq. No. 


12480 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C9 


Gene No . 


9 & A ^ 1 
Z 0 4 J X 


Strand 










bt art 


i y i 


End 


4 016 








Name 


uj yyuoiu io.ybzj.by.oi. gp 


Method 


AAT / GAP 








Start 


boo 


End 


918 








bl 


9 ^ i i onn 


Score 


30b 








Exons 


a o c fti o 
bob. . y 1 o 












Seq. No. 


12480 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C9 


Gene No . 


9 d A 9 1 


Strand 










Start 


l y i 


End 


4016 








Name 


oj yyuoiu i j . ycz j . cy . oz . gs 


Method 


GENSCAN 








b tart 


OUOU 


End 


3937 








bl 


none 


Score 


.66 








Exons 


Tncrt onoo QTAQ T3/I7 qtch 


. .3937 










Seq. No. 


12480 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C9 


Gene No. 


26431 


Strand 










Of vf 

bt art 


191 


End 


4016 








Name 


OJ990810 13. 9C23.C9.o2. rip 


Method 


AAT/NAP . 








Start 


3226 


End 


3947 








bl 


6815052 


Score 


427 








Exons 


3226.. 3347, 3628.. 3703, 3785 


. .3947 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


12481 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C10 


Gene No. 


26432 


Strand 


+ 








b t art 


1 


End 


1888 








Name 


OJ990810 13.9C23.C10.o2.np 


Method 


AAT/NAP 








bt art 


1 


End 


1888 








GI 


5042463 


Score 


162 








Exons 


1..41, 942. .1148, 1623. .1754 


, 1805. .1888 








GI Descrip. 


(AC007 78 9) unknown protein [Oryza sat iva] 








Seq. No. 


12481 


Seq. ID 


OJ990810_ 


13 


. 9C23 


.C10 


Gene No. 


26432 


Strand 


+ 








Start 


1 


End 


1888 








Name 


OJ990810 13. 9C23.C10.ol.gs 


Method 


GENSCAN 
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Start 


714 


End 


878 










GI 


none 


Score . 


. 68 










Exons 


714 . . 878 














Seq. No. 


1 O A O 1 

12481 


Seq. ID 


OJ990810 


_13 . 


ftp o o 

. 9C23 


. C10 




Gene No. 


26433 


Strand 












Start 


1 


End 


2305 










Name 


OJ990810 13.9C23.C10.ol.np 


Method 


t\ 7\ m /inn t*\ 

AAT/NAP 










Start 


1 


End 


2305 










GI 


6498436 


Score 


186 










Exons 


1..23, 288. .601, 2266. .2305 














GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 










Seq. No. 


12482 


Seq. ID 


OJ9908 10 


13 . 


, yCzi 


. Cll 




Gene No. 


26434 


Strand 


+ 










Start 


1 


End 


718 










Name 


OJ990810 13.9C23.Cll.ol.np 


Method 


TV T\ m / XT T\ T~* 

AAT/NAP 










Start 


r 


End 


71b 










GI 


5852181 


Score 


106 










Exons 


1..117, 690. .718 














GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 












Seq. No. 


12482 


Seq. ID 


OJ990810 


_13. 


, 9C23 


.Cll 




Gene No. 


26434 


Strand 


+ 








: : 
'is? 


Start 


1 


End 


718 








ijft 


Name 


OJ990810 13.9C23.Cll.ol.gs 


Method 


GEN SCAN 










Start 


243 


End 


446 








! ul 


GI 


none 


Score 


. 5 








!" ~ I 

' [ ■ i 


Exons 


243. .446 












t.Lr 


Seq. No. 


12483 


Seq. ID 


OJ990810 


13 . 


, 9C23 


. C12 




Gene No. 


26435 


Strand 


+ 










Start 


1 


End 


658 










Name 


OJ990810 13. 9C23.C12.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


658 










GI 


2462134 


Score 


235 










Exons 


1. .658 














GI Descrip. 


(Y13368) reverse transcriptase [Beta vulgaris] 








::i 


Seq. No. 


12483 


Seq. ID 


OJ990810 


_13. 


, 9C23 


.C12 


»i 


Gene No. 


26435 


Strand 


+ 










Start 


1 


End 


658 










Name 


OJ990810 13.9C23.C12.ol.gs 


Method 


GENSCAN 










Start 


354 


End 


621 










GI 


none 


Score 


.49 










Exons 


354. .621 














Seq. No. 


12484 


Seq. ID 


OJ990810 


_13 . 


9C23 


. C14 




Gene No. 


26436 


Strand 


+ 










G+- n v+- 


4388 


End 


4459 










Name 


OJ990810 13.9C23.C14 .o2.gp 


Method 


AAT/GAP 










Start 


4388 


End 


4459 










GI 


uC-osflM202097dl0bl 


Score 


83 










Exons 


4388. .4459 














GI Descrip. 


■4062935/dbj | AB0034 95 . 1 1 AB0034 95 3 . Oe- 


14 Oryza , 


sativa DNA for 






dihydrof lavonol 4 -reductase, 


complete 


cds ' 
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Seq. No. 12484 Seq. ID 

Gene No. 26437 Strand 

Start 8588 End 

Name OJ990810_13 . 9C23 . C14 . o2 . gs Method 

Start 8588 End 

GI none Score 
Exons 



OJ990810_13.9C23.C14 
+ 

9959 
GENSCAN 
9959 
.47 



8588. .8733, 9567. .9574, 9627. .9742, 9837. .9959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



12484 
26438 
1 

OJ990810_13. 9C23.C14 .ol.np 
1 

5679684 



OJ990810 13.9C23.C14 



Seq. ID 
Strand 

End 7 64 0 

Method AAT/NAP 
End 2 94 8 

Score 1748 

1..22, 382. .491, 634. .714, 802. .943, 1104. .1183, 1353. .1465, 
1948. .2194, 2556. .2948 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi|5679686|emb|CAB51804.1| (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 



Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 


Gene No. 


26438 




Strand 




Start 


1 




End 


7640 


Name 


OJ990810 13. 9C23.C14.o2 


.np 


Method 


AAT/NAP 


Start 


1 




End 


7640 


GI 


1109849 




Score 


97 * 


Exons 


1..22, 3933.. 4308, 7610 


. .7640 






GI Descrip. 


(U41538) proline rich [Caenorhabditis 


elegans] 


Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 


Gene No . 


26438 




Strand 




Start 


1 




End 


7640 


Name 


OJ990810 13. 9C23.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


387 




End 


4177 


GI 


966 1.R1084 




Score 


2478 


Exons 


387. .491, 634. .714, 802 


. .943, 


1104. .1183, 1353. .1465, 




1948. .2194, 2556. .2972, 


4025. . 


4177 




GI Descrip. 


•4176420/dbj |BAA37167| , 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 


Gene No. 


26438 




Strand 




Start 


1 




End 


7640 


Name 


OJ990810 13.9C23.C14.ol 


.gs 


Method 


GENSCAN 


Start 


387 




End 


5257 


GI 


none 




Score 


.8 


Exons 


387.. 491, 634.. 714, 802 


. .943, 


1104. .11 


83, 1353.. 1465, 




1948. .2194, 2556. .2966, 


3757. . 


3803, 3871.. 3975, 4025.. 4128, 




4894.. 4962, 5190.. 5257 








Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 


Gene No. 


26439 




Strand 




Start 


10031 




End 


10237 


Name 


OJ990810 13. 9C23.C14 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


375 




End 


3003 


GI 


none 




Score 


123 


Exons 


375. .509, 381. .491, 385 


. .492, 


623. .715 


, 634. .717, 634. .720, 
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• ft 

801. .935, 802. .939, 802. .945, 1103. .1183, 1108. .1185, 
1113. .1187, 1351. .1467, 1351. .1464, 1353. .1466, 1945. .2196, 
1949. .2197, 1949. .2197, 2556. .2969, 2556.-2966, 2557. .3003, 
2557. .2994 





Seq. No. 


1 O A Q A 
1Z 4 O 4 




0 n t r\ 

beq. iu 


ujyyuwiu io.yL.zj.c14 




Gene No. 


z 04 o y 




Strand 






start 


lUUol 




TT 1 r> /-l 


n 0 0 0 n 
lUZo / 




Name 


riTQQflfilfl 1 ^ QP"?^ HI A r\1 
U J J y U 0 1 U J--3.yL»Zs3. CJ.fi. Ol 




TUf y^i ^ /"^\ ^1 


TRT Z\QTY«Whoaf 

1 Dii/io 1 a . wnea t 




otart 


O / D 




tina 


OQ1 Q 

z y lo 




O T 

hi 


none 




Score 


14 0 




Exons 


0/D..0U0, joi . . fi yi/ dZj 


. . /ID, 


coo tic; 
OOZ . . / 1 0 , 


£"3 *5 TOO £"5/1 TIT 
OOj . . /ZZ, O o 4 . . / I/ , 






onn Q*5yi ono Q^Q Qfio 
ouu . . y.34 , ouz..y,5y, 0 uz 


. . y 4 0 , 


805. .912, 


1103. .1165, 1114 . .116 






111c 1 1 (TC OHIO OQ1 Q 

mo. . 1 1 oo , z / / z . 










Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 




Gene No . 


z 04 0 y 




Strand 






otart 


1UU-31 




End 


10237 




Name 


ujyyuoiu ij, yL^j .bi4 .01 


tc 


Method 


TBLASTX: Cress 




O 4- —l 

otart 


JO 1 




End 


3075 




bl 


none 




Score 


81 




Exons 


OQ 1 /( Ql A O n y! QO COO 

Jol..4yi, 4oJ..4yz, bzj 


TIC 

. / 15 , 


632. .715, 


634. .720, 800. .934, 






q n 0 Q/i c q n 0 n/i c one 
oUz..y4b, oUz..y4o, o(JD 


. 91b, 


867. .950, 


1103. .1183, 1113. .118 


; 5 




1 O E 1 1 / /" yl TOCO 1 ^ £ C 

lool . . 14 b4 , 1JdZ..14o3, 


1 0 c 0 
1 JOZ . 


.1465, 1353.. 1466, 1357.. 1467, 






1945. .zlo4, ly4y..zlob, 


10/10 

ly 4 y . 


.2197, 1956. .2192, 2556. .2948, 


\ \ I 
'C * • 




z d 3 y . . z 1 1 1 , zooo..zy4c}, 


O C T O 

ZD / O . 


.2952, 3028. .3075 


: X? 


Seq. No. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 




Gene No. 


zo4oy 




Strand 






btart 


lUU-51 




End 


10237 


i, " I 


Name 


ujyyuoiu 10, ybzo.Li4 .01 


4- <-» 

t s 


Method 


TBLASTX: Soybean 


fii 


btart 


00 1 




End 


2948 






none 




Score 


105 




Exons 


OQl A OtA "3Q1 /I Q 1 /ITT 

00 1 . . 4 y4 , 00 1 . . 4 y 1 , 4 jj 


. 4 y d , 


623. .715, 


628. .717, 632. .715, 


: : sr 




634. .720, 800. .937, 801 


.935, 


802. . 936, 


802. .945, 1103. .1183, 


; - t 
- 1; 




1113. .1187, 1347. .1466, 


1351. 


.1467, 1351. .1464, 1353. .1466, 






1933. .2187, 1949. .2188, 


1949. 


.2197, 1956. .2195, 2556. .2948, 


•J 




2557. .2937, 2841. .2948 










oeq. no. 


12484 




Seq. ID 


OJ990810_13.9C23.C14 


O 


Gene No . 


26439 




Strand 








10031 




End 


10237 




Name 


OJ990810 13.9C23.C14.o3 


gs 


Method 


GENSCAN 




Start 


10031 




End 


10237 




r* t 


none 




Score 


.91 




Exons 


10031. .10080, 10138. .10237 








Seq. No. 


12485 




Seq. ID 


OJ990810_13.9C23.C15 




Gene No. 


26440 




Strand 


+ 




Start 


3551 




End 


4475 




Name 


OJ990810 13.9C23.C15.o2. 


gs 


Method 


GENSCAN 




Start 


3551 




End 


4475 




GI 


none 




Score 


.79 




Exons 


3551. .3637, 3794. .3907, 


4000. 


.4091, 4136. .4475 




Seq. No. 


12485 




Seq. ID 


OJ990810_13.9C23.C15 




Gene No. 


26441 




Strand 





12990 




Start 


20 










O O u X 




Name 


OJ990810 13 


.9C23. 


C15.ol 


. gs 


Method 


r* TP M O C T\ M 




Start 


20 








Hjna 


/. y du 




GI 


none 








Score 


, O D 




Exons 


20. .255, 1741. .2950 










Se&. ~ No. 


12485 








Seq. ID 


OJ990810_13.9C23 


.C15 


Gene No. 


26441 








Strand 






Start 


20 








End 


8801 




Name 


OJ990810 13 


. 9C23. 


C15.05 


. ts 


Method 


TBLASTX : Soybean 




Start 


J. U VJ O 








End 


1843 




GI 


none 








Score 


48 




Exons 


1603. . 1641, 


1607. 


.1648, 


1 / 1 u . 


.1799, 1712. .1843 




beg. NO. 


12485 








Seq. ID 


OJ990810_13.9C23 




Gene No. 


26441 








Strand 


- 




Start 


20 








End 


8801 




Name 


OJ990810_13 


. 9C23. 


C15.ol 


.np 


Method 


AAT/NAP 




btart 










bna 


q q n i 






4206306 








Score 


1368 




Exons 


1609. .2844, 


6191. 


.8206, 


8397. 


.8801 






GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


12485 








Seq. ID 


OJ990810_13.9C23 


■ C15 


Gene No. 


26441 








Strand 


- 




Start 


20 








End 


8801 




Name 


nTQQf\Q1 n 1 "3 




C15.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2186 








End 


2581 




GI 


none 








Score 


77 




Exons 


2186. .2581, 


2286. 


.2480, 


2366. 


.2506 






Seq. No. 


12485 








Seq. ID 


OJ990810_13. 9C23 


.C15 


Gene No. 


26441 








Strand 






btart 


20 








End 


8801 




Name 


r\ tq an q in 1 ^ 




C15.o3 


■ tni 


Method 


TBLASTX : Mai ze 




Start 


2435 








End 


2788 




bl 


none 








Score 


214 




Exons 


2435.' .2788 














Seq. No. 


12485 








Seq. ID 


OJ990810_13. 9C23 


■ C15 


Gene No. 


26441 








Strand 






otart 


20 








End 


8801 




Name 






C15.o3 


gs 


Method 


GENSCAN 




Start 


4626 








End 


8730 






none 








Score 


.51 




Exons 


4626. .4726, 


6012. 


.6251, 


7485. 


.7757, 8162. .8296, 8616. .8730 


Seq. No. 


12485 








Seq. ID 


OJ990810JL3. 9C23 


C15 


Gene No. 


26441 








Strand 






btart 


20 








End 


8801 




Name 


OJ990810 13 


. 9C23. 


C15.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


6373 








End 


6807 




GI 


none 








Score 


36 




Exons 


6373. .6663, 


6458. 


.6559, 


6590. 


.6664, 6718.. 6807 




Seq. No. 


12485 








Seq. ID 


OJ990810_13.9C23 


C15 


Gene No. 


26441 








Strand 







12991 



Start 
Name 
Start 
GI 

Exons 



20 End 8801 

OJ990810_13 . 9C23 . CIS . ol . ts Method TBLASTX : Soybean 
6436 End 6853 

none Score 7 9 

6436. .6678, 6440. .6553, 6593. .6667, 6715. .6852, 6715. .6852, 
6737. . 6853 



Seq. No. 12485 

Gene No. 26441 

Start 20 

Name OJ990810_13 . 9C23 . C15 . ol . gp 

Start 6716 

GI 5455576 

Exons 6716.. 7431 

GI Descrip. 4 544372/gb | AAD22283 . 1 | AC006920J7 6.0e-26 (AC006920) putative 
reverse transcriptase [Arabidopsis thaliana] 



Seq. ID OJ990810_13.9C23.C15 
Strand 

End 8801 

Method AAT/GAP 

End 7431 

Score 1150 





Seq. No. 


12485 








Seq. ID 


OJ990810_13.9C23.C15 




Gene No. 


26441 








Strand 






Start 


O A 








End 


8801 




Name 


/"\ t a ri a o i a i o 

ojyyuoiu 13. 


9C23 


Clb . oz 


. t s 


Method 


TBLASTX : Soybean 




Start 


/UU4 








End 


7469 




GI 


none 








Score 


65 ' 




Exons 


n ri A yi Tiro 

/ (J U 4 . . / 153, 


"7 A A /" 


. /loo, 


/ 183 . 


.7437, 7191. .7469 


! e 3? 
;=?: 


Seq. No. 


12485 • 








Seq. ID 


OJ990810_13.9C23.C15 


H s 


Gene No. 


26441 








Strand 




r li 


Start 


O A 








End 


8801 




Name 


OJ990810 13. 


9C23 


CIS . o2 


. tw 


Method- 


TBLASTX: Wheat 


Ul 

t 


Start 


n a n a 
/090 








End 


7469 


GI 


none 








Score 


185 


ry 


Exons 


T A G A T 1 Q O 

/uyu . . /lOO, 


/loo 


. / 4 fey 










oeq . ino . 


1Z fl O D 








Seq. ID 


OJ990810_13.9C23.C15 


Q 


Gene No. 


26441 








Strand 




! ; ; 
■ us 


Start 


20 








End 


8801 




Name 


OJ990810 13. 


9C23 


CIS.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7159 








End 


7620 




GI 


none 








Score 


39 


!.„} 


Exons 


7159. .7182, 


7160 


.7189, 


7183. 


.7470, 71E 


8. .7481, 7485. .7589, 






7503. .7619, 


7531 


.7620, 


7543. 


.7620 






Seq. No. 


12485 








Seq. ID 


OJ990810_13. 9C23.C15 




Gene No. 


26441 








Strand 






Start 


20 








End 


8801 




Name 


OJ990810 13. 


9C23 


CIS.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


7491 








End 


7895 




GI 


none 








Score 


173 




Exons 


7491. .7778, 


7540 


.7857, 


7543. 


.7863, 7562. .7867, 7866. .7895 




Seq. No. 


12485 








Seq. ID 


OJ990810_13.9C23.C15 




Gene No. 


26441 








Strand 






Start 


20 








End 


8801 




Name 


OJ990810 13. 


9C23. 


C15.o2 


tm 


Method 


TBLASTX: Maize 




Start 


7621 








End 


7836 




GI 


none 








Score 


212 




Exons 


7621. .7836, 


7622. 


.7834 









12992 



Seq. No. 


12485 


Seq. ID 


OJ990810_13.9C23.C15 


Gene No. 


26441 


Strand 




Start 


20 


End 


8801 


Name 


OJ990810_13. 9C23.C15.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


7690 


End 


8057 


GI 


none 


Score 


126 


Exons 


7 690 . .7824, 7866.. 8057 






Seq. No. 


12485 


Seq. ID 


OJ990810_13.9C23.C15 


Gene No. 


26441 


Strand 




Start 


20 


End 


8801 


Name 


OJ990810 13.9C23.C15.o2.np 


Method 


AAT/NAP 


Start 


8442 


End 


8801 


GI 


3377834 


Score 


128 


Exons 


8442. .8801 






GI Descrip. 


(AF075598) No definition line found [Arabidopsis thaliana] 


Seq. No. 


12486 


Seq. ID 


OJ990810_13.9C23.C16 


Gene No . 


26442 


Strand 


+ 


Start 


1 


End 


9317 


Name 


OJ990810 13.9C23.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6011 


GI 


6063554 


Score 


213 


Exons 


1..179, 2880. .3085, 3519. .3706, 5181.. 


5210, 5838.. 6011 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] . 






Seq. No. 


12486 


Seq. ID 


OJ990810_13.9C23.C16 


Gene No. 


26442 


Strand 


+ 


Start 


1 


End 


9317 


Name 


OJ990810 13. 9C23.C16.o3.np 


Method 


AAT/NAP 


Start 


5267 


End 


9317 


GI 


4680183 


Score 


121 


Exons 


5267.. 5301, 9222.. 9317 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp . indica] 


Seq. No. 


12486 


Seq. ID 


OJ990810_13.9C23.C16 


Gene No. 


26442 


Strand 


+ 


Start 


1 


End 


9317 


Name 


OJ990810 13. 9C23.C16.ol.gp 


Method 


AAT/GAP 


Start 


5395 


End 


5770 


GI 


2427387 


Score 


623 


Exons 


5395. .5770 






GI Descrip. 


5852170/emb|AL117265.1 IOST17804 3.0e-94 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


12486 


Seq. ID 


OJ990810_13.9C23.C16 


Gene No. 


26443 


Strand 




Start 


6363 


End 


6663 


Name 


OJ990810 13.9C23.C16.o2.gp 


Method 


AAT/GAP 


Start 


6363 


End 


6663 


GI 


61605 3.R1084 


Score 


402 


Exons 


6363. .6663 






GI Descrip. 


, 1402920/emb|CAA66965| 2.0e 


-20 (X98321) peroxidase [Arabidof 




thaliana] 1 







12993 



Seq. No. 


12486 




Seq. ID 


OJ990810_13.9C23 


.C16 


Gene No. 


0 C A A A 

1 b4 4 4 




Strand 






Start 


713 J 




End 


9195 




Name 


ojyyuoio 13 


. 9C23 . C16 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1 1 C1 

1-1 ol 




End . 


1529 




GI 


none 




Score 


51 




Exons 


1161 . . 137 9, 


12 63 . . 137 9, 14 04. 


.1529, 1405. ."1512 




oeq . iNo . 


1 o 4 p c 
X ft O D 




Seq. ID 


OJ990810_13.9C23 




Gene No. 


26444 




Strand 






Start 


7133 




End 


9195 




Name 


OJ990810 13 


. 9C23.C16.o2 .np 


Method 


AAT/NAP 




Start 


7133 




End 


9195 




GI 


6721561 




Score 


79 




Exons 


7133. .7303, 


9104. .9195 








GI Descrip. 


(AP001073) 


EST AU082058 (C12976) corresponds to a region 


of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj | BAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12487 
26445 

427 , 

OJ990810_13.9C23.C17.ol.gs 

427 

none 

427. .664 



Seq. ID OJ990810_13.9C23.C17 

Strand 

End 664 

Method GENSCAN 

End 664 

Score . 68 



i\ Seq. No. 12488 

J, Gene No. 26446 

* Start 53 

Name OJ990810_13 . 9C23 . C19 . ol . gs 

I| Start 53 

■j GI none 

1 Exons 53.. 569, 612.. 767 

Seq. No. 12489 

Gene No. 26447 

Start 6 

Name OJ990810_13 . 9C23 . C21 . ol . gs 

Start 6 

GI none 

Exons 6.. 137, 375.. 404 



i!Ii 
r\ 



Seq. ID OJ990810_13.9C23.C19 

Strand 

End 7 67 

Method GENSCAN 

End 7 67 

Score .43 



Seq. ID OJ990810_13.9C23.C21 

Strand + 

End 404 

Method GENSCAN 

End 404 

Score .8 



Seq. No. 12490 

Gene No. 26448 

Start 1 

Name OJ990810_13 . 9C23 . C22 . ol . np 

Start 1 

GI 4680204 

Exons 1..559, 602.. 715, 805.. 899 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990810_13.9C23.C22 

Strand + 

End 899 

Method AAT/NAP 

End 899 

Score 370 



Seq. No. 
Gene No. 



12490 
26448 



Seq. ID OJ990810_13.9C23.C22 
Strand + 



12994 





Start 


1 




End 


899 




Name 


OJ990810 13.9C23.C22.ol 


.tw' 


Method 


TBLASTX: Wheat 




Start 


1 




End 


337 




GI 


none 




Score 


146 




Exons 


1..147, 2. .160, 164. .301, 220 


..300, 305. .337, 311. .331 




Seq. No. 


12491 




-Seq. ID 


OJ990810_13.9C23.C23 




Gene No. 


26449 




Strand 






Start 


1 




End 


1184 




Name 


OJ990810 13.9C23.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


931 




GI 


zoy yo X . KiUo 4 




Score 


991 




Exons 


1..325, 742. .931 










GI Descrip. 


' 5852182/emb|CAB55420. 1 


| 9.0e 


-13 (AL117265) zhb0012.1 [Oryz 






sativa] 1 










Seq. No. 


12491 




Seq. ID 


OJ990810_13 . 9C23 . C23 




Gene No. 


26449 




Strand 






Start 


1 




End 


1184 




Name 


OJyyUoiu i J . yCz 3 . cz J . oi 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


335 




GI 


none 




Score 


131 




Exons 


1..216, 3. .335, 5. .325 










Seq. No. 


12491 




Seq. ID 


OJ990810 13. 9C23.C23 




Gene No. 


26449 




Strand 




!. i \ 


Start 


1 




End 


1184 


r\ \ 

i cf 


Name 


OJyyUolU 1 J . yCzo . CzJ . ol 


. tc 


Method 


TBLASTX: Cress 


J- 3; 

! ss ! 


Start . 


3 




End 


191 




GI 


none 




Score 


70 


y 


Exons 


3.. .191, 113.. 190 








r lp 


Seq. No. 


12491 




Seq. ID 


OJ990810_13 . 9C23 . C23 




Gene No. 


26449 




Strand 






Start 


1 




End 


1184 


"i 


Name 


OJyyUoiu l j . ycz o . Czo . oi 


. ts 


Method 


TBLASTX : Soybean 




Start 


3 




PnH 


.j _> 


t" "* 


GI 


none 




Score 


65 


'-.1.1 


Exons 


3. .317, 166. .216,. 171. . 


332 






□ 


Seq. No. 


12491 




Seq. ID 


OJ990810_13.9C23.C23 




Gene No. 


26449 




Strand 






Start 


1 




End 


1184 




Name 


ujyyuoiu ij. yu^j .Lzj.oi 


. gs 


Method 


GEN SCAN 




Start 


57 




End 


1184 




GI 


none 




Score 


.77 




Exons 


57. .325, 742. .865, 1128 


. .1184 








Seq. No. 


12492 




Seq. ID 


OJ990810_13.9C23.C24 




Gene No. 


26450 




Strand 


+ 




Of- => r +- 

OLqI l 


88 




End 


501 




Name 


OJ990810 13.9C23.C24.ol 


.gs 


Method 


GENSCAN 




Start 


88 




End 


501 




GI 


none 




Score 


.68 




Exons 


88. .501 










Seq. No. 


12492 




Seq. ID 


OJ990810_13.9C23.C24 



12995 



Gene No. 


26451 


Strand 




Start 


2859 


End 


2957 


Name 


r»TQQnfiin 1 "3 Qno'i no a /-\i nn 
uu^yuoiu- l j . yv^z j . h . o i . np 


Method 


7V 7\ T / NT Zi D 


otart 


OQC.Q 
Z 0 3 -3 


CjUU 




GI 


0 / / / D 1 / 


Score 


"7 Q 

1 O 


Exons 


oocq 9QR7 






bi uescnp. 


^ H.U ^4 J^UU ) LnHj Uj / O . J. pj_ O L G in 


[ Or y za 


sativaj 


Seq. No. 


12493 


Seq. ID 


OJ990810_13.9C23.C25 


Gene No. 


26452 


Strand 


+ 


otart 


A R 


End 


2045 


Name 




Method 


GEN SCAN 


btart 




End 


2045 


P T 


none 


Score 


.56 


Exons 


4D . . OU , / ^ O . . yDZ, ±U4 0 . . 1 jlU, 


1660. .2045 


oeq. ino . 


19/1 Q/l 


Seq. ID 


OJ990810_13.9C23.C26 




26453 


Strand 


+ 


Start 


613 


End 


710 


Name 


OJ990810 13.9C23.C26.ol.gp 


Method 


AAT/GAP 


Start 


613 


End 


710 


GI 


966 1.R1084 


Score 


162 


Exons 


613. .710 






GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e-ll 


(AB008097) cytochrome P450 



[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990810_13.9C23.C26 

Strand + 

End 710 

Method . AAT/NAP 

End 710 

Score 111 



12494 
26454 
619 

OJ990810_13. 9C23.C26.ol.np 
619 

5679684 
619. .710 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi I 5679686 | emb | CAB51804.il (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 

12495 
26455 
1 

OJ990810_13. 9C23.C27.ol.np 
1 

5679684 
1..62 

(AJ243828) phosphatase 2A regulatory A subunit [Oryza sativa] 
gi|5679686|emb|CAB51804.1| (AJ243829) protein phosphatase 2A A 
subunit [Oryza sativa] 

12495 
26456 
1 

OJ990810_13. 9C23.C27.ol.gp 

1 

966_1.R1084 
1. .307 

'4176420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID 


OJ990810_13.9C23.C27 


Strand 


+ 


End 


62 


Method 


AAT/NAP 


End 


62 


Score 


86 



Seq. ID OJ990810_13.9C23.C27 

Strand + 

End 4 48 

Method AAT/GAP 

End 307 

Score 583 



12996 



Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No. 


z b4 jo 


Strand 


+ 


Start 


1 


End 


A A O 

4 4 o 


Name 


ojyyooio 13 . 3cz j . C2 / . oi . gs 


Method 


P P M P P 7\ XT 

GENSCAN 


Start 


Ton 

icy 


T-« 

End 


A A O 

4 4 o 


GI 


none 


Score 


. O 1 


Exons 


ion OOC OC/I A A Q 

loy. .ZOD, J54..44o 






Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No. 


26457 


Strand 


+ 


Start 


3507 


End 


6949 


Name 


OJ990810 13.9C23.C27.o2.np 


Method 


AAT/NAP 


Start 


3473 


End 


4079 


GI 


3885340 


Score 


63 


Exons 


3473. .3790, 3947. .4079 






GI Descrip. 


(AC005623) unknown protein [Arabidopsis thaliana] 


Seq. No. 


12495 


Seq. ID 


OJ990810 13.9C23.C27 


Gene No. 


26457 


Strand 


+ 


Start 


3507 


End 


6949 


Name 


OJ990810 13. 9C23.C27.o2.gs 


Method 


GENSCAN 


Start 


3507 


End 


6946 


GI 


none 


Score 


1 


Exons 


3507. .4100, '4725. .4994, 5076. 


.5474, 55 


66. .5760, 5851. .6011, 




. 6085. .6946 






Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No. 


26457 


Strand 


+ 


Start 


3507 


End 


6949 


Name 


OJ990810 13. 9C23.C27.o3.np 


Method 


AAT/NAP 


Start 


3769 


End 


6949 


GI 


4758556 


Score 


572 


Exons 


3769. .3869, 5136. .5474, 5566. 


.5764, 5879. .6011, 6085. .6949 


GI Descrip. 


U4/U6-associated RNA splicing 


factor gi 12708307 (AF016370) 




small nuclear ribonucleoprotein hPrp3 


[Homo sapiens] 


Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No . 


26458 


Strand 


+ 


Start 


15752 


End 


16349 


Name 


OJ990810 13.9C23.C27.o4.gs 


Method 


GENSCAN 


Start 


15752 


End 


16349 


GI 


none 


Score 


.95 


Exons 


15752. .16124, 16180. .16349 






Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No. 


26459 


Strand 




Start 


9502 


End 


12533 


Name 


OJ990810 13.9C23.C27.o4.tm 


Method 


TBLASTX: Maize 


Start 


4727 


End 


5135 


GI 


none 


Score 


40 


Exons 


4727. .4750, 4766. .4990, 4786. 


.4989, 4810. .5013, 5046. .5135, 




5076. .5132 






Seq. No. 


12495 


Seq. ID 


OJ990810_13.9C23.C27 


Gene No. 


26459 


Strand 




Start 


9502 


End 


12533 



12997 





Name 


OJ990810 13 


. 9C23 . 


C27 . ol . tm 


Method 


TBLASTX: Maize 




Start 


5232 






End 


5760 




GI 


none 






Score 


368 




Exons 


E O O O C /I O O 

5232 . . 5483/ 


5235 . 


XI A f Ci CO/I/" 

. 54 68 , 524 6. 


.5476, 5556.. 5759, 5556.. 5759, 






ODD 1 . . O / OU / 


C C C A 


C H C A 








Seq. No. 


124 95 






Seq. ID 


OJ990810_13.9C23.C27 




Gene No. 


264 59 






Strand 






Start 


9502 






End 


12533 




Name 


OJ990810_13 


.9C23. 


C27.ol.ts 


Method 


TBLASTX : Soybean 




Start 


C O /" 1 

52 61 






End 


6514 




GI 


none 






Score 


124 




Exons 


5261 . . 5338 , 


5262 . 


.5378, 5346. 


.5528, 5348.. 5476, 5364.. 5516, 






5556 . . 5744 , 


5557 . 


C T /" A /~"lOT 

.5760, 6131. 


.6172, 6265.. 6402, 6275.. 6481, 






/" O O T /" C 1 il 

6281 . .6514 












Seq. No. 


124 95 






Seq. ID 


OJ990810_13.9C23.C27 




Gene No. 


26459 






Strand 






Start 


9502 






End 


12533 




Name 


OJ99UolU_13 


A/" 1 O O 


Cz / . oz . tm 


Method 


TBLASTX: Maize 




Start 


/"COO 

6523 






End 


6969 




GI 


none 






Score 


293 




Exons 


/"COO /"TOO 

6523 . . 6720, 


6524 . 


/" T O 1 /" IT O VI 

.6721, 6524. 


.6739, 6764. .6967, 6772. .6969, 






6772 . . 6966 












Seq. No . 


12495 






Seq. ID 


OJ990810_13.9C23.C27 


i-j f 

ril 


Gene No. 


26459 






Strand 






Start 


9502 






End 


12533 


.: ;i 

! ? B? 


Name 


OJ990810 13 


. 9C23 . 


C27.o3.tm 


Method 


TBLASTX: Maize 


; 3 'if 


Start 


9500 






End 


10582 


U _J 


GI 


none 






Score 


229 


:j 1 ; 

! 


Exons 


9500 . . 9700, 


9500 . 


f\ /* O O" a r 1 n 

. 9637 , 9517 . 


.9699, 10469. .10582, 10474.. 10578 


:: 


Seq. No. 


124 95 






Seq. ID 


OJ990810_13.9C23.C27 


□ 


Gene No. 


26459 






Strand 






Start 


9502 






End 


12533 




Name 


OJ9908 10_13 


.9C23. 


C27 .o4 .np 


Method 


AAT/NAP 


a 


Start 


9502 






End 


12340 


,5 SI 


GI 


/I A O O O >1 A 

4 4 3284 0 






Score 


197 . 


J J 


Exons 


O C A O A /" A n 

9502 . . 9699, 


10475 


..10624, 12319.. 12340 




i : "E 

-S3? 


GI Descrip. 


(ACOuozoJ) 1 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


12495 






Seq. ID 


OJ990810_13.9C23.C27 




Gene No. 


26459 






Strand 






Start 


9502 






End 


12533 




Name 


y™\-TOAA01A TO 

OJ990810 13 


.9C23. 


C27.ol.tc 


Method 


TBLASTX: Cress 




Start 


9517 






End 


12503 




GI 


none 






Score 


111 




Exons 


9517 . . 9699, ■ 


• 10469 


..10612, 12369.. 12503 






Seq. No. 








Seq. ID 


OJ990810_13.9C23.C27 




Gene No. 


26459 






Strand 






Start 


9502 






End 


12533 




Name 


OJ990810 13 


.9C23. 


C27.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9517 






End 


12533 




GI 


none 






Score 


75 




Exons 


9517. .9699, 


10467 


. . 10613, 10469. . 10612, 


10471. .10614, 



12998 



• 



10472. .10615, 10473. .10613, 12369. .12533 



Seq. No. 


1 O A Q C 

lz 4 yo 


beq. ±D 


Gene No. 


264 59 


Strand 


Start 


n c a o 

9502 


End 


Name 


OJ 9 yUo l(J_lo .9C23.C27.o5. tm 


Method 


Start 






GI 


none 


Score 


Exons 


12369. .12506, 12373.. 12507 




Seq. No. 


lz4 y b 


beq. J.U 


Gene No. 


2 64 60 


Strand 


Start 


63 


End 


Name 


0J99UolU 1 3 . 9C2 3 . C2 9 . OI . gs 


Method 


Start 


63 


End 


GI 


none 


Score 


Exons 


63. .190, Ioo3..1o54, 299/.. 


O Arc 

3965 


beq. in o . 


1 Z *i Z? D 




Gene No. 


26460 


Strand 


Start 


63 


End 


Name 


OJ990810 13. 9C23.C29.ol.gp 


Method 


Start 


1782 


End 


GI 


26060 1.R1084 


Score 


Exons 


1782. .1854, 2997. .3405 




GI Descrip. 


■2062164 2.0e-36 (AC001645) 


jasmonate 




[Arabidopsis thaliana].' 





OJ990810_13.9C23.C27 
12533 

TBLASTX: Maize 

12507 

110 



+ 

3968 
GENSCAN 
3965 
. 9 



Seq. ID OJ990810_13.9C23.C29 
+ 

3968 
AAT/GAP 
3405 
916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990810_13.9C23.C29 
Strand + 

3968 
AAT/NAP 
3968 
1065 



12496 
26460 
63 

OJ990810JL3. 9C23.C2 9.ol.np 
2961 
6466955 
2961. .3968 

(AC00917 6) unknown protein [Arabidopsis thaliana] 
gi|6648184|gb|AAF21182.1|AC013483_6 (AC013483) unknown protein 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



12496 
26460 
63 

OJ9908 10_13 . 9C23.C29.o2. gp 
3539 

LIB34 33-04 2-P1-K1-G10 
3539. .3968 

'2924784 2.0e-33 (AC002334) similar to jasmonate inducible 
protein [Arabidopsis thaliana] ' 



Seq. ID OJ990810_13.9C23.C29 

Strand + 

End 3968 

Method AAT/GAP 

End ' 3968 

Score 815 



12496 



26461 
5097 

OJ990810_13.9C23.C29.o2.ts 
2994 
none 

2994. .3305, 2996. .3235, 3250. .3294 



Seq. ID OJ990810_13.9C23.C29 
Strand 
End 

Method 
End 
Score 



5725 

TBLASTX : Soybean 

3305 

393 



12999 



Seq. No. 


12496 










Seq. ID 


OJ990810 13.9C23.C29 


Gene No. 


26461 










Strand 


- 


Start 


5097 










End 


5725 


Name 


OJ990810 13 


. 9C23 


. C29 . ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


2996 










End 


3236 


GI 


none 










Score 


216 . - 


Exons 


2996. 


.3145, 


2997 


. . 314 6, 


3144 . 


. 3236 




Seq. No. 


12496 










Seq. ID 


OJ990810_13.9C23.C29 


Gene No. 


26461 










Strand 




Start 


5097 










End 


5725 


Name 


OJ990810 13 


.9C23 


.C29.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3000 










End 


3947 


GI 


none 










Score 


158 


Exons 


3000. 


3176, 


3008 


. . 3175, 


3186 . 


.3245, 3234. .3311, 3326. .3367, 




3417. 


3557, 


344 6 


, . 3550, 


3564 . 


.3626, 3575. .3625, 3644. .3823, 




3648. 


3821, 


3837 


. . 3947 








Seq. No. 


12496 










Seq. ID 


OJ990810_13.9C23.C29 


Gene No. 


26461 










Strand 




Start 


5097 










End 


5725 


Name 


OJ990810 13 


. 9C23 


C29 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3114 










End 


3857 


GI 


none 










Score 


72 


Exons 


3114 . 


3236, 


3549 


. 3626, 


3554 . 


.3625, 3609.. 3839, 3644. .3823, 




3666. 


3824, 


3806 


. 3856, 


3822. 


.3857 ■ 




Seq. No. 


12496 










Seq. ID 


OJ990810_13.9C23.C29 


Gene No. 


26461 










Strand 




Start 


5097 










End 


5725 


Name 


OJ990810 13 


. 9C23 


C29.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3414 










End 


3944 


GI 


none 










Score 


283 


Exons 


3414. 


3626, 


3422 


. 3625, 


3648 . 


.3815, 3650.. 3823, 3827.. 3853, 




3828. 


3944 












Seq. No. 


12496 










Seq. ID 


OJ990810_13.9C23.C29 


Gene No. 


26461 










Strand 




Start 


5097 










End 


5725 ' 


Name 


OJ990£ 


310_13 


. 9C23 


C29 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3461 










End 


3838 


GI 


none 










Score 


140 


Exons 


3461. 


3544, 


3462 


. 3563, 


3513 . 


.3554, 3552. .3626, 3575. .3625, 




3686. 


3751, 


3815 


. 3838 








Seq. No. 


12496 










Seq. ID 


OJ990810_13.9C23.C29 


Gene No. 


26461 










Strand 




Start 


5097 










End 


5725 


Name 


OJ990810 13 


. 9C23, 


C29.o2 . 


gs 


Method 


GENSCAN 


Start 


5097 










End 


5725 




none 










Score 


.99 


Exons 


5097. . 


5204, 


5723. 


.5725 








Seq. No. 


12497 










Seq. ID 


OJ990810_13.9C23.C30 


Gene No. 


26462 










Strand 


+ 


Start 


1 










End 


2047 . 


Name 


OJ990810_13 


.9C23. 


C30.ol. 


gp 


Method 


AAT/GAP 



13000 



